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Nucleotide Sequence of the Haemophilus influenzae Rd 
Genome, Fragments Thereof, and Uses Thereof 

Part of the work performed during development of this invention 
utilized U.S. Government funds. The government may have certain rights in 
5 this invention. NIH-5R01GM48251 

Field of the Invention 

The present invention relates to the field of molecular biology. The 
present invention discloses compositions comprising the nucleotide sequence 
of Haemophilus influenzae, fragments thereof and usage in industrial 
10 fermentation and pharmaceutical development. 

Background of the Invention 

The complete genome sequence from a free living cellular organism has 
never been determined. The first mycobacterium sequence should be 
completed by 1996, while E. coli and S. cerevisae are expected to be 

15 completed before 1998. These are being done by random and/or directed 

sequencing of overlapping cosmid clones. No one has attempted to determine 
sequences of the order of a megabase or more by a random shotgun approach. 

H. influenzae is a small (approximately 0.4 x 1 micron) non-motile, 
non-spore forming, germ-negative bacterium whose only natural host is 

20 human. It is a resident of the upper respiratory mucosa of children and adults 

and causes otitis media and respiratory tract infections mostly in children. The 
most serious complication is meningitis, which produces neurological sequelae 

1 
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in up to 50% of affected children. Six H. influenzae serotypes (a through f) 
have been identified based on immunologically distinct capsular polysaccharide 
antigens. A number of non-typeable strains are also known. Serotype b 
accounts for the majority of human disease. 

5 Interest in the medically important aspects of H. influenzae biology has 

focused particularly on those genes which determine virulence characteristics 
of the organism. A number of the genes responsible for the capsular 
polysaccharide have been mapped and sequenced (Kroll et al. , Mol. Microbiol. 
5(6): 1549-1560 (1991)). Several outer membrane protein (OMP) genes have 

10 been identified and sequenced (Langford et al. , J. Gen. Microbiol. 138: 155- 

159 (1992)). The lipoligosacchaiide (LOS) component of the outer membrane 
and the genes of its synthetic pathway are under intensive study (Weiser et al. , 
J. Bacteriol. 772:3304-3309 (1990)). While a vaccine has been available since 
1984, the study of outer membrane components is motivated to some extent 

15 by the need for improved vaccines. Recently, the catalase gene was 

characterized and sequenced as a possible virulence-related gene (Bishni etal. , 
in press). Elucidation of the H. influenzae genome will enhance the 
understanding of how H. influenzae causes invasive disease and how best to 
combat infection. 

20 H. influenzae possesses a highly efficient natural DNA transformation 

system which has been intensively studied in the non-encapsulated (R), 
serotype d strain (Kahn and Smith, J. Membrane Biology 57:89-103 (1984)). 
At least 16 transformation-specific genes have been identified and sequenced. 
Of these, four are regulatory (Redfield, J. Bacteriol. 775:5612-5618 (1991), 

25 and Chandler, Proc. Natl Acad. Sci. USA 5P-.1626-1630 (1992)), at least two 

are involved in recombination processes (Barouki and Smith, /. Bacteriol. 
76*3(2):629-634 (1985)), and at least seven are targeted to the membranes and 
periplasmic space (Tomb etal., Gene 104A-10 (1991), and Tomb, 7>roc. Natl. 
Acad. Sci. USA 89:10252-10256 (1992)), where they appear to function as 

30 structural components or in the assembly of the DNA transport machinery. H. 

influenzae Rd transformation shows a number of interesting features including 

-2- 
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sequence-specific DNA uptake, rapid uptake of several double-stranded DNA 
molecules per competent cell into a membrane compartment called the 
transformasome, linear translocation of a single strand of the donor DNA into 
the cytoplasm, and synapsis and recombination of the strand with the 
5 chromosome by a single-strand displacement mechanism. The H. influenzae 

Rd transformation system is the most thoroughly studied of the gram-negative 
systems and distinct in a number of ways from the gram-positive systems. 

The size of H. influenzae Rd genome has been determined by 
pulsed-field agarose gel electrophoresis of restriction digests to be 

10 approximately 1 .9 Mb, making its genome approximately 40% the size of E. 

coli (Lee and Smith, J. Bacterid. 770:4402-4405 (1988)). The restriction 
map of H. influenzae is circular (Lee et al, 7. BacterioL 777:3016-3024 
(1989), and Redfield and Lee, "Haemophilus influenzae Rd", pp. 2110-2112, 
In O'Brien, SJ. (ed), Genetic Maps: Locus Maps of Complex Genomes, 

15 Cold Spring Harbor Press, New York). Various genes have been mapped to 

restriction fragments by Southern hybridization probing of restriction digest 
DNA bands. This map will be valuable in verification of the assembly of a 
complete genome sequence from randomly sequenced fragments. GenBank 
currently contains about 100 kb of non-redundant H. influenzae DNA 

20 sequences. About half are from serotype b and half from Rd. 

Summary of the Invention 

The present invention is based on the sequencing of the Haemophilus 
influenzae Rd genome. The primary nucleotide sequence which was generated 
is provided in SEQ ID NO:l. 
25 The present invention provides the generated nucleotide sequence of the 

Haemophilus influenzae Rd genome, or a representative fragment thereof, in 
a form which can be readily used, analyzed, and interpreted by a skilled 
artisan. In one embodiment, present invention is provided as a contiguous 

-3- 
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string of primary sequence information corresponding to the nucleotide 
sequence depicted in SEQ ID NO: 1 . 

The present invention further provides nucleotide sequences which are 
at least 99.9% identical to the nucleotide sequence of SEQ ID NO:l. 

5 The nucleotide sequence of SEQ ID NO: 1 , a representative fragment 

thereof, or a nucleotide sequence which is at least 99.9% identical to the 
nucleotide sequence of SEQ ID NO:l may be provided in a variety of 
mediums to facilitate its use. In one application of this embodiment, the 
sequences of the present invention are recorded on computer readable media. 

10 Such media includes, but is not limited to: magnetic storage media, such as 

floppy discs, hard disc storage medium, and magnetic tape; optical storage 
media such as CD-ROM; electrical storage media such as RAM and ROM; 
and hybrids of these categories such as magnetic/optical storage media. 

The present invention further provides systems, particularly computer- 

15 based systems which contain the sequence information herein described stored 

in a data storage means. Such systems are designed to identify commercially 
important fragments of the Haemophilus influenzae Rd genome. 

Another embodiment of the present invention is directed to isolated 
fragments of the Haemophilus influenzae Rd genome. The fragments of the 

20 Haemophilus influenzae Rd genome of the present invention include, but are 

not limited to, fragments which encode peptides, hereinafter open reading 
frames (ORFs), fragments which modulate the expression of an operably 
linked ORF, hereinafter expression modulating fragments (EMFs), fragments 
which mediate the uptake of a linked DNA fragment into a cell, hereinafter 

25 uptake modulating fragments (UMFs), and fragments which can be used to 

diagnose the presence of Haemophilus influenzae Rd in a sample, hereinafter, 
diagnostic fragments (DFs). 

Each of the ORF fragments of the Haemophilus influenzae Rd genome 
disclosed in Tables 1(a) and 2, and the EMF found 5' to the ORF, can be used 

30 in numerous ways as polynucleotide reagents. The sequences can be used as 

diagnostic probes or diagnostic amplification primers for the presence of a 
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specific microbe in a sample, for the production of commercially important 
pharmaceutical agents, and to selectively control gene expression. 

The present invention further includes recombinant constructs 
comprising one or more fragments of the Haemophilus influenzae Rd genome 
5 of the present invention. The recombinant constructs of the present invention 

comprise vectors, such as a plasmid or viral vector, into which a fragment of 
the Haemophilus influenzae Rd has been inserted. 

The present invention further provides host cells containing any one of 
the isolated fragments of the Haemophilus influenzae Rd genome of the present 
10 invention. The host cells can be a higher eukaryotic host such as a mammalian 

cell, a lower eukaryotic cell such as a yeast cell, or can be a procaryotic cell 
such as a bacterial cell. 

The present invention is further directed to isolated proteins encoded 
by the ORFs of the present invention. A variety of methodologies known in 
15 the art can be utilized to obtain any one of the proteins of the present 

invention. At the simplest level, the amino acid sequence can be synthesized 
using commercially available peptide synthesizers. In an alternative method, 
the protein is purified from bacterial cells which naturally produce the protein. 
Lastly, the proteins of the present invention can alternatively be purified from 
20 cells which have been altered to express the desired protein. 

The invention further provides methods of obtaining homologs of the 
fragments of the Haemophilus influenzae Rd genome of the present invention 
and homologs of the proteins encoded by the ORFs of the present invention. 
Specifically, by using the nucleotide and amino acid sequences disclosed herein 
25 as a probe or as primers, and techniques such as PCR cloning and 

colony/plaque hybridization, one skilled in the art can obtain homologs. 

The invention further provides antibodies which selectively bind one 
of the proteins of the present invention. Such antibodies include both 
monoclonal and polyclonal antibodies. 
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The invention further provides hybridomas which produce the above- 
described antibodies. A hybridoma is an immortalized cell line which is 
capable of secreting a specific monoclonal antibody. 

The present invention further provides methods of identifying test 
5 samples derived from cells which express one of the ORF of the present 

invention, or homolog thereof. Such methods comprise incubating a test 
sample with one or more of the antibodies of the present invention, or one or 
more of the DFs of the present invention, under conditions which allow a 
skilled artisan to determine if the sample contains the ORF or product 
10 produced therefrom. 

In another embodiment of the present invention, kits are provided 
which contain the necessary reagents to carry out the above-described assays. 

Specifically, the invention provides a compartmentalized kit to receive, 
in close confinement, one or more containers which comprises: (a) a first 
15 container comprising one of the antibodies, or one of the DFs of the present 

invention; and (b) one or more other containers comprising one or more of the 
following: wash reagents, reagents capable of detecting presence of bound 
antibodies or hybridized DFs. 

Using the isolated proteins of the present invention, the present 
20 invention further provides methods of obtaining and identifying agents capable 

of binding to a protein encoded by one of the ORFs of the present invention. 
Specifically, such agents include antibodies (described above), peptides, 
carbohydrates, pharmaceutical agents and the like. Such methods comprise the 
steps of: 

25 (a) contacting an agent with an isolated protein encoded by one of 

the ORFs of the present invention; and 
(b) determining whether the agent binds to said protein. 
The complete genomic sequence ofH. influenzae will be of great value 
to all laboratories working with this organism and for a variety of commercial 
30 purposes. Many fragments of the Haemophilus influenzae Rd genome will be 

immediately identified by similarity searches against GenBank or protein 
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databases and will be of immediate value to Haemophilus researchers and for 
immediate commercial value for the production of proteins or to control gene 
expression. A specific example concerns PHA synthase. It has been reported 
that polyhydroxybutyrate is present in the membranes of H. influenzae Rd and 
5 that the amount correlates with the level of competence for transformation. 

The PHA synthase that synthesizes this polymer has been identified and 
sequenced in a number of bacteria, none of which are evolutionarily close to 
H. influenzae. This gene has yet to be isolated from H. influenzae by use of 
hybridization probes or PCR techniques. However, the genomic sequence of 
10 the present invention allows the identification of the gene by utilizing search 

means described below. 

Developing the methodology and technology for elucidating the entire 
genomic sequence of bacterial and other small genomes has and will greatly 
enhance the ability to analyze and understand chromosomal organization. In 
15 particular, sequenced genomes will provide the models for developing tools for 

the analysis of chromosome structure and function, including the ability to 
identify genes within large segments of genomic DNA, the structure, position, 
and spacing of regulatory elements, the identification of genes with potential 
industrial applications, and the ability to do comparative genomic and 
20 molecular phylogeny. 

Description of the Figures 

Figure 1 - restriction map of the Haemophilus influenzae Rd genome. 

Figure 2 - Block diagram of a computer system 102 that can be used 
to implement the computer-based systems of present invention. 
25 Figure 3 - A comparison of experimental coverage of up to 

approximately 4000 random sequence fragments assembled with 
AutoAssembler (squares) as compared to Lander- Waterman prediction for a 
2.5 Mb genome (triangles) and a 1.6 Mb genome (circles) with a 460 bp 
average sequence length and a 25 bp overlap. 
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Figure 4 - Data flow and computer programs used to manage, 
assemble, edit, and annotate the H. influenzae genome. Both Macintosh and 
Unix platforms are used to handle the AB 373 sequence data files (Kerlavage 
et al.. Proceedings of the Twenty-Sixth Annual Hawaii International 

5 Conference on System Sciences, IEEE Computer Society Press, Washington 

D.C., 585 (1993)). Factum (AB) is a Macintosh program designed for 
automatic vector sequence removal and end trimming of sequence files. The 
program esp runs on a Macintosh platform and parses the feature data 
extracted from the sequence files by Factum to the Unix based H. influenzae 

10 relational database. Assembly is accomplished by retrieving a specific set of 

sequence files and their associated features using stp, an X-windows graphical 
interface and control program which can retrieve sequences from the H. 
influenzae database using user-defined or standard SQL queries. The sequence 
files were assembled using TIGR Assembler, an assembly engine designed at 

15 TIGR for rapid and accurate assembly of thousands of sequence fragments. 

TIGR Editor is a graphical interface which can parse the aligned sequence 
files from TIGR Assembler output and display the alignment and associated 
electropherograms for contig editing. Identification of putative coding regions 
was performed with Genemark (Borodovsky and Mclninch, Computers Chem. 

20 1 7(2): 123 (1993)), a Markov and Bayes modeled program for predicting gene 

locations, and trained on a H. influenzae sequence data set. Peptide searches 
were performed against the three reading frames of each Genemark predicted 
coding region using blaze (Brutlag et al.. Computers Chem. 77:203 (1993)) 
run on a Maspar MP-2 massively parallel computer with 4096 

25 microprocessors. Results from each frame were combined into a single output 

file by mblzt. Optimal protein alignments were obtained using the program 
praze which extends alignments across potential frameshifts. The output was 
inspected using a custom graphic viewing program, gbyob, that interacts 
directly with the H. influenzae database. The alignments were further used to 

30 identify potential frameshift errors and were targeted for additional editing. 
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Figure 5 - A circular representation of the H. influenzae Rd 
chromosome illustrating the location of each predicted coding region contain- 
ing a database match as well as selected global features of the genome. Outer 
perimeter: The location of the unique Notl restriction site (designated as 
5 nucleotide 1), the RsrH sites, and the Smal sites. Outer concentric circle: The 

location of each identified coding region for which a gene identification was 
made. Each coding region location is coded as to role according to the color 
code in Fig. 6. Second concentric circle: Regions of high G/C content (> 
42%, red; > 40%, blue) and high A/T content (> 66%, black; > 64%, 

10 green). High G/C content regions are specifically associated with the 6 

ribosomal operons and the mu-like prophage. Third concentric circle: 
Coverage by lambda clones (blue). Over 300 lambda clones were sequenced 
from each end to confirm the overall structure of the genome and identify the 
6 ribosomal operons. Fourth concentric circle: The locations of the 6 

15 ribosomal operons (green), the tRNAs (black) and the cryptic mu-like 

prophage (blue). Fifth concentric circle: Simple tandem repeats. The 
locations of the following repeats are shown: CTGGCT, GTCT, ATT, 
AATGGC, TTGA, TTGG, TTTA, TTATC, TGAC, TCGTC, AACC, TTGC, 
CAAT, CCAA. The putative origin of replication is illustrated by the outward 

20 pointing arrows (green) originating near base 603,000. Two potential 

termination sequences are shown near the opposite midpoint of the circle (red). 

Figures 6(A)-6(D)- Complete map of the H. influenzae Rd genome. 
Predicted coding regions are shown on each strand. rRNA and tRNA genes 
are shown as lines and triangles, respectively. Genes are color-coded by role 
25 category as described in the legend. GenelD numbers correspond to those in 

Tables 1(a), 1(b) and 2. Where possible, three-letter designations are also 
provided. 

Figure 7 - A comparison of the region of the H. influenzae chromo- 
some containing the 8 genes of the fimbrial gene cluster present in H. 
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influenzae type b and the same region in H. influenzae Rd. The region is 
flanked by the pepNmd purE genes in both organisms. However in the non- 
infectious Rd strain the 8 genes of the fimbrial gene cluster have been excised. 
A 172 bp spacer region is located in this region in the Rd strain and continues 
5 to be flanked by the pepN and purE genes. 

Figure 8 - Hydrophobicity analysis of five predicted channel-proteins. 
The amino acid sequences of five predicted coding regions that do not display 
homology with known peptide sequences (GenBank release 87), each exhibit 
multiple hydrophobic domains that are characteristic of channel-forming 
10 proteins. The predicted coding region sequences were analyzed by the Kyte- 

Doolittle algorithm (Kyte and Doolittle, J. Mol Biol. 157: 105 (1982)) (with 
a range of 11 residues) using the GeneWorks software package 
(Intelligenetics). 

Detailed Description of the Preferred Embodiments 

15 The present invention is based on the sequencing of the Haemophilus 

influenzae Rd genome. The primary nucleotide sequence which was generated 
is provided in SEQ ID NO: 1 . As used herein, the "primary sequence" refers 
to the nucleotide sequence represented by the IUPAC nomenclature system. 
The sequence provided in SEQ ID NO: 1 is oriented relative to a unique 

20 Not I restriction endonuclease site found in the Haemophilus influenzae Rd 

genome. A skilled artisan will readily recognize that this start/stop point was 
chosen for convenience and does not reflect a structural significance. 

The present invention provides the nucleotide sequence of SEQ ID 
NO:l, or a representative fragment thereof, in a form which can be readily 

25 used, analyzed, and interpreted by a skilled artisan. In one embodiment, the 

sequence is provided as a contiguous string of primary sequence information 
corresponding to the nucleotide sequence provided in SEQ ID NO:l. 
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As used herein, a "representative fragment of the nucleotide sequence 
depicted in SEQ ID NO:l" refers to any portion of SEQ ID NO: 1 which is not 
presently represented within a publicly available database. Preferred 
representative fragments of the present invention are Haemophilus influenzae 
5 open reading frames, expression modulating fragments, uptake modulating 

fragments, and fragments which can be used to diagnose the presence of 
Haemophilus influenzae Rd in sample. A non-limiting identification of such 
preferred representative fragments is provided in Tables 1(a) and and 2. 

The nucleotide sequence information provided in SEQ ID NO: 1 was 
10 obtained by sequencing the Haemophilus influenzae Rd genome using a 

megabase shotgun sequencing method. Using three parameters of accuracy 
discussed in the Examples below, the present inventors have calculated that the 
sequence in SEQ ID NO:l has a maximum accuracy of 99.98%. Thus, the 
nucleotide sequence provided in SEQ ID NO: 1 is a highly accurate, although 
15 not necessarily a 100% perfect, representation of the nucleotide sequence of 

the Haemophilus influenzae Rd genome. 

As discussed in detail below, using the information provided in SEQ 
ID NO:l and in Tables 1(a) and 2 together with routine cloning and 
sequencing methods, one of ordinary skill in the art will be able to clone and 
20 sequence all -representative fragments" of interest including open reading 

frames (ORFs) encoding a large variety of Haemophilus influenzae proteins. 
In very rare instances, this may reveal a nucleotide sequence error present in 
the nucleotide sequence disclosed in SEQ ID NO: 1 . Thus, once the present 
invention is made available (i.e., once the information in SEQ ID NO:l and 
25 Tables 1(a) and 2 have been made available), resolving a rare sequencing error 

in SEQ ID NO:l will be well within the skill of the art. Nucleotide sequence 
editing software is publicly available. For example, Applied Biosystem's (AB) 
AutoAssembler™ can be used as an aid during visual inspection of nucleotide 
sequences. 
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Even if all of the very rare sequencing errors in SEQ ID NO: 1 were 
corrected, the resulting nucleotide sequence would still be at least 99.9% 
identical to the nucleotide sequence in SEQ ID NO: 1 . 

The nucleotide sequences of the genomes from different strains of 

5 Haemophilus influenzae differ slightly. However, the nucleotide sequence of 

the genomes of all Haemophilus influenzae strains will be at least 99.9% 
identical to the nucleotide sequence provided in SEQ ID NO: 1. 

Thus, the present invention further provides nucleotide sequences 
which are at least 99.9% identical to the nucleotide sequence of SEQ ID NO: 1 

10 in a form which can be readily used, analyzed and interpreted by the skilled 

artisan. Methods for determining whether a nucleotide sequence is at least 
99.9% identical to the nucleotide sequence of SEQ ID NO: 1 are routine and 
readily available to the skilled artisan. For example, the well known fasta 
algothrithm (Pearson and iipman, Proc. Natl. Acad. Sci. USA 85.24U 

15 (1988)) can be used to generate the percent identity of nucleotide sequences. 

Computer Related Embodiments 

The nucleotide sequence provided in SEQ ID NO: 1, a representative 
fragment thereof, or a nucleotide sequence at least 99.9% identical to SEQ ID 
NO: 1 may be "provided" in a variety of mediums to facilitate use thereof. As 

20 used herein, provided refers to a manufacture, other than an isolated nucleic 

acid molecule, which contains a nucleotide sequence of the present invention, 
i.e., the nucleotide sequence provided in SEQ ID NO: 1, a representative 
fragment thereof, or a nucleotide sequence at least 99.9% identical to SEQ ID 
NO: 1. Such a manufacture provides the Haemophilus influenzae Rd genome 

25 or a subset thereof (e.g., a Haemophilus Influenzae Rd open reading frame 

(ORF)) in a form which allows a skilled artisan to examine the manufacture 
using means not directly applicable to examining the Haemophilus influenzae 
Rd genome or a subset thereof as it exists in nature or in purified form. 
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In one application of this embodiment, a nucleotide sequence of the 
present invention can be recorded on computer readable media. As used 
herein, "computer readable media" refers to any medium which can be read 
and accessed directly by a computer. Such media include, but are not limited 
5 to: magnetic storage media, such as floppy discs, hard disc storage medium, 

and magnetic tape; optical storage media such as CD-ROM; electrical storage 
media such as RAM and ROM; and hybrids of these categories such as 
magnetic/optical storage media. A skilled artisan can readily appreciate how 
any of the presently known computer readable mediums can be used to create 
10 a manufacture comprising computer readable medium having recorded thereon 

a nucleotide sequence of the present invention. 

As used herein, "recorded w refers to a process for storing information 
on computer readable medium. A skilled artisan can readily adopt any of the 
presently know methods for recording information on computer readable 
15 medium to generate manufactures comprising the nucleotide sequence 

information of the present invention. 

A variety of data storage structures are available to a skilled artisan for 
creating a computer readable medium having recorded thereon a nucleotide 
sequence of the present invention. The choice of the data storage structure 
20 will generally be based on the means chosen to access the stored information. 

In addition, a variety of data processor programs and formats can be used to 
store the nucleotide sequence information of the present invention on computer 
readable medium. The sequence information can be represented in a word 
processing text file, formatted in commercially-available software such as 
25 WordPerfect and Microsoft Word, or represented in the form of an ASCII 

file, stored in a database application, such as DB2, Sybase, Oracle, or the like. 
A skilled artisan can readily adapt any number of dataprocessor structuring 
formats (e.g. text file or database) in order to obtain computer readable 
medium having recorded thereon the nucleotide sequence information of the 
30 present invention. 
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By providing the nucleotide sequence of SEQ ID NO: 1, a 
representative fragment thereof, or a nucleotide sequence at least 99.9% 
identical to SEQ ID NO:l in computer readable form, a skilled artisan can 
routinely access the sequence information for a variety of purposes. Computer 

5 software is publicly available which allows a skilled artisan to access sequence 

information provided in a computer readable medium. The examples which 
follow demonstrate how software which implements the BLAST (Altschul 
etal.,3. Mol Biol. 275:403-410 (1990)) and BLAZE (Brutlag el al. , Comp. 
Chan. 17:2m-'2ffl (1993)) search algorithms on a Sybase system was used to 

10 identify open reading frames (ORFs) within the Haemophilus influenzae Rd 

genome which contain homology to ORFs or proteins from other organisms. 
Such ORFs are protein encoding fragments within the Haemophilus influenzae 
Rd genome and are useful in producing commercially important proteins such 
as enzymes used in fermentation reactions and in the production of 

15 commercially useful metabolites. 

The present invention further provides systems, particularly computer- 
based systems, which contain the sequence information described herein. Such 
systems are designed to identify commercially important fragments of the 
Haemophilus influenzae Rd genome. 

20 As used herein, "a computer-based system" refers to the hardware 

means, software means, and data storage means used to analyze the nucleotide 
sequence information of the present invention. The minimum hardware means 
of the computer-based systems of the present invention comprises a central 
processing unit (CPU), input means, output means, and data storage means. 

25 A skilled artisan can readily appreciate that any one of the currently available 

computer-based system are suitable for use in the present invention. 

As stated above, the computer-based systems of the present invention 
comprise a data storage means having stored therein a nucleotide sequence of 
the present invention and the necessary hardware means and software means 

30 for supporting and implementing a search means. As used herein, "data 

storage means" refers to memory which can store nucleotide sequence 



-14- 



SUBSTTTUTE SHEET (RULE 25) 



PCTYUS96/05320 



information of the present invention, or a memory access means which can 
access manufactures having recorded thereon the nucleotide sequence 
information of the present invention. 

As used herein, "search means" refers to one or more programs which 
are implemented on the computer-based system to compare a target sequence 
or target structural motif with the sequence information stored within the data 
storage means. Search means are used to identify fragments or regions of the 
Haemophilus influenzae Rd genome which match a particular target sequence 
or target motif. A variety of known algorithms are disclosed publicly and a 
variety of commercially available software for conducting search means are 
and can be used in the computer-based systems of the present invention. 
Examples of such software includes, but is not limited to, MacPattern 
(EMBL), BLASTN and BLASTX (NCBIA). A skilled artisan can readily 
recognize that any one of the available algorithms or implementing software 
packages for conducting homology searches can be adapted for use in the 
present computer-based systems. 

As used herein, a "target sequence" can be any DNA or amino acid 
sequence of six or more nucleotides or two or more amino acids. A skilled 
artisan can readily recognize that the longer a target sequence is, the less likely 
a target sequence will be present as a random occurrence in the database. The 
most preferred sequence length of a target sequence is from about 10 to 100 
amino acids or from about 30 to 300 nucleotide residues. However, it is well 
recognized that searches for commercially important fragments of the 
Haemophilus influenzae Rd genome, such as sequence fragments involved in 
gene expression and protein processing, may be of shorter length. 

As used herein, "a target structural motif," or "target motif," refers to 
any rationally selected sequence or combination of sequences in which the 
sequenced) are chosen based on a three-dimensional configuration which is 
formed upon the folding of the target motif. There are a variety of target 
motifs known in the art. Protein target motifs include, but are not limited to, 
enzymic active sites and signal sequences. Nucleic acid target motifs include, 
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but are not limited to, promoter sequences, hairpin structures and inducible 
expression elements (protein binding sequences) . 

A variety of structural formats for the input and output means can be 
used to input and output the information in the computer-based systems of the 

5 present invention. A preferred format for an output means ranks fragments of 

the Haemophilus influenzae Rd genome possessing varying degrees of 
homology to the target sequence or target motif. Such presentation provides 
a skilled artisan with a ranking of sequences which contain various amounts of 
the target sequence or target motif and identifies the degree of homology 

10 contained in the identified fragment. 

A variety of comparing means can be used to compare a target 
sequence or target motif with the data storage means to identify sequence 
fragments of the Haemophilus influenzae Rd genome. In the present 
examples, implementing software which implement the BLAST and BLAZE 

15 algorithms (Altschul et al., J. Mol Biol. 275:403-410 (1990)) was used to 

identify open reading frames within the Haemophilus influenzae Rd genome. 
A skilled artisan can readily recognize that any one of the publicly available 
homology search programs can be used as the search means for the computer- 
based systems of the present invention. 

20 One application of mis embodiment is provided in Figure 2. Figure 2 

provides a block diagram of a computer system 102 that can be used to 
implement the present invention. The computer system 102 includes a 
processor 106 connected to a bus 104. Also connected to the bus 104 are a 
main memory 108 (preferably implemented as random access memory, RAM) 

25 and a variety of secondary storage devices 1 10, such as a hard drive 1 12 and 

a removable medium storage device 114. The removable medium storage 
device 1 14 may represent, for example, a floppy disk drive, a CD-ROM drive, 
a magnetic tape drive, etc. A removable storage medium 116 (such as a 
floppy disk, a compact disk, a magnetic tape, etc.) containing control logic 

30 and/or data recorded therein may be inserted into the removable medium 

storage device 1 14. The computer system 102 includes appropriate software 
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for reading the control logic and/or the data from the removable medium 
storage device 1 14 once inserted in the removable medium storage device 1 14. 

A nucleotide sequence of the present invention may be stored in a well 
known manner in the main memory 108, any of the secondary storage devices 
5 110, and/or a removable storage medium 116. Software for accessing and 

processing the genomic sequence (such as search tools, comparing tools, etc.) 
reside in main memory 108 during execution. 

Biochemical Embodiments 

Another embodiment of the present invention is directed to isolated 
10 fragments of the Haemophilus influenzae Rd genome. The fragments of the 

Haemophilus influenzae Rd genome of the present invention include, but are 
not limited to fragments which encode peptides, hereinafter open reading 
frames (ORFs), fragments which modulate the expression of an operably 
linked ORF, hereinafter expression modulating fragments (EMFs), fragments 
15 which mediate the uptake of a linked DNA fragment into a cell, hereinafter 

uptake modulating fragments (UMFs), and fragments which can be used to 
diagnose the presence of Haemophilus influenzae Rd in a sample, hereinafter 
diagnostic fragments (DFs). 

As used herein, an "isolated nucleic acid molecule" or an "isolated 
20 fragment of the Haemophilus influenzae Rd genome" refers to a nucleic acid 

molecule possessing a specific nucleotide sequence which has been subjected 
to purification means to reduce, from the composition, the number of 
compounds which are normally associated with the composition. A variety of 
purification means can be used to generated the isolated fragments of the 
25 present invention. These include, but are not limited to methods which 

separate constituents of a solution based on charge, solubility, or size. 

In one embodiment, Haemophilus influenaze Rd DNA can be 
mechanically sheared to produce fragments of 15-20 kb in length. These 
fragments can then be used to generate an Haemophilus influenzae Rd library 
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by inserting them into labda clones as described in the Examples below. 
Primers flanking, for examiple, an ORF provided in Table 1(a) can then be 
generated using nucleotide sequence information provided in SEQ ID NO: 1 . 
PCR cloning can then be used to isolate the ORF from the lambda DNA 
5 library. PCR cloning is well known in the art. Thus, given the availability 

of SEQ ID NO:l, Table 1(a) and Table 2, it would be routine to isolate any 
ORF or other nucleic acid fragment of the present invention. 

The isolated nucleic acid molecules of the present invention include, 
but are not limited to single stranded and double stranded DNA, and single 

10 stranded RNA. 

As used herein, an "open reading frame," ORF, means a series of 
triplets coding for amino acids without any termination codons and is a 
sequence translatable into protein. Tables la, lb and 2 identify ORFs in the 
Haemophilus influenzae Rd genome. In particular, Table la indicates the 

15 location of ORFs within the Haemophilus influenzae genome which encode the 

recited protein based on homology matching with protein sequences from the 
organism appearing in parentheticals (see the fourth column of Table 1(a)). 

The first column of Table 1(a) provides the "GenelD" of a particular 
ORF. This information is useful for two reasons. First, the complete map of 

20 the Haemophilus influenzae Rd genome provided in Figures 6(A)-6(D) refers 

to the ORFs according to their GenelD numbers. Second, Table 1(b) uses the 
GenelD numbers to indicate which ORFs were provided previously in a public 
database. 

The second and third columns in Table 1(a) indicate an ORFs position 
25 in the nucleotide sequence provided in SEQ ID NO: 1 . One of ordinary skill 

will recognize that ORFs may be oriented in opposite directions in the 
Haemophilus influence genome. This is reflected in columns 2 and 3. 

The fifth column of Table 1(a) indicates the percent identity of the 
protein encoded for by an ORF to the corresponding protein from the orgaism 
30 appearing in parentheticals in the fourth column. 
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The sixth column of Table 1(a) indicates the percent similarity of the 
protein encoded for by an ORF to the corresponding protein from the organism 
appearing in parentheticals in the fourth column. The concepts of percent 
identity and percent similarity of two polypeptide sequences is well understood 
5 in the art. For example, two polypeptides 10 amino acids in length which 

differ at three amino acid positions (e.g., at positions 1, 3 and 5) are said to 
have a percent identity of 70% . However, the same two polypeptides would 
be deemed to have a percent similarity of 80% if, for example at position 5, 
the amino acids moieties, although not identical, were "similar" (i.e., 
10 possessed similar biochemical characteristics). 

The seventh column in Table 1(a) indicates the lenth of the amino acid 
homology match. 

Table 2 provides ORFs of the Haemophilus influenzae Rd genome 
which encode polypeptide sequences which did not elicit a "homology match" 
15 with a known protein sequence from another organism. Further details 

concerning the algorithms and criteria used for homology searches are 
provided in the Examples below. 

A skilled artisan can readily identify ORFs in the Haemophilus 
influenzae Rd genome other than those listed in Tables 1(a), 1(b) and 2, such 
20 as ORFs which are overlapping or encoded by the opposite strand of an 

identified ORF in addition to those ascertainable using the computer-based 
systems of the present invention. 

As used herein, an "expression modulating fragment," EMF, means a 
series of nucleotide molecules which modulates the expression of an operably 
25 linked ORF or EMF. 

As used herein, a sequence is said to "modulate the expression of an 
operably linked sequence" when the expression of the sequence is altered by 
the presence of the EMF. EMFs include, but are not limited to, promoters, 
and promoter modulating sequences (inducible elements). One class of EMFs 
30 are fragments which induce the expression or an operably linked ORF in 

response to a specific regulatory factor or physiological event. A review of 
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known EMFs from Haemophilus are described by (Tomb et al. Gene 104:1-10 
(1991), Chandler, M. S., Proc. Natl. Acad. Sci. USA 89: 1626-1630 (1992). 

EMF sequences can be identified within the Haemophilus influenzae Rd 
genome by their proximity to the ORFs provided in Tables 1(a), 1(b) and 2. 

5 An intergenic segment, or a fragment of the intergenic segment, from about 

10 to 200 nucleotides in length, taken 5' from any one of the ORFs of 
Tables 1(a), 1(b), or 2 will modulate the expression of an operably linked 3' 
ORF in a fashion similar to that found with the naturally linked ORF 
sequence. As used herein, an "intergenic segment" refers to the fragments of 

10 the Haemophilus genome which are between two ORF(s) herein described. 

Alternatively, EMFs can be identified using known EMFs as a target sequence 
or target motif in the computer-based systems of the present invention. 

The presence and activity of an EMF can be confirmed using an EMF 
trap vector. An EMF trap vector contains a cloning site 5' to a marker 

15 sequence. A marker sequence encodes an identifiable phenotype, such as 

antibiotic resistance or a complementing nutrition auxotrophic factor, which 
can be identified or assayed when the EMF trap vector is placed within an 
appropriate host under appropriate conditions. As described above, a EMF 
will modulate the expression of an operably linked marker sequence. A more 

20 detailed discussion of various marker sequences is provided below. 

A sequence which is suspected as being a EMF is cloned in all three 
reading frames in one or more restriction sites upstream from the marker 
sequence in the EMF trap vector. The vector is then transformed into an 
appropriate host using known procedures and the phenotype of the transformed 

25 host in examined under appropriate conditions. As described above, an EMF 

will modulate the expression of an operably linked marker sequence. 

As used herein, an "uptake modulating fragment," UMF, means a 
series of nucleotide molecules which mediate the uptake of a linked DNA 
fragment into a cell. UMFs can be readily identified using known UMFs as 

30 a target sequence or target motif with the computer-based systems described 

above. 
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The presence and activity of a UMF can be confirmed by attaching the 
suspected UMF to a marker sequence. The resulting nucleic acid molecule is 
then incubated with an appropriate host under appropriate conditions and the 
uptake of the marker sequence is determined. As described above, a UMF 
will increase the frequency of uptake of a linked marker sequence. A review 
of DNA uptake in Haemophilus is provided by Goodgall, S.H., et al. , J. Baa. 
772:5924-5928 (1990). 

As used herein, a "diagnostic fragment/ DF, means a series of 
nucleotide molecules which selectively hybridize to Haemophilus influenzae 
sequences. DFs can be readily identified by identifying unique sequences 
within the Haemophilus influenzae Rd genome, or by generating and testing 
probes or amplification primers consisting of the DF sequence in an 
appropriate diagnostic format which determines amplification or hybridization 
selectivity. 

The sequences falling within the scope of the present invention are not 
limited to the specific sequences herein described, but also include allelic and 
species variations thereof. Allelic and species variations can be routinely 
determined by comparing the sequence provided in SEQ ID NO:l, a 
representative fragment thereof, or a nucleotide sequence at least 99.9% 
identical to SEQ ID NO: 1 with a sequence from another isolate of the same 
species. Furthermore, to accommodate codon variability, the invention 
includes nucleic acid molecules coding for the same amino acid sequences as 
do the specific ORFs disclosed herein. In other words, in the coding region 
of an ORF, substitution of one codon for another which encodes the same 
amino acid is expressly contemplated. 

Any specific sequence disclosed herein can be readily screened for errors 
by resequencing a particular fragment, such as an ORF, in both directions 
(i.e., sequence both strands). Alternatively, error screening can be performed 
by sequencing corresponding polynucleotides of Haemophilus influenzae origin 
isolated by using part or all of the fragments in question as a probe or primer. 
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Each of the ORFs of the Haemophilus influenzae Rd genome disclosed in 
Tables 1(a), 1(b) and 2, and the EMF found 5' to the ORF, can be used in 
numerous ways as polynucleotide reagents. The sequences can be used as 
diagnostic probes or diagnostic amplification primers to detect the presence of 

5 a specific microbe, such as Haemophilus influenzae RD, in a sample. This is 

especially the case with the fragments or ORFs of Table 2, which will be 
highly selective for Haemophilus influenzae. 

In addition, the fragments of the present invention, as broadly described, 
can be used to control gene expression through triple helix formation or 

10 antisense DNA or RNA, both of which methods are based on the binding of 

a polynucleotide sequence to DNA or RNA. Polynucleotides suitable for use 
in these methods are usually 20 to 40 bases in length and are designed to be 
complementary to a region of the gene involved in transcription (triple 
helix - see Lee et al. , Nucl Acids Res. 5:3073 (1979); Cooney et al. , Science 

15 247:456 (1988); and Dervan etal.. Science 257:1360 (1991)) or to the mRNA 

itself (antisense - Okano, J. Neurochem. 56:560 (1991); Oligodeoxynucleotides 
as Antisense Inhibitors of Gene Expression, CRC Press, Boca Raton, FL 
(1988)). 
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Triple helix- formation optimally results in a shut-off of RNA transcription 
from DNA, while antisense RNA hybridization blocks translation of an mRNA 
molecule into polypeptide. Both techniques have been demonstrated to be 
effective in model systems. Information contained in the sequences of the 
present invention is necessary for the design of an antisense or triple helix 
oligonucleotide. 

The present invention further provides recombinant constructs 
comprising one or more fragments of the Haemophilus influenzae Rd genome 
of the present invention. The recombinant constructs of the present invention 
comprise a vector, such as a plasmid or viral vector, into which a fragment of 
the Haemophilus influenzae Rd has been inserted, in a forward or reverse 
orientation. In the case of a vector comprising one of the ORFs of the present 
invention, the vector may further comprise regulatory sequences, including for 
example, a promoter, operably linked to the ORF. For vectors comprising the 
EMFs and UMFs of the present invention, the vector may further comprise a 
marker sequence or heterologous ORF operably linked to the EMF or UMF. 
Large numbers of suitable vectors and promoters are known to those of skill 
in the art and are commercially available for generating the recombinant 
constructs of the present invention. The following vectors are provided by 
way of example. Bacterial: pBs, phagescript, PsiX174, pBluescript SK, pBs 
KS, pNH8a, pNH16a, pNH18a, pNH46a (Stratagene); pTrc99A, pKK223-3, 
pKK233-3, pDR540, pRTT5 (Pharmacia). Eukaryotic: pWLneo, pSV2cat, 
pOG44, pXTl, pSG (Stratagene) pSVK3, pBPV, pMSG, pSVL (Pharmacia). 

Promoter regions can be selected from any desired gene using CAT 
(chloramphenicol transferase) vectors or other vectors with selectable markers. 
Two appropriate vectors are pKK232-8 and pCM7. Particular named bacterial 
promoters include lacl, lacZ, T3, T7, gpt, lambda P R , and trc. Eukaryotic 
promoters include CMV immediate early, HSV thymidine kinase, early and 
late SV40, LTRs from retrovirus, and mouse metallothionein-I. Selection of 
the appropriate vector and promoter is well within the level of ordinary skill 
in the art. 
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The present invention further provides host cells containing any one of 
the isolated fragments of the Haemophilus influenzae Rd genome of the present 
invention, wherein the fragment has been introduced into the host cell using 
known transformulation methods. The host cell can be a higher eukaryotic 

5 host cell, such as a mammalian cell, a lower eukaryotic host cell, such as a 

yeast cell, or the host cell can be a procaryotic cell, such as a bacterial cell. 
Introduction of the recombinant construct into the host cell can be effected by 
calcium phosphate transfection, DEAE, dextran mediated transfection, or 
electroporation (Davis, L. et al. , Basic Methods in Molecular Biology (1986)) . 

10 The host cells containing one of the fragments of the Haemophilus 

influenzae Rd genome of the present invention, can be used in conventional 
manners to produce the gene product encoded by the isolated fragment (in the 
case of an ORF) or can be used to produce a heterologous protein under the 
control of the EMF. 

!5 The present invention further provides isolated polypeptides encoded 

by the nucleic acid fragments of the present invention or by degenerate 
variants of the nucleic arid fragments of die present invention. By "degenerate 
variant" is intended nucleotide fragments which differ from a nucleic acid 
fragment of the present invention (e.g., an ORF) by nucleotide sequence but, 

20 due to the degeneracy of the Genetic Code, encode an identical polypeptide 

sequence. Preferred nucleic acid fragments of the present invention are the 
ORFs depicted in Table 1(a) which encode proteins. 

A variety of methodologies known in the art can be utilized to obtain 
any one of the isolated polypeptides or proteins of the present invention. At 

25 the simplest level, the amino acid sequence can be synthesized using 

commercially available peptide synthesizers. This is particularly useful in 
producing small peptides and fragments of larger polypeptides. Fragments are 
useful, for example, in generating antibodies against the native polypeptide. 
In an alternative method, the polypeptide or protein is purified from bacterial 

30 cells which naturally produce the polypeptide or protein. One skilled in the an 

can readily follow known methods for isolating polpeptides and proteins in 
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order to obtain one of the isolated polypeptides or proteins of the present 
invention. These include, but are not limited to, immunochromatography, 
HPLC, size-exclusion chromatography, ion-exchange chromatography, and 
immuno-affinity chromatography. 
5 The polypeptides and proteins of the present invention can alternatively 

be purified from cells which have been altered to express the desired 
polypeptide or protein. As used herein, a cell is said to be altered to express 
a desired polypeptide or protein when the cell, through genetic manipulation, 
is made to produce a polypeptide or protein which it normally does not 
10 produce or which the cell normally produces at a lower level. One skilled in 

the art can readily adapt procedures for introducing and expressing either 
recombinant or synthetic sequences into eukaryotic or prokaryotic cells in 
order to generate a cell which produces one of the polypeptides or proteins of 
the present invention. 

15 Any host/vector system can be used to express one or more of the 

ORFs of the present invention. These include, but are not limited to, 
eukaryotic hosts such as HeLa cells, Cv-1 cell, COS cells, and Sf9 cells, as 
well as prokaryotic host such as £. coli and B. subtilis. The most preferred 
cells are those which do not normally express the particular polypeptide or 

20 protein or which expresses the polypeptide or protein at low natural level. 

"Recombinant," as used herein, means that a polypeptide or protein is 
derived from recombinant (e.g., microbial or mammalian) expression systems. 
"Microbial" refers to recombinant polypeptides or proteins made in bacterial 
or fungal (e.g., yeast) expression systems. As a product, "recombinant 

25 microbial" defines a polypeptide or protein essentially free of native 

endogenous substances and unaccompanied by associated native glycosylation. 
Polypeptides or proteins expressed in most bacterial cultures, e.g., E. coli, 
will be free of glycosylation modifications; polypeptides or proteins expressed 
in yeast will have a glycosylation pattern different from that expressed in 

30 mammalian cells. 
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"Nucleotide sequence" refers to a heteropolymer of 
deoxyribonucleotides. Generally, DNA segments encoding the polypeptides 
and proteins provided by this invention are assembled from fragments of the 
Haemophilus influenzae Rd genome and short oligonucleotide linkers, or from 

5 a series of oligonucleotides, to provide a synthetic gene which is capable of 

being expressed in a recombinant transcriptional unit comprising regulatory 
elements derived from a microbial or viral operon. 

"Recombinant expression vehicle or vector" refers to a plasmid or phage 
or virus or vector, for expressing a polypeptide from a DNA (RNA) sequence. 

10 The expression vehicle can comprise a transcriptional unit comprising an 
assembly of (1) a genetic element or elements having a regulatory role in gene 
expression, for example, promoters or enhancers, (2) a structural or coding 
sequence which is transcribed into mRNA and translated into protein, and 
(3) appropriate transcription initiation and termination sequences. Structural 

15 units intended for use in yeast or eukaryotic expression systems preferably 

include a leader sequence enabling extracellular secretion of translated protein 
by a host cell. Alternatively, where recombinant protein is expressed without 
a leader or transport sequence, it may include an N-terminal methionine 
residue. This residue may or may not be subsequently cleaved from the 

20 expressed recombinant protein to provide a final product. 

"Recombinant expression system" means host cells which have stably 
integrated a recombinant transcriptional unit into chromosomal DNA or carry 
the recombinant transcriptional unit extra chromosomally. The cells can be 
prokaryotic or eukaryotic. Recombinant expression systems as defined herein 

25 will express heterologous polypeptides or proteins upon induction of the 

regulatory elements linked to the DNA segment or synthetic gene to be 
expressed. 

Mature proteins can be expressed in mammalian cells, yeast, bacteria, 
or other cells under the control of appropriate promoters. Cell-free translation 
30 systems can also be employed to produce such proteins using RNAs derived 

from the DNA constructs of the present invention. Appropriate cloning and 
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expression vectors for use with prokaryatic and eukaryotic hosts are described 
by Sambrook, et al. , in Molecular Cloning: A Laboratory Manual, Second 
Edition, Cold Spring Harbor, New York (1989), the disclosure of which is 
hereby incorporated by reference. 
5 Generally, recombinant expression vectors will include origins of 

replication and selectable markers permitting transformation of the host cell, 
e.g., the ampicillin resistance gene of E. coli and S. cerevisiae TRP1 gene, 
and a promoter derived from a highly-expressed gene to direct transcription of 
a downstream structural sequence. Such promoters can be derived from 
10 operons encoding glycolytic enzymes such as 3-phosphoglycerate kinase 

(PGK), a-factor, acid phosphatase, or heat shock proteins, among others. The 
heterologous structural sequence is assembled in appropriate phase with 
translation initiation and termination sequences, and preferably, a leader 
sequence capable of directing secretion of translated protein into the 
15 periplasmic space or extracellular medium. Optionally, the heterologous 

sequence can encode a fusion protein including an N-terminal identification 
peptide imparting desired characteristics, e.g., stabilization or simplified 
purification of expressed recombinant product. 

Useful expression vectors for bacterial use are constructed by inserting a 
20 structural DNA sequence encoding a desired protein together with suitable 

translation initiation and termination signals in operable reading phase with a 
functional promoter. The vector will comprise one or more phenotypic 
selectable markers and an origin of replication to ensure maintenance of the 
vector and to, if desirable, provide amplification within the host. Suitable 
25 prokaryotic hosts for transformation include E. coli, Bacillus subtilis, 

Salmonella typhimurium and various species within the genera Pseudomonas, 
Streptomyces, and Staphylococcus, although others may, also be employed as 
a matter of choice. 

As a representative but nonlimiting example, useful expression vectors for 
30 bacterial use can comprise a selectable marker and bacterial origin of 

replication derived from commercially available plasmids comprising genetic 
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elements of the well known cloning vector pBR322 (ATCC 37017). Such 
commercial vectors include, for example, pKK223-3 (Pharmacia Fine 
Chemicals, Uppsala, Sweden) and GEM 1 (Promega Biotec, Madison, WI, 
USA). These pBR322 "backbone" sections are combined with an appropriate 

5 promoter and the structural sequence to be expressed. 

Following transformation of a suitable host strain and growth of the host 
strain to an appropriate cell density, the selected promoter is derepressed by 
appropriate means (e.g., temperature shift or chemical induction) and cells are 
cultured for an additional period. Cells are typically harvested by 

10 centrifugation, disrupted by physical or chemical means, and the resulting 

crude extract retained for further purification. 

Various mammalian cell culture systems can also be employed to 
express recombinant protein. Examples of mammalian expression systems 
include the COS-7 lines of monkey kidney fibroblasts, described by Gluzman, 

15 Cell 23: 175 (1981), and other cell lines capable of expressing a compatible 

vector, for example, the C127, 3T3, CHO, HeLa and BHK cell lines. 
Mammalian expression vectors will comprise an origin of replication, a 
suitable promoter and enhancer, and also any necessary ribosome binding sites, 
polyadenylation site, splice donor and acceptor sites, transcriptional 

20 termination sequences, and 5' flanking nontranscribed sequences. DNA 

sequences derived from the SV40 viral genome, for example, SV40 origin, 
early promoter, enhancer, splice, and polyadenylation sites may be used to 
provide the required nontranscribed genetic elements. 

Recombinant polypeptides and proteins produced in bacterial culture 

25 is usually isolated by initial extraction from cell pellets, followed by one or 

more salting-out, aqueous ion exchange or size exclusion chromatography 
steps. Protein refolding steps can be used, as necessary, in completing 
configuration of the mature protein. Finally, high performance liquid 
chromatography (HPLQ can be employed for final purification steps. 

30 Microbial cells employed in expression of proteins can be disrupted by any 
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convenient method, including freeze- thaw cycling, sonication, mechanical 
disruption, or use of cell lysing agents. 

The present invention further includes isolated polypeptides, proteins 
and nucleic acid molecules which are substantially equivalent to those herein 
5 described. As used herein, substantially equivalent can refer both to nucleic 

acid and amino acid sequences, for example a mutant sequence, that varies 
from a reference sequence by one or more substitutions, deletions, or 
additions, the net effect of which does not result in an adverse functional 
dissimilarity between reference and subject sequences. For purposes of the 
10 present invention, sequences having equivalent biological activity, and 

equivalent expression characteristics are considered substantially equivalent. 
For purposes of determining equivalence, truncation of the mature sequence 
should be disregarded. 

The invention further provides methods of obtaining homologs from 
15 other strains of Haemophilus influenzae, of the fragments of the Haemophilus 

influenzae Rd genome of the present invention and homologs of the proteins 
encoded by the ORFs of the present invention. As used herein, a sequence or 
protein of Haemophilus influenzae is defined as a homolog of a fragment of the 
Haemophilus influenzae Rd genome or a protein encoded by one of the ORFs 
20 of the present invention, if it shares significant homology to one of the 

fragments of the Haemophilus influenzae Rd genome of the present invention 
or a protein encoded by one of the ORFs of the present invention. 
Specifically, by using the sequence disclosed herein as a probe or as primers, 
and techniques such as PCR cloning and colony/plaque hybridization, one 
25 skilled in the art can obtain homologs. 

As used herein, two nucleic acid molecules or proteins are said to 
"share significant homology" if the two contain regions which process greater 
than 85% sequence (amino acid or nucleic acid) homology. 

Region specific primers or probes derived from the nucleotide sequence 
30 provided in SEQ ID NO:l or from a nucleotide sequence at least 99.9% 

identical to SEQ ID NO:l can be used to prime DNA synthesis and PCR 
amplification, as well as to identify colonies containing cloned DNA encoding 
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a homolog using known methods (Innis et aL, PCR Protocols, Academic 
Press, San Diego, CA (1990)). 

When using primers derived from SEQ ID NO: 1 or from a nucleotide 
sequence at least 99.9% identical to SEQ H> NO: 1 , one skilled in the art will 

5 recognize that by employing high stringency conditions (e.g. , annealing at 50- 

60°Q only sequences which are greater than 75% homologous to the primer 
will be amplified. By employing lower stringency conditions (e.g. , annealing 
at 35-37°C), sequences which are greater than 40-50% homologous to the 
primer will also be amplified. 

!0 When using DNA probes derived from SEQ ID NO: 1 or from a 

nucleotide sequence at least 99.9% identical to SEQ ID NO:l for 
colony/plaque hybridization, one skilled in the art will recognize that by 
employing high stringency conditions (e.g., hybridizing at 50-65°C in 5X 
SSPC and 50% formamide, and washing at 50-65°C in 0.5X SSPC), 

15 sequences having regions which arc greater than 90% homologous to the probe 

can be obtained, and that by employing lower stringency conditions (e.g., 
hybridizing at 35-37°C in 5X SSPC and 40-45% formamide, and washing at 
42°C in SSPC), sequences having regions which are greater than 35-45% 
homologous to the probe will be obtained. 

20 Any organism can be used as the source for homologs of the present 

invention so long as the organism naturally expresses such a protein or 
contains genes encoding the same. The most preferred organism for isolating 
homologs are bacterias which are closely related to Haemophilus influenzae 
Rd. 

25 Uses for the Compositions of the Invention 

Each ORF provided in Table 1(a) was assigned to one of 102 biological 
role categories adapted from Riley, M., Microbiology Reviews 57(4):%&1 
(1993)). This allows the skilled artisan to determine a use for each identified 
coding sequence. Tables 1(a) further provides an identification of the type of 
30 polypeptide which is encoded for by each ORF. As a result, one skilled in the 

art can use the polypeptides of the present invention for commercial, 
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therapeutic and industrial purposes consistent with the type of putative 
identification of the polypeptide. 

Such identifications permit one skilled in the art to use the Haemophilus 
influenzae ORFs in a manner similar to the known type of sequences for which 
5 the identification is made; for example, to ferment a particular sugar source 

or to produce a particular metabolite. (For a review of enzymes used within 
the commercial industry, see Biochemical Engineering and Biotechnology 
Handbook 2nd, eds. Macmillan Publ. Ltd., NY (1991) and Biocatalysts in 
Organic Syntheses, ed. J. Tramper et al. y Elsevier Science Publishers, 
10 Amsterdam, The Netherlands (1985)). 

1. Biosynthetic Enzymes 

Open reading frames encoding proteins involved in mediating the 
catalytic reactions involved in intermediary and macromolecular metabolism, 
the biosynthesis of small molecules, cellular processes and other functions 

15 includes enzymes involved in the degradation of the intermediary products of 

metabolism, enzymes involved in central intermediary metabolism, enzymes 
involved in respiration, both aerobic and anaerobic, enzymes involved in 
fermentation, enzymes involved in ATP proton motor force conversion, 
enzymes involved in broad regulatory function, enzymes involved in amino 

20 acid synthesis, enzymes involved in nucleotide synthesis, enzymes involved in 

cofactor and vitamin synthesis, can be used for industrial biosynthesis. The 
various metabolic pathways present in Haemophilus can be identified based on 
absolute nutritional requirements as well as by examining the various enzymes 
identified in Table 1(a). 

25 Identified within the category of intermediary metabolism, a number 

of the proteins encoded by the identified ORFs in Tables 1(a) are particularly 
involved in the degradation of intermediary metabolites as well as non- 
macromolecular metabolism. Some of the enzymes identified include 
amylases, glucose oxidases, and catalase. 
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Proteolytic enzymes are another class of commercially important 
enzymes. Proteolytic enzymes find use in a number of industrial processes 
including the processing of flax and other vegetable fibers, in the extraction, 
clarification and depectinization of fruit juices, in the extraction of vegetables' 
oil and in the maceration of fruits and vegetables to give unicellular fruits. A 
detailed review of the proteolytic enzymes used in the food industry is 
provided by Rombouts et al, Symbiosis 21:19 (1986) and Voragen et al. in 
Biocatatyst in Agricultural Biotechnology, edited J.R. Whitaker et al., 
American Chemical Society Symposium Series 389:93 (1989)). 

The metabolism of glucose, galactose, fructose and xylose are 
important parts of the primary metabolism of Haemophilus. Enzymes involved 
in the degradation of these sugars can be used in industrial fermentation. 
Some of the important sugar transforming enzymes, from a commercial 
viewpoint, include sugar isomerases such as glucose isomerase. Other 
metabolic enzymes have found commercial use such as glucose oxidases which 
produces ketogulonic acid (KGA). KGA is an intermediate in the commercial 
production of ascorbic acid using the Reichstein's procedure (see Krueger 
etal., Biotechnology 6(A), Rhine, H.J. et al, eds., Verlag Press, Weinheim, 
Germany (1984)). 

Glucose oxidase (GOD) is commercially available and has been used 
in purified form as well as in an immobilized form for the deoxygenation of 
beer. See Hartmeir et al., Biotechnology Utters 7:21 (1979). The most 
important application of GOD is the industrial scale fermentation of gluconic 
acid. Market for gluconic acids which are used in the detergent, textile, 
leather, photographic, pharmaceutical, food, feed and concrete industry (see 
Bigelis in Gene Manipulations and Fungi, Benett, J.W. et al. , eds., Academic 
Press, New York (1985), p. 357). In addition to industrial applications, GOD 
has found applications in medicine for quantitative determination of glucose 
in body fluids recently in biotechnology for analyzing syrups from starch and 
cellulose hydrosylates. See Owusu et al., Biochem. et Biophysica. Acta. 
572:83 (1986). 
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The main sweetener used in the world today is sugar which comes from 
sugar beets and sugar cane. In the field of industrial enzymes, the glucose 
isomerase process shows the largest expansion in the market today. Initially, 
soluble enzymes were used and later immobilized enzymes were developed 
5 (Krueger et al , Biotechnology, The Textbook of Industrial Microbiology, 

Sinauer Associated Incorporated, Sunderland, Massachusetts (1990)). Today, 
the use of glucose-produced high fructose syrups is by far the largest industrial 
business using immobilized enzymes. A review of the industrial use of these 
enzymes is provided by Jorgensen, Starch 40:307 (1988). 
10 Proteinases, such as alkaline serine proteinases, are used as detergent 

additives and thus represent one of the largest volumes of microbial enzymes 
used in the industrial sector. Because of their industrial importance, there is 
a large body of published and unpublished information regarding the use of 
these enzymes in industrial processes. (See Faultman et al. 9 Acid Proteases 
15 Structure Function and Biology, Tang, J., ed., Plenum Press, New York 

(1977) and Godfrey etal., Industrial Enzymes, MacMillan Publishers, Surrey, 
UK (1983) and Hepner et al. , Report Industrial Enzymes by 1990, Hel Hepner 
& Associates, London (1986)). 

Another class of commercially usable proteins of the present invention 
20 are the microbial lipases identified in Table 1 (see Macrae et al , Philosophical 

Transactions of the Chiral Society of London 310:227 (1985) and Poserke, 
Journal of the American Oil Chemist Society 57: 1758 (1984). A major use of 
lipases is in the fat and oil industry for the production of neutral glycerides 
using lipase catalyzed inter-esterification of readily available triglycerides. 
25 Application of lipases include the use as a detergent additive to facilitate the 

removal of fats from fabrics in the course of the washing procedures. 

The use of enzymes, and in particular microbial enzymes, as catalyst 
for key steps in the synthesis of complex organic molecules is gaining 
popularity at a great rate. One area of great interest is the preparation of chiral 
30 intermediates. Preparation of chiral intermediates is of interest to a wide range 

of synthetic chemists particularly those scientists involved with the preparation 
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of new pharmaceuticals, agrochemicals, fragrances and flavors. (See Davies 
et al., Recent Advances in the Generation of Chiral Intermediates Using 
Enzymes, CRC Press, Boca Raton, Florida (1990)). The following reactions 
catalyzed by enzymes are of interest to organic chemists: hydrolysis of 
5 carboxylic acid esters, phosphate esters, amides and nitriles, esterification 

reactions, trans-esterification reactions, synthesis of amides, reduction of 
alkanones and oxoalkanates, oxidation of alcohols to carbonyl compounds, 
oxidation of sulfides to sulfoxides, and carbon bond forming reactions such as 
the aldol reaction. When considering the use of an enzyme encoded by one 
10 of the ORFs of the present invention for biotransformation and organic 

synthesis it is sometimes necessary to consider the respective advantages and 
disadvantages of using a microorganism as opposed to an isolated enzyme. 
Pros and cons of using a whole cell system on the one hand or an isolated 
partially purified enzyme on the other hand, has been described in detail by 
15 Bud et al. , Chemistry in Britain (1987), p. 127. 

Amino transferases, enzymes involved in the biosynthesis and 
metabolism of amino acids, are useful in the catalytic production of amino 
acids. The advantages of using microbial based enzyme systems is that the 
amino transferase enzymes catalyze the stereo-selective synthesis of only 
20 /-amino acids and generally possess uniformly high catalytic rates. A 

description of the use of amino transferases for amino acid production is 
provided by Roselle-David, Methods ofEnzymology 136:419 (1987). 

Another category of useful proteins encoded by the ORFs of the present 
invention include enzymes involved in nucleic acid synthesis, repair, and 
25 recombination. A variety of commercially important enzymes have previously 

been isolated from members of Haemophilus sp. These include the Hinc II, 
Hind III, and Hinf I restriction endonucleases. Table 1(a) identifies a wide 
array of enzymes, such as restriction enzymes, li gases, gyrases and 
methylases, which have immediate use in the biotechnology industry. 

30 2. Generation of Antibodies 
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As described here, the proteins of the present invention, as well as 
homologs thereof, can be used in a variety procedures and methods known in 
the art which are currently applied to other proteins. The proteins of the 
present invention can further be used to generate an antibody which selectively 
5 binds the protein. Such antibodies can be either monoclonal or polyclonal 

antibodies, as well fragments of these antibodies, and humanized forms. 

The invention further provides antibodies which selectively bind to one 
of the proteins of the present invention and hybridomas which produce these 
antibodies. A hybridoma is an immortalized cell line which is capable of 
10 secreting a specific monoclonal antibody. 

In general, techniques for preparing polyclonal and monoclonal 
antibodies as well as hybridomas capable of producing the desired antibody are 
well known in the art (Campbell, A.M., Monoclonal Antibody Technology: 
Laboratory Techniques in Biochemistry and Molecular Biology, Elsevier 
15 Science Publishers, Amsterdam, The Netherlands (1984); St. Groth et al., J. 

Immunol Methods 55:1-21 (1980); Kohler and Milstein, Nature 256:495-497 
(1975)), the trioma technique, the human B-cell hybridoma technique (Kozbor 
et al. , Immunology Today 4:71 (1983); Cole et al. , in Monoclonal Antibodies 
and Cancer Therapy, Alan R. Liss, Inc. (1985), pp. 77-96). 
20 Any animal (mouse, rabbit, etc.) which is known to produce antibodies 

can be immunized with the pseudogene polypeptide. Methods for 
immunization are well known in the art. Such methods include subcutaneous 
or interperitoneal injection of the polypeptide. One skilled in the art will 
recognize that the amount of the protein encoded by the ORF of the present 
25 invention used for immunization will vary based on the animal which is 

immunized, the antigenicity of the peptide and the site of injection. 

The protein which is used as an immunogen may be modified or 
administered in an adjuvant in order to increase the protein's antigenicity. 
Methods of increasing the antigenicity of a protein are well known in the art 
30 and include, but are not limited to coupling the antigen with a heterologous 
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protein (such as globulin or p-galactosidase) or through the inclusion of an 
adjuvant during immunization. 

For monoclonal antibodies, spleen cells from the immunized animals 
are removed, fused with myeloma cells, such as SP2/0-Agl4 myeloma cells, 
5 and allowed to become monoclonal antibody producing hybridoma cells. 

Any one of a number of methods well known in the art can be used to 
identify the hybridoma cell which produces an antibody with the desired 
characteristics. These include screening the hybridomas with an ELISA assay, 
western blot analysis, or radioimmunoassay (Lutz et al., Exp. Cell Res. 

10 775:109-124(1988)). 

Hybridomas secreting the desired antibodies are cloned and the class 
and subclass is determined using procedures known in the art (Campbell, 
A.M., Monoclonal Antibody Technology: Laboratory Techniques in 
Biochemistry and Molecular Biology , Elsevier Science Publishers, Amsterdam, 

15 The Netherlands (1984)). 

Techniques described for the production of single chain antibodies 
(U.S. Patent 4,946,778) can be adapted to produce single chain antibodies to 
proteins of the present invention. 

For polyclonal antibodies, antibody containing antisera is isolated from 
20 the immunized animal and is screened for the presence of antibodies with the 

desired specificity using one of the above-described procedures. 

The present invention further provides the above-described antibodies 
in detectably labelled form. Antibodies can be detectably labelled through the 
use of radioisotopes, affinity labels (such as biotin, avidin, etc.), enzymatic 
25 labels (such as horseradish peroxidase, alkaline phosphatase, etc.) fluorescent 

labels (such as FTTC or rhodamine, etc.), paramagnetic atoms, etc. 
Procedures for accomplishing such labelling are well-known in the art, for 
example see (Stemberger, L.A. et al., J. Histochem. Cytochem. 78:315 
(1970); Bayer, E. A. et al. , Meth. Enzym. 62:308 (1979); Engval, E. et al. , 
30 Immunol. 109:129 (1972); Goding, J.W. J. Immunol. Meth. 75:215 (1976)). 
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The labeled antibodies of the present invention can be used for in vitro, 
in vivo, and in situ assays to identify cells or tissues in which a fragment of the 
Haemophilus influenzae Rd genome is expressed. 

The present invention further provides the above-described antibodies 
5 immobilized on a solid support. Examples of such solid supports include 

plastics such as polycarbonate, complex carbohydrates such as agarose and 
sepharose, acrylic resins and such as polyacrylamide and latex beads. 
Techniques for coupling antibodies to such solid supports are well known in 
the art (Weir, D.M. et al. , "Handbook of Experimental Immunology" 4th Ed. , 
10 Blackwell Scientific Publications, Oxford, England, Chapter 10 (1986); 

Jacoby, W.D. et al. 9 Meth. Enzym. 34 Academic Press, N.Y. (1974)). The 
immobilized antibodies of the present invention can be used for in vitro, in 
vivo, and in situ assays as well as for immunoaffinity purification of the 
proteins of the present invention. 

IS 3. Diagnostic Assays and Kits 

The present invention further provides methods to identify the 
expression of one of the ORFs of the present invention, or homolog thereof, 
in a test sample, using one of the DFs or antibodies of the present invention. 
In detail, such methods comprise incubating a test sample with one or 
20 more of the antibodies or one or more of the DFs of the present invention and 

assaying for binding of the DFs or antibodies to components within the test 
sample. 

Conditions for incubating a DF or antibody with a test sample vary. 
Incubation conditions depend on the format employed in the assay, the 
25 detection methods employed, and the type and nature of the DF or antibody 

used in the assay. One skilled in the art will recognize that any one of the 
commonly available hybridization, amplification or immunological assay 
formats can readily be adapted to employ the DFs or antibodies of the present 
invention. Examples of such assays can be found in Chard, T., An 
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Introduction to Radioimmunoassay and Related Techniques, Elsevier Science 
Publishers, Amsterdam, The Netherlands (1986); Bullock, G.R. et aL, 
Techniques in lmmunocytochemistry, Academic Press, Orlando, FL Vol. 1 
(1982), Vol. 2 (1983), Vol. 3 (1985); Tijssen, P., Practice and Theory of 

5 Enzyme Immunoassays: Laboratory Techniques in Biochemistry and Molecular 

Biology, Elsevier Science Publishers, Amsterdam, The Netherlands (1985). 

The test samples of the present invention include cells, protein or 
membrane extracts of cells, or biological fluids such as sputum, blood, serum, 
plasma, or urine. The test sample used in the above-described method will 

10 vary based on the assay format, nature of the detection method and the tissues, 

cells or extracts used as the sample to be assayed. Methods for preparing 
protein extracts or membrane extracts of cells are well known in the art and 
can be readily be adapted in order to obtain a sample which is compatible with 
the system utilized. 

15 in another embodiment of the present invention, kits are provided 

which contain the necessary reagents to carry out the assays of the present 
invention. 

Specifically, the invention provides a compartmentalized kit to receive, 
in close confinement, one or more containers which comprises: (a) a first 
20 container comprising one of the DFs or antibodies of the present invention; 

and (b) one or more other containers comprising one or more of the following: 
wash reagents, reagents capable of detecting presence of a bound DF or 
antibody. 

In detail, a compartmentalized kit includes any kit in which reagents 
25 are contained in separate containers. Such containers include small glass 

containers, plastic containers or strips of plastic or paper. Such containers 
allows one to efficiently transfer reagents from one compartment to another 
compartment such that the samples and reagents are not cross-contaminated, 
and the agents or solutions of each container can be added in a quantitative 
30 fashion from one compartment to another. Such containers will include a 

container which will accept the test sample, a container which contains the 
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antibodies used in the assay, containers which contain wash reagents (such as 
phosphate buffered saline, Tris-buffers, etc.), and containers which contain the 
reagents used to detect the bound antibody or DF. 

Types of detection reagents include labelled nucleic acid probes, 
5 labelled secondary antibodies, or in the alternative, if the primary antibody is 

labelled, the enzymatic, or antibody binding reagents which are capable of 
reacting with the labelled antibody. One skilled in the art will readily 
recognize that the disclosed DFs and antibodies of the present invention can 
be readily incorporated into one of the established kit formats which are well 
10 known in the art. 

4. Screening Assay for Binding Agents 

Using the isolated proteins of the present invention, the present 
invention further provides methods of obtaining and identifying agents which 
bind to a protein encoded by one of the ORFs of the present invention or to 
IS one of the fragments and the Haemophilus genome herein described. 

In detail, said method comprises the steps of: 
(a) contacting an agent with an isolated protein encoded by one of 
the ORFs of the present invention, or an isolated fragment of 
the Haemophilus genome; and 
20 (b) determining whether the agent binds to said protein or said 

fragment. 

The agents screened in the above assay can be, but are not limited to, 
peptides, carbohydrates, vitamin derivatives, or other pharmaceutical agents. 
The agents can be selected and screened at random or rationally selected or 
25 designed using protein modeling techniques. 

For random screening, agents such as peptides, carbohydrates, 
pharmaceutical agents and the like are selected at random and are assayed for 
their ability to bind to the protein encoded by the ORF of the present 
invention. 
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Alternatively, agents may be rationally selected or designed. As used 
herein, an agent is said to be "rationally selected or designed" when the agent 
is chosen based on the configuration of the particular protein. For example, 
one skilled in the art can readily adapt currently available procedures to 
5 generate peptides, pharmaceutical agents and the like capable of binding to a 
specific peptide sequence in order to generate rationally designed antipeptide 
peptides, for example see Hurby et al.. Application of Synthetic Peptides: 
Antisense Peptides," In Synthetic Peptides, A User's Guide, W.H. Freeman, 
NY (1992), pp. 289-307, and Kaspczak et al. , Biochemistry 28:9230-8 (1989), 

10 or pharmaceutical agents, or the like. 

In addition to the foregoing, one class of agents of the present 
invention, as broadly described, can be used to control gene expression 
through binding to one of the ORFs or EMFs of the present invention. As 
described above, such agents can be randomly screened or rationally 

15 designed/selected. Targeting the ORF or EMF allows a skilled artisan to 

design sequence specific or element specific agents, modulating the expression 
of either a single ORF or multiple ORFs which rely on the same EMF for 
expression control. 

One class of DNA binding agents are agents which contain base 

20 residues which hybridize or form a triple helix formation by binding to DNA 

or RNA. Such agents can be based on the classic phosphodiester, ribonucleic 
acid backbone, or can be a variety of sulfhydryl or polymeric derivatives 
which have base attachment capacity. 

Agents suitable for use in these methods usually contain 20 to 40 bases 

25 and are designed to be complementary to a region of the gene involved in 
transcription (triple helix - see Lee et al., Nucl. Acids Res. 6:3073 (1979); 
Cooney et al. , Science 241:456 (1988); and Dervan et al. , Science 251: 1360 
(1991)) or to the mRNA itself (antisense - Okano, J. Neurochem. 56:560 
(1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, 

30 CRC Press, Boca Raton, FL (1988)). Triple helix- formation optimally results 

in a shut-off of RNA transcription from DNA, while antisense RNA 
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hybridization blocks translation of an mRNA molecule into polypeptide. Both 
techniques have been demonstrated to be effective in model systems. 
Information contained in the sequences of the present invention is necessary 
for the design of an antisense or triple helix oligonucleotide and other DNA 
5 binding agents. 

Agents which bind to a protein encoded by one of the ORFs of the 
present invention can be used as a diagnostic agent, in the control of bacterial 
infection by modulating the activity of the protein encoded by the ORF. 
Agents which bind to a protein encoded by one of the ORFs of the present 
10 invention can be formulated using known techniques to generate a 

pharmaceutical composition for use in controlling Haemophilus growth and 
infection. 

5. Vaccine and Pharmaceutical Composition 

The present invention further provides pharmaceutical agents which can 
15 be used to modulate the growth of Haemophilus influenzae, or another related 

organism, in vivo or in vitro. As used herein, a "pharmaceutical agent" is 
defined as a composition of matter which can be formulated using known 
techniques to provide a pharmaceutical compositions. As used herein, the 
"pharmaceutical agents of the present invention" refers the pharmaceutical 
20 agents which are derived from the protons encoded by the ORFs of the present 

invention or are agents which are identified using the herein described assays. 

As used herein, a pharmaceutical agent is said to "modulated the 
growth of Haemophilus sp. , or a related organism, in vivo or in vitro, " when 
the agent reduces the rate of growth, rate of division, or viability of the 
25 organism in question. The pharmaceutical agents of the present invention can 

modulate the growth of an organism in many fashions, although an 
understanding of the underlying mechanism of action is not needed to practice 
the use of the pharmaceutical agents of the present invention. Some agents 
will modulate the growth by binding to an important protein thus blocking the 
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biological activity of the protein, while other agents may bind to a component 
of the outer surface of the organism blocking attachment or rendering the 
organism more prone to act the bodies nature immune system. Alternatively, 
the agent may be comprise a protein encoded by one of the ORFs of the 
5 present invention and serve as a vaccine. The development and use of a 

vaccine based on outer membrane components, such as the LPS, are well 
known in the art. 

As used herein, a "related organism B is a broad term which refers to 
any organism whose growth can be modulated by one of the pharmaceutical 

10 agents of the present invention. In general, such an organism will contain a 

homolog of the protein which is the target of the pharmaceutical agent or the 
protein used as a vaccine. As such, related organism do not need to be 
bacterial but may be fungal or viral pathogens. 

The pharmaceutical agents and compositions of the present invention 

15 may be administered in a convenient manner such as by the oral, topical, 

intravenous, intraperitoneal, intramuscular, subcutaneous, intranasal or 
intradermal routes. The pharmaceutical compositions are administered in an 
amount which is effective for treating and/or prophylaxis of the specific 
indication. In general, they are administered in an amount of at least about 10 

20 jig/kg body weight and in most cases they will be administered in an amount 

not in excess of about 8 mg/Kg body weight per day. In most cases, the 
dosage is from about 10 /ig/kg to about 1 mg/kg body weight daily, taking into 
account the routes of adniinistration, symptoms, etc. 

The agents of the present invention can be used in native form or can 

25 be modified to form a chemical derivative. As used herein, a molecule is said 

to be a "chemical derivative" of another molecule when it contains additional 
chemical moieties not normally a part of the molecule. Such moieties may 
improve the molecule's solubility, absorption, biological half life, etc. The 
moieties may alternatively decrease the toxicity of the molecule, eliminate or 

30 attenuate any undesirable side effect of the molecule, etc. Moieties capable of 
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mediating such effects are disclosed in Remington's Pharmaceutical Sciences 
(1980). 

For example, a change in the immunological character of the functional 
derivative, such as affinity for a given antibody, is measured by a competitive 
type immunoassay. Changes in immunomodulation activity are measured by 
the appropriate assay. Modifications of such protein properties as redox or 
thermal stability, biological half-life, hydrophobicity, susceptibility to 
proteolytic degradation or the tendency to aggregate with carriers or into 
multimers are assayed by methods well known to the ordinarily skilled artisan. 

The therapeutic effects of the agents of the present invention may be 
obtained by providing the agent to a patient by any suitable means (i.e., 
inhalation, intravenously, intramuscularly, subcutaneously, enterally, or 
parenterally). It is preferred to administer the agent of the present invention 
so as to achieve an effective concentration within the blood or tissue in which 
the growth of the organism is to be controlled. 

To achieve an effective blood concentration, the preferred method is 
to administer the agent by injection. The administration may be by continuous 
infusion, or by single or multiple injections. 

In providing a patient with one of the agents of the present invention, 
the dosage of the administered agent will vary depending upon such factors as 
the patient's age, weight, height, sex, general medical condition, previous 
medical history, etc. In general, it is desirable to provide the recipient with 
a dosage of agent which is in the range of from about 1 pg/kg to 10 mg/kg 
(body weight of patient), although a lower or higher dosage may be admin- 
istered. The therapeutically effective dose can be lowered by using 
combinations of the agents of the present invention or another agent. 

As used herein, two or more compounds or agents are said to be 
administered "in combination" with each other when either (1) the 
physiological effects of each compound, or (2) the serum concentrations of 
each compound can be measured at the same time. The composition of the 
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present invention can be administered concurrently with, prior to, or following 
the administration of the other agent. 

The agents of the present invention are intended to be provided to 
recipient subjects in an amount sufficient to decrease the rate of growth (as 

5 defined above) of the target organism. 

The adrninistration of the agent(s) of the invention may be for either a 
"prophylactic" or "therapeutic" purpose. When provided prophy tactically, the 
agent(s) are provided in advance of any symptoms indicative of the organisms 
growth. The prophylactic adrninistration of the agent(s) serves to prevent, 

10 attenuate, or decrease the rate of onset of any subsequent infection. When 

provided therapeutically, the agent(s) are provided at (or shortly after) the 
onset of an indication of infection. The therapeutic administration of the 
compound(s) serves to attenuate the pathological symptoms of the infection and 
to increase the rate of recovery. 

15 The agents of the present invention are administered to the mammal in 

a pharmaceutically acceptable form and in a therapeutically effective 
concentration. A composition is said to be "pharmacologically acceptable" if 
its administration can be tolerated by a recipient patient. Such an agent is said 
to be administered in a "therapeuticaUy effective amount" if the amount 

20 administered is physiologically significant. An agent is physiologically 
significant if its presence results in a detectable change in the physiology of a 
recipient patient. 

The agents of the present invention can be formulated according to 
known methods to prepare pharmaceutically useful compositions, whereby 

25 these materials, or their functional derivatives, are combined in admixture with 

a pharmaceuticaUy acceptable carrier vehicle. Suitable vehicles and their 
formulation, inclusive of other human proteins, e.g., human serum albumin, 
are described, for example, in Remington's Pharmaceutical Sciences (16th ed., 
Osol, A., Ed., Mack, Eastern PA (1980)). In order to form a pharmaceuticaUy 

30 acceptable composition suitable for effective administration, such compositions 
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will contain an effective amount of one or more of the agents of the present 
invention, together with a suitable amount of catrier vehicle. 

Additional pharmaceutical methods may be employed to control the 
duration of action. Control release preparations may be achieved through the 
5 use of polymers to complex or absorb one or more of the agents of the present 

invention. The controlled delivery may be exercised by selecting appropriate 
macromolecules (for example polyesters, polyamino acids, polyvinyl, 
pyrrolidone, ethylenevinylacetate, methylcellulose, carboxymethylcellulose, 
or protamine, sulfate) and the concentration of macromolecules as well as the 
10 methods of incorporation in order to control release. Another possible method 

to control the duration of action by controlled release preparations is to 
incorporate agents of the present invention into particles of a polymeric 
material such as polyesters, polyamino acids, hydrogels, polyflactic acid) or 
ethylene vinylacetate copolymers. Alternatively, instead of incorporating these 
15 agents into polymeric particles, it is possible to entrap these materials in 

microcapsules prepared, for example, by coacervation techniques or by 
interfacial polymerization, for example, hydroxymethylcellulose or gelatine- 
microcapsules and poly(methylmethacylate) microcapsules, respectively, or in 
colloidal drug delivery systems, for example, liposomes, albumin 
20 microspheres, microemulsions, nanoparticles, and nanocapsules or in 

macroemulsions. Such techniques are disclosed in Remington's 
Pharmaceutical Sciences (1980). 

The invention further provides a pharmaceutical pack or kit comprising 
one or more containers filled with one or more of the ingredients of the 
25 pharmaceutical compositions of the invention. Associated with such 

containers) can be a notice in the form prescribed by a governmental agency 
regulating the manufacture, use or sale of pharmaceuticals or biological 
products, which notice reflects approval by the agency of manufacture, use or 
sale for human administration. In addition, the agents of the present invention 
30 may be employed in conjunction with other therapeutic compounds. 
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6. Shot-Gun Approach to Megabase DNA Sequencing 

The present invention further provides the first demonstration 
that a sequence of greater than one megabase can be sequenced using a random 
shotgun approach. This procedure, described in detail in the examples that 
follow, has eliminated the up front cost of isolating and ordering overlapping 
or contiguous subclones prior to the start of the sequencing protocols. 

Certain aspects of the present invention are described in greater detail 
in the non-limiting Examples that follow. 
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Examples 

Experimental Design and Methods 

1. Shotgun Sequencing Strategy 

The overall strategy for a shotgun approach to whole genome 
5 sequencing is outlined in Table 3. The theory of shotgun sequencing follows 

from the Lander and Waterman (Landerman and Waterman, Genomics 2: 231 
(1988)) application of the equation for the Poisson distribution p x = m'e^/x!, 
where x is the number of occurrences of an event, m is the mean number of 
occurrences, and p x is the probability that any given base is not sequenced after 

10 a certain amount of random sequence has been generated. If L is the genome 

length, n is the number of clone insert ends sequenced, and w is the 
sequencing read length, then m « nw/L, and the probability that no clone 
originates at any of the w bases preceding a given base, i.e., the probability 
that the base is not sequenced, is po = e^. Using the fold coverage as the unit 

15 for m, one sees that after 1 .8 Mb of sequence has been randomly generated, 

m = 1, representing IX coverage. In this case, p 0 = e" 1 = .37, thus 
approximately 37% is unsequenced. For example, 5X coverage 
(approximately 9500 clones sequenced from both insert ends and an average 
sequence read length of 460 bp) yields p 0 = e' 5 = 0.0067, or 0.67% 

20 unsequenced. The total gap length is Le*", and the average gap size is L/n. 

5X coverage would leave about 128 gaps averaging about 100 bp in size. The 
treatment is essentially that of Lander and Waterman, Genomics 2:231 (1988). 
Table 4 illustrates the coverage for a 1.9 Mb genome with an average fragment 
size of 460 bp. 
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2. Random Library Construction 

In order to approximate the random model described above during 
actual sequencing, a nearly ideal library of cloned genomic fragment is 
required. The following library construction procedure was developed to 

5 achieve this. 

H. influenzae Rd KW20 DNA was prepared by phenol extraction. A 
mixture (3.3 ml) containing 600 ug DNA, 300 mM sodium acetate, 10 mM 
Tris-HQ, 1 mM Na-EDTA, 30% glycerol was sonicated (Branson Model 450 
Sonicator) at the lowest energy setting for 1 min. at 0° using a 3 mm probe. 

10 The DNA was ethanol precipitated and redissolved in 500 ul TE buffer. To 
create blunt-ends, a 100 ul aliquot was digested for 10 min at 30° in 200 ul 
BAL31 buffer with 5 units BAL31 nuclease (New England BioLabs). The 
DNA was phenol-extracted, ethanol-precipitated, redissolved in 100 ul TE 
buffer, electrophoresed on a 1.0% low melting agarose gel, and the 1.6-2.0 

15 kb size fraction was excised, phenol-extracted, and redissolved in 20 u\ TE 

buffer. A two-step ligation procedure was used to produce a plasmid library 
with 97% insert of which >99% were single inserts. The first ligation 
mixture (50 ul) contained 2 ug of DNA fragments, 2 M g SmaUBAP pUC18 
DNA (Pharmacia), and 10 units T4 ligase (GBCO/BRL), and incubation was 

20 at 14 9 for 4 hr. After phenol extraction and ethanol precipitation, the DNA 

was dissolved in 20 ul TE buffer and electrophoresed on a 1 .0% low melting 
agarose gel. A ladder of ethidium bromide-stained linear bands, identified by 
size as insert (i), vector (v), v+i, v+2i, v+3i, ... was visualized by 360 nm 
UV light, and the v+i DNA was excised and recovered in 20 u\ TE. The v+i 

25 DNA was blunt-ended by T4 polymerase treatment for 5 min. at 37° in a 

reaction mixture (50 ul) containing the v+i linears, 500 ^M each of the 4 
dNTP's, and 9 units of T4 polymerase (New England BioLabs) under 
recommended buffer conditions. After phenol extraction and ethanol 
precipitation the repaired v+i linears were dissolved in 20 ul TE. The final 

30 ligation to produce circles was carried out in a 50 ul reaction containing 5 M l 

of v+i linears and 5 units of T4 ligase at 14° overnight. After 10 min. at 70° 
the reaction mixture was stored at -20° . 
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This two-stage procedure resulted in a molecularly random collection 
of single-insert plasmid recombinants with minimal contamination from 
double-insert chimeras (< 1 96) or free vector ( <3%). Since deviation from 
randomness is most likely to occur during cloning, E. coli host cells deficient 
5 in all recombination and restriction functions (A. Greener, Strategies 3 (1):5 

(1990)) were used to prevent rearrangements, deletions, and loss of clones by 
restriction. Transformed cells were plated direcdy on antibiotic diffusion 
plates to avoid the usual broth recovery phase which allows multiplication and 
selection of the most rapidly growing cells. Plating occured as follows: 

10 A 100 ftl aliquot of Epicurian Coli SURE II Supercompetent Cells 

(Stratagene 200152) was thawed on ice and transferred to a chilled Falcon 
2059 tube on ice. A 1.7 pi aliquot of 1.42 M p-mercaptoethanol was added 
to the aliquot of cells to a final concentration of 25 mM. Cells were incubated 
on ice for 10 min. A 1 fil aliquot of the final ligation was added to the cells 

15 and incubated on ice for 30 min. The cells were heat pulsed for 30 sec, at 42° 

and placed back on ice for 2 min. The outgrowth period in liquid culture was 
eliminated from this protocol in order to minimize the preferential growth of 
any given transformed cell. Instead the transformation were plated directly on 
a nutrient rich SOB plate containing a 5 ml bottom layer of SOB agar 

20 (1.5% SOB agar: 20 g tryptone, 5 g yeast extract, 0.5 g NaCl, 1.5% Difco 

Agar/L). The 5 ml bottom layer is supplemented with 0.4 ml ampicillin 
(50 mg/ml)/100 ml SOB agar. The 15 ml top layer of SOB agar is 
supplemented with 1 ml X-Gal (2%), 1 ml MgCl 2 (1 M), and 1 ml 
MgSO 4 /100 ml SOB agar. The 15 ml top layer was poured just prior to 

25 plating. Our titer was approximately 100 colonies/ 10 fil aliquot of 

transformation . 

All colonies were picked for template preparation regardless of size. 
Only clones lost due to "poison" DNA or deleterious gene products would be 
deleted from the library, resulting in a slight increase in gap number over that 
30 expected. 
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In order to evaluate the quality of the H. influenzae library, sequence 
data were obtained from approximately 4000 templates using the M13-21 
primer. The random sequence fragments were assembled using the 
AutoAssembler™ software (Applied Biosystems division of Perkin-Elmer 

5 (AB)) after obtaining 1300, 1800, 2500, 3200, and 3800 sequence fragments, 

and the number of unique assembled base pairs was determined. Based on the 
equations described above, an ideal plot of the number of base pairs remaining 
to be sequenced as a function of the # of sequenced fragments obtained with 
an average read length of 460 bp for a 2.5X10 6 and a 1.9X10 6 bp genome was 

10 determined (Figure 3). The progression of assembly was plotted using the 

actual data obtained from the assembly of up to 3800 sequence fragments and 
compared the data that is provided in the ideal plot (Figure 3). Figure 3 
illustrates that there was essentially no deviation of the actual assembly data 
from the ideal plot, indicating that we had constructed close to an ideal random 

15 library with minimal contamination from double insert chimeras and free of 

vector. 

3. Random DNA Sequencing 

High quality double stranded DNA plasmid templates (19,687) were 
prepared using a "boiling bead" method developed in collaboration with 

20 Advanced Genetic Technology Corp. (Gaithersburg, MD) (Adams et al.. 

Science 252:1651 (1991); Adams et al., Nature 355:632 (1992)). Plamid 
preparation was performed in a 96-well format for all stages of DNA 
preparation from bacterial growth through final DNA purification. Template 
concentration was determined using Hoechst Dye and a Millipore Cytofluor. 

25 DNA concentrations were not adjusted, but low-yielding templates were 

identified where possible and not sequenced. Templates were also prepared 
from two H. influenzae lambda genomic libraries. An amplified library was 
constructed in vector Lambda GEM- 12 (Promega) and an unamplified library 
was constructed in Lambda DASH O (Stratagene). In particular, for the 
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unamplified lambda library, H. influenzae Rd KW20 DNA ( > 100 kb) was 
partially digested in a reaction mixture (200 /xl) containing 50 /ig DNA, IX 
Sau3Al buffer, 20 units Sau3AI for 6 min. at 23°. The digested DNA was 
phenol-extracted and electrophoresed on a 0.5% low melting agarose gel at 
5 2V/cm for 7 hours. Fragments from 15 to 25 kb were excised and recovered 

in a final volume of 6 /d. One fd of fragments was used with 1 pi of DASHII 
vector (Stratagene) in the recommended ligation reaction. One /xl of the 
ligation mixture was used per packaging reaction following the recommended 
protocol with the Gigapack II XL Packaging Extract (Stratagene, #227711). 

10 Phage were plated directly without amplification from the packaging mixture 

(after dilution with 500 /il of recommended SM buffer and chloroform 
treatment). Yield was about 2.5X10 3 pfu//xl. The amplified library was 
prepared essentially as above except the lambda GEM- 12 vector was used. 
After packaging, about 3.5x10* pfu were plated on the restrictive NM539 host. 

15 The lysate was harvested in 2 ml of SM buffer and stored frozen in 7% 

dimethylsulfoxide. The phage titer was approximately lxlO 9 pfix/ml. 

Liquid lysates (10 ml) were prepared from randomly selected plaques 
and template was prepared on an anion-exchange resin (Qiagen). Sequencing 
reactions were carried out on plasmid templates using the AB Catalyst 

20 LabStation with Applied Biosystems PRISM Ready Reaction Dye Primer 

Cycle Sequencing Kits for the M13 forward (M13-21) and the M13 reverse 
(M13RP1) primers (Adams et al. 9 Nature 568:474 (1994)). Dye terminator 
sequencing reactions were carried out on the lambda templates on a Perkin- 
Hrner 9600 Thermocycler using the Applied Biosystems Ready Reaction Dye 

25 Terminator Cycle Sequencing kits. T7 and SP6 primers woe used to sequence 

the ends of the inserts from the Lambda GEM- 12 library and T7 and T3 
primers were used to sequence the ends of the inserts from the Lambda DASH 
II library. Sequencing reactions (28,643) were performed by eight individuals 
using an average of fourteen AB 373 DNA Sequencers per day over a 3 month 

30 period. All sequencing reactions were analyzed using the Stretch modification 

of the AB 373, primarily using a 34 cm well-to-read distance. The overall 
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sequencing success rate was 84% for M13-21 sequences, 83% for M13RP1 
sequences and 65% for dye-terminator reactions. The average usable read 
length was 485 bp for M13-21 sequences, 444 bp for M13RP1 sequences, and 
375 bp for dye-terminator reactions. Table 5 summarizes the high-throughput 
5 sequencing phase of the invention. 

Richards et al. (Richards et al.. Automated DNA sequencing and 
Analysis, M.D. Adams, C. Fields, J.C. Venter, Eds. (Academic Press, 
London, 1994), Chap. 28.) described the value of using sequence from both 
ends of sequencing templates to facilitate ordering of contigs in shotgun 
10 assembly projects of lambda and cosmid clones. We balanced the desirability 

of both-end sequencing (including the reduced cost of lower total number of 
templates) against shorter read-lengths for sequencing reactions performed with 
the M13RP1 (reverse) primer compared to the M13-21 (forward) primer. 
Approximately one-half of the templates were sequenced from both ends. In 
15 total, 9,297 M13RP1 sequencing reactions were done. Random reverse 

sequencing reactions were done based on successful forward sequencing 
reactoins. Some M13RP1 sequences were obtained in a semi-directed fashion: 
M13-21 sequences pointing outward at the ends of contigs were chosen for 
M13RP1 sequencing in an effort to specifically order contigs. The semi- 
20 directed strategy was effective, and clone-based ordering formed an integral 

part of assembly and gap closure (see below). 

4. Protocol for Automated Cycle Sequencing 

The sequencing consisted of using eight ABI Catalyst robots and 
fourteen AB 373 Automated DNA Sequencers. The Catalyst robot is a 
25 publicly available sophisticated pipetting and temperature control robot which 
has been developed specifically for DNA sequencing reactions. The Catalyst 
combines pre-aliquoted templates and reaction mixes consisting of deoxy- and 
dideoxynucleotides, the Taq thermostable DNA polymerase, fluorescently- 
labelled sequencing primers, and reaction buffer. Reaction mixes and 
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templates were combined in the wells of an aluminum 96-well thermocycling 
plate. Thirty consecutive cycles of linear amplification (e.g., one primer 
synthesis) steps were performed including denaturation, annealing of primer 
and template, and extension of DNA synthesis. A heated lid with rubber 
5 gaskets on the thermocycling plate prevented evaporation without the need for 

an oil overlay. 

Two sequencing protocols were used; dye-labelled primers and dye- 
labelled dideoxy chain terminators. The shotgun sequencing involves use of 
four dye-labelled sequencing primers, one for each of the four terminator 
10 nucleotide. Each dye-primer is labelled with a different fluorescent dye, 

permitting the four individual reactions to be combined into one lane of the 
373 DNA Sequencer for electrophoresis, detection, and base-calling. AB 
currently supplies pre-mixed reaction mixes in bulk packages containing all the 
necessary non-template reagents for sequencing. Sequencing can be done with 
15 both plasmid and PCR-generated templates with both dye-primers and dye- 

terminators with approximately equal fidelity, although plasmid templates 
generally give longer usable sequences. 

Thirty-two reactions were loaded per 373 Sequencer each day, for a 
total of 960 samples. Electrophoresis was run overnight following the 

20 manufacture's protocols, and the data was collected for twelve hours. 

Following electrophoresis and fluorescence detection, the AB 373 performs 
automatic lane tracking and base-calling. The lane-tracking was confirmed 
visually. Each sequence electropherogram (or fluorescence lane trace) was 
inspected visually and assessed for quality. Trailing sequences of low quality 

25 were removed and the sequence itself was loaded via software to a Sybase 

database (archived daily to a 8mm tape). Leading vector polylinker sequence 
was removed automatically by software program. Average edited lengths of 
sequences from the standard ABI 373 were around 400 bp and depended 
mostly on the quality of the template used for the sequencing reaction. All of 

30 the ABI 373 Sequencers were converted to Stretch Liners, which provided a 
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longer electrophoresis path prior to fluorescence detection, thus increasing the 
average number of usable bases to 500-600 bp. 



Informatics 

1. Data Management 

A number of information management systems (LIMA) for a large- 
scale sequencing lab have been developed (Keriavage et al. , Proceedings of the 
Twenty-Sixth Annual Hawaii International Conference on System Sciences, 
IEEE Computer Society Press, Washington D.C., 585 (1993)). The system 
used to collect and assemble the sequence data was developed using the Sybase 
relational data management system and was designed to automate data flow 
whereever possible and to reduce user error. The database stores and 
correlates all information collected during the entire operation from template 
preparation to final analysis of the genome. Because the raw output of the AB 
373 Sequencers was based on a Macintosh platform and the data management 
system chosen was based on a Unix platform, it was necessary to design and 
implement a variety of multi-user, client server applications which allow the 
raw data as well as analysis results to flow seamlessly into the database with 
a minimum of user effort. A description of the software programs used for 
large sequence assembly and managment is provided in Figure 4. 



20 2. Assembly 

An assembly engine (TIGR Assembler) was developed for the rapid 
and accurate assembly of thousands of sequence fragments. The AB 
AutoAssembler™ was modified (and named TIGR Editor) to provide a 
graphical interface to the electropherogram for the purpose of editing data 
25 associated with the aligned sequence file output of TIGR Assembler. TIGR 

Editor maintains synchrony between the electropherogram files on the 

-54- 

SUBSTTTUTE SHEET (RULE 26) 



i 



WO 96/33276 



PCT/US96/05320 



Macintosh platform and the sequence data in the H. influenzae database on the 
Unix platform. 

The TIGR assembler simultaneously clusters and assembles fragments 
of the genome. In order to obtain the speed necessary to assemble more than 
5 10 4 fragments, the algorithm builds a hash table of 10 bp oligonucleotide 

subsequences to generate a list of potential sequence fragment overlaps. The 
number of potential overlaps for each fragment determines which fragments 
are likely to fall into repetitive elements. Beginning with a single seed 
sequence fragment, TIGR Assembler extends the current contig by attempting 
10 to add the best matching fragment based on oligonucleotide content. The 

current contig and candidate fragment are aligned using a modified version of 
the Smith-Waterman algorithm (Waterman, M.S., Methods in Enzymology 
164:1(6 (1988)) which provides for optimal gapped alignments. The current 
contig is extended by the fragment only if strict criteria for the quality of the 
15 match are met. The match criteria include the minimum length of overlap, the 

maximum length of an unmatched end, and the minimum percentage match. 
These criteria are automatically lowered by the algorithm in regions of 
minimal coverage and raised in regions with a possible repetitive element. The 
number of potential overlaps for each fragment determines which fragments 
20 are likely to fall into repetitive elements. Fragments representing the 

boundaries of repetitive elements and potentially chimeric fragments are often 
rejected based on partial mismatches at the ends of alignments and excluded 
from the current contig. TIGR Assembler is designed to take advantage of 
clone size information coupled with sequencing from both ends of each 
25 template. It enforces the constraint that sequence fragments from two ends of 

the same template point toward one another in the contig and are located 
within a certain ranged of base pairs (definable for each clone based on the 
known clone size range for a given library). Assembly of 24,304 sequence 
fragments of H. influenzae required 30 hours of CPU time using one processor 
30 on a SPARCenter 2000 with 512 Mb of RAM. This process resulted in 

approximately 210 contigs. Because of the high stringency of the TIGR 
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Assembler, all contigs were searched against each other using grasta (a 
modified fasta (Person and Iiprnan, Proc. Natl. Acad. Sci. U.S.A. 85:2444 
(1988)). In this way, additional overlaps were detected which enabled 
compression oof the data set into 140 contigs. The location of each fragment 
5 in the contigs and extensive information about the consensus sequence itself 

were loaded into the H. influenzae relational database. 

3. Ordering Assembled Contigs 

After assembly the relative positions of the 140 contigs were unknown. 
The contigs were ordered by asm align. Asm align uses a number of 
10 relationships to identify and align contigs that are adjacent to each other. 

Using this algorithm, the 140 contigs were placed into 42 groups totaling 42 
physical gaps (no template DNA for the region) and 98 sequence gaps 
(template available for gap closure). 

Ordering Contigs Separated by Physical Gaps and Achieving Closure 

15 Four integrated strategies were developed to order contigs separated by 

physical gaps. Oligonucleotide primers were designed and synthesized from 
the end of each contig group. These primers were then available for use in 
one or more of the strategies outlined below: 

1. Southern analysis was done to develop a unique "fingerprint" 

20 for a subset of 72 of the above oligonucleotides. This procedure was based 

upon the supposition that labeled oligonucleotides homologous to the ends of 
adjacent contigs should hybridize to common DNA restriction fragments, and 
thus share a similar or identical hybridization pattern or "fingerprint". 
Oligonucleotides were labeled using 50 pmoles of each 20 mer and 250 mCi 

25 of [y- 32 P]ATP and T4 polynucleotide kinase. The labeled oligonucleotides 

were purified using Sephadex G-25 superfine (Pharmacia) and 107 cpm of 
each was used in a Southern hybridization analysis of H. influenzae Rd 
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chromosomal DNA digested with one frequent cutters (Asel) and five less 
frequent cutters (BgOJ, EcoRI, Pstl, Xbal, and PvuD). The DNA from each 
digest was fractionated on a 0.7% agarose gel arid transferred to Nytran Plus 
nylon membranes (Schleicher & Schueil). Hybridization was carried out for 
5 16 hours at 40° . To remove non-specific signals, each blot was sequentially 

washed at room temperature with increasingly stringent conditions up to 0. IX 
SSC + 0.5% SDS. Blots were exposed to a Phosphorlmager cassette 
(Molecular Dynamics) for several hours and hybridization patterns were 
visually compared. 

10 Adjacent contigs identified in this manner were targeted for specific 

PCR reactions. 

2. Peptide links were made by searching each contig end using 
blastx (Altschul et al, J. Mol Biol. 275:403 (1990)) against a peptide 
database. If the ends of two contigs matched the same database sequence in 

15 an appropriate manner, then the two contigs were tentatively considered to be 

adjacent to each other. 

3. The two lambda libraries constructed from H. influenaze 
genomic DNA were probed with oligonucleotides designed from the ends of 
contig groups (Kirkness et al., Genomics ift985 (1991)). The positive 

20 plaques were then used to prepare templates and the sequence was determined 

from each end of the lambda clone insert. These sequence fragments were 
searched using grasta against a database of all contigs. Two contigs that 
matched the sequence from the opposite ends of the same lambda clone were 
ordered. The lambda clone then provided the template for closure of the 

25 sequence gap between the adjacent contigs. The lambda clones were especially 

valuable for solving repeat structures. 

4. To confirm the order of contigs found by the other approaches 
and establish the order of non-ordered contigs, standard and long range (XL) 
PCR reactions were performed as follows. 

30 Standard PCR was performed in the following manner. Each reaction 

contained a 37 pi cocktail; 16.5 pi H 2 0, 3 pi 25 mM MgCl 2 , 8 pi of a dNTP 

-57- 



SUBSTJTUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



mix (1.25 mM each dNTP), 4.5 pi 10X PCR core buffer E (Perkin Elmer), 
25 ng H. influenzae Rd KW20 genomic DNA. The appropriate two primers 
(4 pi, 3.2 pmole/pl) were added to each reaction. A hot start was performed 
at 95° for 5 min followed by a 75° hold. During the hold Amplitaq DNA 
5 polymerase (Perkin Elmer) 0.3 pi in 4.3 pi H,0, 0.5 pi 10X PCR core buffer 

n, was added to each reaction. The PCR profile was 25 cycles of 94 °/45 sec. , 
denature; 55°/l min., anneal; 72°/3 min, extension. All reactions were 
performed in a 96 well format on a Perkin Elmer GeneAmp PCR System 
9600. 

10 Long range PCR (XL PCR) was performed as follows: Each reaction 

contained a 35.2 pi cocktail; 12.0 pi H,0, 2.2 pi 25 mM Mg(OAc) 2 , 4 pi of 
a dNTP mix (200 pM final concentration), 12.0 pi 3.3X PCR buffer, 25 ng 
H. influenzae Rd KW20 genomic DNA. The appropriate two primers (5 pi, 
3.2 pmoles//il) was added to each reaction. A hot start was performed at 94° 

15 for 1 minute. r7tt polymerase, 2.0 pi (4 U/reaction) in 2.8 pi 3.3X PCR 

buffer H was added to each reaction. The PCR profile was 18 cycles of 
94*715 sec., denature; 62*78 min., anneal and extend followed by 12 cycles 
94°/15 sec., denature; 62°/8 min. (increase 15 sec./cycle), anneal and extend; 
72*710 min., final extension. All reactions were performed in a 96 well 

20 format on a Perkin Elmer GeneAmp PCR System 9600. 

Although a PCR reaction was performed for essentially every 
combination of physical gap ends, techniques such as Southern fingerprinting, 
database matching, and the probing of large insert clones were particularly 
valuable in ordering contigs adjacent to each other and reducing the number 

25 of combinatorial PCR reactions necessary to achieve complete gap closure. 

Employing these strategies to an even greater extent in future genome projects 
will increase the overall efficiency of complete genome closure. The number 
of physical gaps ordered and closed by each of these techniques is summarized 
in Table 5. 

30 Sequence information from the ends of 15-20 kb clones is particularly 

suitable for gap closure, solving repeat structures, and providing general 

-58- 

SUBSTTTUTE SHEET (RULE 25) 



96/33276 



PCT/US96/05320 



confirmation of the overall genome assembly. We were also concerned that 
some fragments of the H. influermze genome would be non-clonable in a high 
copy plasmid in E. colL We reasoned that lytic lambda clones would provide 
the DNA for these segments. Approximately 100 random plaques were picked 
from the amplified lambda library, templates prepared, and sequence 
information obtained from each end. These sequences were searched (grasta) 
against the contigs and linked in the database to their appropriate con tig, thus 
providing a scaffolding of lambda clones contributing additional support to the 
accuracy of the genome assembly (Fig 5). In addition to confirmation of the 
contig structure, the lambda clones provided closure for 23 physical gaps. 
Approximately 78% of the genome is covered by lambda clones. 

Lambda clones were also useful for solving repeat structures. Repeat 
structures identified in the genome were small enough to be spanned by a 
single clone from the random insert library, except for the six ribosomal RNA 
operons and one repeat (2 copies) which was 5,340 bp in length. 
Oligonucleotide probes were designed from the unique flanks at the beginning 
of each repeat and hybridized to the lambda libraries. Positive plaques were 
identified for each flank and the sequence fragments from the ends of each 
clone were used to correctly orient the repeats within the genome. 

The ability to distinguish and assemble the six ribosomal RNA (rRN A) 
operons of H. influenaze (16S subunit-23S subunit-5S subunit) was a test of 
our overall strategy to sequence and assemble a complex genome which might 
contain a significant number of repeat regions. The high degree of sequence 
similarity and the length of the six operons caused the assembly process to 
cluster all the underlying sequences into a few indistinguishable contigs. To 
determine the correct placement of the operons in the sequence, a pair of 
unique flanking sequences was required for each. No unique flanking 
sequences could be found at the left (16S rRNA) ends. This region contains 
the ribosomal promoter and appeared to be non-clonable in the high copy 
number pUC18 plasmid. However, unique sequences could be identified at 
the right (5S) ends. Oligonucleotide primers were designed from these six 
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flanking regions and used to probe the two lambda libraries. For each of the 
six rRNA operons at least one positive plaque was identified which completely 
spanned the rRNA operon and contained unique flanking sequence at the 16S 
and 5S ends. These plaques provided the templates for obtaining the unique 

5 sequence for each of the six rRNA operons. 

An additional confirmation of the global structure of the assembled 
circular genome was obtained by comparing a computer generated restriction 
map based on the assembled sequence for the enzymes Apal, Smal, and RsrU 
with the predicted physical map of Redfield and Lee (Genetic Maps: locus 

10 maps of complex genomes, S.J. O'Brien, Ed. Cold Spring Harbor Laboratory 

Press, New York, N.Y., 1990, 2110.). The restriction fragments from the 
sequence-derived map matched those from the physical map in size and 
• relative order (Figure 5). 

Editing 

15 Simultaneous with the final gap filling process, each contig was edited 

visually by reassembling overlapping 10 kb sections of contigs using the AB 
AutoAssembter™ and the Fast Data Finder™ hardware. AutoAssembler™ 
provides a graphical interface to electropherogram data for editing. The 
electropherogram data was used to assign the most likely base at each position. 

20 Where a discrepancy could not be resolved or a clear assignment made, the 

automatic base calls were left unchanged. Individual sequence changes were 
written to the electropherogram files and a replication protocol (crash) was 
used to maintain the synchrony of sequence data between the H. influenzae 
database and the electropherogram files. Following editing, contigs were 

25 reassembled with TIGR Assembler prior to annotation. 

Potential frameshifts identified in the course of annotating the genome 
were saved as reports in the database. These reports include the coordinates 
in a contig which the alignment software (praze) predicts to be the most likely 
location of a missing or inserted base and a representation of the sequence 
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alignment containing the frameshift. Apparent frameshifts were used to 
indicate areas of the sequence which may require further editing. Frameshifts 
were not corrected in cases where clear electropherogram data disagreed with 
a frameshift. Frameshift editing was performed with TTGR Editor. 
5 The rRNA and other repeat regions precluded complete assembly of the 

circular genome with TTGR Assembler. Final assembly of the genome was 
accomplished using comb asm which splices together contigs based on short 
overlaps. 

Accuracy of the Genome Sequence 

10 The accuracy of the H. influenaze genome sequence is difficult to 

quantitate because there is very little previously determined H. influenaze 
sequence and most of these sequences are from other strains. There are, 
however, three parameters of accuracy that can be applied to the data. First, 
the number of apparent frameshifts in predicted H. influenaze genes, based on 

15 database similarities, is 148. Some of these apparent frameshifts may be in the 

database sequences rather than in ours, particularly considering that 49 of the 
apparent frameshifts are based on matches to hypothetical proteins from other 
organisms. Second, there are 188 bases in the genome that remain as N 
ambiguities (1/9,735 bp). Combining these two types of "known" errors, we 
20 can calculate a maximum sequence accuracy of 99.98%. The average 

coverage is 6.5X and less than 1 % of the genome is single-fold coverage. 

Identifying Genes 

An attempt was made to predict all of the coding regions of the H. 
influenzae Rd genome and identify genes, tRNAs and rRNAs, as well as other 
25 features of the DNA sequence (e.g., repeats, regulatory sites, replication 

origin sites, nucleotide composition). A description of some of the readily 
apparent sequence features is provided below. 
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The H. influenaze Rd genome is a circular chromosome of 1,830,121 
bp. The overall G/C nucleotide content is approximately 38% (A = 31%, C 
= 19%, G = 19%, T = 31%, IUB = 0.035%). The G/C content of the 
genome was examined with several window lengths to look for global 

5 structural features. With a window of 5,000 bp, the G/C content is relatively 

even except for 7 large G/C-rich regions and several A/T-rich regions (Fig. 
5). The G/C rich regions correspond to six rRNA operons and the location of 
a cryptic mu-like prophage. Genes for several proteins with similarity to 
proteins encoded by bacteriophage mu are located at approximately position 

10 1.56-1.59 Mbp of the genome. This area of the genome has a markedly 

higher G/C content than average for H. influenaze ("50% G/C compared to 
"38% for the rest of the genome). No significance has yet been ascertained 
for the source or importance of the ATT rich regions. 

The minimal origin of replication (oriC) in E. coli is a 245 bp region 

15 defined by three copies of a thirteen base pair repeat containing a GATC core 

sequence at one end and four copies of a nine base pair repeat containing a 
TTAT core sequence at the other end. The GATC sites are methylation targets 
and control replication while the TTAT sites provide the binding sites for 
DnaA, the first step in the replication process (Genes V, B. Lewin Ed. (Oxford 

20 University Press, New York, 1994), chap. 18-19). An approximately 281 bp 

sequence (602,483 - 602,764) whose limits are defined by these same core 
sequences appears to define the origin of replication in H. influenaze Rd. 
These coordinates lie between sets of ribosomal operons rrnF, rrnE, rmD and 
rmA, rmB, rrnC. These two groups of ribosomal operons are transcribed in 

25 opposite directions and the placement of the origin is consistent with their 

polarity for transcription. Termination of E. coli replication is marked by two 
23 bp termination sequences located "100 kb on either side of the midway 
point at which the two replication forks meet. Two potential termination 
sequences sharing a 10 bp core sequence with the E. coli termination sequence 

30 were identified in H. influenaze at coordinates 1,375,949-1,375,958 and 

1 ,558,759-1 ,558,768. These two sets of coordinates are offset approximately 
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100 kb from the point 180° opposite of the proposed origin of H. influenaze 
replication. 

Six rRNA operons were identified. Each rRNA operon contains three 
rRNA subunits and a variable spacer region in the order: 16S subunit - spacer 
5 region - 23S subunit -5S subunit. The subunit lengths are 1539 bp, 2653 bp, 

and 1 16 bp, respectively. The G/C content of the three ribosomal subunits 
(50%) is higher than the genome as a whole. The G/C content of the spacer 
region (38%) is consistent with the remainder of the genome. The nucleotide 
sequence of the three rRNA subunits is 100% identical in all six ribosomal 

10 operons. The rRNA operons can be grouped into two classes based on the 

spacer region between the 16S and 23S sequences. The shorter of the two 
spacer regions is 478 bp in length (rrnB, rrnE, and rrnf) and contains the gene 
for tRNA Glu. The longer spacer is 723 bp in length (rrnA, rrnC, and rrnD) 
and contains the genes for tRNA lie and tRNA Ala. The two sets of spacer 

15 regions are also 100% identical across each group of three operons. tRNA 

genes are also present at the 16S and 5S ends of two of the rRNA operons. 
The genes for tRNA Arg, tRNA His, and tRNA Pro are located at the 16S end 
of rrnE while the genes for tRNA Trp, and tRNA Asp are located at the 5S 
end of rrnA. 

20 The predicted coding regions of the H. influenaze genome were initially 

defined by evaluating their coding potential with the program Genemark 
(Borodovsky and Mclninch, Computers Chem. / 7(2;: 123 (1993)) using codon 
frequency matrices derived from 122 H. influenaze coding sequences in 
GenBank. The predicted coding region sequences (plus 300 bp of flanking 

25 sequence) were used in searches against a database of non-redundant bacterial 

proteins (NRBP) created specifically for the annotation. Redundancy was 
removed from NRBP at two stages. All DNA coding sequences were 
extracted from GenBank (release 85), and sequences from the same species 
were searched against each other. Sequences having >97% similarity over 

30 regions > 100 nucleotides were combined. In addition, the sequences were 

translated and used in protein comparisons with all sequences in Swiss-Prot 
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(release 30). Sequences belonging to the same species and having >98% 
similarity over 33 amino acids were combined. NRBP is composed of 2 1 ,445 
sequences extracted from 23,751 GenBank sequences and 11,183 Swiss-Prot 
sequences from 1,099 different species. 
5 A total of 1,749 predicted coding regions were identified. Searches of 

the H. irtfuenzae predicted coding regions were performed using an algorithm 
that translates the query DNA sequence in the three plus-strand reading frames 
for searching against NRBP, identifies the protein sequences that match the 
query, and aligns the protein-protein matches using praze, a modified Smith- 
10 Waterman (Pearson and Lipman, Proc. Natl. Acad. Sci. U.S.A. 85.2444 

(1988)) algorithm. In cases where insertion or deletions in the DNA sequence 
produced a frameshift error, the alignment algorithm started with protein 
regions of maximum similarity and extended the alignment to the same 
database match in alternative frames using the 300 bp flanking region. 
15 Regions known to contain frameswft errors were saved in the database and 

evaluated for possible correction. Unidentified predicted coding regions and 
the remaining intergenic sequences were searched against a dataset of all 
available peptide sequences from Swiss-Prot, PIR, and GenBank. 
Identification of operon structures will be facilitated by experimental 
20 determination of transcription promoter and termination sites. 

Each putatively identified H. influenaze gene was assigned to one of 
102 biological role categories adapted from Riley (Riley, M., Microbiology 
Reviews 57(4):%62 (1993)). Assignments were made by linking the protein 
sequence of the predicted coding regions with the Swiss-Prot sequences in the 
25 Riley database. Of the 1,749 predicted coding regions, 724 have no role 

assignment. Of these, no database match was found for 384, while 340 
matched "hypothetical proteins" in the database. Role assignments were made 
for 1,025 of the predicted coding regions. A compilation of all the predicted 
coding regions, their unique identifiers, a three letter gene identifier, percent 
30 identity, percent similarity, and amino acid match length are presented in 

' Table 1(a). 
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An annotated complete genome map of H. influenaze Rd is presented 
in Figures 6(A)-(D). The map places each predicted coding region on the H. 
influenaze chromosome, indicates its direction of transcription and color codes 
its role assignment. Role assignments are also represented in Figure 5. 
5 A survey of the genes and their chromosomal organization in H. 

influenaze Rd make possible a description of the metabolic processes H. 
influenaze requires for survival as a free living organism, the nutritional 
requirements for its growth in the laboratory, and the characteristics which 
make it unique from other organisms specifically as it relates to its 
10 pathogenicity and virulence. The genome would be expected to have complete 

complements of certain classes of genes known to be essential for life. For 
example, there is a one-to-one correspondence of published E. coli ribosomal 
protein sequences to potential homologs in the H. influenaze database. 
Likewise, as shown in Table 1(a), an aminoacyl tRNA-synthetase is present 
15 in the genome for each amino acid. Finally, the location of tRNA genes was 

mapped onto the genome. There are 54 identified tRNA genes, including 
representatives of all 20 amino acids. 

In order to survive as a free living organism, H. influenaze must 
produce energy in the form of ATP via fermentation and/or electron transport. 
20 As a facultative anaerobe, H. influenaze Rd is known to ferment glucose, 

fructose, galactose, ribose, xylose and fucose (Dorocicz et al. , J. Bacteriol. 
175:7142 (1993)). The genes identified in Table 1(a) indicate that transport 
systems are available for the uptake of these sugars via the 
phosphoenolpynivate-phosphotransferase system (PTS), and via non-PTS 
25 mechanisms. Genes that specify the common phosphate-carriers Enzyme I and 

Hpr (ptsl and ptsH) of the PTS system were identified as well as the glucose 
specific err gene. The ptsH, ptsl, and err genes constitute the />#operon. We 
have not however identified the gene encoding membrane-bound glucose 
specific Enzyme n. The latter enzyme is required for transport of glucose by 
30 the PTS system. A complete PTS system for fructose was identified. 
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Genes encoding the complete glycolytic pathway and for the production 
of fermentative end products were identified. Growth utilizing anaerobic 
respiratory mechanisms were found by identifying genes encoding functional 
electron transport systems using inorganic electron acceptors such as nitrates, 

5 nitrites, and dimethylsulfoxide. Genes encoding three enzymes of the 

tricarboxylic acid (TCA) cycle appear to be absent from the genome. Citrate 
synthase, isocitrate dehydrogenase, and acordtase were not found by searching 
the predicted coding regions or by using the E. coli enzymes as peptide queries 
against the entire genome in translation. This provides an explanation for the 

10 very high level of glutamate Qg/L) which is required in defined culture media 

(Klein and Luginbuhl, J. Gen. Microbiol. 1 13:409 (1979)). Glutamate can be 
directed into the TCA cycle via conversion to alpha-ketoglutarate by glutamate 
dehydrogenase. In the absence of a complete TCA cycle, glutamate 
presumably serves as the source of carbon for biosynthesis of amino acids 

15 using precursors which branch from the TCA cycle. Functional electron 

transport systems are available for the production of ATP using oxygen as a 
terminal electron acceptor. 

Previously unanswered questions regarding pathogenicity and virulence 
can be addressed by examining certain classes of genes such as adhesions and 

20 the lipoohgosaccharide biogenesis genes. Moxon and co-workers (Weiser et 

al., Cell 59:657 (1989)) have obtained evidence that a number of these 
virulence-related genes contain tandem tetramer repeats which undergo 
frequent addition and deletion of one or more repeat units during replication 
such that the reading frame of the gene is changed and its expression thereby 

25 altered. It is now possible, using the complete genome sequence, to locate all 

such tandem repeat tracts (Figure 5) and to begin to determine their roles in 
phase variation of such potential virulence genes. 

H. influenzae Rd possesses a highly efficient natural DNA 
transformation system (Kahn and Smith, J. Membrane Biol. 138:155 (1984). 

30 A unique DNA uptake sequence site, 5' AAGTGCGGT, present in multiple 

copies in the genome, has been shown to be necessary for efficient DNA 
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uptake. It is now possible to locate all of these sites and completely describe 
their distribution with respect to genie and intergenic regions. Fifteen genes 
involved in transformation have already been described and sequenced 
(Redfield, R., J. Baaeriol. 775:5612 (1991); Chandler, M., Proc. Natl Acad. 
5 Sri. U.S.A 39:1616 (1992); Barouki and Smith, 7. Bacteriol. 163(2):629 

(1985); Tomb et al., Gene 104:1 (1991); Tomb, J, Proc. Natl Acad. Scl 
U.S.A 59:10252 (1992)). Six of the genes, comA to comF t comprise an 
operon which is under positive control by a 22-bp palindromic competence 
regulatory element (CRE) about one helix turn upstream of the promoter. The 
10 rec-2 transformation gene is also controlled by this element. It is now possible 

to locate additional copies of CRE in the genome and discover potential 
transformation genes under CRE control. In addition, it may now be possible 
to discover other global regulatory elements with an ease not previously 
possible. 

15 One well-described gene regulatory system in bacteria is the "two- 

component" system composed of a sensor molecule that detects some sort of 
environmental signal and a regulator molecule that is phosphorylated by the 
activated form of the sensor. The regulator protein is generally a transcription 
factor which, when activated by the sensor, turns on or off expression of a 

20 specific set of genes (for review, see Albright et al. , Ann. Rev. Genet. 23:3 1 1 

(1989); Parkinson and Kofoid, Ann. Rev. Genet. 25:71 (1992)). It has been 
estimated that E. coli harbors 40 sensor-regulator pairs (Albright et al. , Ann. 
Rev. Genet. 23:311 (1989); Parkinson and Kofoid, Ann. Rev. Genet. 26:71 
(1992)). The H. influenaze genome was searched with representative proteins 

25 from each family of sensor and regulator proteins using t blast n and tfasta. 

Four sensor and five regulator proteins were identified with similarity to 
proteins from other species (Table 6). There appears to be a corresponding 
sensor for each regulator protein except CpxR. Searches with the CpxA 
protein from E. coli identified three of the four sensors listed in Table 6, but 

30 no additional significant matches were found. It is possible that the level of 

sequence similarity is low enough to be undetectable with tfasta. No 
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representatives of the NtrC-class of regulators were found. This class of 
proteins interacts directly with the sigma-54 subunit of RNA polymerase, 
which is not present in H. influenaze. All of the regulator proteins fall into the 
OmpR subclass (Albright etal., Ann. Rev. Genet. 23:311 (1989); Parkinson 
5 and Kofoid, Ann. Rev. Genet. 26:71 (1992)). The phoBR and basRS genes of 

H. influenaze are adjacent to one another and presumably form an operon. 
The nor and arc genes are not located adjacent to one another. 

Some of the most interesting questions that can be answered by a 
complete genome sequence relate to what genes or pathways are absent. The 
10 non-pathogenic H. influenaze Rd strain varies significantly from the pathogenic 

serotype b strains. Many of the differences between these two strains appear 
in factors affecting infectivity. For example, the eight genes which make up 
the fimbrial gene cluster (vanHam et al., Mol. Microbiol. 23:673 (1994)) 
involved in adhesion of bacteria to host cells are now shown to be absent in the 
15 Rd strain. The pepN and purE genes which flank the fimbrial cluster in H. 

influenaze type b strains are adjacent to one another in the Rd strain (Fig. 7), 
suggesting that the entire fimbrial duster was excised. On a broader level, we 
determined which E. coli proteins are not in H. influenzae by taking advantage 
of a non-redundant set of protein coding genes from E. coli, namely the 
20 University of Wisconsin Genome Project contigs in GenBank: 1,216 predicted 

protein sequences from GenBank accessions D10483, L10328, U00006, 
U00039, U14003, and U18997 (Yura et al.. Nucleic Acids Research 20:3305 
(1992); Buriand etal, Genomics 1&.5SX (1993)). The mmimum threshold for 
matches was set so that even weak matches would be scored as positive, 
25 thereby giving a minimal estimate of the E. coli genes not present in H. 

influenaze. tblasta was used to search each of the E. coli proteins against the 
complete genome. All blast scores >100 were considered matches. 
Altogether 627 E. coli proteins matched at least one region of the H. 
influenaze genome and 589 proteins did not. The 589 nbn-matching proteins 
30 were examined and found to contain a disproportionate number of hypothetical 

proteins from E. coli. Sixty-eight percent of the identified E. coli proteins 
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were matched by an H. influenaze sequence whereas only 38% of the 
hypothetical proteins were matched. Proteins are annotated as hypothetical 
based on a lack of matches with any other known protein (Yura et aL , Nucleic 
Acids Research 20:3305 (1992); Burland et aL, Genomics 16:551 (1993)). At 
least two potential explanations can be offered for the over representation of 
hypothetical proteins among those without matches: some of the hypothetical 
proteins are not, in fact, translated (at least in the annotated frame), or these 
are E. cotf-specific proteins that are unlikely to be found in any species except 
those most closely related to E. coli y for example Salmonella typhimurium. 

A total of 384 predicted coding regions did not display significant 
similarity with a six-frame translation of GenBank release 87. These 
unidentified coding regions were compared to one another with fasta. Several 
novel gene families were identified. For example, two predicted coding 
regions without database matches (HI0591, HI0852) share 75% identity over 
almost their entire lengths (139 and 143 amino acid residues respectively). 
Their similarity to each other but failure to match any protein available in the 
current databases suggest that they could represent a novel cellular function. 

Other types, of analyses can be applied to the unidentified coding 
regions, including hydropathy analysis, which indicates the patterns of 
potential membrane-spanning domains that are often conserved between 
members of receptor and transporter gene families, even in the absence of 
significant amino acid identity. Five examples of unidentified predicted 
coding regions that display potential transmembrane domains with a periodic 
pattern that is characteristic of membrane-bound channel proteins are shown 
in Figure 8. Such information can be used to focus on specific aspects of 
cellular function that are affected by targeted deletion or mutation of these 
genes. 

Interest in the medically important aspects of H. influenaze biology has 
focused particularly on those genes which determine virulence characteristics 
of the organism. Recently, the catalase gene was characterized and sequenced 
as a possible virulence-related gene (Bishai et al. t 7. BacterioL 176:2914 
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(1994)). A number of the genes responsible for the capsular polysaccharide 
have been mapped and sequenced (Kroll et al, Mol Microbiol 5(6):15A9 
(1991)). Several outer membrane protein genes have been identified and 
sequenced (Langford et al., J. Gen. Microbiol. 138:155 (1992)). The 
5 lipooligosaccharide component of the outer membrane and the genes of its 

synthetic pathway are under intensive study (Weiser et al, 7. Bacterioi 
773:3304 (1990)). While a vaccine is available, the study of outer membrane 
components is motivated to some extent by the need for improved vaccines. 

Data Availability 

10 The H. irtfluenaze genome sequence has been deposited in the Genome 

Sequence DataBase (GSDB) with the accession number L42023. The 
nucleotide sequence and peptide translation of each predicted coding region 
with identified start and stop codons have also been accessioned by GSDB. 

Production of an Antibody to a Haemophilus influenzae Protein 

15 Substantially pure protein or polypeptide is isolated from the 

transfected or transformed cells using any one of the methods known in the art. 
The protein can also be produced in a recombinant prokaryotic expression 
system, such as E. coli, or can by chemically synthesized. Concentration of 
protein in the final preparation is adjusted, for example, by concentration on 

20 an Amicon filter device, to the level of a few micrograms/ ml. Monoclonal or 

polyclonal antibody to the protein can then be prepared as follows: 

Monoclonal Antibody Production by Hybridoma Fusion 

Monoclonal antibody to epitopes of any of the peptides identified and 
isolated as described can be prepared from murine hybridomas according to the 
25 classical method of Kohler, G. and Milstein, C, Nature 255:495 (1975) or 
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modifications of the methods thereof. Briefly, a mouse is repetitively 
inoculated with a few micrograms of the selected protein over a period of a 
few weeks. The mouse is then sacrificed, and the antibody producing cells of 
the spleen isolated. The spleen cells are fused by means of polyethylene glycol 
5 with mouse myeloma cells, and the excess unfused cells destroyed by growth 

of the system on selective media comprising aminopterin (HAT media). The 
successfully fused cells are diluted and aliquots of the dilution placed in wells 
of a microtiter plate where growth of the culture is continued. Antibody- 
producing clones are identified by detection of antibody in the supernatant 

10 fluid of the wells by immunoassay procedures, such as ELISA, as originally 

described by Engvall, E., Meth. Enzymol. 70:419 (1980), and modified 
methods thereof. Selected positive clones can be expanded and their 
monoclonal antibody product harvested for use. Detailed procedures for 
monoclonal antibody production are described in Davis, L. et al. Basic 

15 Methods in Molecular Biology Elsevier, New York. Section 21-2 (1989). 

Polyclonal Antibody Production by Immunization 

Polyclonal antiserum containing antibodies to heterogenous epitopes of 
a single protein can be prepared by immunizing suitable animals with the 
expressed protein described above, which can be unmodified or modified to 

20 enhance immunogenicity. Effective polyclonal antibody production is affected 

by many factors related both to the antigen and the host species. For example, 
small molecules tend to be less immunogenic than other and may require the 
use of carriers and adjuvant. Also, host animals vary in response to site of 
inoculations and dose, with both inadequate or excessive doses of antigen 

25 resulting in low titer antisera. Small doses (ng level) of antigen administered 

at multiple intradermal sites appears to be most reliable. An effective 
immunization protocol for rabbits can be found in Vaitukaitis, J. et al , J. 
Clin. Endocrinol Metob. 55:988-991 (1971). 
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Booster injections can be given at regular intervals, and antiserum 
harvested when antibody titer thereof, as determined semi-quantitatively, for 
example, by double immunodiffusion in agar against known concentrations of 
the antigen, begins to fall. See, for example, Ouchterlony, O. et al, Chap. 

5 19 in: Handbook of Experimental Immunology, Wier, D., ed, Blackwell 

(1973). Plateau concentration of antibody is usually in the range of 0. 1 to 0.2 
mg/ml of serum (about 12 pM). Affinity of the antisera for the antigen is 
determined by preparing competitive binding curves, as described, for 
example, by Fisher, D., Chap. 42 in: Manual of Clinical Immunology, second 

10 edition, Rose and Friedman, eds., Amer. Soc. For Microbiology, Washington, 

D.C. (1980). 

Antibody preparations prepared according to either protocol are useful 
in quantitative immunoassays which determine concentrations of antigen- 
bearing substances in biological samples; they arc also used semi-quantitatively 
15 or qualitatively to identify the presence of antigen in a biological sample. 

Preparation ofPCR Primers and Amplification of UNA 

Various fragments of the Haemophilus influenzae Rd genome, such as 
those disclosed in Tables 1(a) and 2 can be used, in accordance with the 
present invention, to prepare PGR primers for a variety of uses. The PCR 
20 primers are preferably at least 15 bases, and more preferably at least 18 bases 

in length. When selecting a primer sequence, it is preferred that the primer 
pairs have approximately the same G/C ratio, so that melting temperatures are 
approximately the same. The PCR primers and amplified DNA of this 
Example find use in the Examples that follow. 

25 Gene expression from DNA Sequences Corresponding to ORFs 

A fragment of the Haemophilus influenzae Rd genome provided in 
Tables 1(a) or 2 is introduced into an expression vector using conventional 
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technology. (Techniques to transfer cloned sequences into expression vectors 
that direct protein translation in mammalian, yeast, insect or bacterial 
expression systems are well known in the art.) Commercially available vectors 
and expression systems are available from a variety of suppliers including 
Stratagene (La Jolla, California), Promega (Madison, Wisconsin), and 
Invitrogen (San Diego, California). If desired, to enhance expression and 
facilitate proper protein folding, the codon context and codon pairing of the 
sequence may be optimized for the particular expression organism, as 
explained by Hatfield et aL , U.S. Patent No. 5,082,767, incorporated herein 
by this reference. 

The following is provided as one exemplary method to generate 
polypeptide(s) from cloned ORFs of the Haemophilus genome fragment. 
Since the ORF lacks a poly A sequence because of the bacterial origin of the 
ORF, this sequence can be added to the construct by, for example, splicing out 
the poly A sequence from pSG5 (Stratagene) using Bgll and Sail restriction 
endonuclease enzymes and incorporating it into the mammalian expression 
vector pXTl (Stratagene) for use in eukaryotic expression systems. pXTl 
contains the LTRs and a portion of the gag gene from Moloney Murine 
Leukemia Vims. The position of the LTRs in the construct allow efficient 
stable transfection. The vector includes the Heipes Simplex thymidine kinase 
promoter and the selectable neomycin gene. The Haemophilus DNA is 
obtained by PCR from the bacterial vector using oligonucleotide primers 
complementary to the Haemophilus DNA and containing restriction 
endonuclease sequences for Pstl incorporated into the 5' primer and BgtR at 
the 5' end of the corresponding Haemophilus DNA 3' primer, taking care to 
ensure that the Haemophilus DNA is positioned such that its followed with the 
poly A sequence. The purified fragment obtained from the resulting PCR 
reaction is digested with Pstl, blunt ended with an exonuclease, digested with 
BglTL, purified and ligated to pXTl, now containing a poly A sequence and 
digested BgWi. 
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The ligated product is transfected into mouse NIH 3T3 cells using 
Lipofectin (Life Technologies, Inc., Grand Island, New York) under 
conditions outlined in the product specification. Positive transfectants are 
selected after growing the transfected cells in 600 ug/ml G418 (Sigma, St. 
5 Louis, Missouri). The protein is preferably released into the supernatant. 

However if the protein has membrane binding domains, the protein may 
additionally be retained within the cell or expression may be restricted to the 
cell surface. 

Since it may be necessary to purify and locate the transfected product, 

10 synthetic 15-mer peptides synthesized from the predicted Haemophilus DNA 

sequence are injected into mice to generate antibody to the polypeptide 
encoded by the Haemophilus DNA. 

If antibody production is not possible, the Haemophilus DNA sequence 
is additionally incorporated into eukaryotic expression vectors and expressed 

15 as a chimeric with, for example, 6-globin. Antibody to B-globin is used to 

purify the chimeric. Corresponding protease cleavage sites engineered 
between the B-globin gene and the Haemophilus DNA arc then used to separate 
the two polypeptide fragments from one another after translation. One useful 
expression vector for generating B-globin chimerics is pSG5 (Stratagene). This 

20 vector encodes rabbit B-globin. Intron n of the rabbit B-globin gene facilitates 

splicing of the expressed transcript, and the polyadenylation signal 
incorporated into the construct increases the level of expression. These 
techniques as described are well known to those skilled in the art of molecular 
biology. Standard methods are published in methods texts such as Davis et al. 

25 and many of the methods are available from the technical assistance 

representatives from Stratagene, Life Technologies, Inc., or Promega. 
Polypeptide may additionally be produced from either construct using in vitro 
translation systems such as In vitro Express™ Translation Kit (Stratagene). 
While the present invention has been described in some detail for purposes 

30 of clarity and understanding, one skilled in the art will appreciate that various 
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changes in form and detail can be made without departing from the true scope 
of the invention. 

All patents, patent applications and publications referred to above are 
hereby incorporated by reference. 
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IDNA-dependent ATPase, DNA helicase (recQ) {Escherichia coll) 
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spermidine/putrescine transport ATP-binding protein (potA) {Escherichia 
coli) 
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magnesium and cobalt transport protein (corA) (Escherichia coli) 
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(1) GENERAL INFORMATION: 



(i) APPLICANTS: Human Genome Sciences, Inc 
Johns Hopkins University 



(ii) 



TITLE OF INVENTION: The Nucleotide Sequence of 
the Haemophilus influenzae Rd Genome, Fragments 
Thereof, and Uses Thereof 



(iii) 



NUMBER OF SEQUENCES: 



1 



(iv) 



CORRESPONDENCE ADDRESS: 



(A) ADDRESSEE: Sterne, Kessler, Goldstein & Fox, P.L.L.C. 

{B) STREET: 1100 New York Avenue, N.W. 

( C ) CITY : Washington 

(D) STATE: DC 

(E) COUNTRY: USA 
<F) ZIP : 20005-3934 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: 3 1/2 inch diskette 

(B) COMPUTER: Dell Pentium 

(C) OPERATING SYSTEM: MS DOS V6.22 

(D) SOFTWARE: ASCII Text 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: (Not Yet Assigned) 

(B) FILING DATE: (Herewith) 

(C) CLASSIFICATION: 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/476,102 
<B) FILING DATE: 07-JUN-1995 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/487,429 

(B) FILING DATE:07-JUN-1995 
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(Vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/426,787 

(B) FILING DATE: 21 -APR- 1995 



(2) INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1830121 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:l: 

GGCCGCGGTG CATCACAAAA CATCATTCCA TCTTCAACAG GTGCAGCGAA AGCAGTAGGT 60 

AAAGTATTAC CTGCATTAAA CGGTAAATTA ACTGGTATGG CTTTCCGTGT TCCAACGCCA 120 

AACGTATCTG TtGTTGATTT AACAGTTAAT CTTGAAAAAC CAGCTTCTTA TGATGCAATC 180 

AAACAAGCAA TCAAAGATGC AGCGGAAGGT AAAACGTTCA ATGGCGAATT AAAAGGCGTA 240 

TTAGGTTACA CTGAAGATGC TGTTGTTTCT ACTGACTTCA ACGGTTGTGC TTTAACTTCT 300 

GTATTTGATG CAGACGCTGG TATCGCATTA ACTGATTCTT TCGTTAAATT GGTATCTTGG 360 

TACGATAACG AAACGGGTTA CTCAAACAAA GTATTAGACT TAGTAGCTCA TATCTACAAC 420 

TACAAAGGCT AATTAAAACT TTGAAAAAAT TAACCGCTCT TCGGAGCGTT TTTTATTATC 480 

TAGAATTTAA TTTACGCTCT AAAAATGAAC AAGGGATCAC TAAAAATAAT TTAAAACAAT 540 

CAATATTCTT CTAGCTTTTA TTCCTATTTA AGATTATATT AGCGCACAAC TGTTCGCTCA 600 

ATGAAAATCA AAAATAGGGT TAATATGAAT CTCGATCTCC ATTTT GTTCA TCGTATTCAA 660 

CAACAAGCCA AAACTCGTAC AAATATGACC GCACTTCGCT ATAAAGAACA CGGCTTGTGG 720 

CGAGATATCT CTTGGAAAAA CTTTCAAGAG CAACTCAATC AACTTTCTCG AGCATTG CTT 780 

GCTCACAATA TTGACGTACA AGATAAAATC GCCATTTTTG CCCATAATAT GGAACGTTGG B40 

ACAATCGTTG ACATTGCGAC CTTACAAATT CGAGCAATCA CAGTGCCTAT TTACGCAACC 900 

AATACAGCCC AGCAAGCAGA ATTTATCCTA AATCACGCCG ATGTAAAAAT TCTCTTCGTC 960 

GGCGATCAAG AGCAATACGA TCAAACATTG GAAATTGCTC ATCATTGTCC AAAATTACAA 102 0 

AAAATTGTAG CAATGAAATC CACCATTCAA TTACAACAAG ATCCTCTTTC TTGCACTTGG 1080 
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GAAAGTTTTA TTAAAACAGG TTCAAACGCC CAACAAGATG AACTAACCCA ACGCTTAAAC 1140 

CAAAAACAAT TATCGGATTT ATTTACGATT ATTTATACCT CAGGCACAAC GGGAGAGCCT 12 00 

AAAGGTGTCA TGTTAGATTA CGCTAATCTC GCTCACCAAT TAGAAACACA TGATCTTTCA 12 6 0 

CTTAATGTGA CAGATCAGGA TATTTCACTT TCTTTTTTAC CATTCTCTCA TATTTTTGAA 1320 

CGGGCATGGG CGGCTTATAT TCTTCATAGA GGCGCAATAC TTTGCTATTT AGAAGACACT 1380 

AATCAAGTGC GGTCAGCTTT AACGGAAATT CGCCCAACTT TAATGTGCGC CGTACCACGT 144 0 

TTTTACGAAA AAATTTATGC TGCCGTATTG GATAAAGTTC AAAAAGCCCC AAAACTTCGC 1500 

CAAATTATGT TTCATTGGGC AATTTCCGTG GGACAAAAAT ATTTTGATCT ACGTGCGAAT 1560 

AACAAAGCTA TTCCGTTCTT ATTGAAGAAA CAATTTGCTT TAGCAGATAA ATTAGTGCTC 1620 

TCAAAACTTC GTCAATTATT GGGGGGACGA ATAAAAATGA TGCCTTGCGG AGGAGCAAAA 16 80 

TTAGAACCGG CTATTGGGCT ATTTTTCCAT GCTATTGGTA TCAACATCAA ATTAGGCTAT 174 0 

GGTATGACAG AAACAACTGC AACCGTTTCT TGCTGGCATG ATTTCCAATT TAACCCAAAT 1800 

TCAATCGGCA CACTGATGCC AAAAGCGGAA GTGAAAATTG GGGAAAATAA TGAAATCCTT 1860 

GTGCGTGGCG GAATGGTGAT GAAAGGCTAT TACAAGAAGC CAGAAGAAAC GGCTCAAGCC 192 0 

TTCACCGAAG ATGG TTTCTT AAAAACTGGC GATGCAGGAG AATTTGACGA ACAAGGCAAT 1980 

TTATTTATTA CCGATCGTAT CAAAGAATTA ATGAAAACCT CAAACGGCAA ATATATCGCA 204 0 

CCACAATATA TCGAAAGcAA AATCGGTAAA GATAAATTTA TCGAACAAAT TGCGATCATC 2100 

GCTGATGCGr AAAAATATGT ATCCGCGCTT ATTGTGCCTT GCTTTGATAG TTTGGAAGAA 2160 

TACGCTAAAC AGCTCAATAT TAAATATCAT GACCGTTTAG AACTACTAAA AAATTCTGAC 2220 

ATTCTGAAAA TGTTTGAGCA TCGTATTAAT GCGGTGCAAA AAGAATTGGC TCATTTCGAG 2280 

CAAGTAAAAA AATTCACGTT ACTTTCTCAA GCATTCAGCA TTAAATTAGG CGAAATTACA 234 0 

CCAACATTAA AATTACGTAG AAAAGTGATT TTAGAACGTT ATCGCAAGCA AATTGAAGCA 2400 

ATGTATCATT CACAAGAAGC AT AG CT AAAA GGCTCTCAAT TGAGAGCCTT TCTTTTCTAA 2460 

TTATTCAGGA AATTTTTCTT CTAAAATCAA TGCAAGTCCA TCTTCATTAT TGGTTGCCGT 2520 

AACCACATTT GCAGCTTGTT TAATTTCATT TGGCGCATTT CCCATTGCAA CACCAAGCCC 2580 

CACATGTTCT AGCATATCCA GATCATTAAA ATTATCGCCA AATGCAATCA CTTCATTAGT 264 0 

TTGTACGCCA AAATAATCTT CCAAAAAACG CACCGCACTT CCTTTGGTTG CACTCTTGTG 2700 

CATTACCTCT AAAAAATTAG CGTGGGAACG ACAAATACTT AAATGTGGAA ATTTTTCCTT 2760 
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TAAAAGAACT TCAATCTCAA TGATTTCTTC TGCTTCCCCA ATAATTTGAA TTTTATGTGG 
CGAACGTGTC GCTACTTCAT CAAAAGGATG AATCTCAATT TTGGTCACGC TGCGTTCATA 
AATCACCCAT TTATTTTCTA CATCGCGCGC ATGGCAATCA TTATTTGTAT AATAATTCAC 
GCCAAGCAAA GGATGTTCCG CCAAAACAGT ATTAATCTCT AAAATATCTT TTGGCTCAAT 
TTGTACGCTA TAAATTGGTT CGAGATTTTG GTTCAAAATA AGCGCACCAC TAAATGCAAC 
AAGTACATTA TTCGTTTCAA GCTGTTTCCA ATAAGGCAAA ATACCTAAAG GAGAACGCGC 
CGAAATTGGC ACAAAAGGAA TGCCATTCGC CGTTAAACGC TTAATTACCA CAACAGTTCG 
AGGGGAAATT GTATGTTGAG AGGTTAATAA GGTGCCATTA AAATCACTAA ATACTGCTTT 
ATACATCATT ACTCCGAATA AAGATTATTT CTCTGCTAGA TAAGGATCAT CAAAGCCTAA 
TCCTTGCATA ATTTGGGTTT CTAAACTTTC CATTTCTTCC GCTTCATCGT CTTCAATATG 
ATCATAACCG AGTAAATGTA AGCTACCATG CACGACCATA TGCGCCCAAT GTGCCATTAA 
TGGTTTCTCT TGTTCTGAGG CTTCTCGCTC CACGACTTGA CGACAAATAA CGAGATCCCC 
TAACAATGGC AACTCCACCT CATCGGGGCA TTCAAATGGA AATGAAAGCA CGTTAGTCGG 
GCGATCTTTT CCACGATAAG TTAAATTTAA TTCATGGCTT TCGGCTTCAT CCACAATACG 
CACCGTCATT TCGACTTCAT TGCCCTCAGG CTGAACAGCA CCTGTTGCCC ACTGCACAAT 
CTGCTCTTCT GTTGGCAAAC CCTCTATATT TTCTGTGGCA ATTTGCAAAT CAACCAATAC 
ACTTCCCATT CTATTCTCCT AAATTCTTTT CAATTTCTAA CCGCACTTTT GCACTTATTG 
AATACATATA ACAAACGGTG GGCTTATGAC CACTTTTGTA TGTGTAAAAA TGAGGGGAAT 
TATACAATAA TAAACCTACC AATCCCCTAA ATTTAGATTA CATAATTTAT GTTTACCGCT 
AATTTACTCT ATTTTTAACG TACAAAGAGA CAAATCACGC TATTTCCTTA ATCAACACAA 
AACCTCAAAT CTCTCGCTCT TGGTTGAGGT TAATTGTGAA GTCGTAGATG TCCGCTATAA 
ATATTTCCTT TTCCTTCCCT AGCAAAACCA ATTAAAGTCA AATTATGTTT TTCTGCCATT 
GTTACTGCTA AATCCGTTGC GGCAGAAATC GTGACTAACA TTTCCACCCC GCAAGCCACT 
GTTTTTTGCA CCATTTCATA ACTCGCTCGA CTGGAGGCTA AAATAAAACC TCTAGGTTTA 
CCCGATTTTG CGTGCCAACC AAGCAATTTA TCTAATGCAA CGTGGCGACC CACATCTTCG 
TAAATAGCTA ACATACTTCC ATATAAATCG AAAAATGCAC AAGCATGGGT AGCACCAGTT 
TTACATCCAA GCAATTGATT TTTTTGAAGA TCAATAAGAC AACTATCTAG CAAATTTAAA 
TCAAATTGAA AAGTACAGTC TAATTTCGGA AAAGTTTTAT ATACTTGATT CAATTGTTCT 
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GTACCACAAA TACCACAACC AGTACGCCCC GTAAGATTAC GACGATGCTC TTTTAATGCC 4500 
ATAAATTTAC GGCTGGAAAG TTCAATTTGC ACTTCAATAC CATTGCAAAC TTCTACAACA 4560 
TCAATACCAT AAATATCTTC TGGTTTATTG ATAATTCCCT CTGTTAGAGA AAAGCCTAAA 4620 
Gs AAAATCCT CTAAATTGTT TGGGGAACAC ATCATAACTG CGTGAGAAAT GCCGTTATAT 4680 
ACCAAAGAAA CTGGTATCTC AACAGCCAGT ATGTCCTCTT TTTGTTGCAA AAGTGCGGTC 4 74 0 
AATTTTnCTG TATTTTTTGT CTTTCTAAAA AAGTTGATAG TTTGTCGAAT CCAGCACTGC 4800 
ATTTATTACC AGTCCATTAG TTAAATGTAA AAAGTCTGTT AAATTATTTT TATATTTATG 4860 

ATCTAGATCA CAATATTTGT TGAAGCTAAT GTCATTTGAT TATGGATTTA TCGTTAAAAA 492 0 

ATCGTTACTC TAGCCATCCA ATAAATCAAC GTTTTTACGA TGATTTATAT ACTAGAGAGT 4980 

ATTATTTTAA CGAAATCAAC ATAATCTAGC TACTAAACGA ATTTTATTAC TATCTATAAT 5040 

ATCTCAACAA CTTGTTGTTG AAAGGAGTGA TTATGCAGGT CTCAAGAAGA AAATTCTTCA 5100 

AGATCTGTGC AGGAGGTATG GCGGGAACGT CAGCTGCAAT GTTGGGCTTT GCTCCAGCAA 5160 

ACGTATTAGC TGCGCCACGC GAATATAAAT TATTACGCGC GTTTGAATCC CGTAACACCT 5220 

GTACATATTG CGCTGTAAGT TGCGGTATGT TGTTATATAG CACAGGCAAA CCTTACAATT 5280 

CATTAAGCAG CCATACTGGC ACAAATACTC GTTCAAAACT CTTTCATATT GAGGGTGATC 5340 

CAGATCATCC AGTCAGTCGT GGTGCGCTTT GCCCGAAAGG TGCTGGCTCA CTCGATTATG 5400 

TCAATAGTGA AAGCCGTTCT TTATATCCTC AATATCGTGC GCCAGGTTCT GATAAATGGG 5460 

AACGAATTTC TTGGAAAGAT GCCATTAAAC GTATTGCTCG TTTAATGAAA GATGACCGAG 552 0 

ATGCCAACTT TGTTGAAAAA GATTCAAATG GAAAAACGGT TAATCGTTGG GCAACGACAG 5580 

GAATTATGAC TGCATCAGCA ATGAGCAATG AAGCTGCGTT ATTAACACAA AAGTGGATTA 5640 

GAATGCTCGG TATGGTGCCA GTATGTAACC AAGCGAATAC TTGACACGGA CCAACGGTAG 5700 

CAAGTCTTGC TCCATCATTT GGTCGCGGTG CCATGACAAA TAACTGGGTT GATATTAAAA 5760 

ATGCCAACTT AATCATCGTT CAAGGCGGTA ACCCTGCAGA AGCCCATCCT GTTGGCTTCC 5820 

GTTGGGCAAT TGAAGCGAAG AAAAACGGTG CGAAAATCAT CGTTATTGAT CCGCGTTTTA 5880 

ACCGTACAGC ATCCGTTGCT GATCTTCATG CGCCAATTCG TTCTGGTTCT GATATTACGT 5940 

TCTTAATGGG CGTGATCCGT TACCTATTGG AAACAAACCA AATTCAACAC GAATATGTTA 6000 

AACACTATAC CAACGCATCA TTCTTAATTG ATGAAGGTTT CAAATTTGAA GATGGTTTAT 6060 

TTGTAGGGTA TAACGAAGAA AAACGTAACT ACGATAAATC TAAATGGAAC TACCAATTTG 6120 
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ATGAAAATGG TCACGCTAAA CGTGATATGA CATTACAACA TCCTCGTTGT GTCATTAACA 
TCTTAAAAGA GCACGTTTCT CGTTATACCC CAGAAATGGT TGAACGTATT ACAGGCGTAA 
AACAAAAACT CTTCTTACAA ATCTGTGAAG AAATTGGTAA AACCTCTGTG CCAAATAAAA 
CGATGACGCA TCTATATGCA TTAGGTTTTA CAGAGCATTC AATCGGTACA CAAAATATTC 
GCTCAATGGC GATAATCCAG TTACTTTTAG GTAATATGGG GATGCCAGGT GGCGGTATTA 
ACGCATTACG TGGACACTCC AATGTGCAAG GTACGACAGA TATGGGCTTA TTGCCAATGT 
CTTTACCAGG TTATATGCGT TTGCCAAACG ATAAAGATAC CTCTTACGAT CAATACATTA 
ACGCAATTAC ACCAAAAGAT ATCGTTCCAA ACCAAGTGAA CTATTATCGT CATACTTCAA 
AATTCTTTGT TAGCATGATG AAAACTTTCT ACGGAGATAA TGCCACTAAG GAAAATGGCT 
GGGGATTCGA TTTCTTACCA AAAGCAGATC GCCTATATGA wCCAATTACT CACGTTAAAT 
TGATGAATGA AGGCAAATTA CACGGTTGGA TTTTACAAGG TTTTAACGTA TTAAATTCAC 
TACCAAATAA AAATAAAACG TTATCTGGTA TGAGTAAACT GAAATACTTA GTCGTTATGG 
ATCCATTACA AACTGAATCA TCAGAGTTTT GGAGAAATTT TGGTGAGTCA AATAATGTAA 
ATCCTGCAGA AATTCAAACA GAAGTTTTCC GTTTACCAAC TACTTGTTTC GCAGAAGAAG 
AAGGATCAAT CGTTAATTCT GGTCGCTGGA CTCAATGGCA CTGGAAAGGT TGCGATCAAC 
CGGGAGAAGC CTTACCTGAT GTTGATATTC TTTCTATGCT ACGCGAAGAA ATGCACGAAC 
TTTATAAAAA AGAGGGTGGA CAAGGAATTG AATCTTTTGA AGCGATGACT TGGAATTATG 
CTCAACCACA CTCACCAAGT GCGGTTGAAT TAGCCAAAGA ATTAAATGGT TATGCGCTTG 
AAGATCTTTA TGAtCCAAAC GGTAACTTGA TGTACAAGAA AGGTCAATTA CTCAATGGAT 
TTGCACATTT ACGTGATGAT GGTACAACAA CATCAGGTAA CTGGTTATAT GTTGGTCAAT 
GGACTGAAAA AGGCAACCAA ACTGCTAATC GCGATAATTC AGATCCATCG GGTTTAGGTT 
GTACTATTGG CTGGGGCTTT GCATGGCCTG CAAACCGCCG CGTACTTTAT AGCCGTGCAT 
CATTAGATAT CAATGGTAAT CCTTGGGATA AAAACCGCCA ATTAATCAAA TGGAACGGTA 
AAAACTGGAA CTGGTTTGAT ATTGCTGACT ACGGTACGCA ACCACCAGGT TCTGATACTG 
GGCCGTTCAT TATGTCCGCA GAAGGCGTAG GACGTTTATT TGCCGTTGAT AAAATTGCAA 
ATGGCCCAAT GCCAGAACAC TATGAACCAG TTGAAAGCCC AATTGATACA AACCCATTTC 
ATCCAAATGT AGTAACCGAT CCAACTTTAC GTATCTATAA AGAAGATCGT GAATTTATTG 
GTTCAAATAA AGAGTATCCA TTTGTAGCAA CAACTTATCG TTTAACCGAG CATTTCCACA 
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GCTGGACTGC ACAATCTGCA TTAAATATCA TCGCACAACC ACAACAATTT GTGGAAATTG 7 86 0 
GCGAAAAATT AGCGGCAGAA AAAGGCATCC AAAAAGGCGA TATGGTAAAA ATTACTTCTC 7920 
GTCGTGGCTA TATTAAAGCG GTCGCCGTGG TTACAAAACG TCTTAAAGAT CTCGAAATTG 7980 
ATGGGCGTGT CGTACACCAT ATAGGTCTTC CAATTCACTG GAATATGAAG GCATTAAATG 3040 
GCAAAGGTAA CCGTGGATTC TCTACGAATA CCTTAACACC ATCTTGGGGT GAGGCAATCA 8100 
CGCAAACACC AGAATACAAA ACATTCTTGG TAAATATTGA AAAAGTTGGG GAGGCATAAT 8160 
ATGGCTGGAA CTGCTCAAGG CGTTCAAACG CAAGACGTTA TTAAAATCTC CGCAACATCT 8220 
GGTTTAACAC CAGCACCACA AGCGAGAGAT CATAAAGTTG AAATCGCAAA ATTAATTGAT 828 0 
GTTTCAACTT GTATAGGATG TAAAGCCTGT CAAGTGGGTT GTTCAGAGTG GAATGATATT 8340 
CGCTCTGATA TCAATG CACA ATGTGTTGGG GTTTATGACA ATCCAGTTGA TCTTGATGCA 8 4 00 
AAAGCATGGA CAGTGATGCG TTTTAACGAA GTTGAAGAAA ACGATCGTTT AGAATGGCTG 846 0 
ATTCGTAAAG ATGGCTGTAT GCACTGCACA GAACCTGGTT GTTTAAAGGC TTGTCCTGCA 852 0 
CCCGGTGCAA TCATTCAATA TGCTAACGGT ATTGTAGATT TCCAATCCGA TAAATGTATT 8 580 

GGTTGTGGTT ATTGTATTGC AGGCTGTCCA TTCAATATTC CACGAATGAA TCCTGAAgAC 8640 

AATCGTGTAT ACAAATGTAC TCTTTGTGTA GATCGTGTTT CTGTGGGACA AGAGCCCGCT 8 700 

TGCGTGAAAA CCTGTCCAAC AGGTGCTATT CGTTTCGGCT CTAAAGAAGA AATGAAAATT 8760 

TACGCAGAAC AACGCGTGGC AGATTTAAAA TCCCGTGGTT ATGAAAACGC AGGACTTTAC 8820 

GATCCTCCAG GTGTAGGCGG TACACACGTA ATGTATGTkT TGCATCACGC AGATAAACCT 8 88 0 

GAGCTTTACA ATGGTCTTCC AAAAGATCCT CAAATTGATT TGAGTGTGAC CTTATGGAAA 8 940 

GATGTATTGA AACCAGTCGC TGCAGTTGCA ATGGGTGGTC TAGCTCTAGC AGAAGTTGCG 90 00 

CACTACTTAA CCGTTGGCCC AAATGTAGAA GAAGATGTGG AAGATCATCA TCACGAATTT 9060 

GAAGAAAATA AACCATCTAA GGGGGAAAAT AATGAGTAAA ATTGAAATTA GCAACGATAC 9120 

TCGCATTATC CGCCATAGAA CCCCAGCACG TATCAGTCAC TGGATGTTGG TTATTTGCTT 918 0 

TTTTATGACG ATGTTCACTG GTGTTGCATT TTTCTTCCCT GACTTTGCTT GGCTCACAGA 924 0 

AATTTTGGGT ACACCACAAA TTGCGCGCGC CATTCATCCA TTCACAGGGA TTTTAATGTT 93 00 

CTTCGCTTTC ATCTACTTAG CGTTATTGTA CTGGGATCAC AATATTCCAG AAAAAAACGA 93 60 

TATTCGCTGG GCGAAAGGTG TTA7 "3AAGT TCTTAAAGGG AATGAACACG CGGTTGCTGA 9420 

TAATGGCAAA TATAACCTTG GTCAAAAAAT GCTCTTTTGG ACATTAAACT TGGCAATGGT 94 8 0 
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AACGTTATTA GTCACTGGCA TCATTATGTG GCGTCAATAT TTTTCACATT ACTTCTCAAT 9540 

CCCAGTATTG CGAATTGCTA TTTTACTCCA CTCTGCAAGT GCTTTTATGT TATTCACTGG 9600 

TATCTTAGTG CATATATATA TGGCATTTTG GGTTAAAGGA TCAATTCGCG GTATTGTTGA 9660 

AGGTTGGGTA ACCGTTCGTT GGGCGAAAAA ACACCACCCA AGATGGTATC GTGAAGAAGT 9720 

TTTATCAAAA CTTGAGGAAG ATTTACTCAA CGAGCAATCT GGCAAAGTAG GTAAAACCAA 9780 

AGTCTTATTT AAAGGATTTG GCAAATAAGC TGAAATCCTG AAAAAGAAAA AGTGCGGTTA 984 0 

AAATTGACCG CACtTTTTAT TATAAAAGTG AGAGAATATG AGTATCAAAA TCTTATCTGA 9900 

ATCAGAAATT AAACAAGTAG nAAATTCATA TCAAGCCCCA GCGGTTTTAT TTGCCAATCC 9960 

TaAAAATCTT TACCAACGCA GAGCGAAACG TTTAAGAGAC TTAGCACAAA ATCATCCTCT 10020 

ATCTGATTAT TTATTATTTG CTGCAGACAT AGTTGAAAGC CAACTTTCCA CGTTAGAAAA 10080 

AAATCCTTTA CCGCCACAAC AG CTTGAACA GTTAAATACT ATCGAGCCAC TAAATGCCAA '1014 0 

AACCTTTAAn AGAAACAGTA TCTGGCGTGA ATACTTAACA GAAATTCTTG ATGAAATAAA 10200 

GCCCAAAGCT AACGAGCAAA TTGCTGCAAC AATTGAATTT CTTGAAAAAG CCTCTTCCGC 10260 

TGAATTAGAA GAAATGGCAA ATAArCkCTT AGCACAAGAA TTTAACTTAG TCAGCAGTGA 10320 

TAAAGCCGTC TTTATTTGGG CTGCACTTTC CCTTTATTGG TTACAAGCAG CTCAACAAAT 10380 

TCCTCATAAT AGCCAAGTTG AAAACGCTGA AAATTTACAT CACTGCCCTG TTTGTGGTTC 10440 

TTTACCTGTG GCAAGTATGG TACAAATTGG TACATCACAA GGTTTACGCT ACTTACATTG 10500 

TAATTTATGT GAAAGTGAAT GGAATTTGGT ACGCGCACAA TGCACCAATT GTAATAGTCA 10560 

TGACAAACTC GAAATGTGGT CACTAAATGA AGAACTTGCG CTTGTTCGTG CCGAAACCTG 1062 0 

TGGTAGTTGT GAAAGTTACT TGAAAATGAT GTTCCAAGAA AAAGATCCTT ACGTAGAACC 1068 0 

TGTAGCCGAT GATTTGGCTT CTATTTTCTT AGATATTGAA ATGGAAGAAA AAGGTTTCGC 10740 

CCGAAGTGGA TTAAATCCAT TTATTTTTCC TGCAGAAGAA GCATAAAAAT ATAGCCTAGA 10800 

AATATCTAGG CTAATTATTT AAATCTATAG ATAACACGCC ATTACCACTG CATTTTCTCG 10860 

TCCACCACTG GGTTTCGGAT AATAATTTTT CCGAATATCC ACTTCATTAA AAC CAATTTT 1092 0 

TTCATACAAG AAACGAGCAG AGTTAGACTC TCTGACTTCT AGCCATAAGG TTTGGACACC 10980 

TTTTTCCTTT AATTGAAAGA TTAATTTTCC TAACAATAAT TTGCCAAATC CACAAC CTTG 11040 

ATAAGTAGGC AAAATCGCAA TATTAAACAA AGTCGCTTCA TCCAATACTG TTTGGCAAAT 11100 

AGCAAAACCG ATAATCTGAT TATTCTCTAT TAATTTTAAA TTGAGATAAC GCTCCCCTTG 11160 
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ATTATTTTTT AACGTACCAA ATGACCAAGG CACCAGATGG GCTTGCTGTT CGATTTCATA 11220 

CAATCGCTCG AAATCACAGG CTTCAATTTG AGAAATAATA GACATAATTA AGGCTGCTGA 11280 

ATTTGTTGCC ACAACGCTCG TTTGGCTTGA TGATTAGATT GAAATTGCTG CCAACTTGGC 1134 0 

GAGCGATAAA CCTGCTCAGC CTGCTTGCAA AATGGCAAAG TGCGGTCAAT TTGGTCGCTA 1140 0 

TTTTCTGATA GTAACCAATA ACGAATAGGC TGTTTACATT CCATATGCTG GATTTGATCG 11460 

TAATTCAAAC ATAAACAATT TTCTTTTTTA AGATTAAGGC TTAACAGCAC ATCAGCCAAC 11520 

AAAGGCGAGC TACTGATATT TTCATCGGAA ACAGTGATAA GGCGAATATT CTCTGCCACA 11580 

CTAATTCCTA CTGAACCTTG CAGTACCTCG GGGCGATATA ATTCCCACTG GGAAATGCCC 1X640 

ATTTCTTGTA AAAGAAGATC GCGTCTGTTC ATAAGTGAAT TTTTAAAAAC GTTGCTTGAA 11700 

AAATAGTGTT AATTTCTTTT ATTAATCTTT GCTAAAATGG TGCGTAATTT TAACCAATAA 11760 

CCCACAGGAT TCAAAGCGTG ATTTCTCTAG AAAGCCAAGT TTTAGAACGC CATATTTCAT 1182 0 

TTTTTGATGG TAAATCGGTA TTATTTGCTG GCGGTATTTC TGATAGTTTT CCTCAAACAT 118 80 

TAGCCTCAAA ATGCTCATCA ATCCAAATTT GGAGTTGCTA TTTTGACTAT GCAAGAACAC 11940 

AAAGTGCGGT CAATTTTTCC GTTGAATTTC AAGGTCAAGC GGATTTAATC GTTTATTATT 12000 

GGACTAAAAA CAAACAAGAA GTCAATTTCC AACTGATTCA ACT ATT AG CT CAAGCATCTA 12 060 

TTGGTCAAGA AATATTAATT ATTGGTGAAA ACCGTTGTGG CGTGCGTTCA GTAGaAAAAA 12120 

CATTATCACC CTATGGAGAA ATAGCAAAAA TTGACTCTGC TCGTCGTTGC GGTTTATATC 12180 

ATTTTTCACT CCAAAATAAA CCGCACTTTG AACTTAAAAA TTTCTGGAGA ACCTACCAAC 12240 

ATTCAACACT TGAAAACTTA ACTATATATA GTTTACCTGG GGTATTTAGT GCGGCGGAAT 123 00 

TAGACACAGG CACAGAACTG TTACTTTCAA CTATTGATAA TAAAATAAAA GGAAAAGTGC 12360 

TTGATCTTGG CTGTGGGGCG GGGGTAATTG GCTCTATGAT AAAAAAACGC ACGCCTAACG 1242 0 

CACAAATTAC AATGACAGAT ATTCACGCAA TGGCATTAGA ATCAGCGCGT AAAACACTTT 12480 

CTGAAAATCA ATTACAAGGC GAGGTTTACG CCAGTGATGT CTTTTCTGAT ATAGAAGGAA 1254 0 

AATTTGATTT GwTCATTTCT AATCCTCCAT TCCACGATGG CATTGATACC GCCTATCGAG 12600 

CAGTGACAGA ACTCATCACT CAAGCGAAAT GGCATCTCAA TCAAGGTGGA GAATTACGCA 12660 

TTGTCGCCAA TTCATTTCTG CCTTATCCCG AATTACTTAG ACAACATTTC AATGATTATC 12720 

AAGTTCTTGC TCAAACAGGA AAATTTAAAG TGTATTCAGT GAAAAATTAG AAACAAAAAA 12780 

ATCCCCATCA CAATAATGGG GATTTTTATT ATGCGTATAA ATTTTACCGC ATTTTATTCA 12 840 
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TCCATATATC CTAAACTACG CAGCGCACGT TCATCATCAG CCCAACCAGA TTTCACTTTT 12 90 0 

ACCCAAAGTT CAAGATGGAC TTTGTTATCA AATAAACGTT CCATATCGGC TCTAGCTTCC 12960 

ATACCAATAG TTTTAATTTT TTGACCGCCC GCACCAATGA CCATTTTTTT CTGACCTTCA 13020 

CGTTCAACGA GAATTAAGCC ATTTATTTCA TAAGTGCCAC GTTCATTTAC TTTGAATTGT 13080 

TCGATTTCAA CAGTAACAGA ATAAGGCAAT TCTTCACCGG TAAAACGCAT TAATTTTTCA 13140 

CGGATTATTT CCGAGGCCAT AAAACGTTGC GAACGATCTG TGACATAATC TTCTGGAAAA 132 00 

TGATGCACAC CTTCACGTAA AGATTGGCGT ACAATTTTCT CTAATTCATG AACATTATTA 13260 

CCACGCTGTG CAGAAATTGG CACAATGTGA GCAAAGTTAA ATTTACTGCT AAGATCTGTA 13320 

ATAAACGGCA ACAAATCATC TTTATTCTTG ATGTTATCTA CTTTGTTGAT AGCAAGCACA 133 BO 

ACGGGTGCTT TTGCATTACG TAGTTTGTTT AGCACCATCT CATCATCTGC ATTCCAGTGT 1344 0 

GTACCATCTA CGACAAAAAT AATTAAATCA ACATCGCCGA TAGCACTACT TGCGGCGCGG 135 00 

TTCATTAAGC GGTTAATCGC CCGTTTTTCT TCAATATGAA GCCCCGGTGT ATCCACGTAG 13 560 

ATTTCTTGAT ACGCACCTTC AGTTTTAATC CCAACAATGC GGTGACGGGT AGTTTGTGCT 13620 

TTACGCGATG TAATTGAAAT TTTTTGTCCT AAAATTTTAT TTAAGAGCGT TGATTTACCC 13680 

ACATTTGGGC GACCTACGAT AGCAATAAAG CCGCAATAGG TTTTGTCGAA TTGTTCGGTC 13740 

ATTTGATGTC CAGTTCTTTT AAAATTTGTT CTGCTGCCGC TTGTTCAGCT TTACGACGGC 13800 

TAGATCCTTT TGCCACAAAA GTGCGGTCAA TTTTCTCCGC ACTTTTCACT TTGCATTTAA 13860 

CAGTGAAAAT TTGGCAATGG GCTTCCCCTT GAATATTGAC CACTTCATAA GTTGGCAATG 1392 0 

GCAAATGTTT GCCTTGTAAA TATTCTTGTA AACGCGTTTT CGCATCTTTT TGATTATCGC 1398 0 

CTGGTTTAAT TTCTGCCAAT AACTGTTGAT ACCAATTTCG TATCACTTGG GTCGTCACAG 14 04 0 

CCAATCCTTG ATCCAAAGAC ATTGCACCTA TGATCGCTTC TACACAATCG GCAAGAATAG 14100 

ATTCACGGCG AAAACCACCG TTCTTTAGCT CGCCAGAACC AAGCGACATA TAATCGCCTA 14160 

ATTCAAATTG GCGCGCTAAA ATCGCTAAAG TGGGTTCGCG TACCAAAGTA GCACGCATAC 1422 0 

GGCTCAGTTC TCCTTCATTA CAACGTGGAA ACTGATGATA AAGTGCTTCA GCGATAGTGA 14280 

AATTAAGAAT GGAATCGCCT AGGAATTCTA GGCGTTCATT ATGTTGAGTT GCCGCACTTC 14340 

GATGCGTAAG TGCCTGCTTT AAGAGCGCTA TATCATTAAA ACGATAGCCG ATTTTACGCT 14400 

CAAGTCGATC TAAATGATTC ATCTTATTTT ATTGCTGTAA AGAAACGCTC AAAACGGAAA 14460 

CCTGTTGGCC ATTCATTCGC TTCTTTTTCT AAGCTCATCC AAATATAAGT GGCTTTACCC 14520 
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ACAATATTTT TTTCAGGTAC AAAGCCCCAG AAACGACTGT CATCGCTGTG ATCGCGATGA 14580 

TCCCCCATCA CAAAATACTG CCCCTCTGGC ACAAGCCATT CTGCAGTTTG CATTCCCTCT 14640 

TGTGGGAAAA ATTCAAGGTC TGAATAACGA CGATACTCAC TAATTAACAC GTTATGTGTT 14700 

ACATCGCCTT TTTCAGTCAA TTCTAATTCA TTTGGAAAAG CAGGATTTGT TGGATTTTGT 14760 

GTATATTCAA ACGCCTTAGT TTCGCAATCA ATTTCACAGG GTTTCCCCTC TTTACCATAT 14820 

ACCACTTTTA GCG TTTTTT G TTCCACATCA AAAATGACGC GATCTCCGCC CTTTCCAACA 14B80 

ATACGCTTAA TATAATCCAC ACCAGACATA TTATCTTTTG AACTTAACGC TAAATTTTCT 14940 

GCAAAAGCCG CTCGTGTTGC CCCAAGACCA GTACGAATTA ACGCTTGTTG TGGTGCTTTA 15000 

AACACAATCA CATCGCCACG TTGTGGTTTT TCGCCTGCAA TAATGGTGTT TTGGAAAATC 15060 

GGATCTTTCA CACCATAAGC ATATTTATTC ACAACTAAAA AATCGCCAAC GCGTAAAGTG 1512 0 

GACTCCATTG AGCCAGAGGG AATTTGAAAC GGTTCAAACA AAAAAGAACG AACCAAAAAT 15180 

ACCACTGCAA GCACAGGAAA AAGTGAAGAC AAAAATTCTG AAGCCTCAGA AATCGGTTCA 15240 

ATTTTGGCTT TTTCTTCCTC ACTTAAGGTT TTACCAGAAC GTTGTTCTGC ACGTGCCACT 15300 

TGACGATGAC GTTTTGGCAG CACCACAAAA CGATGATAAC ACCATAATAC GCCAGAAAGT 15360 

GCGGTCAAAA TTAGTAACAA AATACTAAAA GTATTTGGTA ACTGAAAATA ATCTAAAACT 15420 

TTCCACACAC CAAAGCCGAC AGCCAATAAA ATCACAAAAA ATAAATTTGA CATAATTTTC 15480 

CTTATTTATC TTTTCCTACG TGTAAAATTG CTAAAAACGC CTCTTGCGGC ACTTCTACGT 15540 

TACCTAAAGA CTTCATACGT TTTTTCCCTT CTTTCTGCTT CTGTAAGAGT TTTTTCTTAC 15600 

GGCTCACGTC ACCACCATAA CATTTTGCTA ATACGTTTTT ACGTAATTGT TTCACCGTAG 15660 

AACGAGCAAT AATATGGTTT CCAATCGCTG CTTGAATAGC GATATCAAAT TGCTGACGAG 15720 

GAATTAACTC ACGCATTTTT TCAACCAATT CACGACCACG ATATTGTGAA TTATCTTTAT 15780 

GAACGATTAA AGCCAACGCA TCTACTCGTT CGCTGTTAAT CATAATATCC ACGCGAACCA 15840 

TATCTGCCGC TTGGAAACGT TTAAAACCGT AATCTAACGA AGCATAACCA CGCGATGTTG 15900 

ATTTTAAACG ATCAAAGAAA TCTAAAACCA CTTCGCCCAT TGGAATTTCA TAAGTCAGCG 15960 

CAATCTGATT ACCGTGATAT ACCATATTGG TTTGCACGCC ACGTTTTTCA ACGCAAAGGG 16020 

TAATAACGTT ACCTAAATAT TCTTGCGGCA CCAGCATATT ACATTCTGCG ATTGGCTCGC 15080 

GAATTTCAGC AATATTATTA AGTGGAGGCA ATTTTGCAGG ACTATCCACA TAAACCACTT 16140 

CACCATTGGT CATTTCAACT TCATAAATTA CAGTTGGTGC TGTGGTAATC AAATCAAGAT 16200 

-77.11- 

SUBSTITUTE SHEET (RULE 25) 



WO 96/33276 



PCT/US96/05320 



CGTATTCACG CTCTAGACGC TCTTGAATGA TTTCCATATG CAGAAGTCCA AGGAAACCAC 16260 
AACGGAAACC AAAACCAAGC GCGGTCGAAG TTTCTGGTTC ATAGAAAAGT GACGCATCGT 1632 0 
TTAAACTTAA TTTACCAAGT GCATCGCGAA ACGCTTCATA ATCATCAGAA CTTACAGGGA 1638 0 

AAAGCCCAGC ATAAACCTGT GGTTTTACTT TTTTAAAGCC TGGTAAAACC TCAGTTGCAG 16440 

AATTATGTTG ATGGGTTAAG GTATCGCCCA CTGGCGCACC TAAAATATCT TTAATCGCAC 16500 

AAACAACCCA ACCCACTTCG CCGCATTCTA AAACGGTAGT AT CTTCTT GT TTTGGCGTGA 16560 

AAATCCCTAA ACGATCTACG TTATAAGTTT GCCCTGTGGA CATCACTTTA ATTTTATCGC 16620 

CTTTACGTAA TACCCCGTTT TTAATACGCA CTAAAGATAC CACGCCCAAA TAATTATCGA 16680 

ACCAAGAATC AATAATCAAT GCTTGTAATG GCGCATTAGG ATCACCTTCT GGTGCAGGAA 16740 

TTTTTGCCAC GATTTCTTCT AATACATCTT CGATACCTAC ACCCGTTTTA GCTGAGCATC 16800 

GAACCGCTTC CATCGCATCA ATTCCAACAA TATCTTCAAT TTCTTCAGCG ACGCGTTCAG 16860 

GATCAGCAGC TGGTAAGTCG ATTTTATTTA AAATCGGTAC TACTTCTAAA TCCATTTCGA 16920 

TTGCAGTATA ACAGTTTGCT AGAGTTTGGG CTTCTACCCC TTGACCAGCA TCAACTACCA 16980 

ACAATGCCCC TTCACAAGCA GCAAGAGAGC GAGACACTTC ATAGGAAAAG TCCACGTGTC 17 040 

CTGGTGTATC GATAAAGTTT AATTGATAAG TTTCGCCATC TTTGGCTTTA TAATTTAAAG 17100 

TAACACTTTG TGCTTTGATG GTAATTCCAC GCTCACGCTC AAGATCCATT GAATCTAGCA 17160 

CTTGCGCTTC CATTTCACGA TCCGAAAGGC CACCACAAGT TTGAATCAAA CGGTCAGAAA 17220 

GTGTCGATTT ACCGTGGTCA ATATGGGCAA TAATAGAAAA GTTGCGAATA TTCTTCATAA 17280 

AAGATTGTTT TTCTCAAAAA TCATTAAATT TAACT GGCGG ATTGTACCTG AAAAGCGCGG 17340 

AAATCGCTAG GGATGAAAGG GAAAAGTGCG GTCAAATTTT CAAACTTTTT AGATAAAACA 17400 

AAACCCCGAA TAACTTCGGG GTTTCTTTTT TCATTCAAAC TGAAATTATA GGCTTTCAGT 17460 

GAAAGTACGA GTGATCACGT CGCGTTGTTG TTCTGGCGTT AAAGAGTTGA AACGTACTGC 17520 

GTAACCAGAA ACACGGATAG TTAATTGTGG ATATTTATCT GGATTGTTTA CCGCATCTTC 17580 

TAACGTTTCA CGACGTAATA CGTTTACGTT TAAGTGTTGG CCACCTTCAA CTTTAACAGT 17640 

TGGTGCTACG TTTACTGGTA ATTCACGGTA TTCGATTTGA CCTAATTCGC TAACTGCAAC 177 00 

AACTTGGTCT TCAGCGAATT CGCCTTTTGC ACATAAGCAA CGTGCTTCAT TTTTTTCGCT 17760 

GTCTAATAAC CAGAATGAAT TAAGCAAATT GTCATTTGCT GCTTGAGTAA TTTGAATACC 17820 

TTTAATCATA ATAGCCTCCT AATTGGCACG AAAATAATAA TAAAACTGTA CAAATTTTAT 17880 
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CAAATCATTT TAATATTTCA AATTATTTTA TATTTATTTG ATAAAGAGCA GGTTATTTTT 17940 

TTAATTAATT TTTATAAATT TGATCTAAAT TAAAATTCAT TAATTTTTAA ATAAAATTTA 18000 

TATCAATAAT TTAACATTAA TTTAACTTTT TATTGAATGA ATGTTTTTGT TTATAATGAA 18060 

TAAAAACTTA TTAATAGGAT AAAATAATGA AAAACTGGAC AGACGTTATC GGAAC AG r AA 18120 

AAGCGCAACC TTACTTTCAA CACACACTAC AACAGGTTCA TCTTGCAAGA GCAAGCGGGA 18180 

AAACGATTTA TCCCCCACAA GAAGATGTAT TTAACGCATT CAAATATACT GCTTTTGAGG 18240 

ATGTAAAAGT GGTAATTTTA GGTCAGGATC CTTATCATGG ACCAAACCAA GCGCACGGCT 18300 

TGG CTTTTT C AGTAAAACCT GAAGTAGCCA TTCCCCCTTC CCTATTAAAT ATATATAAAG 18360 

AACTCACACA AGATATTTCG GGATTTCAAA TGC CATC AAA TGGTTATTTA GTCAAATGGG 13420 

CAGAACAAGG GGTATTGCTA CTTAACACTG TGCTTACCGT GGAACGAGGT ATGGCACATT 18480 

CACACGCCAA TTTAGGTTGG GAAAGGTTTA CAGATAAAGT TATTGCAGTA CTCAATGAAC 18 540 

ATCGTGAAAA ACTGGTGTTT TTACTTTGGG GCAGTCACGC ACAAAAAAAA GGGCAAATGA 18600 

TTGACCGCAC TCGTCACCTT GTTTTAACGG CTCCGCATCC TTCCCCGTTG TCAGCACATC 18660 

GAGGTTTCTT TGGTTGTCGT CATTTTTCCA AAACAAATTC ATATTTGGAA AGCCACGGAA 18720 

TAAAACCGAT AGATTGGCAA ATCTAAACCA TATATCTCTA AAAAATAACC GCACTTTAAT 18780 

CTCTCAAAGT GCGGTTAAAT ATTTCAGTAT TTTAATTAGC CGTGATAACG CCCTACGCCT 18840 

AATTCATCTT CTTTACGTGT GCGATTCATC ACTTCTTGTG GAGATTGCGC AATACGTAAT 18900 

CCCATTTCAT CTTCAGTACG CACCACTTCG CCACGTAACG AATTAGTATA AACATCAGTG 18960 

ATTTTCACAT CCACAAACTT ACCGATCATT TCTGGAGAAC CTTGGAAATT AACAATACGA 19020 

TTCGTTTCAG TACGTCCCGT CAATTCCATA ATATCTTTCT TCGATGGGCC TTCAACTAAC 19080 

ACGCGCTGCT CTGTGCCAAG CATACGACGG CTAAATTGTG CCGCTTGTTG ATTAATACGC 19140 

TCTTGTAGCA CATAAAGACG CTG TTTCTTT TCATCTTCCG TGACATCATC TGGCATATCT 19200 

GCTGCTGGCG TACCTGGTCG GGCTGAGTAC ACAAAACTGA AGCTCATATC AAAGTTTACT 19260 

TGTGCAATCA AATTCATAGT TTGCTCAAAA TCTTCCGCCG TTTCACCAGG GAAACCAACA 19320 

ATAAAGTCAG AGCTGATTTG AATATCTGGG CGCACAGCAC GAAGTTTACG AATAATGGAT 19380 

TTATATTCTA ATGCGGTATG AGCACGTTTC ATCATTGTTA ATACACGGTC AGAACCTGCT 1944 0 

TGCACTGGAA GATGTAAGAA ACTCACTAAT TCAGGCGTAT CACGATACAC ATCAATAATA 19500 

TCATCGGTAA ATTCTATTGG ATGACTGGTT GTGAACGTAA ACGGTCAATA CCATCAATTG 19560 
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ATGCGACAAG ACGAAGCAAC TCAGCAAAGC TGCAAATTTG ACCATCATGC GTTGGCCCAC 19620 

GATAAGCATT TACATTTTGA CCAAGTAGAT TGACCTCACG CACACCTTGT TCCGCAAGTT 19680 

GCGCAATTTC AAATAGCACA TCATCTACAG GACGGCTAAC TTCTTCTCCA CGAGTATAAG 1974 0 

GCACAACACA AAAAGTACAG TATTTATTAC AGCCTTCCAT AATGGAAACA AATGCCGTTG 19B00 

GGCCTTCTGC GCGAGGTTCT GGTAAGCGGT CAAATTTCTC AATTTCAGGG AAAGTTACGT 19860 

CTACGACGGA ACTTTTTCCA CCACGAATTT GATTAATCAT TTCAGGCAAG CGATGCAAAG 19920 

TTTGCGGGCC AAAAATAATA TCCACATAAG GCGCACGATG GCGAATATGT TCCCCTTCTT 19980 

GAGAGGCTAC ACAGCCGCCC ACACCAATCA CTAAATTTGG ATTATTTTTC TTTAATTCTT 20040 

TCCAACGCCC AAGTTGGTGG AACACTTTTT CTTGTGCTTT TTCACGAATA GAACAGGTAT 20100 

TTAATAATAA TACGTCTGCT TCTTCAGGTG CTTCCGTGAG TTCTAATCCG TGGGTGCTTA 20160 

ATAAAAGATC AGCCATTTTA GATGAATCAT ATTCATTCAT CTGGCAGCCC CAAGTTTTAA 2 0220 

TATGTAATTT TTGAGTCATT TTCTACAATA TCGTTAGGTG TTATAAATAA TTAGTTAAAT 2 0280 

AAAGCAATGG GCTATTCTAC AGCTTGCGCT AATTCTGGCT AGTGAATATT CGGTGAAAGA 20340 

CACTAAACAG AATATTTTGA TAAGCTAGAA AGGCTTGTAA ATCATTAAAA AAATAAGATA 204 00 

TTCATAAATA TACTCAAGAT ATAATG CAGT ATGAGGTAAA TATTAGTTCA TAAAATTAAA 20460 

GGAAATACTA GCTTATCGCG ATTACAACGA TGTGTATATT CAAGGTAAAC CAAAAGGATT 20520 

AAGCCCTGTA GATTACAGGA CTTAATCCTT AAATTAAATA GAGCTCACTT TTTAGTGAAA 20580 

GCGCAAGCAT ATATTTATAA TCAACTACTT TGTCTACTAC ACCGTCAAAA TAGCAGTTAA 2064 0 

ATTTAAAAAA GATTAGCTTA TAACCAGCCT AAACTCATTA ATAATTTCCA CCATGCCATA 20700 

CCGATAGTTA GATGGATAAT TAAACTACCA AAAGCAATGA TCGCGCCAGT AATCCACCAA 20760 

GATTTTATAT CATTATAACC TGCACCGAAT GCAATTGGAC CTGGTCCGCC TCCGTAGTGA 20820 

GTTACTGAAC CACCATAAGA ATT AG C AAAG ACTAAGCCTA GAGCAAGCAA TTCAGTAGGA 2 0880 

GCGCCTGTTA CATGTCCGAC TGTTGCAAAT ACGGGTACCA TTGCAGCTAC ATATGCACCG 20940 

CCTGATGCGA ATAAATAACG TACAGAGACA CTTAAGGTAA GAATCACTAT TAACGCCATC 21000 

ATACCATGTC CCTCAAACTG AAGTATGGTA CTTAAGGTGT TTGCTAACCA TTTGAAAAAG 21060 

CCAGATTTTT CAAGCAAGCC AGACATACCG ATGATACCAC CATACCATAC TAGGGTATTC 21120 

CATGCGCCTT TGCTTTTTAG GATATCGTCC CAGGTGACGA TACTTAATAC AATACAAAGC 21180 

ACCATTACAA TGATTGCAAC AATGGTAGCA TTGATATGAA GTGAATTAGA GAAAATCCAG 2124 0 
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CCGAATAATG CAATTACGAA TAACACGCTG AGTGCTTTTT CACGAAAAGA CATTGGACCT 21300 

AATTCTTCTA AGCCTTTTTT CGCAATGGCT TTATTATCCA CTTTTTTCAA TTCTGGTGGA 21360 

GATACCCAAT AACAAATTAA CGGAATTAAG AATAAGCAGA GTAAGCCGGG TACGGATGCA 21420 

GCTAAGAACC ATTTGATCCA AGTGGTTTCA AAACCAAGAA TTGGTGCCAT TAATGAAAGA 21480 

GCTAAGGCAT TAGGAGCCAT TGCGGTTAAG AAAATATAAG AGGTAGTTTT AACCACCATA 21540 

TATACGTTCA TCATCAAATA ACGCCCTGCT TTTTTCGGGC TTTTTTCTGG ATCTGAACCA 21600 

AGAGCAACCA CTACGCTATT AATGATTGGA AAGATAATCC CACCTGAACG CGCGGTGTTA 21660 

GAGGGCGTTG CTGGCGAGAG TAAAAGATCT AAGAACATGG TAACATAGCC TAAGCGTAGG 21720 

GTTGTGCTAC CCATTGCGCC GATCATATGA TAGGCGATAC GTTTACCTAG ACCTGTGATT 21780 

ACAAATGCTG AACTCAAAGT GAATGCGGTA AAAATAAGCC ATGTTGTGCC AGATTTATAA 21840 

CCATCCAACA TATTGCCGAC TTTAACCAAT TCTTTCGCCC CTTCAGTATT ACCGATGATA 21900 

ACGCCAGAAA CCGCAATTGC AGCCAATAAG ATAACGGGCT CGCCATAAGG TTTAAGCACA 21960 

AGCCCAACGA TAGTGGCGAT ATAAACACCA AGTAATCGCC AAGCAATCAA AGAAAGCCCA 22020 

TCAGGAGCAG GTAGTAAGAA AGTGATCAAT GGGATAGCCA TTAAAATCAC CAGTTTTGTA 2208 0 

TTTTTGGATA ATGCCATATT AATTACCTCT AAATGATAAA AAGAAAATTG TTAGTGCTAA 22140 

TAAATCAGCA CTACCGCCCG AACTTAAATT ACGTTCAATG CAGGCGGTAT CAAATTTCAT 22200 

TAATGCTTGT GTCAGTGCTG TTTTATCTGT CACAAGGTGT TGATCTGTAA GCAGATCCTG 22260 

TGCTGTTTGC TGTATGAAAT ACAATCCCGC TAAACCACCT CGATGAACCA CGTTAGTGTC 22320 

GGAGTTAATT GCCATTAAAT TCAACAACAA AATCAGTAAA CGATGTTCCC ATTCTAACTG 22380 

ATGGTACTCA TCAAATTGTG GCAACAACGT TTGAATGAGA TTAAAACCAT TTTCTGCTTC 22440 

GCCACGGACA CCTGTTAAGC CATATTTTTG GAATAAACGC ACTCCAGCCG TACTAGGCAA 22500 

GTGTTCAGGA TAATTTTTCA GTTCATCCGT TAAACCTTGA GTAAATTGTG CAACAAGTGA 22560 

G C AG ATTAAT TTAACATCAA AATCTACCGC ACTTTGAACC AAACTTTTTT GTGCCAATAA 22620 

TCGTCCAATT GCCGTACACA CTAAACCAAA AGAAAAAATA GCTCCTTTGT GGGTGTTTAC 22680 

GCCATCAGTA ACTTTAAACA TTGCTTTTTC TGCTAATAAA CCTAAAGGAC GAATTTCAGA 22740 

GAGAATTTGA TTTTCAGACA AATGCGCGGT CATCATGCCT TTGAGAACAA ACTGCGTAAA 22800 

AAAAGGTTTT AAACTAATCG CACTTTGCTC AAAAGTATGT AGGTTCATAT CTTTGTGCGA 22860 

ACCGTTATTG ATGGCATCCA CTAAACCAGG TTTTGGCGAT AAGCGAGCCT CTTGTATTAA 22920 
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TGCCAGATAA ACTTGTTCAC CAATATGTTC TGCGAAATCA TGATTCTGTG CGAGAGATTG 22 9B0 

AATTTTATCT ACAATCTCAT CAATCTCGTG CTTGTGGGTT CTCGCACAGA TTTTTGCATT 23040 

TTCTCCGCAC ACTAAACAAG TTCTTGGAGA AAGATCAAAA TCTGTACGAC TCAGTAGATT 23100 

GCCTTTAGCA TTAAACACAT CTAAATCCCA CAAACGAGCA AGAGGAATAC TTTCTTCCAA 23160 

TTCAATCATC AGAACTTTTA GCGTACGAGC ATCTATCGGT AATACAAAAT AGGCTTCATG 2322 0 

CCCCGTTTCT AGCGGACGGA TTATTTCTTT TACTGCTGTG ATGTTTAACT GAGTAAAAAG 23280 

TGCGGTCAGA TTTTCTAGAG CTTTTGTAAA AACATAATCC AACAAAGCAT TTTTTTTTAC 2 3340 

TCCACCCACA GCAGTTAAAG TGATGCAAAG TAAGGTTTGT CCATATTGTG TTATAAGCTG 23400 

TTGTTGTAAA ATTGCACGTT CCTCTCGAGC ATTAAGCAAT GCTTCAAGTG AAATTTTTGA 23460 

ACCCTCTGTA GAGAATGTCG TAAAAAAATG CTGCAAAATT TGACCGCTCT TTTGTATAAA 23 520 

AATAAATTTT CTTAACTCTT TCCATTTATA TGGTGCTGGC GAAAGCTGAA AGAGCTAATT 23580 

GAGTCCCTTT CAACTCTTTG GGCTCCTTTC CTGATAATCA TGGGAAGACA AGAGTTAATT 23 640 

TTGGCTATTG AAAGTAGATC GCTTGTAATG CTGATTCTAG TCTTTAACTT GATACACCGT 23700 

ATCAATCACC GAACCATCAC GATAACGAAC AACAGCCACA GGTTTATTAG TAAACTCAAT 23760 

TTCTTTTGGT TTACCAGTAA TGCTGTAAGC ACGTTCACAA AGTTGTTCAA TAGTAAACAA 23820 

TGGAATGTCT GTTTTGCTTA AAGCTTCAAT CAAATCTGGA CGTTTAGGAT TTACTGCTAC 23880 

ACCATGATCG GTAACGAGAA TATCGACGTT TTCACCAGGT GTTACACAGG TAATCACGTT 23940 

TTCCACCACG GTTGGAATAC GACCACGAAC TAATGGTGCC ACAATGATTG CTACTTGTGC 24O0O 

AGAAGCTGCG GTATCACAAT GACCACCAGA TGCACCGCGA ATCACACCGT CAGAGCCAGT 24060 

CAATACATTC ACGTTAAATT TAGTGTCGAT TTCTAAAGCA GAAAGAATCA CCATATCTAA 24120 

ACGTTCAACA GATGCGCCTT TGGAACTGTA ATTCGCATAT TGGTTAGCGG AGACTTCAAT 24180 

ATGATTTGGG TTACGGGCAA GTGATTCAGC TGCAACAGAA TCAAAGCTTT GTACATCTAA 2424 0 

TAATTTTTTA ATAAGACCAG CCTCATGTAA TGCCACCATA CTTGCAGTAA TTCCGCCAAG 243 00 

TGCGAAATCT GCAGTGATAT TTTCACGACG CATTTTTTCT TCTAGAAAGC GTGTAACAGC 24360 

TAATGCTGCC CCCCCAGAAC CAGTTTGTAA TGAGAAGCCA TCTTTAAAAT AACCACTGGC 24420 

AAAAATTACT TCTGCACATT TACGCGCAAT GAGTAATTCG CGTGGATTGG TAGTCATTCG 24480 

GGTTGCACCA CCACCAATTT TTTTCGGGTC ACCGACTGCT TCAACTTGCA CGATTAAATC 24540 

TACTTGATCT TGAGCTATGC TGATTGGGTG GTGCGGGTAT TCAACAAATT CCTCTGTGAG 24600 
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CAACACAACT TTGTCAGCAT ATTCAGCATC GACACGCGCA TAGCCTAGAG AGCCGCATTT 24660 

ACTTTTTCCA GTAAATCCAT TGGCATTACC GAATGTGTCA CAGCAAGGCA CGCCTAAAAA 24720 

AGCAACGTCA ATTTTTAATT CGCCAGATTT TACTAAGTGA ACACGTCCAC CATGAGAATG 24780 

AATATTTACA GGTTCATTCA ATAAACCGCG AGAGATTTGC TCTGCAAGTT CACCGCGTAA 24840 

ACCAGAAGAA TAGATTTTGG TGACCACGCC ATTTTTGATA TGTTCGACAA TCGGGAAGTG 24900 

GCTATCAATT AAAGATGAAG ATGCAAGGGT CAGATTTTTG AAACCCATTT CGGCAATTTT 24960 

ATTCATCACC ATATTCACCA CAAAATCTCC GCCCCGAAAA GCATGATGAA ATGAAACAGT 25020 

CAT AC CAT CT TTTAAGCCAG AGCGTTTAAT CGCTTCTTCT AGAGAGGTAC AAAGTTTGCG 25080 

ATCTTTCGCT GTACGAGAAA GGGATTCAGA TTTAGGCACC GCTTGATAGA CTGAGCGATC 25140 

AGCGTGATAT TTTTCAATAC GTTGTTCTCT TGTTGTCATC TTTTTATCTC CCTTTACTCT 2 5200 

TCACGAATAC CTGATTTCGC ACGTTCTAAT ACAAGTTTTG CGCGATCAAT AATCGGTGCG 2 5260 

TCAATCATTT TACCGTTTAA CGAAACAACA CCAGCCCCTT GTCGTTCAGC TTCTACTGCC 2 5320 

GCTTCAATAA TGCGTTTTGC CTGCTCCACG TCTTTTTGTG TCGGTGCAAA TAAGTTGTGT 25380 

AACAATTCAA TTTGGCGTGG GTTGATTAAG GATTTACCGT CAAAACCAAG CTGTTTAATT 2 5440 

AACGCAGCCT CTTTTAAGAA GCCTTCTTCA TTGTTCGCGT TAGAATATAC GGTATCAAAA 2 5500 

GCCTGAATGC AGCCGCACGT GCCGCTTGTA AAATAGAACA ACGAGCAAAA AGCAGTTCAA 2 5560 

TCCCCTCTGG TGAACGCTCG GTTTTTAAGT TACGTACGTA ATCCTCTGCA CCCAATGCGA 25620 

TACCAATTAA ACGTTTAGAA GCGAAAGCGA TTTGGTTGGC TTGAGTGATA CCTAATGGCG 25680 

ATTCGATTGC GGCTAGCATT TTAGTCGAAC CTGCTTCTCG ACCGCAAGCT TTCTCAATCT 2 5740 

CAGTAATGGC GTGATCCATA TCCAACACAT CTTGCGCGCT TTCAGTTTTT GGCATACGTA 25800 

CCACATCCAC ACCCGCACGC ACTACCGAAT TCAAATCCAA TAAACCAAAT TCAGAATCTA 25860 

GCGGATTAAC ACGAACTACG GTCTCAATTT CTTTATAAAG CGGATGTTGA AGTGCATGAG 25920 

CGACTAATAA ACGAGCAGAA TCTTTTTCTT TGAGAGCAAC CGCATCTTCT AAGTCAAACA 25980 

TAATGGAATC TGGTTTATAA ATAAAGCTAT TACTTAACAT GGCGGCATTT GAGCCCGGCA 26040 

CAAATAACAT ACTTCTTCTT AATTTCATAG CACAGCCTCC CAGTTAATCG CTTCATCAGT 26100 

TGCACGCATT GCAGCAGCTT TTACTCGAGC TTGTAACACG CAATCTAACG CCCCTTTGTC 26160 

TTCTACAATG ACTTGTGCTG CTGTAATGCC TAGTTTTGCT AATACTTCAC GAACTGTCGC 26220 

TTCAATTTGT TCACCAAATT GTTTTGCTAC TGAGCTATTG ATTTCAATAT CGAGTGAGTC 26280 
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AAAAGGTTGA ACCCGTACTT GAACATCACT GGATTCCAGT GTCCCTGCAA CGGCTACTTT 2634 0 
TGTTATTTTC ATAGATTTTC CTTCCGTATA TTGATGAATA AAAATGTATT TAAAAACGAC 26400 
CGCACTTTTG TAAATAATTT AACGTAGTCA TAGGCACAAA CTCTGCGAGT TGAGCCCAAT 26460 
TTTTTTCAGC CAAATGCTTT CGTACTGTAG AAGCAGAAAT AATGTGGTTG CTTGCTGTTT 26520 
TTCTAGGTAT CTCGATAACA TTTATTTTTG GTGCATTCAT TTCGGCATCC ATTAACCAAT 26580 
AATGCATTTG GCGATTATAT TCGGCAGTGA CGGGACAATT TAGCTCAGTA CCAACAAAGC 26640 
GATGTGTTAT TCCCAAAGCT TGAGCAATAT GTAAACGGAA TAACTTCAGA TCAATCTCAA 26700 
AATAACTTTC ATCTGTAATT AATTGATCTT TTAGGAAATA ATTTGGAAAT GTTGCACGAG 26760 
AAATAATATA GTCAGAGCCA GAATGAAGAG TGATATTGGA TAAATCGAAA ATACCTTGTT 26820 
GAATCATTTC AAATCGTTCA GTGTAAGAAA ATTGCGATGC GTCTTCACCG ACAATAAATA 26880 
AATGCAGATG ATCACATTGT TGTAATGCTT GCTCAATTAA ATAACGATGA CCTAAGGTAA 26940 
ATGGATTCGC GTTCATTACA ATCGAGCCAA TTCGATTACC ATCCACACGC ATTTTCTCCC 27000 
ATAATGAGCA TTGTTTTTGT AAACGCGTAG CACTATTTTC TAATAATACT ACATAAGGAT 27060 

TGGCATCAGA GATGATATAA AAACCACAAG ATTTGAACAA CGTTGCATAT TCGGGTTTTG 27120 

TATAAATAAA AAGGTGTGGA CGTTTTAGCG TGTAAGCTAA ATCAACCAAT TCAGTAATTA 27180 

ATTGCAAGGC AACACCGCTA CCACGCAAAG ACTCATCAAT CGCAACACAT TTTATGATAT 27240 

TGCCTGCTAA ACCGCCACAG ACAACGATTT GTTCGTTATC ATTATAGCCA ACAACAAAAT 2 7300 

ACTCGATTTG TTCATCTAAT TTAAGCGCAT TTTGATGTAA AAATGTCTGA ATGAGAGAAA 27360 

GTTTTTTTTG TTCAGTAGAA ATTCGCTCAA ATTGCATCGA CTCTCCAAAA AAGAAGAAAA 27420 

CATAACATCA CTACCAAGTT AGTAGTATAG AGCTATTATA AGCGATGAGC AAATTACGAT 27480 

ACAAGATAAG CTCATATTTT TCCCAACTTT ATAATCTAAT ATTATCTTCA CACTGCATTA 2 7540 

TACATTGAAT AATTTATAGG CAATATTGGC GGTTATTCTG AGTTGTAAAA ATAAaCCGCA 2 7600 

CTTTTGTTGC AAGCAAAAAG TGCGGTTTAA TTTAGCGGAA TTTTAAATTA TTTCACTAAT 27660 

CCGCCACTGG CTTGTAAATC AGCGTGATAA GAAGAACGAA CAAATGGCCC ACAAGCCGCA 27720 

TGTTCAAAGC CCATTTCATT GGCTTTATCA CGGAATTCAT CAAATTCAGT TGGCGGCACA 2 7780 

TAACGGGCAA CAGGCAAATG ATGGCGGCTA GGTTGAAGAT ATTGACCCAA CGTGAGCATA 27840 

GTCACACCGT TATCACGTAA ATCTTGCATC ACTTGCAAAA TTTCCTCGTT GGTTTCGCCT 27900 

AACCCAACCA TTAAACCAGA TTTGGTTGGG ATATTTGGGA ATATTTCTTT GAATTCACGC 27960 
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AATAATTTAA 
ACGTTTTCTA 
TGTGTAATGC 
TCGCGCACAG 
CGATCCACCG 
TTTTGTGGCT 
CAACGGCGCG 
TCGTGTAAAT 
CCATTTTTAA 
GGTTTTTTTA 
GCCGCATCGC 
TAAATAAAAA 
TATAGCCTAA 
CTTTATCTTG 
GATTAATATA 
AGCAACCACG 
CTGGCGCATC 
TTTGTTCAAG 
TAAGCACATA 
ATTGCACCAC 
GTGTAAAAAC 
TATCAGtAAA 
GAACGATAAG 
TCTTTATAGA 
TTATAAGTGC 
TGCACCACTT 
GTCATTTTTG 
ATTTTCTTTC 



GTGACCATTC 
AATTATGGTT 
GACCACGAAA 
CTTTTACACA 
ATGTGATTAC 
CTTCAGGATC 
TACAAATTGC 
TTGGACAAGA 
TGCTTTCAAT 
ATAAATCTTG 
GATATTTTAC 
TGCCCAAATT 
AAGATTGGCG 
ATTAACAAAA 
ATGGAAAGGA 
ACGAATACGT 
AGGCTTTGGA 
TGCGGTAACT 
CATCACTTGC 
AGGGATTTCA 
AGGATAATGT 
ATC CTGCATT 
GGAATTGnTC 
GTGTTTCTAC 
CTTTACTACT 
GTATAAGATC 
CTGGAAATTC 
CTAAAAATAA 



GTAATCCGCA 
AAAGACATCT 
ATCAGGCACT 
TTCAGAAAAA 
CACATATTTA 
TGGCGGTAAT 
ACCTAAAATC 
TGCTTCCTCA 
TTTAGCTGAA 
ATTAGGATCG 
ACCGCGTTCC 
GGGCATTTAG 
AAGTGTTTAA 
TCCGCTAACT 
TTAAGATCCA 
AATCCAAGAG 
TAGCTTTCAA 
AATTGACGTA 
TGACCGGGTG 
CTACGTTGTA 
TGTACTAACC 
TTGTGCCAAA 
ATACTAAATA 
CTGATCAAAG 
GCGCTTTTCT 
TTGTGCTAAC 
CATTAATTCC 
AATAAATCAA 



CCTGGACGAA 
GGCGGATTAT 
AAAATTTCAA 
TGACCAGCAC 
AGTTTCATAT 
GGTTTACCGT 
ATAAAAGTGG 
CAAACAGAAT 
CTTGCTGGAA 
ATATTTTTtA 
ATTTTGAAAG 
TTTTTATAAA 
TTAATTTTGC 
GACACATTTC 
TATTAATATT 
aACAAATCTT 
TGCCATATTC 
CATTTAAATT 
CGTGATAGGT 
AAAGATGCTC 
AAATTTCGTC 
TTTCTTGATA 
ACCATTTTCA 
TTTTCAGCAA 
TTTGGAATAT 
CCTTCTCGAT 
TTGAGTTTTG 
AAAGTGCGGT 



TTTCTTTATA 
CTTTTAATTT 
TCTTAATGTT 
CACGATCAGG 
CTTGAATCGT 
GAGCCACATC 
CTGTGCCATG 
GTAATCCGTG 
GTTTAATTTT 
CGGGAATAAT 
GCGTAGACAT 
ATGTTATAAA 
TGAAACATTA 
AAGCCCTGCA 
CAATGCCAAC 
TTTTCCATCC 
AGCCAAAGTT 
TTTATGGCGT 
AATTTGCCCA 
TGGTTTACCT 
TTGCGTTTCA 
ATCTTGCAAT 
CGCCTTCAAC 
TAATATCAAT 
AATCGCCTTT 
TAATTCCCGC 
CATAATCGTT 
CAATTTTCAA 



TAAGCGCGGT 
CTCTAAAGCC 
AGGATTAAGC 
CAAGTCATCA 
TTCTGCCAAT 
ACAGAATGGG 
ATTAAAACAT 
ACGGCGCATT 
CATCCATTCT 
TGAGGTTTTT 
AGTATTTTCC 
GTTGTTATAT 
TCGCAATCAG 
TAACCACAAG 
CCGTGAAAAG 
ACATAAACAC 
TTAACCACCG 
TTAATGTCAA 
CCACGAACCG 
GCTTGCCCTT 
GCATTTCGAG 
CCTAACTGAC 
TTTAGCCAGT 
TGAAACTGAA 
AATATATTTT 
AACTTTAAAA 
TTCTATTGTC 
ATTCTTTTTA 



28020 
28080 
28140 
28200 
28260 
28320 
28380 
28440 
28500 
28560 
28620 
28680 
2B740 
28800 
28860 
28920 
28980 
29040 
29100 
29160 
29220 
29280 
29340 
29400 
29460 
29520 
29580 
29640 
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TGAGAATAAC CCTTTCACAG TCAATACTAA CCAATCCCAT AGTTTACCAA AAATACCCGC 297O0 
TTCTCCCACA TCATTCATCA CTTGTAAATT GGCACTTGCA ATATCCTTAC CATCCAGTTG 2 9760 
ATAAACCACT TTACCAATCA CTTGACCTTT TACTAATGGT GCTTGTAAAT TTTTATCTGC 29820 
TAATTCATAA CGAGCTTTAA CCTCACTTTG TTTACCTTTA GGGATCGTAA TAAAGTGATC 2 9880 
CATTAAAGCA CCAAGTTTTA CTGAATTTTT ATCGCCATAA TAAACCCTTT GTTCTGAAAT 2994 0 
TTCTTTACCA GCCTCTAAAG TTTTAAATGT TTCGAAATTA GCAAAACCCC ATTGTAAAAG 30000 
TTTCTTACTT TCTACTTCAC GACCTTTGTA AGTTGGCACA CCCATTACTA CAGAAATTAA 30060 
ACGCATATTG TTTGATGTAG TCGCTGAAGC GACTAAGTTA TATCCTGCTT GGCTAGTATG 3 012 0 
CCCTGTCTTC ATTCCATCAA CATTGATAGT TTTATCCCAT AATAGTCCAT TACGGTTAGC 3018 0 
TTGTTTGATT TTATTAAATG TAAAGTTTTT TTCGGAGTAA ATTTTATATT CTtCAGGTAA 30240 
ATCACGAATA ATATGCGCAC CAATAATTGC CATATCACGC GCGGAAGAAT ATTGATTTGG 30300 
ATCGTCTAAA CCATGGGGCG TGGTGAAATT TGTATTTTTC AAACCAAATT GTTGAACATA 30360 
TTTATTCATT GTTTCTACAA AGTTCGGTAC ATTGCCAGAA ATATGTTCAG CTAATGCAAC 30420 
AGTCGCATCA TTACCAGAAA CAACAATCAC ACCTCGATTT AAGTCTGCTA CAGATACTTG 30480 

TGTATTTAAA TCTAAAAACA TTTTTGATGA ATCAGGGAAA TTACGCCCCC ACGCACTTTC 3 054 0 

ACCAATGGTA ACCATATCGG TATTATGGAT TTTGCCTTGT TTTAATGCGA CACCAACTAC 30600 

ATAACTTGTC ATCATTTTAG TCAGTGATGC TGGATATTGA CGTTGATCTG GATTAAGTGC 3 0660 

GGTCAAAATT GCACCTGAAT TATAATCCAT CAATACATAC GTTTGAGCCG TAATTTGTGG 30720 

TGGAGTTACG CCAAACTGCA TATCCTCTGC AGATACCGAA AAAGCACTAA GTGCCACAAA 3 0780 

ACTTGATAAA AATGCGATTT TTGTTGTTCT TTTCAACATA GTGTGTTCCT ACAATTAATT 3084 0 

TTTATACGTA TAAACAATTA ATGGCTTATT ATTTGCCATT TTTTGTAATT TAGTTCTCAC 3 0900 

TTGTG CCATT TTTGTTTTGT CATCAAAAGG CCCAATATAA ATTTCATATT TATTTCCTGA 30960 

GCGATTTACT TCAGTCTGAA TATTCGCTAA CGCAAGTTGC GTAATTAATT TATTTGCTTG 31020 

GCTACGAGAG GTTAATTCAA GCATTTTCAA ACAGTAAAAT TCGGTTCCTT TTAGAGCATT 31080 

TATTGACTTA GATGTGTTAT CAAAAAGTGT GTTAGATTTT AATACTAAAC GATCGGCAGC 3114 0 

TTCCTGAGTT TTTGCTTGTT TAGCCAGTGT TTTTGTGGCT GCGCCTGATA AATTCCCATT 31200 

TTTAGCAACG TGCAACGCCT CAATTCTTAC CTGCCCTATG CCGCGGGAAA TTAAGCCAAT 3126 0 

TTCTTTTGCC GCAGCGTGTG AAAGATCAAT TAAACGTTTA TCACTAAAAG GCCCACGATC 3132 0 
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ATTAATACGT ACGATAACTT TACGATTGTT ATGTAAATTT GTCACTAAAG CATAAGAATT 31380 

TATTGGCAAT GTTTTATGTG CTGCAGTAAA TTGTTTTGAG TTATAAACAT CGCCACTTGC 31440 

TGTTTTGCGC CCATCAAATT TAAGATGATA ATAACTTGCT AAACCTTCTT TAATATAAGA 31500 

TTTGGCTTCA TTCCCACTTT TAGTGGTATA AGTTTGCCCT TTTACTGAAT AAGTCCTTGG 31560 

TGCAGGCATT TGAGTTGCGA TAGAAAGATT ATCCCCTCGA ATACCATACA TTTTTTGCGT 31620 

ATCAGCCTGT GCAGGAAAAG CTACGCTTAT CATAAATAGC AAAAGTGCGG TCAAATTTAA 31680 

CCCAGTTTTT AATTTCATAA AATATTAACG CTTTTCATTT ATTCTTTCTT TAAGAAAGAA 31740 

AAAATGAAAT TAGCTCCTTT TCATAAATTG ACTTTTATGC GTATGAATAG ACATCAGTAA 31800 

ACCAAAACTT GCCATAATCG CAACATAAGA GGTACCACCA TAACTAAATA AAGGTAATGG 31860 

CACACCCACA ACAGGCAAAA TTCCGCTTAC CATTCCAATA TTCACAAATA CATAAACAAA 31920 

GAAAATTAAT GTTGTTGCAC CAGCAAGAAT ACGCCCAAAA GAAGTTTGAG CATTTACGGC 31980 

AATCATTAAA CCTCGCACAA TAATAAACAA GTAAATCGCC ATTAAAATCA AAAAACCAAT -32040 

CATTCCGTGC TCTTCACCCA TTACCGCAAA AATAAAATCT GTATGAGGTT CGGGCAAAAA 32100 

TTCTAATTGT GATTGAGTCC CCTGCATCCA GCCTTTTCCG CTTAATCCAC CAGAACCAAT 32160 

CGCAATCTTT GATTGTAAAA TATGATAGCC AGCACCGAGA GGaTCTTTTT CTGGGTCCAA 32220 

TAATGTGAGA ACGCGAGTGC GTTGATAATC GTGCATTAGA TATAACCACA TGATCGGAAT 32280 

AAATCCAGCT AAGCCAATCA GTGCCGCTAA AATAAGCCAC CAGCTCATTC CTGCTAAAAA 32340 

CACGACAAAT AAACCTGACG CACTGACCAA AATTGATGTG CCTAAATCAG GCTGAATCGC 32400 

CACAAGCAAT GTTGGCAGTA GAATCATTGC AATCGCTATA AATGTTTCAC TTAATTTAGG 32460 

TGGAAGCGGG CGATTACCTA AATACACCGC CACCATTAAT GGCACAGCAA GTTTTACAAT 32520 

TTCAGAGGGT TGAAAACGAA TAAATCCAAG ATCAAGCCAA CGCTGTGCAC CTTTACTTGT 32580 

CGTACCAATA ACATCTACCA AGATCAATAA CACAAAACCA ATTAAATAAA GATAAGGTGC 32640 

GATGCGTTGG TAAAATCTTG GTGGAAATTG AGCCATTAAC AGCATAACAA TAAATCCAAG 32700 

TAAGACCTGA ATAATTCGGC TATTAAACAT CGTTTCGCTG GCACCTGATG CACTATATAA 32760 

CACCAGCATA CCATAAGCAG TTATTGCAAG AAGTCCGATA AACAG CCAAA AATCAATATG 32820 

CAAACGTTGC CAAACACGCA ACCAAAAAGG GATTTTATCT TCCATTTATT TGTTCGCTCT 32880 

CTTGTGACAA ATCTTTTTTT TGCTGAATAG GTACATTATA TTTTTCAACT TGTGGTAAAC 32940 

GCTGATTTAA ATAGTAATCC ATCACTTTAC GTGCTAAGGG TGCGGCATTA CTTGAACCAC 33000 
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CACCTGCATT TTCTAAAATC ACTGTTACAA CTAATTTAGG ATTATCATAA GGGGCG TAAG 3 3060 

CGGTAAACCA AGCGTGATCA TGCAATTCTT TTTTTAAGCC TGCCGTATTA TATTTTTCAT 33120 

TTTCCTTTAA ACTAAACACT TGTGCAGTGC CAGATTTCCC TGCAACACGA TAATTTGCAT 3318 0 

CTGCAAAGGC TTTTCGCCCA GTTCCATTTG CAGCATTAAC AACATTGTAC ATACCGCGTT 33240 

TCGCTGCCTC CCAAGCTGCC ACTTTAGGTG TATTAATATC AGGATAAAGT AACGGATCTT 33300 

CATAAGGCTC TAATACTGCA CCTTCAATTG CTTTCATCAA ATGCGGTGTA TTTACTTTGC 33360 

CATTATTGAC CAATATTGTC GTCGCTTTTG CTACTTGTAG TGGTGTTGCC GTCCAATAAC 3342 0 

CTTGAC CAAT CCCAACCGAA ATCGTATCGC CTTGCACCCA AGGGCGTTTA TAACGTTTTT 33480 

GTTTCCATTC TCGAGTTGGT ATATTGGCAG CCGTTTCTTC TTGAATTTCA ATCCCCGTTG 3 3540 

GCATACCAAA ACCAAAATCC TTCATCCAAT TAGAAAGGCG ATCAATACCC ATATTATAAG 33600 

CCACTTGATA AAAATAAGTA TCAGAGGATT CAGTAATCGC TTTATTCAAA TCCGTATCCC 33660 

CGTGGCCTGT TTTTTTCCAA TCACGAAAAC GTTTTGTGGA ATTAGGTAAT ACCCAATATC 33 720 

CCGGATCAAA AATCGTTGTG TTTGGTGTAA TCACATTTTC AGTTTGTGCG GCTACTGCAA 33780 

TAAAAGGTTT GACTGTCGAA GCGGGCGGAT ACGCACCTTG TGTCGCACGA CTATAAAGTG 33840 

GACGAGCAAG ATCATTTAAT AAACGTTTAT AATCTTCGGA GGAAATACCA TCAACAAATA 33900 

AATTATTATC ATAACTTGGT GTAGATAC C A TCGCTAATAC ACTACTATCT TTCGGATCAA 3 3 960 

GCACAACTAC AGCACCTTTT AGTCCCGATA AAAGTTCAGT AATATAACGC TGTAATGCCA 34020 

AATCAATGGT TAAATGAATA CTTTTTCCCG CCACAGCAGG TCGGCTACGC AAAGTGCGGA 34080 

TTACTTTGCC GCGATTATTA ATTTCTACTT CTTCAAAACC CGTGGTACCT TGCAGTATAT 3414 0 

CCTCGTAATA ACGTTCAATA CCCAATTTTC CAATATCGTT CGTTCCCGCA TAATTCGCGA 34200 

ATTTATCCTC TCGTTTCAAA CGTTCTACAT CTTTATCATT CATTTTACCT ACATAGCCCA 3426 0 

AAATATGCGC CATTGTTTCG CCATATAAAT AATGGCGTTT GAAATAAGGA CGTACCTCTA 34320 

AGCTCGGGTA TTGGTAGCCA TTTACCGCAA AGCGTGAAAT TTGTTCTTCT GTTAAATTCG 34380 

GCTTTAATAA AATCGGTGTA TAACGCGTTC CGCGGCGACG TTCCTTTTTA AAATTTTCAA 34440 

TATCGTTATC CGTCAATCCC ACAATATAGC GTAATTCATC TAAAGTGCGG TCTAAATTTT 34500 

CAGTTTTTTC TGGCACAATG TATAAACCAA AAAAAGTAAG ATTTTCGGCT AATAATTTGC 34560 

CGTAACGATC ATAGATTAAG CCACGTGTTG GCGGTAAAGG TAATAATTTA ATTCGGTTAC 34620 

CATTAGAACG CGTTTGGTAA GTATCGAAAT TAACAATCTG TAGCTGATAA ATATTGGTGA 34680 
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ATAACACGCC TGTTAAGAGC AGAATCCCCA AAAAAGCCAC TAACGTTCGG 


CGTGCAAAAA 


34740 


GGTTACGCTC CGCTTTTTTA TCGCGGAACG GTTCGTGCGT TGGTGTATTG 


AAGAATTTTT 


34 BOO 


TTAAATTCAT CTGACTAAAA TAAGGATGTA TTATTCTCGA TGATAAGGAT 


GATTAGTGGT 


"3 A Q C Pi 

.34 ob 0 


TAGCGACCAC GCACGATACA AACTTTCAGC CACCACGACA CGAACAAGCG 


GGTGAGGTAA 


34920 


TGTCAAGGGA GAAAGCGACC AACTTTGCTC TGCAGCAGCT TTGCATTCTG 


GCGAAAbCCC 




CTCAGGCCCA CCAATCAATA AACAAACATC GCGACCATCA TTTTTCCACG 


CTTCTAGTTG 


■n C f\A A 


CTCAGCTAGC TGCGGCGTCG TCCAAGGTTT ACCAGGAATA TCTAACGTCA 


CGACTTTGCC 




TTTTCCACAG GCCGCTAACA TCGCTTTACC TTCTTGTTCT AAAATGCGTT 


TAATATCAGC 


35160 


ATTTTTTCCA CGCTTGCCTG CTGGGATTTC AATTAGTTCA AAAGGCATAT 


CTTTTGGGAA 


3 5220 


ACGGCGTTGA TATTCCTCAA AACCCGTTGT AACCCAAGAA GGCATTTTTG 


TTCCGACGG C 


35280 


AATTAACGTG ATTTTCACAA GTCATCCTTA TCTAAAAAGT GCGGTTATTT 


TTTACCGCAC 


3 334 0 


TTTACTAAAA TTTACGCCCA AAGTTTCTCT AATTGATACA TTTCACGGGC 


GTCACGTTGC 


.3 b4 00 


ATGATATGTA CGATAGCTTG ACCAAGATCC ACCACAATCC AATCTGCAGT 


ATTTTTACCT 


35460 


TCTTCGCCAA AGGTTTCAAA ACCTGCTTTT TTACATTCTG TAATTAAATT ATCTGCCATT 




GCAGAAACTT GGCGACTCGA CGTCCCCGTG CAAATAATCA TATTATCCGT 


AATCGAGGAT 


■a e b o n 


TTTCCACGTA CATCAAAATG TACAATATCT GTtCCCTTTA ACCCATCTAA 


GGTTTCCATC 




AAAAATTCAA CTAACGCCAT TTTGTTCTCA CTTAGCAATA AAGGTGCGGA ATTCTATCAT 


3 5700 


TGAATACCCT CTTGCGCAAA ATCCACGCAA AAAATAAGCG CGAAATTAAC 


CGCGCTTTTT 


^ C "T C A 

3 57b 0 


ATGTCTAAAT TGAAATTATT TTTACTATGC TGCCCATAAT AACACTGCCA ATAACTGTGG 


3 5820 


CGACATTATT CGCAAGAACA TCACCAATGG ATACACAGTT GCATAAGAAA 


GTGCTGCAGC 


35880 


ACCGTTATCT TCTTTAATTT CATTCGCAAA TGCTAAAGCG GGAGGwTCCG 


TCATTGAACC 


35940 


TGCAAGTAAA CCGCATATTG TGAGGTAATT AAGTTTTCCA TATAAGCGTG 


CTATAGTCCC 


35000 


AACAATAATC AACGGCACAA AAGTGATAAA AATACCGTAT CCCATCCATT 


CAAGTCCCGA 


J b Ub W 


ACCATTCACT AAAGTATCAA AGAAACTTCC ACCTGATTTT AAACCAACAA 


CCGCCAAGAA 


iolz 0 


AAGGACAATC CCAATTTCGC GCAATGCCAA GTTAGCACTT GGTGGCATAA 


ACCAGTAAAG 


36180 


TTTACCAATC GTGCCAATTC TCGCTAAAAT CAACGCAACC ACCAATGGCC 


CGCCAGCAAG 


36240 


CCCTAATTTT AACGCAACAG GGAAACCTGG AATATAGAAT GGAATCGAAC 


CAACGAGTAC 


36300 


CCCTAAACCA ATACCGATAA ACACTGGTAA CATTTGCACT TGAAGTAATT 


TCTGTTGTGC 


36360 
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GTTACCAATA ACTGAAATGG CCTGATTTAG TACATCACTG CGTCCAACCA TATGTAGCAC 36420 

ATCGCCAAAT TGCAGTGTGG TATTTCCCGT TGGAACTAAC TCAATCCCTG CACGATTTAA 3 64 BO 

ACGTGAAATT ACAACCCCAT ATTTTTGATG AATGCCTaAC GCACGGAtCT TTTTGCCTAA 36540 

TAnTTTTTCA nTCGTTACCA CCACACGCTC GGAACGAATT TCGCCACTAT AGGCAACGGT 36600 

TGGTGCATCA ACTTCGTGTC CGATAATTAA ACGCAnTTTA GCAAGCGAAT TATCATCACC 36660 

CACTAATTGT AAAATATCGT TGGTACGAAT CTCAGTACTT GCCTTTGGAA CAATTTCCAT 36720 

ATCATCGCGT TTTAAACGTG AACATACGAC TTCTTCATCG CTAAATCCCG GAATTTGAAT 36780 

TAACGTCAGA CCATCTAGAT TTTGGTTCGT CACTTTTAAA GAAATATTAT GTAAACTTTC 36840 

TTTATCTTGG CTGCTCTCCG CATTAAAACG AGCAGCTTCA TCGTCCACTT TGACGTTAAA 36900 

AAACAAG CGG ATTAACCACA TTGCAAGCAA AATACCGCAA ATCCCGAATG GATAAGCCAT 36960 

TGCATAAGAC ACCCCCATAG TTACAGTGGT TTGAGGCACC CCTAATTCTG CTAAAATTTG 37020 

CTGCCCTGCC CCCAACGCAG GCGTATTAGT AACAGCACCA GAATAAATAC CTAAGGCAAT 37080 

ATCCAGTGGA ACATCCGCAA TTTTATGTAC AAGAACCACG GCAATTGACC CCAGCAGAAT 37140 

AATCAAAATG GCAAAGGCAT TTAGCTTTAA ACCAGATTTT CGTAAAGAAG AAAAAAAGCC 37200 

AGGTCCAACC TGAATACCAA TAGTATAAAC AAATAAAATC AAACCAAATT CTTGCACAAA 37260 

ATGCAGCGTA TGCGCATCCA GTTTCAAGCC ATATTGATTA GTGAAATGGG CAACAATAAT 37320 

GCCGCCAAAC AGCACGCCAC CAATGCCAAG CCCAACCCCG CGGATCTTCC AATGCCCGAT 37380 

CCATAAGCCG ATTACGGCGA CGAGGGCAAG AAGACTAATC GTGATCGCAA TATCACTCAT 3 7440 

ATTGACCCCT TAAAAATGAA ATTTAACTCC TTCGGATTAT ATCCAAGTTG TTTTTTGAAA 37500 

ACCTTAACCA AACTCAAAAA ATGATACGTT CGTCACATTT TTTCTTGCGA AATTGAGCAT 37560 

AGCCTCTACA ATACCGAAAA TTTTTGACCC TTTTACAAAA AGTGCGGTTA TTTTTCACCG 3 7620 

CACTTTTAtC TCGGATGGAA TATTTATGGA TTACAGCCAA GAAGCTATTA CTTCTCTTAT 37680 

TTGGATTTTA CAAACGCTAG CCATCACCTC AGTCGTCTTT AGTTTTGGCA TTTTT CT T TT 37740 

GGTGCGTTTT ACCCAATGGG GAAAACAATT TTGGATGTTT GCAGGCGGTT ATCTTTCACC 37800 

TAAACGTAGC ATTAAACCTA TCTTATTCTT TCTGCTTATT GTTGCAATGA CATTACTTAG 37860 

CGTACGTATC AGCCTTGTAA ATTCTGAGTG GTATAAAAAT ATGTATACCT CATTGCAAGA 37920 

ATTTAATGAA CATGTATTTT GGCAACAAAT GGGCTTATTC TGCGTCATCG CAGCAAGTTC 379B0 

TGTTTCAGCA G CATTAG TAA GCTATTATTT AGAGCAACGT TTCGTCATCA ACTGGATTGA 38040 
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ATGGCTTAAC GAGCAGCTTG TTAATAAATG 


GATGGCACAT 


CGCGCCTATT 


ACAAAACACA 


38100 


GTATTTATCA GAAAATCTTG ATAACCCCGA 


TCAACGTATT 


CAACAAGATG 


TGCAATCTTA 


38160 


TGTAAAAACC ACGCTTTCTT TAAGCACTGG 


CGTCATTGAT 


GCGGTCACCT 


CGATGATCTC 


3 8220 


TTACACGATT TTGTTATGGG GATTAGCCGG 


TCCAATGATA 


GTGCTTGGTG 


TAGAAATTCC 


38280 


GCATATGATG GTATTTTTAG TGTTTGGTTA 


TGTCATTTTC 


ACAACCCTCA 


TCGCATTCTG 


33340 


GCTCGGTCGC CCATTAATCT CATTGAATTT 


TATTAATGAA 


CGCCTAAACG 


CAAACTATCG 


38400 


TTATTCTTTA ATTCG CATTA AAGAATATGC 


TGAAAGCATT 


GCTTTTTATG 


CAGGCGAAAA 


38460 


AGTCGAAAAA AATCAGCTTT ATCAGCAGTT 


CAACGCCGTC 


ATTCACAATA 


TGTGGGTCAT 


38520 


TATATTTAGA ACACTAAAAT TTTCAGGATT 


TAACCTAGTC 


GTAAGCCAAA 


TTTCTGTTGT 


385B0 


TTTTCCATTG TTAATTCAAG TTGGACGTTA 


CTTTGAAAAG 


CAAATAAAAC 


TAGGCGATCT 


38640 


AATGCAAACC TTGCAAGTAT TTGGTCAGTT 


ACACGCAAAT 


CTTTCATTCT 


TCCGCAGTAC 


38700 


TTATGATAAT TTTGCAAGCT ATAAAGCAAC 


GCTAGATCGT 


TTAACTGGGT 


TCTGTTATGC 


38760 


CATTGAAAAA GCAAATAATA AATCACAAAC ACAGATCCAC 


AATCATCCAA 


CAGATGTGAT 


38820 


TTTCAAAAAT TTAAGTATTC AAAATCCATT 


AGGTCATACA 


CTAATTAAAC 


ATCTAAACAT 


38880 


TACCTTACCG CAAGGAACAA GTTTGCTTAT TCAAGGAAAA TCTGGAGCAG 


GAAAAACCAC 


38940 


GCTTTTACGC ACCATTGCGG GGCTTTGGAG 


CTATGCCGAG GGGGAAATAA ATTGCCCTAC 


39000 


GCACAATCAG CTTTTCTTGT CACAAAAGCC 


GTATGTGCCA 


CAAGGAAATT 


TAATGTCAGC 


39060 


ATTAG CTTAT CCAAATAACG CTGACAATAT 


TTCACATACA 


CAAGCTGTAG 


AAATATTAAA 


39120 


TAAAGTACAA CTAGGACATT TGGCTGAACA 


ATTAGAAAAA 


GAACAAGACT 


GGACGCGTAT 


39180 


TCTTTCTCTT GGCGAACAAC AGCGTTTGGC 


GTTTGCACGA 


TTAATTCTAC 


ACAAACCAGC 


39240 


GGTGGCATTT TTAGATGAAG CCACAGCTAG 


TATGGATGAA 


GGTTTAGAAT 


TTTCGATGTA 


39300 


TCAATTGTTA CAACAAGAAC TACCACAAAC 


GACAATCATC 


AGTGTGGGAC 


ACCGTTCAAC 


39360 


CCTTAAAACC TTACATCAAC AACAGTTAAT 


TCTGCAAGAC 


AAAGGGCAAT 


GGCAAGTGCT 


39420 


ATAAAAAACG CTAAAAAACA CTGTAATCGC 


AACGCTTTTT 


TTGATACATT 


TAGTGCAATT 


39480 


TTTTGTATGT TTGACAAAGT CATTTTCTAC TTTTTGTCAA ACAAAACTAA 


CTTTCATTTT 


39540 


AAACGGTATA ATTATGTTAT TTAAAAAAAT 


TCGTGGGTTG TTTTCAAACG ATCTTTCTAT 


39600 


TGATTTAGGC ACAGCTAATA CTTTAATTTA TGTCAAAAGA 


CAGGGTATTG 


TACTTGATGA 


39660 


ACCCTCTGTT GTTGCGATTC GTCAAGATCG 


CGTAGGCACA 


TTAAAAAGCA 


TTGCAGCTGT 


39720 
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GGGTAAAGAA GCTAAATTAA TGTTAGGTCG TACTCCCAAA AGTATTGTAG CAATTCGTCC 39780 

GATGAAAGAT GGCGTTATTG CAGACTTTTT TGTGACAGAA AAAATGTTGC AATACTTTAT 3 9840 

CAAACAAGTT CATAGCGGTA ATTTTATGCG TCCAAGCCCA CGTGTATTAG TATGTGTGCC 39900 

AGCTGGTGCA ACACAAGTAG AACGCCGCGC AATTAAAGAA TCAGCAATCG GTGCTGGTGC 39960 

ACGTGAAGTA TATTTAATTG AAGAACCAAT GGCAGCTGCA ATTGGGGCTA AATTACCCGT 40020 

TTCTACTGCA GTTGGTTCTA TGGTAATTGA TATCGGTGGC GGTACGACAG AAGTGGCTGT 40080 

AATTTCCTTA AATGGTATCG TATATTCTTC TTCCGTGCGT ATCGGTGGTG ACCGTTTCGA 40140 

CGAGGCGATT ATTTCTTATG TTCGCCGCAC TTTTGGCTCG GTTATCGGAG AACCTACCGC 40200 

CGAACGCATC AAACAAGAAA TTGGTTCTGC TTATATTCAA GAAGGTGACG AAATTAAAGA 40260 

AATGGAAGTA CACGGACATA ATTTAGCCGA AGGTGCGCCA CGTTCATTTA CTTTAACATC 40320 

ACGTGATGTC CTAGAAGCCA TTCAACAACC ATTAAACGGT ATTGTAGCAG CGGTTCGAAC 40380 

GGCACTTGAA GAATGCCAAC CAGAACACGC AGCAGACATT TTCGAACGTG GTATGGTATT 40440 

AACTGGTGGC GGTGCTTTAT TACGTAATAT TGATATTTTA CTTTCTAAAG AATCTGGTGT 40500 

CCCTGTTATC ATCGCAGAAG ATCCATTAAC CTGTGTTGCT CGTGGTGGTG GCGAAGCATT 40560 

AGAAATGATC GATATGCACG GCGGCGATAT TTTTAGTGAT GAAATTTAAT CAGAATATGA 4062 0 

ACAAAAAGTG CGGTTAAAAA TAACCGCACT TTTCCTTTCA CTTTTTTCAT TCAACAAGAG 40680 

AAAGTTTAAT GAAACCCATT TTCGGCAAAG CCCCTCCCCT AGGTATTCGT CTGCTTATCG 4 074 0 

CTATCTTTGC ATCTATTGCC TTAATTTTAG CTGATGGACG TAATAGCTCA ATAACGAAAG 4 0800 

CACGTAGnnn AATGGAAACG GCAATAGGCG GTTTATATTA TCTTG CAAAT AGCCCTAGAA 4 0860 

GTATCTTAGA TGGCATTTCA GAAAATCTTG TTGATACCAA TAAATTACAA ATTGAAAACA 40920 

AAGTACTACG CCAACAGCTT TTGGAAAAAA ATGCAGATTT ACTTTTACTT GATCAACTCA 40980 

AAGTCGAAAA TCAGCGATTA CGTCTTTTAT TAAATTCTCC GTTAAGAACC GATGAATACA 41040 

AAAAAATTGC CGAAGTTCTT ACTGCAGAAA CAGATATTTA TCGCCAACAA ATTGTTATTA 41100 

ATCAAGGCAA AAAAGACGGT GCTTATGTAG GTCAGCCTGT CATTGATGAA AAAGGCGTCA 4116 0 

TTGGACAAAT TATTTCCGTG GGCGAAAATA CTAGCCGAGT ACTGCTACTC ACAGACGTAA 4122 0 

CACACTCAAT TCCAGTGCAA GTTCTACGCA ATGATGTTCG TGTTATTGCG AGTGGGACTG 41280 

GGCATACCGA TGAACTAAGC CTCGATAACG TGCCTCGTTC CGTTGATATA GAAAAAGGCG 41340 

ATCTTCTCGT AACCTCTGGG CTTGGTGGAC GTTTTCTTGA AGGCTATCCC GTAGCTGTTG 41400 
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TACAAAGCGT TTCACGTGAT AGCTCTAATT ACTTTGCAAT AGTTAAAGCT AAACCTTTAG 41460 

CTTTATTAGA ACGTTTACGT TATGTACTTT TACTTTGGCC AAGTAACCTA GATATATCAA 41520 

AAGTAAAATC AATATCGCCA GAAGAAGTTC GCAATCTGGT GCAAAAACGT TTAGAAAGCC 4158 0 

AAGCTAATGA AGCAAATTAT AGAGTGAAAA AAACACCCTT AACAGAAAAA GACTTTCTAG 4164 0 

AAAATGAAGA AAAAACCATT ATTGAACCAG ATATTCCAAC AGATTTTCTT CAAAATGAAG 4170 0 

AAGATCTTCC CATAGAACAG CAAGAAGAAA GGATAGAAGA CTAATGCAAA CACGATTTAT 41760 

TTTACAATGG TTCACTATTT TAAGCTTCTT TGTTATTGCC TTTGTATTAG AACTTGCACC 41820 

TTGGCCAGTT GGTTTCCAAA TGCTAAAGCC TGCGTGGCTT GTACTTGTAT TACTTTATTG 41880 

GGTATTAG CT ATTCCCAATA AAGTAAGTAT AGGCTGGTCA TTTTTACTCG GATTAACTTG 4194 0 

GGATTTAATA TTAGGCTCTA CATTAGGCGT TCACGCTCTT GTACTTTCTA CGAGCATGTA 42000 

CATCATTGCC AAAAACTATT TAATTCTGCG AAATTTATCA CTTTGGTTCC AAAGTTTATT 4 2060 

GGTTGTACTT TTCGTCTTCA TTATAAGATT ACTTATTTTC TTAGTTGAAT TTTCACTCCA 42120 

TACTGCCTTT TTTCATTGGC AAGCCATCTT GGGCGCATTC GCTTCTGGTT TACTATGGCC 42180 

GTGGGTATTT TTATTAATGC GCAAAATACG CAGAAAAGTT AAATTACATT AAAAAAGAGA 42240 

GATAACTCTC TCTTTTTTAT GATTTATGAA TGTTTCAAAC ACCTAATTCA ATGGCTTATT 4 2300 

GCTATCCAGT AAAGAATCAC ATTCCCAACC GATATACTCT CCCGAAAATT GTTCAGCCAA 42360 

TTTTTCAAAA CGTTCTACTT GTTCAAAAAT TTCGCTATTT TCTAATGAAA TTTCTTGCTC 4 2420 

TAATTTTACC AAGAAATAAG GTTCGTCATC TTCATTAAAC TGAATCGCTT GTGCAGAATA 4 2480 

TTGTAATGTC GTGAAAGAAT AATCCCCTAA ACTAAGCTCA TCCATAAAAG GGAACATTTT 4 2540 

CTGCTCTTCA TCAAAATGAA AACTATGCTC TACTAAATAG GTATCACTTA AATTACGACC 4 2600 

TTTACT TTTT AATAAATCAA GCAA'ITCTTC CGTTGCATTT AACTTAATCT CCAATGGAGA 4 2660 

AGCGAGCAAA AAGTCAAAAT AAGTATCCCA AATTAAATCC TTTTGCACAT TAATATCTTT 4 272 0 

AACAAAATCA ATTTGTTGTA AAGTTTCTAC AATAAGATTT TCATGCTTAC AATAAAAATG 42780 

TATTTTTATT TGAGAATTAC AAATAAAATG CCCCGCAAAA AATACATTTG GAAGTGCGGT 42840 

TAGTTGTGTC AAAATTTTAA ATACACGGTT AATTAACTTA TCGTATTCAA CTTCTGAGGG 42 900 

TAAACCCGTT TCATCATCAG CCTGATAATC AATAGTAAAC TGCACTATTT TATCGAGACC 4 2960 

TTTACCGTGA TATTTTTCAA CATCTTCAAT ATTTG CGGTA AACACGGCAG GCATACCATT 4 3 020 

CACAGTAGAA CGATAATTCT GCCAATTTGC CATATCCATT TCGCTTTCCT ATTTAAATTC 4 3 080 
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AGCCCAAATC GGTGCGTGAT CAGACGGTTT TTCCATTGCT CGAATATCTA ATGCAATGCC 43140 
CACATCGACA CATCGTTCAG CTAATTTTTG GCTTACCAAA ATATGATCAA TTCGTAAACC 43200 
TCGATTATCA TCAAAACCTT TAGAACGGTA ATCAAACCAC GAGAATTTAT CATTTGCTGT 43260 
TGGGTTCAGC TTACGAAAAC TGTCTTCTAA TCCGTAATCA TACAAACGTT GATACCACGC 43320 
TCGTTCTTCC GGTAAGAAAG AACATTTCCC TGTGCGTAAC CAACGTTTAC GATTTTCATC 43380 
TCCGATACCA ATATCTAAAT CACTTGGGCT AATATTCATA TCGCCCATAA TTAAAATCGG 43440 
ATTCGATTTG TCGTGTTCTT TTTCTAAATA CTGTTGAAGA TCTGCATAAA ATTTCTCTTT 43500 
AG CTGG AAAT TTAGTCTCGT GCGCACGGCT TTCCCCCTGT GGGAAATAGC CATTAATGAC 43560 
AGTCAATAAG CCAAATTCAG TTTCCAGATC AGCCATAATA ATGCGTTTTT GTGCATCTTC 43620 
ATTGTCAGTT GGAAAACCAC GACGAATCAC TTTAGGTTCT TGTTTAGTCA ATAATGCCAC 43680 

GCCATAATGA CCTTTCTGAC CGTGATGAAA TACGTGATAA CCTAAGTTTT CTGTAATTTC 43 740 

ATAGGGAAAA GCCTCGTCAG CAACTTTAAT TTCCTGTAAG CCAATCACAT CTGG CTG ATA 43800 

TTTTTCAATA ATGGCTTCAA GTTGATGTGG GCGAGCACGT AACCCATTTA TATTGAAAGA 43860 

AATAAATTTC ATTTTTGTTC CTATTAAAGA GTGAAATTGG CTTTATTATA CAGAGATTTC 4 J 920 

TATTTTGATA AAAACGGCTT TGTCAGATAA ACCTGAATTT GCTCAAATAC TGTAGGCTTA 439B0 

ATCCAAAATT GACCTTGAGA AGGTAAACAA GTGACCGAAA TAAAATTATT TAGATAATCA 44040 

AATTCCAATT GAGTAGCGTG CAAATAAGTG CGGTCAATTT TTTCTGTGTT TTTACCATAA 44100 

AGCCCATCGC CTAAAATCGG GCTACCTAAA CTTTTCATCG CAACACGTAA TTGATGCGTT 44160 

TTCCCCGTTT GTGGTTTTAA AATAAATAAA CGTAAATTAG GCTCACAACT TACACTTTCA 44220 

AAACGCGTAA TTGCGGGATT GTCTTTTGTT TGGCAAAGTT TCCATGCGCC TTCTCGAGCT 44280 

TTCTTCATAT CCCCGATAAT CAAACCTTGT TTCTTTTTAG GCTTTTGGTT ACTTAATG CC 44340 

AAATAAGTTT TATGAATTTT ATGTTCAGAA AAAAGTCGTG AAAATTCAGC CGCACTTTCA 444 00 

GCATTTAACG CCAGAnTTAA CAAACCCGAA GTTACTTTAT CTAAGCGATG AACCAACCAT 44460 

ACTTTAGGCA CATTCAGTTG TTTTGCAACA AGTTCTGTTA AGCCTTGTTC TTCTTGATCT 44 520 

TTATGAACGC TAATACCCTC AGACTTGTTG ATAATAATAA AATCGCTATG TTGATAAACA 44580 . 

ACCTCGATTT CCATCAGATT TGCTCCTTTT TGTAAATTTT ATTTTTACCG AGAACAATAT 44640 

CTTTTACCGA ACTAAGTAAT TCCTGTTGAA TATGTGACAG TTTTGGTTTT TCGTTTAATT 44700 

GAAATGCTAA CGGACGACAA AGTTCCATTG CTTTCACGCC TAATCTAGCA GTGAGTAATC 44 760 
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CCACACCAAT TCCTTGAGCG ATACGTGTAG ATAATTTTGC TGTCACATCT TGAGAAAGCC 44820 

AATCCATTCC AATATCTTGT GCCACTTCGG TTGCTCCAGC AAAAGCGATA TTGACCAATA 44880 

CCATTCTTAA CAATCTAATA CGTGnAAAAT ACCCTAATTC AATCCCATAA ATTTCAGCAA 44940 

TCTTATTCAT TAATCGAAGA TTGCGCCACG CAATnAAAAA CATATCCACT ACAGCAAGTG 4 5000 

GACTAATCGC GACAATCACA GCTGATTCAG CTGCCATTTT ACTAATCAAT TTTTTAGCTT 45060 

GTGCATCAAA AGAAGACAAA ACATGACGAC TGAATAAATG AGCAATTTCT TGCGCCGAAT 45120 

AAGCTTCATT TAATTGGTGT TGCCATTGAA TTACCGTTGG AGAATCATTT TCCAAACCTA 45180 

AAGATTTTGC AATATCTAAG CAAAGAATTT TACTTTTTTC TGCGTTATGA ACGGAAAAAA 45240 

CATCACCATT TTTTACCGCA CTTTCTAACC AAATCTGCTG ACTTTGTTGT TGCCATTGCT 45300 

CACGTTTTTT TAAACGAACT AAACGTCGCC ACTCACAAAT AATCTCTTTA ATACCCAATA 45360 

AAATGATAAT CAAACTGACT AAAGCAAAAG CAAGATAAAT CCATTGATGT TTTTGATAGC .45420 

TATCCCAAAT CCACTGCACG GATTGCGCAA CCGTCGCCAA GCCAAATAAA AGTGCAGTAA 45480 

ATTTTAATAA AGTTTTTCTA AAACTGGATT TTGGTTTCAA TGCTTGTTCA AGTTGAGCAT 45540 

CAAGTAACTC TCCGTCCAAC GCTTCATCTA GCTTTGCTTC CATATTATGG AAnTCTTGCT 45600 

TGGGCTGATA GTGTTCTTCC TCTACATTAA CTGAATGTTC AAAAATTTGT TTTTCCATTG 45660 

CCTATCCCAA AAAATAACCC CACTAAATAG TGGGGTTATA AAGTCAAAAA TCAATCATTA 45720 

TTCATCACTT GnAAAGATAG AAAGTAATCT TAATAAACTC AAGAATAAAT TGTAGATTGA 45780 

AACATAGATG TTCACGGTTG CGCGAATGTA ATTTGTTTCT CCACCGTGAA TAATATTACT 45840 

GGTTTCATAC AAAATGGTCA TTGTTGAGAA CACTACAAAT AATGCACTAA TTGCGACCGA 45900 

TAAAGCAGGA ATTTGGAAGA AGAAACTCGC CACCATACCA AGCAATAACA CAATAAATAA 45 960 

TGCGAACATT GCGCTTGATA AGAATGACAT ATCTTTTTTC GTAGTCAATA CATAAGCGGA 46 020 

ACACGCAAAA AATACGATAG CAGTTCCTGC GAATGCAAGC ATAATCAAAT CTTCCATTCC 46080 

ACGTGCCACA TACATATTTA AAATTGGCCC GATGGTGTAT CCCATAAATC CAGTGAAAGC 46140 

AAAGGCCGCC AAAATACCAG CAGGGCGATC AGCTAATTTA TTGGTTAAGA AAAGTAAGCC 46200 

ATAAAAAC CC ACTAGTAACA CAATAATATT TGGATAAGGC AAGTTTAAGC TCATTGAAAT 46260 

AAACGCAACA ACCGCTGAAA AAGCCATTGT TAATCCCAGT AAAAAATACG TGTTACGCAA 46320 

CACTTTATGT GTGCTGAGTA ACGATTC7TT TTGAGCATCC ACAATAAGAC GTGATTGCAT 46380 

AAAAGCTCCT TGTAAAATAA ATAAAAAGTC TTCTGTAAAG TAAGGGCTAG GGATAAAAAA 4644 0 
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GTCAATGGTA TTAATGGAAT TAATTTCATC AAAATGAATA AATTATCATC ATCTAAAGTT 46500 

AAATCATCAA ATTTCTATTT ACATCAATAA AATATTCATT ATACTACGCG CATCAATCAC 46560 

GGAGGAATGG TCGAGTGGTT GAAGGCACCG GTCTTGAAAA CCGGCGAGGG TTTACGCCCT 46620 

CCTAGGGTTC GAATCCCTAT TCCTCCGCCA TCAGAATTAA GAAATCCCTA AGTCACAAGG 46680 

CTTAGGGATT TTAACTTTGT ATTACGTTAT TTGGTCAATC CATTCACTAG TGAAATAACA 46740 

GTCTGAATAT CGCTATCAGA CAATTTTCCT TCTTTCACAA ATTTTACTTT TCCCGTTTTG 46800 

TCTAACACGA TAATTGCACT ATCTTTAGAA TTTAATCCCC AAGCATTTTT TACCGCACTT 46860 

TTATCATCTA ACACAACTTG GCTATGTGGA TTTTCCTGTT TGC C TTTTTT CGCACCATTT 46920 

TTTACAAACA TACCTGTACC AACAATCGCA TCATCCGCAT TAATAATAGT GGTTGTTTGG 46980 

TATTTTACAG GATTAAAATG GGATGCTTTT ATCACATCAA TCATCGACTG ATTTTnCTCT 4 7040 

TTTGCAGCCG TTCTACCCGC TAAATGATGA ACAACACGCA CTTTACCCGC TAATTCCGCA 4 7100 

GAACCCCAAG GTTGAAACAC AGTATCTTTT CCAGAAAGCA CAATTTCACC ATACTCACTC 47160 

ACTTTGACCG ATGGTAAAGA TTGTTCTAAT TGCAAATTGT GTGCCCAAGT TGAACTACTA 47220 

AATATCACGC CACAAACTAA GGCAAGAATT TGTTTTTTCA TACATTTTCC TCAAAAATTT 47280 

ATCAAAAACT TTCACGCTTT GGCGAAAGAC ATCTTTTTGC TATACTCGTG CGCCTATTAT 47340 

ATGTAATCAA GAAGGAAAAC CCAATGGATC AAATGCCTAA TTGCCCAAAA TGTCAAAGTG 47400 

AATACGTTTA CCACGATTCA ATTAATTTTG TTTGCCCTGA TTGCGGTAAT GAATGGGATA 47460 

ATAATGAAAT TCAAGAATCA GATGACGATC AACTAATCGT AAAAGACAGC AATGGGAATT 47520 

TGCTTGCAGA AGGCGACAAT GTACTTTTGA TTAAAGATTT AAAATTAAAA GGTTCATCAG 47580 

AAGTATTGAA AAAAGGTACA AAATTCAAAA ACATCCGCTT AGTAAATGGC GATCATAATG 47640 

TCGATTGCGG CAAAATCATG TTGAAATCTG AGTTTTTGAA AAAGG CTTAA TCGAAAAAAC 47700 

GCGGTCTAAA TAGACCGCAC TTTGCACTTT AAAGAAATAA ATTTATTTAA TAATATCAAT 4 7760 

CACTTCTCTG ACTAATCGTC CAATTTCATC CCAATTATTG GATTGAATCA ATTTTTTCTC 47820 

CACAAACCAA GAGCCTCCAC AAGCAACAAT ATTAGGAATA GCAAGATAAT CCCTTATGTT 47880 

ATGAAGCCCT AT AC CACCAG TCGGCATTAT CTGTAATTGA GCATAAGGAC CAAGCAATGC 4 7940 

TTTAATCATT TTCACTCCGC CTGAAGCCTC TGCAGGGAAA AATTTTACCG CCGAAATTCC 48000 

CATTTCTAAT GCAATTTCAA TTGCCATAGG ATTATTCACC CCTGGTGTTA TTGGAAAATT 4 8060 

CAAATCTTGA CATAATTTCA CAATTTTTGG ATTTAACCCA GGAGTAACCA CAAAATCTGC 4812 0 
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TCCGCTACTT TTAGCTAAAA CTACTTGTTC CGCAGTTAAA ACTGTGCCCG CAGCAATTAA 48180 

AAAGTCAGGT CTATTTGCAC GCAACAAACG GATCGCATCT GCCGCTGCTT CAGAGCGAAA 48240 

AGTAATCTCT GCCACAGATA AACCATTTTT AGCCAACGTA TCTGCTAGCG GCAAAATATC 48300 

GTCTGCATTA TCCAACGCAA TTACAGGCAC AATTTTGAGT TCACGAAGTT TTTCAATAAT 4 8360 

TTGTTGAGTT GTGTATGACA TTTTTTTAAT TTGCTCCTAT TAGACTCCAC TATACGCAGA 48420 

AAAACCGCCA TCAACAGGTA AAACCACGCC ATTGACAAAA GCAGAATAAT TTTCATCTAT 48480 

TAAGAAAAGT AATGCACCGA GCAATTCTTC TGACTCACCA AAACGTCCCA TTGGTGTGTT 48540 

AGTGAGGATT TTATTTGCTC TATCTGTTGG TTTTCCTTCA GTATCAAATA ATAAAGCGAG 4B600 

GTTTTGATTA CTAACTAAAA ATCCTGGTGC GATAGCATTA CAACGAATAC CAACTTTCGA 48660 

GAAATATACA GCAAGCCATT GAGTAAAATT ACTGATTGCA GCTTTTGCAC CAGAGTAAGC 4 8720 

AGGAATCTTT GTGAGTGGCG TAAAGGCATT CATACTGGAA ATATTAATAA TATTTGCCCC 48780 

TTGTTTACCA AGCATATCTT TTGCAAAAAC TTGGGTTGGT AATAATGAAC CTAAGTAATT 48840 

GAGATTAAAT ACAAATTCTA TACCAGATTT ATCTAAATCA AAGAATGTTC TTGTCGTTTC 48900 

ATTTAAATCA AATTGATGGA ACTCATTATC TGTTGTCGCT TTTGGATTAT TCCCACCAGC 48 960 

ACCATTAATT AAAATATCAC AAGTGCCAAA ATCGGTTTCA ATTTGATTTC TCACTTCTTT 4 9020 

AATATTTTCA AGTTCTAACA CATTAGTTTT ATAGGCTTTT GCTTTTCCTC CTGATTGGTT 49080 

AATTTCCTTT GCTACTTTGT CTGCAGCCTC GAAATTCAAA TCTAACAAGG CAATATTAGC 4914 0 

TTTAGTATAC GCTAATTGCT TAGCGAGAAA TGAACATAAC ACTCCGCCAG CCCCCGTGAT 49200 

TATAATTAGT TTATTTTCTA AGTTATGGTT TGCTGCAATA TTCATAGTAA ACTCCATTAA 4 9260 

TTAAATTCAG ATTGAAGATG AGAAATTGCG ACTTTATCTA TAATCGCACC TTTATGTTGA 49320 

ATGACGATAC CAGCAATACG ATTGCCTTGC TGACAACAAA TTTCGAGAGA TTTATTTCGT 49380 

AAATAACCGT TCAGAAATCC AGCATTAAAA GAATCACCAG CCGAGGTTGT ATCCACTACA 43440 

TTTAAAATAG GTTCAGGTAT CACTTGCCCA TATTGAGATA AATACCTATC TGAAAAAATA 49500 

GCACCATTCT TACCGCACTT CACAATCACT TTTGGTATAC CAATTTTATG TAATCGCTCT 49560 

AAAGTATCCC TAGATGTTTT ATCTTTCCAT AATGCTTGTT CATCATCAAA AGTCACCAAC 4 9620 

GCTATATTGA CACTAGGCAA AAGCTGCAAA TAACAATCTT GTGCTTCTTC TAATGAATCC 4 9680 

CAAAGTTTTG GGCGATAATT ACTATCAAAA ACAATTTCTG TGCCTTTTTT AGCTAAAGAA 4 9740 

GATAATTGTT CAATTAAAAA AGTGCGGTCA TTTTTAGGTA AGATTGCTAA TGAAATACCA 498 00 
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CTTAAATAAA TCACATCAAC TTGCTGAAGT TCTGCAATAA CCTTAGCAAA ATCCGGATGT 49860 
TGAACCATAT AACGTGCTGC AGATTGATTA CGCCAATAAA GGAACGTGCG TTCGCCTTGA 43920 
GCATCTAATT GGATTAGATA AAGACCTGGT TGGTGCTGTT CATCCTGTAA AACCCAATTt 49980 
GTTTGGATGC CATCAGCTTG CCAATATTTA AGCATTTGCT TGCTTAAATT ATCGGTTCCT 50040 
AATGCAGAGA CATAATGAAC TTGAATCTCT TTTGATGAAC TTACTCGACT AAGATAAGTT 50100 
GCAGAATTTA AGGTATCTCC ACCATAACTT TGCCACATTT CCGCAAAGGG TTTCCCATTG 50160 
Agttcaatca tacactcgcc GATAAATGCT.ATTTTTTTCA TGATGTAACT TCCTAATAAA 50220 
TCAAGATAAC CAATTCATTG GAACAATTAC AATTTCAGGA AAAAATACGA TCAACATCAT 50280 
AATAATTGCG TACACAAATA AGAATGGAGC AATTCCTTTG GATAATGCTC CTATCCCTAA 5034 0 
TTTTGATATC CCTGAGCCTA CATACAAAAC TGTTCCCACA GGCGGTGTTA TTAATCCTAT 50400 
AGATAAATTA ATCACCATCA TGATTCCAAA ATACGCAATA TCAATATTAT ATGCTCTTAA 50460 
CACTGGTAAT AAGACTGGAA CAAAGATTAA TACCGCAGGA ATTAAATCCA TTACACATCC 50520 
AACAAGTAAT AAAAATAGCA TTATAATAAA CATTAAAATT GTCGGACTAT CAGTTAATCC 50580 
TTTAATCGTT TGGACTAATT CTGTTGGAAT TTGAGCAACT GTAATCGCAA AAGCAGATAT 5064 0 
CATTGCTGAT GCAGCAACAA ACATTACCAT TGATGTTGTT TTGATGGTAC CAATGAAGAC 50700 
GTCTTTTAAT TTAGAAAATG TTAAGCCTTT ATAAGCAATA CTTACTATGC CAGCATAAAT 50760 
TGCAGCAACA ACTCCCGCTT CTGTTGGAGT AAAAATCCCT CCTCTTAATC CCACAATAAT 50820 
AATGATAGGT AATAATAAAG GCCAAAATGC TTTTTTAAAA GCAACCCATC TTTCTTTGCC 50880 
AGTTTGTTTT CTTTCTAGAC TTGTATCATT ATTTCTATAC AAAATTTTCC AAGTAACCCA 50940 
TAATCCAACG ACCATTAATA AGCCTGGTAC AGTTCCCCCC ATAAATAATT TAGTGATGGA 51000 
TGCTCCAGCA GTAATACCGT AAATGATCAT AGGAATGCTT GGAGGAATAA CAACTGAAAT 51060 
AATACCTGCA GCACAAATTA ATCCTGTGGA ACGAGCACCA TCATATTTTT TAGAAATCAT 51120 
CATAGGAATT AGTATTGCAC CTAACGCGGC CGTATCCGCT ACCGCAGAAC CAGATAACCC 51180 
TGCAAATATC AACCCAGAAA TGATCGCAAC ATAACCTAAA CCACCTTTAA TATGACCAAC 5124 0 
CATACTTGTT GCAAAATTAA TGATTCGCTC AGAAATTCCA CCATGCTTCA TTATTTCTCC 51300 
AGTAAGCATA AAGAAAGGAA TAGCCATCAA AGGnAAATTA TTCGTTCCCA TCACAAAGTT 51360 
TTCTGTAATT AATTGCGTAT CAAACATATC AAGATGATAT AGCATAATAC TCGCACTCAA 51420 
CAGCATTGAT AGTGCTACAG GTACACCAAG AAATAACAAT AAGAATAAAC TACACAAAAT 5148 0 
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AATAGTAACA TTATAAGCTC CTATTTATCA' GAGGATTCTT TATAGTCTTT AATCATGCTA S1540 

AACATGACAA TAAAAAAGTA AGATACGGCA GATATAACAG CAGCTAAATA TAAAAAAGAT 51600 

GnAGATATAC CTGTAGCTGG CATTTGTTGA GTATAGGTCA AAGACATCAG TTGTAATGCA 51660 

CCATAAGCTA TAAAAATCAT TGCAATCAGA ACGCATATAT TTGCAACTAT TAAGACTATT 51720 

TTTCTATACT GCTCAGGCAA CGCAGGAATA ATAATATCAA CAGTAAGATG AGCTTTATCC 51760 

TTGGCnACAA GTATAATCCC AAAGnAAATC ATATATACAA AACAAATCCT AGAAAACTCT 51840 

TCAGAAAATG CAATTCCAGA ATCAAAGAAG TACCTCAAGA CAGAATTAAA AAACACGAGA 51900 

GAAATCATAA TAACTAATGC CAAGATAGAA AGATATTCTA ATGCTTTGTC TAAATACTTT 51960 

GCTATTTTCA TAAAACAAGC TCCTTCTTTA TCCCCCATGA GCAATTTATA AAATTGAACA 52020 

TAGGGGATCT TATTAATTAT TTAGCTTCGT TAATTTTTTG GACTACATCC TTAGCCCAAT 52080 

CATATTTTTT ATAAAAACTA TCATAAAGCA CCTTAGATGC ATTCACCATG TCATTTTTAA 52140 

ATGCTTCACT TGGTACGATA ATTTCATTTC CATGTTTAGC TAGATAATCT TTAACTTCTA 52200 

ATTCTGTTTT AATTGCTAAT TCCCACTCTT TCTCTTGATA CAATTTAGCT GCTTTTTCAA 52260 

AAATAATTTG ATCTTCTTTT GGAATTTTAT TCCAAGTTTT TAAGCTAATT TGTAATAATC 52320 

CTGGAGAGAA AATATGGTTA CTTTGGATAA TATATTTTTG TACTTCATAT AACCCAGAGT 52380 

CTTTAATTAA CATATACGGA TTTTCTTGAC CATCAATTAC CTTTTGTTCT AATGCAGTAA 52440 

AAACTTCACT GAGCGGCATG CTTTGTGGAT TTATATTCAT TGCTTTAGCC CAATCAACAA 52500 

AAAGTGAATT CAGCGGAACT CTTAAACGTA AACCTTTAAA ATCGTCAAAT TTCTCTAATT 52560 

TTTTATTAGA TGAAATAACA CGAAATCCAT TCATACCATA GGCAAGTAAT TTAATTCCAT 52620 

ACTTCTCCAT TTTTTGACCA ATTTTATTTG CGATTGGAGA TTCCAATACT TTTTTAGCCT 52680 

CTTGATTATC CTTAAATAAA TAAGGCCATT CCCAAACTCC AAAAATAGGA TCTACATTTT 5274 0 

GCAATAATAA ACCTGTAATA CCTGCTTCTA TAGTGCCATT ACGTAATCCA TTTACAATTT 528 00 

GATCTTCACC GCCAAGTTGA TTATTAGGAT AAAGTCTAAT CT C ATATTTA TGATTTGTTT 52860 

CATTTTCAAT TGTTTTCTTA AAATATTCCT GTAATGCAAT ATGTGATGGA TGAATATCAG 52920 

AATTATAATG TCCTAACTTA ATAATTGTTT TTGCAAATGC ACTGCTACTA AACAATATAC 52980 

TTGAAGCAAG TAATAATTTA CCTAAGCCTT TAATTGATTT CATAACTTTC TCCTTATTGA 53040 

TTATGTTTTT TAGAAAACTG CATTAATTTT TAAATAATTT TCTGGATGAT CAGATAAATC 53100 

AGAAATAAAA CTAGGAATTT CTTCAAATTT GATACACTTA GTAATGATAT GAGATGCATT S3160 

-77.33- 

SUBSTITUTE SHEET (RULE 25) 



WO 96/33276 PCT/US96/05320 

AATTTTATTA GTAGCAAGCA TATCCAATGC CTCCTCAAAT TCCCCCTTGC TTGTTCTAGA 53220 
ACCATAAATA TTCAATTCTT TAAAGGTAAT TAAATTTGTT GGTAATGGAG TTTCTGTTTT 53280 
TGGCCATCCT GTTAAAGCAA TTCTTCCTGC AAAGGAGGCA TAATGCAGAG TATTTTtGAT 53340 
AGAAATATTA GCACCAGATG CCTCCATAAC AACTTCAGCC ATACGACCAC TTGTAATTTC 53400 
CTTAATTCTT TTAATGTCAT CCTCCTTATG CGGATTTACA ATATGTTCAA TTCCCAAGGA 53460 
TTTTGCATAC TCAAGACGTT GTTCTAATAT ATCAACTAAA ATTGGGATTG CTCCATATTG 53520 
AACCGCTGCT AATGCAGCCA TTAATCCAAT TGCACCAGCT CCAATAATTA CTATGTGTTC 53580 
CCCTGATTTT AAAGTTGTTC TATGTAAAGC GTGTAAAGCT ATTGTTAAAG GTTCAGCTAA 5364 0 
AGGTAATTGA TGAATCGGTA GGTTATCTGG GACTTTAGTT AAAAGATGAG CGGGATGTCT 53700 
AATTACCTCT TGCATACCTC CATCAATATG AACACCAATT ACCTTTAATG ATTCACAACA 53760 
ATTGGTTCTA CCAATTGAAC AAGGATAGCA TTGACCACAA CAAACATAAG GATCAACAAT 53820 
TACTCGGTCT CCAACCCTTA CCCCATCTGA CATACCAATT CCACTTTCAA TTACTCTCCC 53880 
TACAATTTCA TGCCCAAGTA TTCTTGGATA AGTTACTAAT GGATTAGTTC CTCTATATGC 53940 
ACCAATATCA GAACCACAAA TCCCCATTGA TTCTACCTGA ATAAGTACAT CATTATCACT 54000 
TTTCTCGGGA TAAGGCACTT CTTTAACAAC TACATTGTTT GGTTTTTCTA AACATATTGC 54060 
TTTGATTCGC TCCTTCATTT TTAGACTCCT TATATGCCAT TGACAGAATA AAATTACTTG 5412 0 

TTATGTTTAA CTATGATATG ATTATGAAAC ATAAAAACTC TTTTTGGAAT ACCAAATATC 54180 

TATTTTTGTG AGCCATATCA CAAAAATAAA AAATTGGAAT ACCAATTTAA GGAAAAATAT 5424 0 

GGAAAATATA GTAAATAGAA CATATACCCG AATAGGTCAA TTGCTAAAAC AAGATATTTC 54300 

TCAAGGAATT TATAGCATTG GAGACAAACT CCCTACAGAA CGAGAAATTT CTGAAAAATT 54360 

TGGTGTAAGT AGAACTATTG TTAGAGAAGC AATGGTTATG TTAGAAGTAG AAAAGTTAGT 54420 

AGAGGTAAAA AAAGGGTCAG GCGTTTATGT AGTAAGAACC CCCGAATCAA TACATATGGA 54480 

ACATTCAGAT TTACCAGATG TAGGTCCATT TGAACTTTTA CAAGCTAGAC AACTATTAGA 5454 0 

AAGTAGTATT GCTGAATTCG CAGCGTTACA AGCGACTAAA AAAGATATTT TAAATTTAAA 54600 

ACAAATACTG AATCGAGAGA AAGAATTACT TACTCAGAAT CAAGATGACT ATAGTGCAGA 54660 

CAAAGATTTT CATTTGGCAC TTGCAGAAAT TACACAAAAT GATGTGTTAG TCAAATTACA 54720 

AGAACAATTG TGGCAATATC GCTTTAATAG TGCGATGTGG GCACAATTAC ATTCTCGTAT 54780 

TTTACAAAAT GATTATCATC ATTTATGGAT AGAAGATCAT CAAACAATTT TATCTGCTAT 54 84 0 
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TCAAAAGAAA AATGCTAATG AAGCTAGAAA AGCTATGTGG CAACACTTAG AAAATGTAAA 
AGTAAAATTA TTTGAATTAT CTGATGTAGA AGATCCACAT TTTGATGGAT ACCTATTCAA 
TACAAATCCA GTTGTTGTAG GTATCTAAAT ACTTGTAATA ACATAGGAGT TAAAAATGGA 
ACAAGCATGG CGTTGGTATG GACCAAAAGA TCCTGTTTCT TTATCTGATA TTCGTCAAGC 
AGGCGCAACT GGTATAGTCA CTGCACTTCA CCATATTCCT AACGGTGAAA TATGGgGTAT 
TGAAGAAATT AAAAAACGCA AAACTGAAAT AGAAAATGCT GGTTTAAGCT GGTCAGTAGT 
GGAAAGTGTA CCAGTTCATG AAGAGATTAA AACTCAGACT GGAAATTATC AAAAATGGAT 
TAATAACTAC AAACAAACTC TTCGCAATCT TGCTCAATGT GGAATTGACA CTGTTTGCTA 
CAATTTTATG CCAGTTTTAG ACTGGACTCG AACCGATCTT GCTTATGAnT TACCAGATGG 
TTCTAAAGCA TTGCGCTTTG ATCATATCGC TTTTGCCGCA TTTGAACTTC ATATTTTAAA 
ACGTCCTGAT GCAGAAAAAA CCTATAATCA AGAAGAACAA GTTGCAGCAA GAACCTATTA 
TGACAATATG TCAGAGCAAG ATATAGCGCA ATTAACGCGT AATATTATTG CGGGCTTACC 
CGGTGCAGAA GAAGGTTACA CTCTTGATGA ATTTCAAACT CAATTAGATC GCTATAAAGA 
TATTTCATCC GAAAAATTCC GTACGCATTT GGCTTATTTT TTAAATGAGA TCGTACCTGT 
TGCCCAAGAA ATAGGAATCA AAATGGCGAT TCATCCAGAC GATCCTCCAC GCCCAATCTT 
AGGCTTACCA CGCATAGTTT CAACTATTGA AGATATGCAA TGGTTTGTAG AAACTCAACC 
ATTACCAGCA AATGGTTTTA CAATGTGTAC GGGTTCTTAT GGCGTACGTt CCGATAATGA 
TCTCGTAAAA ATGACTGAAC AATTCGCTGA TCGTATTTAC TTCGCTCATT TACGTTCTAC 
TCAACGTGAA GGTAATCCAC TAACCTTCCA TGAGGCAGCT CATCTAGAGG GAGACGTAGA 
TATGTTTAAT GTAGTAAAAG CTTTATTAAA TGAAGAATAT CGTCGATTAA ATCAAGGAGA 
AACGCGTTTA ATCCCAATGC GCCCAGATCA TGGGCATCAA ATATTGGATG ACTTACGTAA 
AAAAACCAAC CCTGGCTACT CTGCTATTGG TCGGTTAAAA GGTCTAGCTG AATTTCGCGG 
TTTAGAGATG GCATTAAAAA AAGTGTATTT CAATAAGTAA AAGAAAAAGT GCGGTCATAA 
AAAACATTAT TTTTATCGAC CGCACTTCTA ATTTATTTCA TCAATCTTCT CATTCGAATA 
TTGATCATCT CGACCACAAC AGAGAATCCC ATTGCAAAAT AGATGTAACC TTTCGGGATG 
TGAATATCCA AACTTTCTGC AATTAAACTA ATTCCGACTA AAACCAAGAA AGCTAAAGCT 
AGAATTTTCA ACGTTGGGTG TGTATCCACA AAATCGCCGA TTGGTTTTGC CGCAAACATC 
ATCACCCCCA CGGCAATCAT AATCGCCAAA ATCATCACAG GAAGGTGGCT TGCCATACCC 
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ACCGCTGTAA TGACAGAATC TAAAGaAAAT ACAATATCTA GCACAGCAAT TTGAATTAAT 5658 0 

ACGCCAAGAT AACTCACTTT GTTTTTGCTT TCAGATTCAT GGTGTTCTTG ATGATTTATC 5564 0 

GCCTCTTTAA TTTCGCCAGA ACTTTTTATA ATCAGGAATA AACCACCGAT TAATAAAATC 56700 

AAATCACGCC CAGAAATTTC TTGATTAAAC ACAGTAAATA ACGGTGCAGT AAGTTTCATT 5676 0 

ATCCACGCTA GtGaCATTAA AAGTAAAATT CTTGTTAGCA TTGCCAAAGC AAGCCCAAGA 56820 

ATACGACCAG ACTGGCGTTG GCGTTCAGGT AAACGTCCAA CTaGGATGTT AATAAAAwTA 56880 

ATATTGTCGA TTCCTAAAAC GATCTCTAAA GCCGCAAGTG TCACAAGTGA TATCCACGCT 56940 

TCAGGATCTG CAATCCATTC AAACATAATT TTTCCTATAA TTGAGTTAAA TAAATC CGAA 57000 

AATACAGATC ATAATGGCTT TATGACGAAA AGCAATCGTT ATTTATATTT GAGAAATGAT 5706 0 

TGATTAGTCG TTTTTAAGCG TTTCAAAAAT CCTTTCAGCA AGTTTAGGGG AAATGCCCGG 57120 

TACAGAGGCT ATTTCATCTA AGGTCGCCTT TTTCACACCT TGTAAACCAC CAAGATATTT 57180 

CAGTAAAGCC TGACGACGTT TAGCTCCCAC ACCTTCAATG GTTTCTAAAC CACTTTGTGT 5724 0 

AAAGGCTTTT TGACGTTTTT TACGGTGTCC GCTTATTGCG TGATTATGGC TTTCATCACG 57300 

GATGTGTTGA ATCAAATGCA ATGCCAAACT ATCATCAGGC AAATGAATTT CGCGGTCTTG 57360 

TTTGCTGATG ATCAGTACTT CCTGTCCTGC TCGACGATCC ACACCTTTTG CCACGCCAAT 57420 

TAAGTGCGGT CTATTTTTAT CCCATTTTAC TTGAAGATGT TGGAATACAT TCAGCGCACG 57480 

ATTTAATTGC CCTTTTCCAC CATCAATAAA AATAATATCG GGAATTTTAT CTTCTTCTAA 57540 

ATCACGCTCA TAACGTTTCT GCAACACTTG TTCCATCGCA GCATAATCAT CCCCGCCAGT 57600 

AATGCCTTCA ATATTAAAAC GACGATAATC AGATTTTAGT GGACCTTCTT TATTAAAAAC 57660 

AACACAAGAT GCTACTGTTT GATTTCCCAT CGTGTGGCTT ATATCGAAAC ATTCCATACG 57720 

CTTAATTTTA GGAAGATTTA ACAGATCACA CAACGCTTGA TAACGCTCTG ACATTCGTGA 57780 

AGATTGTTTA AGTTGTACAT TTAAAGCCGC TTTAGCATTA ACTTGTGCGA GCTGTAAGTA 57840 

TTTACTTTTA TCGCCTTTTA CGCTTTCTTG AATCGTCACT TTTCTGCCCG CTTGCTCGCT 57900 

AAGAAGTTGC TCAAGCTCCG ATTTTTCAGC TAATTGACGA TCCACAATAA TGCTATTCGG 57960 

GATACTTCGT CCTTGATGAC CTTGTAAATA AAATTGCCCC ACAAAAGTTT CGGTAAGTTC 58020 

CGATAAATCC GTATTGGCGG GGACTTTTGG GAAATAACTG CGATTGCCTA GCACTTTTCC 58080 

TTGACGAATA AACATCACCT GTACACAGGC TAACCCGTGT TGGTAAGCGA TAGACATAAT 58140 

ATCCATATCA TCTAAACGTT CATTGGATAC AAATTGTTTT TCTATAACCG AACGCACAGC 58200 
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CTGAATTTGA TCGCGATAAC GAGCAGCCTG TTCAAAATCT AAATTTCTGC TTGCCTGCTC 58260 

CATTTTACCG ATTAAATAAT CTAACACCTG TtGATCTTTG CCTTGTAAAA ATAAGCGAGC 58320 

TAATTCAACT TGCTGATTAT ATTCTTCATC GGAAACATAT CCCTGTACAC AAGGTGCAGA 5838 0 

ACAACGCCCA ATTTGATACT GCAAACAAGG ACGAGAGCGG TTGGAATAAA CGGAATTTTC 5844 0 

ACATTGGCGA ACAGGGAAAA GTTTTTGCAA AAGCGATAAC GTTTCACGCA CGGCTCCCGC 58500 

GTGAGGATAA GGCCCAAAAT ATTCACCTGC AAATTTTTTA GAACCACGAT AAGAAGTAAT 58560 

TCTTTGGTGG CGTTCTTTGG TTAATAAAAT AAATGGATAG GATTTATCAT CACGCAATAA 58620 

TACGTTATAA CGAGGCTGAT AAAGCTTGAT AAAATTATGC TCTAGCAGTA AAGCTTCCGT 58680 

TTCAGATGAA GTTAGCGTGG TGTCAATATG ATGAATTGAC GCCACCAACG CCTCTGTTTT 5874 0 

TTTACTGCTC AGATTTTTAC GAAAATAGCT TGAAAGACGT TTCTTTAAAT CCTTTGCTTT 58800 

CCCAACATAA ATAACCTGAT CTTTATCGTC ATACATAcGA TAAACACCAG GTTCGTGAGA 58860 

GACATCAGTG AGGAATTTTT TAGCATCAAA CATTTTAATT CGCCGCTAAA ATTGCCCGCA 58 920 

CTTTTTCCAA ATCTTCGGCG GTATCCACCC CCACTGCAGG CACTTCTTTC GCAAGTTCTA 58980 

CGTGAATACG TTCGCCGTTA TATAACACAC GAAGCTGCTC AAGTTTTTCT AGATTTTCAA 59040 

GTTGAGTCGG TGCCCATTGC ACATATTGTT TTATGAAACC CGCACGATAT GCGTAAATGC 59100 

CAATATGACG TAAGTAAGCG TCAGAAAGCT GTACTTTCTG AACATCCTGC AAATTCATAA 59160 

ACTGATCACG ATCATAAGGA ATAACCGAAC GGGAAAAATA CAGCACATAG CCATCTTTAT 59220 

CTGTTAATAC TTTCACTGCA TTTGGATTAA ATAATTCCTC AGCATCGTGA ATTTTTACCG 59280 

CAAGGCTTGC CATATTGACA TTAAATTTTG CTAAATTATC TGCCACTTGT CGCACGATAA 59340 

CGGGAGGAAT CAAAGGCTCA TCGCCTTGAA TATTGACAAT GATTTCATTG TCAGGAATAG 59400 

CTAATTTTTC TACAACTTCT GCTAAACGTT CTGTACCAGA ATTATGATTA ACCGAAGTCA 59460 

TACAGACTTC AGCACCAAAA CTTTTGGCAA CATCAGCCAC ATTTTCATTA TCGGTGGCAA 59520 

TAATCACTCG GCTCGCCCCA GACTGCAGTG CTTTCTCAAA TACATGTTGA ATCATTGGCT 59580 

TACCTTTAAT ATCAGCAAGA GGTTTTCCTG GCAAACGACT TGATGCAAAA CGAG CGGGGA 59640 

TAATCACGGT AAATGACATA ATTTATTCCT TATTCTTTAA TATTTCAGCT TTATCGGCAA 5 9700 

GCAATCAAAA CAACTGGGGA TTAATCCTTT CAGCCATTTC TGTATTGCTC CACAAGTTTG 59760 

TCTATTTTGG CCCAAAAGTG CGGTAAATTT TCACGTTGTT TTTCAGCCTC AATAATCTCC 5982 0 

GCATCCACAG GGACATACCA CCAATTATCT TTAGCAAAAG ATTGGCATTT TACGGCATCT 5 9880 
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TTTTCCGTCA TAAAGAGCGG TTGATTTTCA GCAAGTTTTT CTAATTGAGA CGCTTCAAAA 59940 
TGTTGATGAT CTTGAAATGC TTGAGTTTGC TTTAACTGAA TCCCTAACTT TTCTAACATA 60000 

GTAAAAAAAC GCTGTGGATT GCCAATCCCT GCGATGGCAA CACCAGATTG AAATTCATTT 60060 

AATTGGCGTT TTTCATTGGT TTTTAAATTA ATCGCGAAAT GAGGCACAAG ACGCATAACT 60120 

GCATCTGAAT ACTGATTTTT TCCACCATTA GTGATCACAA AATCGACAGA TTTTAATCGA 60180 

CTTGGTAATT CACGCAATGG ACCTGCTGGC AATACAAAAC CATTTCCCAA TGCGCGCTCA 60240 

GCGTCCATTA CGACAATTTC TAAATCACGT TGTAATTGAT AATGCTGCAA ACCATCATCA 603 00 

GAAATAATAA TATCGCACTC TGCTTGGCTT AAGAGTAATT CAATCGCTTG CTGGCGATTC 60360 

GGGGAAATCA CAACTGGCGC ATTAGTACGT TTAGCGATCA ATACAGGCTC ATCGCCACCT 60420 

TCAATTGGAT TTGTATTTTT AGTGACGAAT AACGGATAAG TTTTAGATTT ACTGCCGTAA 60480 

C CACG AG AAA TCACACCTAC ACGCAGACCT CGTTTTTTTA ATTCTTCCAT AAGCCAAACA 60540 

ACCACAGGCG TTTTGCCATT TCCACCCACA GACAAATTTC CCACAATTAT CACTGGTTTT 60600 

GGTGCGCGAT AAGAAGACTT CAGCCCCAAA GAGAATAAGG CGCGACGAAG TTGGCTAATC 60660 

AACCAAAACA ATAAAGAAAA AGGCGATAAG AGCCAAATAA GTTTGGAGTT GGAATACCAG 6072 0 

AAGGGCATAG AAAATCCTTT CTAATAAGTG CGGATAAAAT AACGCGAGTT TTTCAACTCG 607 BO 

CGTTTTCGAT AATCAATAAA TTAGCCAGTA AACTGCATAC TATGCAACTG TTTATAGGCA 60840 

CCATTTTGTT CAAGCAATGT TTTATGGTTG CCACGCTCAC GAATTTCTCC GTGATCAATC 6 0900 

ACAAGAATTT CATCCGCGTT TTCAATAGTA GATAATCTAT GGGCAATCAC AACAACCGTG 60960 

CGATCTTTCT TTAATTCCTC TAATGCAGAT TGGATTGCTC GTTCTGATTC CGTATCTAGT 6102 0 

GCAGATGTAG CTTCATCTAA AATTAATACT GGCGAATTAC GCAATAAAGC ACGAGCAAtC 6108 0 

GCTAAACGCT GACGTTGCCC ACCTGATAGG CTAGTGCCAT TTTCGCCAAT TACCGTATCA 6114 0 

AaAACTTGCG GTAATTTTTC GATAAACTCT AAAGCATAAG CCGCTTTTGC TGCAGCGATA 61200 

ATTTCTTCGC GAGAATACTT ATCTTGTGCT GCATAAGCAA TATTATTCGC AATAGTATCG 6126 0 

TTAAATAAAT GGACTTGTTG AGAAACCACA GCGCAGTTTT CACGTAAATT AGATAAACGA 6132 0 

TAATCTTGGA TATTTACGCC ATC CAGTAAA ATTTCGCCTT GCTCAATATC GTAAAAACGT 6138 0 

GTCACTAAAT TAGCAATGGT TGATTTGCCC GATCCAGAAC GTCCCACTAG AGCTACGGTT 6144 0 

TTTCCAGCTG GAACGCTAAA AGAAATATTA TTTAATGCAA GTTCATCTTT TCCTTGATAT 6150 0 

GCAAAACTCA CATTTTTAAA TTCTAACTCG CCTTTCGCAG GTTCTGCTTT ATAAGCCCCG 61560 
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TCAT CTTTTT CTGGCTCTAA ATCTAAAATG GCAAATAGCG TTTGACATGC TGCCATTCCA 61620 

CTTTGAAATT GTGCATTCAC CGCAGTTAAT GATTTTAACG GACGCATCAT AGCTAACATT 61680 

GAAGAAAATA CCACTGTAAA TGAGCCTGCA CTCAAATTAT CTTCTGCAAT CAATGGAGTG 61740 

GTAGCTAAAT AGAGCACCGT AGCTAATGCG AGAGATGCAA TAACTTGCAC CACAGGATCA 6.1800 

GAAATGGAAT TTGCTGTCAC CATTTTCATG CTTTTT CGAC GCATATCATT ACTAACATGA 61860 

TTAAAATGCA CTT CTTCCAC ATGTTGCCCT CCGAAAGAAA GCACAACTTT ATGACCTTTT 61920 

AACATCTGTT CTGTAGCAGA CGTAAGTTCA CCCATTGAAT CTTGTAAGTT CTTACTTAAT 61980 

CTACGAAAAA TTTTTGATAC CAAACGAATT AAAACAGCAA TGATTGGACC TATAATAAAA 62 040 

AGCACAATTG TTAATTCCCA ACTGGTATAA AACATCACTG CGAATAGCGA AATAATATAT 62100 

GCTCCTTCTC GCACAATTGT AATCAAAGAT CCTGAAGAAG AACTTGCAAT CATTTGGGAA 62160 

TCATAAGTAA TCCGAGAAAG TAAACGCCCT GTTGAATTTT GATCAAAGAA ACTCACTGGC 62220 

ATAAACATTA AATGTTTAAA CAAGCGGCGA CGCATTGTCA TGACAACTTT GCCTGATACC 62280 

CACGCCAAGC AATAATTAGA AATAAAGTTG GTAATGCCGC GTAAAATAAT CATCCCAACG 62340 

ACGACAAAAG CCATCATTTT CAAAAATGAA TGGTTTGCCT TACCAAAACC ATCGTCCAAC 62400 

AACGGTTTTA ACAAATAAaT CAAGCCTGAG TCAGCTAATG CATTAAAAAC TAACGCGACG 62460 

CCAGAAACAA TAAGCCCCGC TTTAAAAGGT TTAATCATTG GCCACAAACG CTTAAACGTT 62520 

TGTAAGGTTG AAAAATCATT TTCTTGTAAT TTTTGCTCTT GCATAATCGC TATCTAATAG 62580 

TAAAAATTGC ACGCATTGTA CCTTTTATTC CTTTGATAAT CCAATTACAC GCGCATACCA 62640 

AGGGGAAAAT TTTGTGCGAG CTTGCTGGAT TTCTAATCGG TCTTGAAAAA AATTTACCCG 62700 

CACTTGCCCC GAAACAGCGG TATTTTCTAC CGCACTTTTA TAGCGATGAA GCCTTTCCAT 62760 

AACCGAATAA TGAGGGAATT TCCACGGATT CCAACGCCCA CTAGAAATAA TCGCTACATC 63620 

TGGTCTAACC TGAGAAAGCA AGTATTCACT TGTCGATGTT TTACTCCCAT GATGCCCCAC 62880 

TTGCAACACA TCGATTTTGC CTAAAGTGCG GGCAAAAATT TGCTCATTTT TTGCTTCAGC 62940 

ATCGCCAGTT AGCAAAACGC TATTCTTTCC ATCATCGACT AAAATCACAC AAGAATGGGA 63000 

ATTATCAGCT CGTGTCACAA CGTTGTGAGG AGAAAGTATT TGAAAATGCA ACCCTTGCCA 63060 

ATGCCAATCA CGCCCAGCAG TACAAAAAGT GCGGTAATTT TCCCCATAGT TTTTCCGTGA 6312 0 

AGGGGTAATC AATTCCACAT TGGGATACGC CTTTAAAATT GTCGAAGCAC CACCTGCGTG 63180 

ATCGTTATCG TCGTGGCTTA AAATCAATTT TTCCAAAACA ATCCCTTCTC TTTGTAAATA 6324 0 
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AGGCAAAATT TCCAACTCAG CCATACTTCC ACCTCGCCAA GAAGAACCCG TATCATAAAG 63300 
AATCCCTTTA CCATTTTTCA CAATCAACGT AGCTAACCCC TGCCCCACAT CTAAAGTATC 63360 
TACCTGCCAA GTTGGCTTGC TCAATTGTTT AAACAACAAA ATCGTAAAAC ACAGTAAGAT 63420 
AATGCCGAAA GAACATCGCA AAACGTTGAT TCGTTCATTT TTTAGCAAAG GCTTACTGAG 63480 
ATTTAATGTA AAAAATTTTG CTCGTTTTAT TTGCCAGTTT GATGATGAAA TCTCGGGTTC 63540 
TCGGTAAATA TTCCAAATAA TTAACATAAA AATTCCTGCA CAAAGTGCGG TTAAACCCAA 63600 
TGCTAAATTA AATGAAACCG TGAGCCAATT CCCTTGAAAA ACAGAAATTA ACCCAGTAAT 63660 
TCCTTCGGCT AGCTTGTTTG CTAGTTGCCA AGAAAACATT GTGCCGTTAG TAAAAACGGC 63720 
AAATAAAATT AATGGCACAA GCAAAAAACT ATAAATTGGA ACCGCCATAA AATTGGCTAA 63780 
AAATCCACTC AACGATAAGC CATTAAATAG AAAAAGTTGC AAAGGTGTAA AAAAGAGCAA 63840 

TAACCCAAAT TGCAAATGAA ATAAACTAAA AATCCACCGC ACTTTTGGAG AAAAAGGGCG 63 900 

ATTTTTCCAT TGAAAAAGTG AAAAAGGCAC ATAACGATAC CAGAGGAGCA AACACCCAAC 63960 

CGCTCCACAA GAAAGCCAAA AACTGACCGA AAGCGGCATT AATGGATCGC AGAAAAGCAA 64020 

GAATCCGACA ACCAACGTAA AAAACTGAAT GGGCGAATAA TGTCGCCTCA TTATTTGAAT 64080 

AAATAAAACG AAAACAAGTG CTGAAATGGC ACGAAAAGTT GGCACACTAA AACCAGCCAA 64140 

ATACGCATAA ATTAAAGCAA ATAAAACACC AAAAACTAAA GGAAAATAAG GATGAATAAA 64200 

ACGCGTAGGA AAGAACACTT GCACAACACG CGCCAAGcAA AATCCAATTC CCATAGCCAA 64260 

CCCAATATGT AAGCCAGAAA TAGCAATAAG ATGTGCGGTA TTGGTTTGTT GGTAAATTGA 64320 

CCAAGTGGTT TTATCTAACC AAGCCCGTTC GCCAAAAGCT AAGGCAATCA ATAAACCTTG 64380 

TAGAGATAAT CCTTCCGTTT GCTTCTTTAC TTGTTGCAAT TTTTCTGCAC GCAATGATGA 6444 0 

AACATCCGCA ATTTTCACCG CACTTTTTAC CGTTCCAACA GCCGTAATTC CTTTTGAAAA 64500 

ATACCATTGT TGCCGATCAA ACCCACCGAA ATTTAATCGT GCAGAAAGGG AACGTAAAGA 64560 

AATTTCAGCT TGCCAAATTT CCGATAATTG AGGCACCTCT TTCGCTTTCC AATTTAAGAA 64620 

AATTCGTTGT TCTTGCAAAT TATTCTCCAA TGTTGCTGTG GCGATAAGCG TTTGATAATC 64680 

CTGTTGGTGC AAAATTTCTT GAATCTTAAA AGTTACCACT TGCTTTTGAG CGGTAATATT 64740 

TTGAGCTTGT TGTGATAAAC TCAAAGCCGA ATAATGAAAA TAGCCAAGAG AGGCAACAAA 64800 

AAAAGCAAGG CTAACTAAGA AATTTCTACG CAAGAAAATA AAAAGAAAAA TCAAAACAAG 64860 

CGCAATAACG AGAGCAACTT GCCAAGGCAA TAGCAACGGT TGCGGTAGAA ATAACAACGT 64920 
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TAAATCCGCG ACAATTAACA AGACAACTAA AGTTATTAAG TTTAATTTCA TTTTTATAAA 64 980 

AGATTAATTC CAGCCTCTCT AAGCCTAGGC TAGTTTTATT TAAATATGCA AACGGTTGCT 65040 

TCAAATTTTG CGATCCATAT CGTAAAAATA AATTTTTCAG GAAAATTTAC TTGCTAAAAC 65100 

AAACAACTTC TGATATTTAT ACCGCCCGCA AAAATTGGGT TCCTAAAATA GCAGTCAGGA 6 5160 

ACAAACTAAA ATAACAAGAC AGGAAGTCGT GAAATCCACG CTTAATTCTG TATGTATTAG 65220 

GAGTGAGAGA TGTCAAGAGC ATCATTGAGC TTGCTAGATT TAGCAGGCGT TAAGCCTTAT 65280 

CAAATGAAAA AAGATGAAGA ATATATGAnT GAnGAGCAAA TTCTTCATTT CAGAAAAATT 65340 

CTTAATGCTT GGCACGAGCA AATCGTGGAA GAAGCTTCTC GCACCGTTGC ACATATGCAG 65400 

GATGAAGTAA CCAATTTCCC CGATCCTGCA GACCGAGCAA CTCAAGAAGA GGAATTTAGT 65460 

CTAGAATTAC GTAATCGAGA TCGCGAACGT AAACTAATGA AAAAAATCGA AGCAACCTTG 65520 

AAGAAACTTG AT AC CG ATG A TTTTGGTTAC TGCGATTGTT GTGGTGAAGA AATCGGCATT 65580 

CGCCGTTTAG AAGCGCGCCC AACAGCAGAT CTTTGCATTG ATTGCAAAAC TTTAG CTGAA 6564 0 

ATCCGCGAAA AACAAGTCGC TGGTTAATTC ATTCTATTGA AAAATACAAA AGTGCGGTTA 65700 

AAATTAACCG CACTTTTTTG CATTTAAAAA TGCAGGAAAA TCCACTTGCC TTTTTCTTTA 65760 

CAAGAAAAGA GCCAAGTCAT TTATTTCCAA CAACAAAACG GAGTAAATTA TTCTTACTTA 65820 

TATCAAAAAT TTGTTTGGCA AGAAGACAAA AAAATCAAAA GAGGTTGCCA AAACAAGTGC 65 880 

TCATTCTAAA CGAGTTGAGC GTTCTAATAG CCAAATGCCA AAAGCGCGAG CAAAAAAATC 65940 

AGAACAAACA CGTCGCTATG ATAAAAATGT GATTAAAGCG GCTCAATTTG ATATTTCTCC 66 000 

GCGTGATTTT AGCCGTAATG CTCTCAATGT AGTGGAAAAA CTGCAACGTC AAGGTTTTGA 66060 

GGCTTATATC GTCGGTGGAT GTATCCGCGA TTTATTGCTC GGTAAAAAAC CAAAAGATTT 66120 

CGATGTTGCA ACAAACGCCC GCCCTGAGCA AATCCAAAAC ATTTTCCAAC GCCAATGCCG 66180 

TTTAGTGGGT CGCCGTTTCC GCTTAGCACA TATTATGTTT GGTCGAGATA TTATTGAAGT 66240 

CGCCACTTTC CGTG CTAATC ACAGTGATGC TCGCAATGAA AATCAAGCGA AACAGAGCAA 66300 

TGAAGGCATG TTACTGCGCG ATAATGTTTA CGGTACGATC GAACAAGATG CAGCACGCCG 66360 

TGATTTTACG GTCAATGCAC TGTATTACAA TCCGCAAGAT AATACGTTAC GAGATTATTT 66420 

CGAGGGCATT AAAGATCTCA AAGCAGGCAA GCTACGCTTA ATTGGCGAtC CTGTTACACG 66480 

TTATCAAGAA GATCCTGTGC GCATGCTACG CTCAATTCGT TTTATGGCAA AACTTGATAT 66540 

GTTCCTTGAA AAACCGAGCG AACAACCAAT TCGTGrACTT GCGCCTTTAT TAAAAAATAT 66600 
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TCCGCCAGCT CGCTTATTTG ACGAAAGCTT AAAATTATTG CAGGCGGGAC AAGGGGTAAA 66660 
AACTATCGGT TATTACGCCA ATATGGTTTA TTTGAACAAC TTTTCCCTGC ATTAAGCGCA 66720 
TATTTTACAG AGAAAGAAGA TAGCTTTGCG GAACGTATGA TCGTCACTGC ACTTACTTCT 66780 
ACGGATGAAC GTGTTGCGGA TAAACTTCGT ATTAATCCTG CATTCTTATT TGCAGCATTT 6684 0 
TTCTGGTATC CATTGCGCGA AAAAGTGGAA ATTTTAAAAA ATGAAGGTGG TTTAAATAAT 66900 
CATGATGCTT ATGCTTTAGC AGGCAATGAA GTTTTAGACT TATTCTGCCG AGCTTTAGCT 66960 
GCACCACGTC GTCATACTGC GGTCATTCGT GACATTTGGt TCTTACAACT GCAATTATTA 67020 
AAACGTACTG GATCAGCACC AATGCGTACC ATGGAACATC CAAAATTCCG TGCAGGCTTT 6708 0 
GATTTATTGG CTATGCGAGC AGAAATTGAA GGTGGCGAAA CCATTGAATT AGCCAAATGG 6714 0 

TGGCACGAAT ATCAATTCAG CAATGGTGAA CAGCGTGAAC AGTTGATACA AGAGCAACAA 67200 

CGCTTACATC CTAAACCAAA GAAAAAATAC TACCGTCCAC GCCGTCGTAA AACAACGTGC 67260 

TCAGCAGAAT AAGGGAAAAG ATGATTACGG CATATATTGC TCTAGGTAGC AATTTAAACA 67320 

CACCAGTAGA ACAATTACAT GCTGCGCTTA AAGCGATAAG TCAGTTATCA AACACTCATT 673 BO 

TGGTAACAAC GAGCTCTTTT TATAAAAGCA AACCGCTCGG CCCACAAGAT CAACCCGATT 67440 

ATGTGAATG C CGTTGCAAAA ATTGAAACCG AACTTAGTCC GCTCAAGCTA TTAGATGAAT 6 7500 

TACAGCGTAT TGAAAACGAG CAAGGTCGAG TGCGTTTACG TCGCTGGGGC GAACGCACGT 67560 

TAGATTTAGA TATTTTGCTC TACGGCAATG AAATTATTCA AAACGAACGC TTAACAATTC 67620 

CCCATTATGA TATGCATAAC CGTGAGTTTG TCATTGTGCC GTTGTTTGAA ATCGCATCGG 67680 

ATTTAGTTTT ACCAAATAGT CAAATCATAA CAGAGCTGGT CAAGCAATTT GCTGACCACA 67740 

AAATGATAAA ATTAAATCCC TAGAAATTTC ACCGCACTTT TATGAACCTC AAAAGTGCGG 67800 

T AG AATCAG C CCACATTTTT CTTCATTCAT GACCCGTTAT GGAAAGTTTG ACTCAATATA 67860 

TCCCTGATGA ATTTTCTATG CTCCGCTTCG GCAAAAAATT TGCCGAAATT CTTTTAAAAT 67920 

TGCATACAGA AAAAGCAATT ATGGTTTATC TTAACGGTGA TCTTGGGGCA GGAAAAACAA 67980 

CGCTAACGCG CGGAATGTTG CAAGGTATCG GTCATCAAGG TAATGTAAAA AGCCCAACTT 68040 

ATACGCTGGT TGAAGAATAC AATATTGCAG GCAAAATGAT TTATCATTTT GATTTATATC 68100 

GTTTAGCAGA TCCTGAAGAG CTCGAATTTA TGGGCATTAG AGATTATTTT AATACGGATA 68160 

GCATCTGCTT AATTGAATGG TCTGAAAAAG GTCAAGGCAT ATTGCCAGAA GCGGATATTT 68220 

TAGTGAATAT TGATTATTAC GATGATGCAC GAAATATTGA ATTAATCGCA CAAACAAATT 68280 
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TGGGTAAAAA TATTATAAGC GCATTTTCTA ATTAACTTAT TTATGAAAAC TAAAATTTTA 68340 

TTTTTCCTTT TTTTCTCAAC GTTTAGTTTC TCTATTTTTG CAGCACCTAT TACGATTGCG 68400 

ATTGACCCAG GTCATGGGGG AAAAGATCCT GGTGCAATCA GCCGAAACTT AGGCATTTAT 68460 

GAAAAAAATG TTACCCTTTC AATTGCAAAA GAATTAAAAG CCTTATTAGA TAAAGATCCA 6B520 

CATTTTCGCG GTGTATTAAC GCGTAAAAGT GATTATTATA TTTCCGTGCC AGAACGTTCA 68580 

GAAATCGCAC GTAAATTTAA AGCGAATTAT CTTATTTCCA TTCATGCCGA TTCATCTAAA 68640 

TCACCTGATC GTCGCGGGGC TTCTGTTTGG GTATTGTCAA ACCGTCGAGC CAATGATGAA 68700 

ATGGGTCAAT GGTTAGAAGA CGATGAAAAA CGCTCGGAAT TACTTGGTGG AGCGGGAAAG 68760 

GTGCTTTCAC ACAATAATGA CAAATATCTT GACCAGACTG TACTTGATCT GCAATTCGGA 68820 

CATAGCCAAC GTACAGGCTA TGTGTTAGGC GAACATATTT TGCACCATTT TGCTAAAGTA 68880 

ACAACATTAA GTCGCAGTAC GCCACAACAT GCAAGTCTGG GTGTTCTACG TTCGCCAGAT 68940 

ATTCCTTCTG TGTTGGTAGA AACTGGATTT CTTTCCAATT CAGAAGAAGA AAAAAAACTT 69000 

AATTCCCAAA CTTATCGTCG CCGCATTGCT TATATGATTT ATGAAGGCTT AGTTGCATTC 69060 

CATAGCGGTA AAACCAACAC TTTAGTTAAA GACAATTTAG TGCAAAACAT CAAACAAAAC 69120 

GATATAAAAA AATCAGGGAA AAATAACCGC ACTTCAGAAC AAAATATAAA TGAAGATAAT 69180 

ATTAAAGACA GTGGCATTCG CCATATTGTA AAAAAAGGAG AAAGTTTAGG TAGCTTATCA 69240 

AATAAATATC ACGTAAAAGT CTCTGATATT ATTAAATTAA ATCAATTAAA GAGAAAAACA 69300 

CTTTGGCTAA ATGAAAGTAT TAAAATCCCT GATAATGTCG AGATAAAAAA TAAATCATTA 69360 

ACAATTAAAG AAAATGATTT TCATAAAAAA CAARATAGCT TAGTAAATAA TACCAATAAA 69420 

GATTTAAAAA AAGAGAAAAA TACACAAACT AATAATCAAA AAAATATART TCCGCTCTAT 6 9480 

CATAAAGTAA CAAAAAACCA AACACTTTAT GCTATTTCGA GGGAATATAA CATTCCAGTA 6 3540 

AATATACTAT TGAGCCTAAA TCCACATTTA AAAAATGGCA AAGTTATTAC AGGACAAAAA 69600 

ATAAAATTAA GAGAAAAATA AATGCCTATT AAAATTCTTT CCCCACAACT .TGCTAACCAA 69660 

ATTGCTGCTG GAGAAGTGGT AGAACGCCCT GCATCAGTGG TAAAAGAATT AGTGGAAAAT 6 9720 

AGCCTTGATG CAGGTGCAAA TAAAATCCAA ATTGATATCG AAAATGGTGG GGCAAATTTA 69780 

ATCCGCATTC GTGACAATGG CTGTGGTATT CCAAAAGAAG AATTAAGCCT CGCTTTGGCA 69840 

CGACATGCCA CGAGTAAAAT AGCCGATCTT GATGATCTCG AAGCGATTTT AAGTTTAGGT 69900 

TTTCGTGGCG AGGCATTAGC TAGTATCAGT TCCGTATCAC GCCTAACCCT TACTTCTCGT 69960 
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ACCGAAGAAC AAACTGAAGC GTGGCAAGTT TATGCGCAAG GTCGTGATAT GGAAACCACA 70020 

ATCAAACCCG CATCACATCC TGTCGGCACA ACAGTTGAAG TCGCCAATCT TTTTTTCAAC 70080 

ACACCAGCCC GCCGAAAATT TTTGCGCACA GATAAAACAG AATTTTCCCA TATTGATGAA 70140 

GTCATTCGTC GTATTGCTTT AACGAAATTC AACACAGCAT TTACATTAAC GCATAATGGA 70200 

AAAATTATCC GTCAATACCG TCCTGCCGAA GCAATCAATC AACAACTAAA ACGTGTCGCC 70260 

GCTATTTGTG GGGATGATTT TGTCAAAAAT GCCTTACGAA TTGAGTGGAA ACACGATGAT 7 03 20 

TTACATTTAT CAGGTTGGGT GGCGACACCA AATTTTAGCC GAACTCAAAA TGATTTAAGT 70380 

TATTGCTATA TTAATGGCCG AATGGTTCGA GATAAGGTAA TCAGCCATGC TATTCGACAA 7044 0 

GCCTATG C AC AATATTTACC AACCGATGCT TATCCTGCGT TTGTGTTGTT TATTGATTTA 70500 

AACCCGCACG ATGTAGATGT CAATGTTCAT CCAACCAAAC ATGAAGTACG CTTTCATCAA 70560 

CAACGCCTCA TTCATGATTT TATTTACGAA GGCATAAGTC ATGCGCTAAA CAATCAAGAA 70620 

CAGATTAATT GGCATACAGA CCAAAGTGCG GTAGAAAATC ACGAAGAAAA TACGGTGCGT 70680 

GAGCCCCAAC CGAATTACAG CATTCGTCCT AATCGTGCAA CTGCGGGGCA AAATAGCTTT 70740 

GCGCCACAAT ATCATGAAAA ACCACAGCAA AATCAACCGC ACTTTTCTAA CACACCAATG 70800 

TTTCCAAATC ATGTAAGTAC TGGTTATCGA GATTACCGTT CTGATGCACC GAGTAAAACT 70860 

GAGCAACGTT TATATGCTGA ATTGTTACGC ACGTTACCGC CTACAGCGCA AAAGGATATA 70920 

TCGGATACAG CACAACAAAA TATTTCAGAT ACAGCTAAAA TCATCTCAAC TGAAATAATT 7 0980 

GAGTGTTCAT CACATCTACG AGCCCTTTCA CTTATTGAAA ATCGTGCGTT GTTATTACAA 71040 

CAGAACCAAG ATTTCTTTTT GCTTTCATTG GAAAAATTAC AACGCTTGCA ATGGCAACTA 71100 

GCGTTAAAAC AAATACAGAT TGAACAACAG GCTTTATTGA TTCCAATCGT GTTCCGATTA 71160 

ACCGAATCAC AATTTCAAGC ATGGCAACAA TATTCAGATG ACTTCAAAAA AATTGGCTTT 71220 

GAATTTATCG AAAATCAAGC ACAATTACGC TTAACCTTAA ATAAAGTGCC AAGTGCATTA 71280 

GGCACACAAA ATCTACAAAA ATGCGTGATG GCAATGCTGA CTAGAGATGA AAATTCATCA 71340 

TCATTTTTAA CCGCA CTTT G CGCACAATTA GAATGCAAAA CCTTTAACGC TTTAG CGG AT 71400 

GCACTCAATT TATTGAGCGA GACGGAACGT TTACTCACGC AAACAAATCG CACAGCATTC 71460 

ACCCAATTAC TCAAACCTGT TAATTGGCAG CCTTTATTAG ACGAAATTTA AATTCTTCAT 71520 

GAAACCAACC GCAATTTTTT TAATGGGCCC AACAGCCTCA GGTAAAACAG ATTTAGCCAT 71580 

TCAACTACGA AGCCAACTTC CAGTCGAAGT GATTAGTGTG GATTCAGCTC TTATTTATAA 71640 
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GGGAATGGAT ATTGGCACAG CGAAACCATC AAAAGAAGAA CTTGCCCTTG CGCCTCACCG 717 00 

TTTAATTGAT ATTTTAGATC CATCAGAAAG CTATTCCGCA ATGAATTTCC GCGATGATGC 71760 

GCTACGCGAA ATGGCGGATA TTACCGCACA AGGCAAAATT CCGTTACTAG TGGGCGGCAC 71820 

GATGTTGTAT TACAAAGCCT TAATCGAAGG GCTTTCGCCC TTGCCTTCTG CTGATGAAAA 71880 

TATTCGCGCC GAGCTTGAAC AAAAAGCAGC TCAACAAGGT TGGGCAGCAT TGCATACAGA 71940 

ACTCGCCAAA ATCGATCCCA TTTCTGCCGC CCGAATTAAT CCCAGTGATT CTCAACGAAT 72000 

CAATCGCGCT TTAGAAGTTT TTTACATCAC AGGAAAATCA CTCACAGAGC TGACTGAAGA 72060 

AAAAGGCGAA GCCTTGCCTT ATGATTTTGT GCAATTTGCA ATTGCGCCGC AAGATCGCCA 7212 0 

TGTTTTGCAT GAACGCATCG AACAACGCTt TCATAAAATG ATTGAACTAG GCTTTCAAGC 7218 0 

AGAAGTGGAA AAACTTTATG CGCGTGGCGA TTTAAATATT AATCTGCCGT CAATTCGCTG 72240 

TGTAGGCTAT CGTCAAATGT GGGAATATTT GCAAGGTGAT TACG CTTACG AGGAAATGAT 723 00 

TTTCCGTGGT ATTTGCGCTA CGCGCCAACT TGCAAAACGC CAGCTTACTT GGCTGCGTGG 72360 

TTGGAAAACA CCAATACAAT GGCTAGATAG TTTACAACCT CAACAAGCGA AAGAAACTGT 72420 

ATTACGTCAC TTAGATTCTT ATCAAAAAGG TTAGAAAAAA TGACCGCACT TTCTGCCCTC 72480 

ATCGAACAAA AATTACAATC TCTTGGCACA ATCCTGTGCC AATCTTTTCC AGAACTTTCC 72540 

CCAGAAAAAA TTCACGAAGC CATTCAACAA AATTCAAATC ATCCAGAACT GCCTGTTTAT 72600 

CAATTAGGCT ATGCCATAG C AATGTCTGAC TTTGTGGAAA AAGTCTTGCA AAAATACCCG 72660 

CACTTAGTGA AACAATGGTG GGAAAAATCC CCCTGTTTTG CAGATTGCAC TGCCTATATT 7272 0 

GAACGTTTGA ATAAAGAGTT AGCCAATGTA CATGACGAAA CTGCTCTCTA TCAAACATTA 72780 

CGCCAATTCC GTAACATTGA AATGGCAAAA TTAAGTTTTT GTCAAAGTTT GAATCTTGCG 72840 

ACAGTTGAGG AAATTTTTGT TCAGCTTTCA CAACTTGCAG AGAGTTTAAT TATCGCTGCC 72900 

CGCGATTGGC TTTATCATCA AGCCTGTGCG GAGATAGGCA CACCAATGGA TGAACAAGGC 7296 0 

AATCCGCAGC AGCTTTATAT TCTAGGAATG GGGAAATTAG GCGGCTTTGA ACTAAATTTT 73020 

TCCTCAGATA TTGATTTAAT TTTCACTTAT CCATCACAAG GGGAAACGTC CGTTGAGAAT 73080 

ACGAATGCTC GACGTTCTGT GGATAATGGA AAATTTTTTA CACGTTTAGG GCAACGCCTT 7 314 0 

ATTTCTGCCT TAGATGAATT TACCTCTGAT GGTTTTGTAT ATCGAACCGA TATGCGCTTG 7^200 

CGCCCATTTG GCGATAGTGG CGTGCTTGTT CTCAGCTTTT CAGCAATGGA ACAATATTAT . 7326 0 

CAAGATCAAG GTCGAGATTG GGAACGCTAT GCAATGATTA AAGGACGAGT ATTGGGCGCA 7332 0 
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CAAACAAAGG ATCCCAACGT TTCAAAATTG AAAAAAATGT TACGCCCTTT TGTCTATCGC 733 BO 

CGTTACATTG ACTTTAGTGT GATTCAATCT TTACGTGAAA TGAAAGGCAA AATTGAGCGA 73440 

GAAGTACGCC GTCGTGGTTT GAAAGATAAT ATTAAACTAG GTGCTGGTGG TATTCGTGAA 73500 

GTCGAATTTA TCGTACAAGT TTTTCAACTC ATTCGAGGCG GGCGAGAAAT CAATCTGCAA 73560 

CAACATTCAC TCTTAAAGAT CTTGCCTGAA ATTACCAAAC TAAGATTAAT TACCGAACAA 73620 

CAATTCCACG ATTTACGTGA AAGTTATATT TTTTTACGCC GCGTAGAAAA CATTCTACAA 73680 

GCCATTAACG ATCAACAAAC GCAAACACTA CCAACCGATG AAATAGATCA AATTCGTTTA 7374 0 

GTCGAGGCAT GTAAAACTTT CACCTGTTTA AATGAAAATA ATCAAACCAT TGAAAAACAT 73800 

TATCCAATAG AAAATTGGGA CGATTTTTAC CGCACTTTAC AACAAAAACA AGAAAAAGTG 73860 

CGGGCAGTAT TTACTCAATT AATCGGTGAT GAACAAGATG AGTCTTCACA AACTGATAGC 73920 

CAATGGCAAG ATTTTTTAGA AG C AGATTTT GAGGATATTG AACAAACATT ATTAGAGAGT 73 980 

AGTGTATCGG AAAATAATAT TGATGAAGTT TTAGAAAAGC TTGCTCAATT CAAAGACGGC 74 040 

CTAAATCACA GAGTGATTGG TTCGCGTGGG CGTGATGTTT TGAGTCATTT GATGCCAACA 74100 

GTACTTGCAC TCATTTTTGA ACAAGAAAAT TACCGCACTT TGCTTCCGCG GATTCTGAAC 74160 

ATTATTGAAA AAATTTCGAG TCGCACGACT TATTTAGAAT TATTATTGGA AAATCCTCGC 74220 

GCACTTCAGC AAGTTATTGA ACTTTGTGCG CAGTCTCAAC TTATTTCAGA ACAATTGGCG 74280 

CACTATCCTA TTTTATTAGA TGAATTGCTT AATAC GGAAG CACTACGTCA TCCTTTGCCA 74340 

TTTACCCAAT ATCCTGCAGA GTTACACCAA TATTTGCTTC GTTTACCCCC TGATGATGAA 744 00 

GAACAGCTTA TCGATGCTTT ACGTCAATTT AAACAAGCAA CCCTATTAAA AGTGGCAGCG 74460 

GCAGATATTT TAGGTGCATT GCCAGTAATG AAAGTAAGCG ATCATTTAAC CTATCTTGCT 74520 

GAAGCCATTA TTGAAGTGGT TGTGAATCTA GCTTGGAAAC AAGTTTCCTC TAGATTTGGT 74 58 0 

GTACCTGAAC ATTTACAAAA TAACGAAAAA GGATTTTTAG TTATTGGTTA TGGAAAACTA 7464 0 

GGTGGTATTG AACTCGGTTA TAAATCCGAT TTAGACCTCG TATTTTTGTA CGATGCCGTA 74 700 

GAAAGTCAAA CAACAGGTGG CAAAAAAGTG ATTGATAGCA ATCAATTTTA CCTACGCTTG 74760 

GCACAAAAGA TTGTGAGTAT TTTCAGCATA AATACTTCTG CTGGCGTACT TTATGAGGCA 74 820 

GATATGCGCC TGCGCCCTTC TGGCGATGCT GGCTTAATTG GCTGCTCTCT TTCTGCATTT 74 880 

TCTCATTATC AATTGAATGA CGCTTGGACA TGGGAAAAAC AAGCACTTGT GCGCGCTCGT 74 940 

CCAGTATTTG GCGAATCATC TCTTAAAGCT AAATTTGAGC ATATCCGCCA ACAAGTGCTT 75000 
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TCTGCATCAC GAGATATTGA ACAATTAAAA CAAGATGTTG TTGAGATGCG GAAAAAAATG 7506 0 

TTTGCCCATT TATCTCACTC AAAACACAGT GAATTTAACC TTAAAACAGA TCGCGGTGGC 75120 

ATTACAGATA TAGAATTTAT TGCTCAATAT TTAATGCTTG CCAATGCCCC GAAAAAACCA 75180 

CAACTAACAA AATGGTCAGA CAATGTACGT ATTTTCGATG ATATGGCAGA GGCTAAAATT 75240 

ATTAGCCAAA CAGACTGCGA CACATTAAAA CAATGTTATG TCGATTTACG CAATACCATT 75300 

CATCATTTAA ATTTGTTGGG TAAATCTTCC GTTGTGGAAG ACAGTGAATT TGTTAAAGAG 75360 

CGGTCATTTA TTCAAGCATT TTGGGATAGG TTATTTGTAT CCTAAAATAT GGCTTGTGGA 75420 

CGTTTCAAAA ATAGCCTTCA TCACAAATCT TCTTGAAACC TCCCAAAAAC TAAATATTCA 75480 

ATCCTATTTT TAATGAACCA AATCTAACAT TTCCTGTGCA TTGGCTAGAG CTAATTCTGT 75540 

AATTTCACTT CCGCCCAAGA GTCTTGCCAA CGCAGGTACA CGTTCAGCTT GTGAAAGTGC 75600 

GGTCATTTTT GTTTCAGTTT TATTATCAAC AGTAAATTTT TCCACATTAA ACTGATGATG 75660 

GCCATGACAA GCAACCTGTG GCAGGTGGGT TACGCATAAT ACTTGACAAC GCTCACTTAA 75720 

TTGACGTAAA AG TTTT CCGA CAACACTTGC TGTTTTTCCG CTAATGCCCA CGTCCACTTC 75780 

ATCGAAAATT AAGGTTGGAA TAGCCGATTG ATCAGAAGTT AAAACTTGAA TGGCTAAAGA 75840 

AATACGAGAA AGCTCACCAC CAGAGGCAAT TTTAGCTAAT GGCTGCGGTT GTTGTCCTAA 75900 

ATTACTACGC AAAGTGAAAA TCACATTATC CGCACCATTT GCACTCACTT TATCTAAATC 75960 

CGTATTCAAC TCTACATAAA ATTCAGCGTT TTCCATTGCA AGTTGTTTTA . TCGACTGTGT 76020 

GACATTTTGC GCTAAGCGGG TTGCAGATTG CTGACGACTT GCTGTTAATG CTGTAGCCGT 76080 

TGCTTGCATT' TGTTCAAATG CTCG TTTTT C TTGCTCAATC AACATCTCTT CACTTTCAGA 76140 

AAAATCTAAA AGTGCGGTTA ATTCTGCTTT TAATTTTTTG TGCTGTTCTA CAAGATCTTC 76200 

AGGTTTAACT TGATGTTTAC GAGCAAGTTG TAAAGTCTGA CTAATTCTTT GTTCGATTTC 76260 

CTGTAAAAGC TGAGGATCTT GCTCGATATT ACTTGATAAA TTTTGCACTT CACTGGTTGC 76320 

TTCTTGCACT TGAATCAACG CATCATTCAA CATATTTTGC ACTTCAGCAT ATTGCGGATC 7 S3 80 

AAGTTCAGCT AATTCATCAA TATATTGTGT CGCACGATAA AGCAAACTAT CGATATTTAC 76440 

GGTGTCATTT TCACTTAAAA TTTGTAGGGC TGATTGGGAA AGTTGAGTTA GCTGTTCGCT 76500 

GCTAGATAAA CGACGTTGTT CATCTTCTAA TTCCAAATAT TCATTTGGTC GAAGGTTAAA 7656 0 

TTCATCTAAC TCATCCACTT GATACTGTAA AAGTTGTTTA CGTGCTTCAT TTTCCGCCAC 7662 0 

TTTTTGTTGA AAGGTTTTAA CTTGATTTTG AAGATTTTTC CATGTCTGAT AATCTTCACG 76680 
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CATTTTCACA AGTAATTCAG GATGAGCGGC AAAATTATCA ACTAACTGAA GCTGATAGTC 7674 0 
ATTTTTTAAC AATAATTGAG AAGCGTGTTG CCCATTAATA TGAACGAGAT ATTGAGCAAT 768 00 
TTCTTTTAAT TGAGAAGCGG ATACTGGTGT ACTATTAATA AAAGCCTTAG AACGTCCGTC 76860 
TGCATTAATT ATGCGACGTA AAATACATTC AGTTGGATTA TCTGGATCCT GTAATTCTTG 7692 0 
CTCACTCAAC CAGTGATAAG CAGGATTTTG CGATTCTAGT TGGAAAGTTG CACAAATTTC 76980 
CGCACGCTCT TGCCCTTCAC GCACCATTGA GGTTTCTACT CTTTGTCCGA AACATAAACC 77040 
TAAAGCATCA ATGGCGATAG ATTTTCCAGC ACCAGTTTCC CCTGTTATAA CAGACATTCC 77100 
TTTCGCCAAT TCAATATCAA GCTGACGGAC AATCGCAAAA TTATTGATAG TAAGTTGAGT 77160 
AAGCATAGCA AAATCCTTTA ACTGTATATT TAATATGATA TAACTGACTT AATTTACAGT 77220 
AAAGGATTTT TTACAGTATT TTGTCAAATC TATTTCAATC GAAAATTTTT ACCATAATCA 77280 
AAATGATTTT AACCAACCTA ATTTGCTACT TAACACATTG TAATAATTAT AATTTTCAGA 77340 
TGAAGCAATC GGAGTTTATG CTCGCTTTTT TGAATATGCA CCACATCATC TGGGGTAAAA 77400 
GGTAAGGTAA TTTGACTATC ACAGCCCACT TCTAATTGAG AGGTATTATG TTCAGCAAAA 77460 
CGAATCGATA TTTTACTATC CCCATCAACA ACAAGAGGGC GAGAAGTTAA TGTATGTGGA 77520 
AACATTGGCA CTAATGCAAT GGCATTAAGG TTTGGTGTCA AAATAGGTCC ACCAGCGGAA 77580 

AGAGAATAAG CCGTAGAACC TGTTGGAGTA GAAACAATTA ATCCATCAGA ACGTTGAGAA 7764 0 

AATGCAAACT TATCATTGAT ATATACGTGA AAATCAATCA TATGTGCAAT TTTGGCGGGA 77700 

TGAATAACCG CTTCATTTAC CGCATTGCTG GTTGATACGA TTTCACTTGC TCGTTCGATT 7 7760 

TTTGCTTCCA ATAAAAAACG TTCTTCCACA AAAAATTCGC CACGTTCTAA ACAAGCTTCA 77820 

AGCTGGGAAT AGGCATTTTT CGGGTCAATA TCCGTTAAAA ATCCCAAATT ACCACGATTA 7788 0 

ATACCAATCA ATGGAATATC ATATTTTGCT AATACGCGAG CGCGCCCTAG CATATTGCCG 77940 

TCTCCACCAA TCACAATGGC TAATTGGGCT CGGTGGCCTA TTTCTTCTAA CGTAGCAAGA 78000 

TGTTCAAAAG GTAACTCAAG TGTTATGGCG ACTTCTTTTT CCACCAACAC TTGATAACCA 79060 

CGTTCCATTA ACCAATGAAA TAAGTTTTTG TGCATTTGTA AGTTAATATC ATTGCGAGGC 7 8120 

TTACCTACAA GAGCAATGGT TTTAAAGGAA CGATATAAAT GATTCATAAA ATGACCGCAC 78180 

TTGAATTTAA CATTTTCGTC ATTATATCGT TTTTTGCTAC ACTATGCCCA ATTACGATTA 78240 

ATCAATTTTG TTTTACGGAG AAAAAAATGT CAGAACAAGA ACAAAAAGTT GAAATCCCAG 78300 

AAGTAGAAAA GCAAGAAGAA GTCGTTGTGG AAGAAACACA ACAAGCAGAG CATTCTCAAG 78360 
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AATTTGATCC TTTAGAAGAA GCAATTGCTC GCGTGCAAGA GCTTGAAGAG CAGCTAAAAA 7B420 

CTCAAATAGA AGAAGCGGCA AACAAAGAAC AGGATATTTT ACTTCGCTCT CGTGCTGAAA 78480 

TTGAAAATCT TCGTCGTCGT ACTGAACAAG ACGTAGAAAA AGCACATAAA TTCGCCTTGG 78540 

AAAAATTTTC AAAAGACATT TTGAATACTA TCGATAACCT AGAGCGTGCC CTTGCCACTC 78600 

CAGCAAATAA AGAAGATGAA AGCGTAAAAG CCTTATTTGA CGGTGTAGAA CTAAC.CTTAA 78660 

AAGAATTAGT TTCAACCGTT GGGCGTTTTG GCGTGGAAGC TGTGGGAGTT GTCGGTGAAG 78720 

CATTTAATCC TGATTTACAT CAAGCCATTT CAATGCAACG AGCTGAAGGC TTTGAAACCA 78780 

ATCAAATTAG CGTCGTATTG CAAAAAGGCT ACACCTTAAA TGGTCGAGTC ATTCGCCCAG 7B840 

CGATGGTAAT GGTGGCAGCT TAATTTACAT TTTGTCTAAA GAGCGGTCGG TTTTTCGACC 78900 

GTTTTTTCTT TTTCCTGAAT AACTACATAA ACTTTACGGA TAATTTCCCT AAAATCTTCG 78960 

CTCGTTGTAG CCCAATCTAG AAGATCAACG CGCCACGGTA AATCTGATTC AGAAAAAGCT 79020 

TCCTTTAATC TGTCACGAGC TAAAAAATCT AAAGGTTCCT CAGAGATAAT CGCAAGGTCA 79080 

AGATCGGAAT ATTTTTTTGC TTTTCCCTTT ACACGAGAAC CGAAAGCCCA CACGGTATAA 79140 

TCAGGTACTA ATTGTTGTAA AATAGTTTTC ACAATCGCCA ATTCTTCAGA TTTTATATCA 7 9200 

AGCTGTGCAA AACTAGTCAT ATTGATTTCT CTGACGTAAT TGTTCCAATA GGAAACTACT 7 9260 

TTCTATTAAA AAATCATCAA TTTGTGCATA AACAGCCATG GCTTTTTCCT GATCATAAGT 79320 

ATGTGATGTA ATATTACGCA TATCACGATA AGCAACCCAT TTTGACATAT CTCCAATCAA 79380 

ACCAAATCTC AATGCTTCTC GCAAAATATC CTTAAATCCA TAAGCCCCAA TGTCATCGGT 79440 

ATTAATTGCA TCTTGTTGAA GTTGGCGTTT CATCATTTTT AAACTTAACT CATAAACAAA 7 95 00 

TTCAAATTTC TGAATTGCAC CTGCAATTAA GGTATCTTGT ACAATAGAGG GTTGCATATC 79560 

AAACCAATTT CTGTCTGAAA TTTGTACTAC GGTTTGCTCT AACGAATAAA ATGCAGCATC 79620 

TAATACATTT AAATTTAGCT TATCAGTCAT CATTTTTACC TCTGTTAAAT ACTCATCTAT 79680 

TTTACCATAG ACTATTTTTT CTCAAAACCT ATAACCCCAA AAGTAAACAT TGTGATATTG 79740 

ATCACAAAAT CAAAAATATT TGAGAAAAGC TCTCAACAAC TTAATTTGAT ATTTTTCTAA 79800 

TAAAATCAAT CTTTAACAAA ATTATCTTAC GACAAAAAGG TCTAAAACAC TACATATTGT 79860 

GTGTTGATTA TCTTTTTAGA TCTATATATA GTGCAATCCG CATTTCAAAA ACACTATATA 7 9920 

TTGGAGCTAT ATCATGAGTA ACTTTGGGGT CATCAAGCGC GATGGTTCTC GTGCGGAGTT 79980 

TGAGATTCAA CGTATCATTA ATGCCATTAA AAAAGCCGCA AGTnCGGTCA ATATTTCCGA 80040 

-77.49- 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

TGAATTTTAT TGCCACCAAA TTGGGCAAGA AGTAGGGAAT GAAATTTTCA CCCGTCATCA 80100 

AGGCGAGATT GATATTAATC AGATTCAAAA AATCGTTGAA GATAAATTGA TGGCAAGTCG B0160 

TTATCCTGAG GTTGCTCGTG CGTATATCGA ATATCGTCAT GATCGTGATT TAGCACGAGA 80220 

AAAACGTAGC CAGCTAACAA AAGAAATTGA AGGTTTGATT GAACAAAGCA ACGTAGAATT 80280 

ACTTAATGAA AACGCCAATA AAGACGCGAA AGTGATTCCA ACGCAACGAG ATTTGCTTGC 80340 

TGGAATTGTG GCAAAACATT ATGCCAAGCA CAATATTCTT CCACGCGATG TGGTAGAGGC 80400 

TCACGAAAAA GGTGAAATTC ATTATCACGA TTTAGATTAC GCGCCGTTCT TTCCAATGTT 80460 

TAACTGTATG TTAGTTGATT TAGAAGGGAT GCTTTCTCGT GGTTTCAAAA TGGGCAATGC 80520 

GGAAATCGAA CCCCCTAAAT CTATCGGCAC CGCAACGGCA GTGACAGCAC AAATTATCGC 80580 

CCAAGTTGCC AGCCATATTT ACGGTGGCAC AACCATTAAT CGTATTGATG AAGTGCTTTC 80640 

CCCTTATGTG CAAATCAGTT ACGAAAAACA CCTCAAACAT GCCCAAGAAT GGAACGTGCC 80700 

TGATGTTGAA GGTTATGCCA AAGCATTGAT TGAAAAAGAA TGTTTCGATG CCTTCCAATC 80760 

CTTAGAATAT GAAGTTAATA CACTACATAC TTCAAATGGG CAAACACCAT TTGTGACCTT 80820 

TGGTTTTGGT TTAGGTACAA GCTGGCAATC CCGCTTAATT CAGCAAGCTA TTTTAAAAAA 80880 

TCGGATTCGT GGACTTGGAA AAAATCATAA AACACCAGTA TTTCCAAAAC TTGTTTTCAC 80940 

CATCAAAAAA GGTTTGAACC AAAATAAAGG CGATCCGAAT TACGATATCA AACAACTCGC 81000 

ATTAGAATGC GCATCAAAAC GTATGTATCC AGATATTCTC AATTACGATC AGGTTGTCAA B1060 

AGTCACGGGC TCTTTTAAAG CCCCAATGGG ATGCCGTAGC TTTTTAGGTG CATACGAAGA 81120 

AAAAGGCCAC GAAATTCACG ATGGGCGTAA TAATCTTGGC GTGGTGAGTT TGAATTTACC 8118 0 

GCGTATTGCG TTGGAGTCCA AAAACGAAGA AGATTTCTAC CGCACTTTAG ATGAACGTTT 8124 0 

GGCTATTGCG AAAAAAGCAT TAATGACGCG CATTGCCCGC CTTGAGAATA CCAAAGCTCG 81300 

CGTCGCTCCT ATTCTTTATA TGGAAGGTGC TTGCGGAGTG CGGTTAAAAG CGGATGAAAA 81360 

TGTGGCACAA ATTTTCAAAA ATGGACGTGC CTCTATTTCA CTTGGCTATA TCGGTATTCA 81420 

CGAAACCATT AATGCACTAT ATAACAAAGG ACATATTTTT GATGATGAAC AATTACGCGA 8148 0 

0 

AAAAGGCATT GCGATTGTTC GCCACCTTAG CGAGGCAGTG AAACGCTGGC AAAAAGAAAC 81540 

AGGTTATGCC TTCAGCCTTT ACTCCACGCC AAGCGAAAAC TTATGCGACC GCTTCTGCCG 81600 

TCTAGATACC AAAAAATTTG GCGTAATTGA AGGCGTCACG GATAAAGGCT ACTACACGAA 81660 

CAGTTACCAC TTAGATGTAG AAAAGAAAGT GAATCCTTAC GATAAACTAG ATTTCGAAAT 81720 
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GACATATCCC CCACTCGCCA GCGGCGGTTT TATTTGCTAC GGCGAATATC CCAATATTCA 81780 
ACACAACTTA AAAGCATTGG AAGATGTGTG GGATTATAGC TACGATCGCG TACCTTACTA 8184 0 
CGGCACAAAC ACACCGATTG ACGAATGTTA TGAATGTGGT TTCACCGGCG AATTTGAATG 81900 
TACCAGCAAA GGTTTTGTCT GCCCGAAATG TGGCAATCAC GACAGCACAA AAGTGTCTGT 81960 
CACTCGCCGC GTCTGTGGCT ATCTAGGCAG TCCTGATGCC CGCCCATTTA ATGCGGGAAA 82020 
ACAGGAAGAA GTGAAGAGAA GAGTTAAACA CCTTTGATTA ACACGATAGC AAAAGCACGC 82080 
ATTTTTTAAT GCGTGCTTTT TGTTTCCAAC TTTGGCATTC CTAAAAATCT CCGCTAAAAT 82140 

AACCGCACTT TTTCTTATCT TCTAGGAAAG CAATATGTCA GATATTCTCA ATAACCTTAT 82200 

TCATCTTCTT AAACTTGAAA AAATTGATGA TTTAATCTTT CGTGGAGAAA GCCAAGATTT 82260 

AGGTTTTCGT CAAGTATTTG GTGGGCAAGT TGTGGCTCAA GCATTATCAG CGGCAATGCA 823 20 

GGTGGCGCCA GAAGATCGTA TTTTACATTC TTGTCATGCC TA TTTTCTT G CTCCGGGAGA 82380 

TAGCCAATAT CCGATTATTT ACGATGTAGA AACCTTGCGT GAAGGGCGTA ACTTTTCTGC B2440 

ATTATGCGTA AAAGCCATTC AACATAAAAA TACCATTTGT CATGTAACCG CTTCT TTCCA 82500 

AGTGCCTGAA AAAGGTTTTG AACATCAAAA TACAATGCCA AATGTTGGTG CGCCTGAAGA 82560 

CTTTACGGAT GAAAATGTGA TGCTACAAAA AGTAGCTCAA ACCTTGCCAG AACCACTCAA 82620 

TGAAAAATTT GCAGCAGAGC GTCCATTTGA GGTGAGAACA AAATATTTGA ATAACCCATT 82680 

TAACGGGACA AAATTGCCAG CCGAGCAATA TTCTTGGTTT AAAACCAATG GTGAAACGCC 8274 0 

GCTTGATATA AAAATTCAGC AATGTTTATT AGCTTATTTT TCCGA TTTT C ACTGTATTTT 82800 

GACCGCACTT CATCCGCACG AAAAAGGCTT TTTACAAAAA GGAATGAAAG TGGCAACCAT 82 860 

TGATCACAGT ATTTGGTTCC ATCGTCCGTT TGATTTAAAT CACTGGCATT TGCACGCAAT 8.1 S20 

TGAAAGCAAT AATGCCTTTG GAGGTCGTGG TTTGGCCCAA GGGCAGATTT TCTCGCAAGA 8 2980 

TGGTCAATTA ATCGCAACAA CACAACAAGA AGGCTTGATC CGTTTTAGCG AATAAGAGAG 8 3040 

AAAAAATGAC CGCACTTATT ACACAATTTT GGCAACAAGT TGAAACTGCG CTGAAAACAG 8 3100 

CAAATCCACA AGAAAAATGT CGTTTAGTCA ATGATCTCTA CGATAATCTT CTG CCACAAA 8 3160 

TTCAGTTGAT TAAATTAGAA GATTTTCCCG AAATCGTGCC GCAAGATAAT ATTGCCGCTT 8 3220 

TTCCTGAAAA ACCGCTCTTA GTTGCACCGA AAGATGTGCC AAAACGTTCT TTTGCCACAG 8 3280 

AAGAAGGCTA TGCTGCCACA TTACACGCTA TCGCACATAT TGAGTTTAAT GCCATTAATT 8 3340 

TAGGCTTAGA TGCGGCTTGG CGATTCGGGC GTAATGCACA AGAAGAACTT GGCGAAGGTT 83400 
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TAGCTTTTGT GAAAGATTGG CTGCGTGTCG CTCGTGAAGA AAGCACGCAT TTTTCCTTAG 834 60 
TCAATGAACA TTTGAAAACA TTGGGTTATC AATATGGTGA TTTTGAAGCT CATGCTGGAT 83520 
TATGGGAAAT GGCGCAAGCC ACTGCTCACG ATATTTGGGA ACGAATGGCG TTAGTTCCTC 83580 
GTGTATTAGA AGCAAGAGGC CTCGATGCAA CACCTGTTCT GCAAGAGAAA ATCGCACAAC 83640 
GTAAAGATTT TGCCGCAGTG AACATTTTGG ATATTATTTT GCGCGATGAA ATTGGCCATG 83700 
. TGTATATCGG CAATCATTGG TATCACGCCC TTTCTAAAAA ACGGGGTTTA GATGCGATGA 83760 
AATGTTTTAC AGAGCTGTTA CACAAATATC GTATTGTAAT TTTTAAAGGT GTCATTAATA 83820 
CCGATGCTCG CATTCAAGCA GGTTTCACTC AGCATGAGTT GGATTGGATT TATGAAGTGG 83880 

AACAAACATT AAAATCCTAT ATTAAGAAAT GATGAAAAAA TAAAGAGACT AAGTTCGATT 83940 

GAATACCGAA CTTAGTCCTT TTAATGAAAG TGATTTAACG TTTGAATTTA TTGCTTACGC 84000 

GAAGTTGTCC CATTCGGCCC ATCTTCTAAT ACGATGCCCA TAGCTGTCAA TTCATTACGT 84060 

GCTGAATCTG CGGCAGACCA ATCTTTAGCA GTGCGGGCTT CGTTGCGTTG TTTGATGAGT 8412 0 

GCCTCAATTT TTGCCACTTC ATCATCGTTA GAACCTGCTT GTAAGAATTT CTCTGGTTCT 84180 

TGTTGAAGTA ATCCTAAAAT CGCCCCCAAT TCACGCAAAC GTGCAGCAAG TCCATTAGCT 84240 

TTCTCAACAT CTTCTGTTTT TAACTTATTA ATTTCACGTG CCATTTCGAA TAAAACAGAA 84300 

AGTGCATTTG GCGTATTAAA ATCATCATCC ATTGCTTCAC GGAAAGTTGC AACAAAATTT 84360 

TCTCCGCCAA AAGCAACCGC ACTTTGATCT GTTCCGCGTA AAGCCGTGTA TAAACGTTCC 84420 

AACGCACCTT. GTgCTAAATT CAAGTTTTCT TCGCTATAAT TGAGCTGGCT ACGATAATGT 84480 

GCCGTTAATA AGAAATAACG CACCGCTTCT GCATTGTAGT GGTTTAATAC ATCACGAATT 84540 

GTGAAGAAAT TGCCGAGGGA TTTCGACATT TTTTCTTTAT CCACCATAAT CATGCCAGAA 84600 

TGGATCCAAT AATTCACATA TTGGCCGCCA TGCGCACAGC AAGATTGTGC AATTTCATTT 84660 

TCGTGGTGAG GGAACATTAA ATCAGAGCCA CCACCGTGAA TATCAAAATA TTCGCCAAGC 84 720 

TGTTTGCAGT TCATTGCAGA ACATTCAATA TGCCAACCCG GACGACCTGC CCCCCAAGGG 84 780 

GAAGCGCAAC TTGGTTCGTT TTCTTTCGAC ATTTTCCAAA GCACGAAATC CATTGGATTT 84840 

TTCTTGATTT CATTGATTTC AATACGTGCG CCAGCTTGTA ATTGCTCAAG ATCTTGACGG 84900 

GATAATTTGC CGTATTCTTT GAAGCTTTCT ACATCAAACA TCACGTCCCC ATTATCCGCA 84 960 

ACATAAGCAT GTCCGCGTTT AATTAATTTT TCCACAATTT CAATAATTTC TGGAATATGA 85020 - 

TGCGTCGCAC GAGGTTCAAA ATCAGGGCGT AAGACATTAA GTGCATCAAA ATCTTTATAC 85080 
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ATTTCCTGCA CCATGCGATC CACTAACTGA TCGCAGGTTT CTTTGTTTTC TAACGCACGT 8 514 0 

TTAATAATTT TGTCATCTAC GTCCGTTATA TTACGCACAT AAGTTAAATC GTAACCCAAA 85200 

GAACGTAAAT AACGGGCAAT CACATCAAAA CACACAAAAG TGCGTCCATG GCCGATATGG 85260 

CACAAATCAT AAACAGTGAC GCCGCAAACA TACATTCCCA CTTTATTTTC GTGGATAGGT 85320 

TTAAAGATTT CTTTTTCTCT CGTTAAGGTA TTGAAAATTT TTAGCATTTT TAAGCTCGTA 85380 

AAATGAAATA AAAACAAACC GCACTTTTAT AGCACTTTTA CCTCGATTGT GGAATAATAC 8 5440 

AACCCTTAAT TTTTTAGAGG GAAAACAAAA TGGTTACATT ACACACAAAC TTTGGcGACA 85500 

TTAAAATTAA ATTGGATTTT GATAAAGCTC CAGTTACAGC AGAAAACTTC TTAAATTACT 85560 

GCAAAGACGG TTTTTATAAT AACACAATTT TTCATCGTGT TATTGATGGC TTTATGATTC 85620 

AAGGTGGCGG TATGGAAAGC GGTATGCGCG AAAAAGCAAC TAAAGCCCCA ATCCAAAATG 8 5680 

AAGCGAACAA TCGTTTAAGT AACAAACGTG GAACCATTGC AATGGCTCGC ACTTCAGATC 8574 0 

CACATTCAGC GACAGCACAA TTTTTCATTA ACGTGGCAGA CAATGATTTC TTAAATTATC 85800 

GTTCAAAAGA AATGTTTGGT CGCGAAGTCG TTCAAGAATG GGGCTATGCA GTATTTGGCG 8 5860 

AAGTGGTTGA AGGTATGGAT GTTGTGGATA AAATCAAAAA AGTGAAAACA GGCAACAAAG 8 5920 

GCTTTCATCA AGATGTTCCA ACTGAAGATG TAGTGATTAC ATCGGTTTCT ATTGAGTAAC 8 5980 

AAATGAGCAT AAAACAACAT CGCCCTAAAG TTGGAGAAAT TCTAGAATGT GATTATGGTC 86040 

AATTTTCGCA TACCTGTCAC GTTGATGGAC ATATTCCACC TGAAATGGTT AAAAAACGTT 86100 

TGGTTGTTGT TTTGAATGCT AAACTGAATG GGCTTATTTT AGTTGCACCA ATTTCATCTA 86160 

AAATTAATTT AGATGGTATA AAAAATGGCT ATCATATTGA AATAGATTCA GAATTAATAA 8622 0 

AAGCAACAGG CTTTTATGAT AAAAGGACTC GCTGGATTAA ATCTGAATTA ATTCAATCAG 8628 0 

TAAGTCGTCT CCGTCTGTAT CATATTTATG ATAAAGGAAC TAAAATTACT CAATATTTGC 8 634 0 

CAAGGGATGT TGTAACAAAA GTTCAAAGAG CTATCATAAA AGCAATCAAT GCAAGCTCAT 86400 

TACTTGACAA GTAGATAGAA TACAGTATAG ACTTCCGAGC GTAACGCCTT AGAGCGATCA 86460 

TCATCGAAAG ATGAGTTTTT AAACGCCATT GAGCGATGAA TCCCCTGATT AGCGATAATT 86520 

AGGGGATTTT TTATAGAATT TAGATAAAGA TATTTATGCA CTTCTTCGAC ACTCACACGC 86580 

ATCTTAATTA TCTCCAACAA TTTACTGGGG AACCGTTGTC ACAGCTTATT GATAATGCTA 86640 

AGCAAGCCGA TGTGCAAAAA ATACTGGTTG TGGCGGTGAA AGAAGCTGAT TTTAAAACAA 86700 

TCCAAAATAT GACCGCACTT TTTCCTGATA ATTTGTGCTA TGGGCTTGGG CTCCATCCTC 86760 
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TTTATATTCA AGAACACGCC GAAAATGATT TGATTCTGTT AGAACAAGCC TTAAAAAATC 8682 0 

GTGATACAAA TTGCACGGCA GTGGCAGAAA TTGGTTTGGA ACGCGCGATT CCCGATTTGC 86880 

TCACCGATGA ACTTTGGGCA AAACAATGTC ATTTTTTTGA AAGCCAACTT TATTTGGCAA 86940 

AACAATTTAA TTTACCCGTC AATATTCACA GTCGAAAAAC CCATGATCAA ATTTTTACTT 87000 

TTTTAAAACG TATTCCATTA TCTAAACTTG GCGTGGTACA TGGTTTTTCA GGAAGTTACG 87060 

ATCAAGCAAA ACGCTTTGTT GATTTAGGCT ATAAAATCGG AGTTGGCGGC ACTATCACTT 87120 

ATGAACGAGC CAATAAAACT CGTCAAGCAA TCGCGAAGTT GCCGCTTGAT GCCTTAGTGT 87180 

TGGAAACAGA CAGCCCAGAT ATGCCTGTAT TTGGTTTTCA AGGCCAACCT AATCGACCAG 87240 

AACGTATTGT GGAAAGTTTT AAAGCTCTTT GCACCTTAAG AAATGAACCT GCTGAATTGA 87300 

TTAAAAAACT TACATGGGAA AATGCTTGCC AGATTTTTTC TTGATCCACG TCACATTACT 87360 

GAAATTATTT TGAATTAAAT ACTAGAAAAA AGAAACTGGC ATAATAATAT CCGCCTCGTA B7420 

GAAAGTTTTT CTCAACACAC AATAAGGATA TATTATGTCG CAAATCTATA CTCAGGTGAG 87480 

AAAGTTAGCG GAACAGTTTA TTGAGCCTTA CGCCGACGAA CTCGATCAAA AAAAGAGGCA 87540 

TTTAAGGAAT TAGGTAAAGC TGGTTGGTTT TCACTTTTAA TTCCAAAAGA ATACGGCAGA 87600 

ATGGGATTAA CCCTAAAAGA ACACGCTGAA GTCTGTATGG CATTAGCTGA AAGTTCAGCC 87660 

TCTGCTGGTC TCTGTTATAT GATGAGTAAC GTTGCAGTGA ATTGTTTAAA TCTATTCGGC 87720 

AGCTATCAAC TCAAACAAAA AATCTTTTCT GACATTGTTC AAAATAAAAC CTTTGCCGCA 87780 

CTCGCCTATA GTGAATTAGG CACGGGTACT CACTTCTATT CGAGTTTTTA CATCAACATG 87840 

GCTTGGAATT TGGTCAAGAT TATGTAGAAA AACG CTTTGA TGTGGGTGTT GGTTTGCACG 87 900 

GTGATCATGT AGGCGGTGAA TTAAATTCAG CCAATGCATT CACCGAAACC TTGTTCAAAA 87 960 

TGGATTACAA CAATCCAGAA CATAAAGAAA TGATGGATTT GGAAGGATTA AAACGTTGGA 88020 

TTGCGCGCAG AAAAAGCCTT AAATTACCTT CCACCAGAGC AAATATCAAA ATTTCAGACA 88080 

AAAAATTGCC CCATTAAGGG GCAATCTTAT CAATGTTCTA AAGTTACTTA TAGCTTTAAA 88140 

CAACGATTAA ATATGTTGGT TAATGAAGTT AGCCAATTGA GTTTTTGGTA ATGCACCAAC 88200 

TTGAGTTGCA ACAACTTGAC CATTTTTAAT CAATAATAAT GTTGGGATAC TACGAACACC 8 8260 

AAATTGTGCT GGCGTTGCTT GGTTATCATC CACATTCATT TTCACGATTT TAACTTTACC 8 8320 

TGCAAATTCA GGTGCAAGTT CATCTAACAC TGGTGCAATC ATTTTGCAAG GACCACACCA 88380 

AGGTGCCCAA AAGTCTAATA AAATGGGGAT ATCTGAATTA ACTACAACAC TTTCAAAATC 8844 0 
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TGCGTCATTA ATGTGTAATA CTTCGCTCAT TTTGTTTTCC TTATTTTGTG AATGGAATCC 88 500 

CTATATAAGG GCTTTTTTTA AACTTACAAG TGCGGTGCAG AATAACACCG TTTTAAAAAA 88560 

TGTAAACTAA TCGTTTTAAT TGCCGAAAAC TAAGACGGCA AAACAATATT TTCACACACT 88620 

TTACCCGATT TCAATTTATA AATGTTTGAT AAAGTCACGT CTGCAATATT GGTTAGTGCT 88680 

TCTTCGGTTA AAAACGCTTG GTGACCTGTT AGCAATACAT TATGGCAAGA AGATAAACGG 88 740 

CGGAAAATAT CATCTTGAAT CACTTCGTTA GACTTATCTT CAAAGAATAA ATCACGCTCA 88800 

TTCTCGTAAA CATCCATACC TAACGCACCG ATTTTACGCT GTTTTAACGC ATCAATCGCA 88860 

GCTTGAGTAT CAATCAAAGA ACCGCGACTC GTATTAACGA TCATCACGCC ATCTTTCATT 88920 

TTTGCAAAAG CCTCGCAATT TAATAAATGA TAGTTTTCTG GCGTTGCTGG GCAATGAAGC 88980 

GTAATCACAT GAGATTTAGC ATAAAGTTCA TCTAATTCAA CATATTGTCC CCCCAGTTCT 89040 

TCTACTACTG GATTTTTGAA AGGATCGTAC GCCAAGATAT TCATGCCAAA ACCTTTCAAA 89100 

ATTCGCATCA CTGCGATCCC GATTTTTCCT GTTCCGATTA CGCCGACTGT GCGTCCGTAC 89160 

ATATTGAAAC CAATTAACCC CTCAAGAGAG AAATTCGCTT CTCGGGTACG CTGATAAGCA B9220 

CGATGAATTC GACGGTTCAG AGTCATCATC AAACCGATGG TATGTTCCGC CACCGCTTCA 89280 

GGCGAATAAG CTGGAACGCG GACAACTTGG ATGCCTAATT CTTGAGCTGC TTTTAAATCA 89340 

ACATTATTGA AACCGGCACA GCGCAAAGCC ACAATTTTCA CACCAAGTGC GGCTAATTTT 89400 

TCTAATACTT TTCGGCTACC ATTATCATTC ACGAAAATGC ATACTACTTC GCAATGTTCT 89460 

GCCAAACGCA CAGTGCTCTC GTTCAACATA AAATCAAAAA ATTCTAAATC GAAATTATAT 89520 

TTCGCGTTAA TGAGCTCAAT ATATTTTCTG TCATAACTTT TAGTGCTATA GATTGCAATT 89580 

TTCATGGTTT GCTCCAATTA TTTTAAGTTT GCAAAAGCTT GTAATAAGTC CGCTTTAATA 83640 

TCTTCTACAT CTTCAATACC GACTGAAAAA CGCAACAAGG TATTAGTAAT CCCACGAGCT 89700 

ACACGCTCGG ATTCTGGAAT ATCCATATGA GTTTGAGTGG CAGGATAAGT AATAAAACTT 89760 

TCTGTGCCGC CTAGACTTTC TGCAAAAGTA ATCAATTTGA TGGATTTTAA AAATGTATTA 89820 

ACCCAAGCTT CATCTTGCAA ACGGAAAGAC AACATCCCAC CTTTATTCGG ATAAAGCACC 89880 

GATTCCACTT GTGGTTGAGC TTTTAAAAAT TCCGCAATAG CTTGTGCATT TTCTTGATGG 8 9940 

CGTTTCATAC GCAAAGAAAG . GGTCTTCATA CCACGAATAG TCAGCCAAGA ATCAAAAGGA 90000 

GAAAGCACCG CCCCTGCACC ATTTTGAATA TAAGCAATGC GATCACAAAG TTCTTGCCCT 90060 

TTCGCAACAA TTAAACCAAC AAGTGCATCA TTATGCCCAG CAATATATTT AGTTCCGCTG 90120 
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TGAATTACCA CATCCGCACC TAAATCTAAT GGACGAGAAA GCACAGGCGT TAAAAACGTA 90180 
TTATCCACGA TCAACATTAA GTTATGTTTT TTCGCAAGTT TTGCAATTTC AACCACATCA 90240 
CATTCTTCCA TTAAAGGATT CGATGGGGTT TCAATAAAAA TCGCTTTCGT ATTTGGGTTA 90300 
ATGGCAGCCT CAATTGCTGA AGCAGATGCT GTATTAACAT AAACAGGTTT TACACTATTG 90360 
TTATTTTTAT AAGAAAAATC TAATAATCGA TAAGTACCAC CATACACATC GCTAGAAACA 90420 
ATCCATTCAT CTGGGGCGGT AAAAAGCGTC ATCAAAACTT GAATTGCAGC CATACCAGAA 904 80 
GAAAACGCAA AACCACGATC TCCATTCTCT AATTTAGCTA TCGTTTCTTC TAATACTGTG 9054 0 
CGAGTTGGAT TTTTGGTACG TGTGTAATCA AATCCCGTAC TTTCACCGAT ACCACAATCA 90600 
CCATAAGCCG TAGAAAGAAA AATTGGTGCA GAAACCGCGC CCGTACGCTC ATCACTGCGA 90660 
TTGCCTGCTT GAGCTAATAA AGTATCGATA GCATATTGTT GTGTCATAAC ATCCTCTAAA 90720 . 
AATAATGAAA AAATTGACCG CACTTTACGT GTTAAAAAAC GTTTAGCATT TTGGCACAAA 90780 
GGAAAAAGTG ATAAAAGTAG AAATTAGAAA ATTACATAAA ATTTCATTTT TCCATCATTT 9084 0 
TCTGTGATTT ATTTGAACAA AATGAACTTT TTTTAAACGG TTAGACAATT TTTTTAAATC 90900 
TGTAATTGAC AGTTATCTGA ATTTCCGTAA AATGCGCACC AATAACAGCG AATGCGGGAA 90960 
TAGCTCAGTT GGTAGAGCAC GACCTTGCCA AGGTCGGGGT CGCGAGTTCG AGCCTCGTTT 91020 
CCCGCTCCAA TTCGTGGCGT GTTAGCAAAG CGGTTATGCA CTGGATTGCA AATCCATGTA 91080 

GCTCGGTTCG ACTCCGGGAC ACGCCTCCAT AATACGCAAA TGTTAGTTGT CTATATGCCC 9114 0 

GAGTGGTGGA ATCGGTAGAC ACAAGGGATT TAAAATCCCT CGCCTTTCGA GGCGTGCCAG 91200 

TTCAAGTCTG GCTTCGGGCA CCATTTAAAC ACCAATCCAA AGATTTTAAA ATTTACTTTA 91260 

AAATCATCTA ATTGGGTCGT TAGCTCAGTC GGTAGAGCAG CGGACTTTTA ATCCGTTGGT 9132 0 

CGAAGGTTCG AATCCTTCAC GACCCACCAC TTAAAAATAA AGTAAGCACC GAAAGGTGTT 9138 0 

TTTTTATTGC CTAAATCTGA TACTACTTTT TAAATTACTT GCTTATTGAA AAATAGCTAT 9144 0 

TCTCTCCATC CAATCTAAAA TAATTAATAT ATTTTATCGC TACGTTATAC TTTCTAAATA 91500 

AAATAGCACC TGAAAATCAG ATGCTATCCA AAACACAATA AAAATTTACC GCACTTTATG 91560 

ACTTCAATAA GTAAGCCCGT AGTTGTGCAA AATCATTATC CATTTCATCT GAAAGCAATG 91620 

GTAGCTGATT ATGTTTATCC AGTGTTTCAG GTAATGGAAG CTGAATACCA AGAATACGTT 91680 

CTACGGATTC TTTAAATTTC GCAGGATGCG CCGTACACAG GAAGATTCCT GTTTCACTCG 91740 

CTTTAAGTTG ATCTTTCAAC ACCTGATAAG CTATCGCACC GTGAGGTTCA CATAAATAAC 91800 



-77.56- 

SUBSTJTUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



CTTTCGACTG CATCGCTTTT AAGGTATCTT CTGTTTCGCT ATCACTTAGC ATCCCCGAAC 
CTAAATCAGT TAAATCCCAA CCATTTCGTT TAAACAATTC CTCCACTCTT GGCCAATTAT 
TTGGGCGACT TACATCCATT GCATTAGAAA GGGTTGCAAC TGTCGTTTTA GGATCCCAAT 
TACCCGATTT CAAATAACGT GGCACAGTAT CATTTGCGTT TGTTGAGGCG ACAAAGCGTT 
TTATTGGCAA GCCTAAGGTT TTTGCAATTA ATCCCGCAGT TAAGTTACCA AAATTACCAC 
TTGGCACAGA AACCACGACA TTATCACGTT TTTCTTTTGG CAATTGTGCG ACAGCTTCAA 
AGTAATAACA AACTTGAGCT AATAAACGGC TGATATTAAT AGAATTTGCA GAGTTAAGCC 
CGATAGCTTG GCGCAATTCA ACATCATCAA AGGCTTGCTT AACCAAAGCC TGACACGCAT 
CGAAATCAGC GTTAATCGCA ACAGTACGAA TATTCCCACC TAAAGTACAG AACAGCTTTT 
CTTGCAATGG GCTGATTTTG CCTTTTGGAT AAAGGATAAC TACATTAATA TTTTCTAATC 
CATAAAACGC ATGTGCTACA GCGGCTCCAG TATCGCCAGA CGTAGCCGTT AAAATAGTAA 
TTTTGCCATC GCCACGTACC GCAGCAAGTG CCTGTGCCAT AAAACGCCCA CCAAAATCTT 
TAAATGCTAG CGTTGGACCG TGAAATAATT CAAGTGCATA AATATTTTCT TCCACTTTTT 
CTAACGGTGC AGGAAAAGTG AATGCATTTT TCACCATCGC ATCTAACGTT GCTTGTGGTA 
ACTCGCCATC AATTAATGCA CCTAGAATTT TTTGACTACG CTCAACAAGA GGCAATTCAA 
GTAATTCATT AATGTTATTA AGTTGAGGAA TAACTTCTGG AAAGAATAGA CCTTGATCCC 
GCCCAAGACC TTGACGAACA GCCTGAGAAA AAGTGACTTG TTCTT CTGGG TGTTTGATAT 
TGTATAAATT CATATTTAAT CCGTTTTTAA TCTGATTTCA TCTATTTAAA TTAACTTATT 
TAATTTCTCT TGTGCCTTCG TTATCAACTT TACATACATG CACAAAACCT TCATTATTTT 
GTAAATAATG GCTTTCTAAA TAACTTGAAA GTTTAATTGC AGTTTGTAAA TCAGGGGCAA 
TAGAGAAAAT AGTTGGCCCT GAGCCTGAAA TACCTGTGGC AAGTGCGCCT AAGTCTCGAG 
TAGCTTGTTT TACTTCAGCA AAATTAGGTA ACAGAGATTC ACGATAAGGC TCGGCAATGA 
CATCTTTCAT CATAATCGCG GCAAGATTTT CCTGATGGGT ATGGCAAGCA TGCACAAAGC 
CACCTAAATG ACGACCATGG GCAATCACGT TTTGTCGAGT ATAGCTTTTC GGTAAAATTG 
CTCGAGCTTC AGCAGTAGAA ACTTCAATTC CCGGATAGGC TAACACCCAA TACCAATTAT 
CAAAAAATGG CAATTTTTGA CAAATATTGC CGAGCGATTG CACCATAAAT TGCACACCGC 
CAAGATAGCA AGGTGCGACG TTATCATAAT GGATTGAACC AGAAATACGA CCTTCCAATT 
CTCCCATCAT TTCAAGCAAT TCCATTTTCG AAAAAGGTTC ATTATGAAAC TGATTTAATG 
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CCACTAATGC AGCAACAATA GAACAAGCAC TAGAGCCTAA ACCAGAGCCA ATAGGCATAT 93540 
TTTTTTCGAG CGTTAAACGT AAAGGTTTAA CATTTGCTCC GCGTAATTTT AATTGCTCGC 93600 
TAAATAGCAC ATAAGCTTGG TAAACAATAT TTTTTTGCGG TTCTTTCGGT AATTTACGAA 93660 
CAAAATAGCC CGCACTTTCT AACTCAAAAC CAGTTGAAAT AGATTCTATT TGAACCACAT 93 720 
CGCCTAACAA AGAACCATCA ATAGGAGAGA TCGCAGCACC TAAAGTATCG AAACCTACGC 93 780 
TAATATTCGC GCTAGATGCA GGGGCGTAAA TTCTTAACAT TGGGAATCCT TATTAATGTT 9384 0 
GTAATGTTCT TAAAATATCT GCAAAGATAC CTGCCGCAGT AACTGCATTA CCTGCGCCAT 93 900 
AACCACGTAA TAAAAGTGGA ATCGGCTGAT AATAGCGAGT GTAAAATGCC AAGGCATTTT 93960 
CACCATCTTT CACTTTATAA AGTGGATTAT TCAGATCTAC CGCAACGATG GATACTTTGC 94020 
ATTTTCCTTC ACTAATTTTT CCAACATAAC GCAATACTTT GCCTTCTGCT TTAGCTGTGG 94080 
CAACGCGAGT TTTAAATTCT TCATCAAGCT GAGGCAACAT TGCCATAAAC TCATCTGCAG 9414 0 

ATTTTCCATC GGAGAAGCCT TTTGGCAATA CACCTTCAAC TTCAACATCT GAAAGTTCAA 942 00 

GTTCAATTCC CGCTTCACGA GCAAGAATTA ATAATTTGCG TGCTACATCT TGTCCAGAAA 94260 

GATCATCTCG AGGATCTGGC TCAGTAAAGC C TTTTT CACG CGCAAGTGCG GTTACTTCTG 94320 

AAAGAGAAAG TCCTTCTTCC AACTTACCAA AAATAAAGGA AAGCGAGCCA GATAAAATCC 94380 

CTTCAAAATA TTCAAGCTCA TCACCTGCTG CAAGTAAGTT TTGGAGATTT TCAATAACTG 9444 0 

GCAAGCCCGC ACCTACATTG GTTTCATATA AAAATTTATG CTGGCTTGCT TGGGCATTTT 94500 

GGCGTAACTC ATTGTAATAA ACTAATTCTC GTGTATTCGC TTTTTTGTTT GGCGTAACCA 94560 

CATGGAAACC TTCTTTTAAC GCACGAGCAT AAAGCCCTGC TACAGATTCG GCTGAAGTAC 94620 

AATCTACAAA TACTGGATTC ACCACATGAT GTAATTTAAT GAAAGAAAGC AATACATCAA 94680 

AATCTGATGG CTGAGTCGCA TTTTCTAAAT CGTTTTTCCA ATCCTCTAAA TTTAATCCAT 94 74 0 

TTTCATCAAG CAACATACGG TTGGAATTCG CAATAGCACA AACTCGAATT TCAACATTCT 94 8 00 

TCTTTGCTAG ATACTCCTTT TGACGCTTTA CCTGCTCAAT TAATTCTCCG CCTACTCCAC 94 86 0 

CAACGCCCAC TAAAAACATA TCCACGACTT TTTTATTATT GAAAAGCGCC TGATGGGTAG 94 920 

CCTTCACCGC TTCAATGGCT TTATTTTGCG GCACAACCGC AGAAATTGAA CGTTCGCTAG 94 980 

ATCCTTGTGC AATCGCCACA ATGCTAATGT TTGCCTGCGC TAATGCCGAG AAGAAACGAG 95040 

CAGCAATGCC TTTCGCTTGC TTCATTCCAT CGCCCACAAC AGAAATAATG GATAAGTCTT 95100 

TAATCACTTC AATTGGTTCT AATTGATGTT CATTTAATTC ATTAGCAAAC TCCGTTTCTA 9516 0 
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GTACGGTTTT 


CGCTACTTCT GCAGATTTCA CAGGCACACA GAAACTAATA CTATATTCAG 


J JiiZ u 


ACGAAGACTG 


AGTAATTAAA 


ATAACTGAAA 


TGCCTGCGCC 


TGACATGGCT GAAAATACGC 


9528 0 


GAGATGCCAT 


GCCTACCATA 


CCTTGCATAC 


CAGGGCCTGA 


CACATTAAAC ATCGCCAAAT 


95340 


TGTCTAAGTT 


AGTGATACCT 


TTAACTTGCA 


AACTTTCTGA 


TTTCACATTG CCATCAATAA 




TCGAACCTGG 


TGCAGAAGGA 


TTTCCTGTAT 


TTTTAATGAC ACAAGGAATA TTTTGTGGCA 


y Z>*m O U 


ACAATGGCCC 


AATCGTACGA 


GGATGAATCA 


CTTTCGCACC 


GAAATAAGAG AGTTCCATCG 


q c co rv 

zf 3 OZ U 


CTTCACGATA 


AGAAAGCGTT 


GGTAATAAAC 


GTGCATCAGG 


CACTAAACGC GGATCGCAAG 


ocean 

733QU 


TATAAACGCC 


GTCCACATCG 


GTCCAAATTT 


CGCATACACT 


TGCGCCTAAA CAAGCGGCTA 




AACAGGCGGC 


AGAATAGTCT 


GAGCCATTAC 


GACCGAGCAA 


TACCAACTCG CCTTTTTCAT 




TACCCGCAGT 


AAAACCTGCC 


ATCAGCACCA 


CTTTATCTTT 


TGCGATATTT GCTGCATCAA 




CACGTTTTGT 


TGATTCTTCA 


ATTTCAACAG 


AAGATTCAAG 


ATAACCGCCT TTTGC CAATA 




ATTGTTTGAC 


AGGATCCACA 


ATATGTACGC 


TATAGCCACG 


CGCTTCAAAC CAAGCTTTCA 


958B0 


TCATTGCAAT 


AGAAAGTTTT 


TCCCCACGGC 


AATCAATGGT 


CGCTTTAACT GCATCTTCTA 


95940 


CTTTTCCTGC 


CTGACGGATT 


TCTTCTAATA 


ATGCTTTAAT 


TTGAACAAAT TCAGCATCAA 


96000 


TAAGTGCTTT 


GGTACCATTT 


AAGTCGAATT 


GATTATTTTC 


CGTATGTAAG CCGTTGATGA 


96060 


TGTTATAGAA 


AATTTCGATT 


GCTTCGTTGA 


AATGCGTATC 


GGTTGATTGA TTTAATGCTG 


qc ion 


CTTTTTCAGA 


AAGGGCGACG 


AGATGGTTGG 


TTATTTTGGC 


TGGTGCAGAT AAAACACCTG 




CAGCCTGCTC 


TTCTAAATGA 


GCTTGCTCGA 


TCAATTTCGC 


CGCTTGGGAA AAACGTTCCG 




GATTTGCAAG 


CGAAGTGCCG 


CCAAATTTAA 


GTACGCGCAT AATTGGTTCT CCTAGATATT 




GTGTTTTTAA 


ATTTATAAAA 


AAACCCGCTA 


TTCAGTTGAA 


TCGCGGGTTT TCTGTATCTT 




GTTTTTGCTG 


CACTAACCCG 


CACCATTAAT 


CATAATAATG 


GTCATCATAA TGGCGGTAAT 




CGTGCTAATG ATTACGGATA AAGTGCGGTT 


ATTTTTCATT 


GTGTTTTATC TTGAAAAATG 




AATGCGTAAA 


GAAATACCGA 


AATTTCCCGA 


GCTTGTCAAA CAGAAAGTGA CAAATTTTTC 


96 <?4 0 


AGAAATTTTC 


TTAGTCAATA AATTTCGTGT 


AAACTAACCG 


CACTTTTTTA TAAAGGAAAA 


96600 


CCTATGAATA 


TCCAGCATAA 


TCTCAACCTA ATTCAGCAAA AAATTGAAAC GGCTTGTAAA 


96660 


GAAGAAAATC 


GCAATCAAAA 


TACCGTAAAA 


TTACTTGCCG 


TATCTAAGAC CAAACCTATT 


96720 


TCTGCTATTC 


TTTCGGCTTA 


TCAAGCGGGA 


CAAACGGCTT 


TTGGGGAAAA TTACGTGCAA 


96780 


GAGGGGGTAG 


AAAAGATCCA ATATTTTGAA 


TCGCAAGGAA 


TTAACCTTGA ATGGCATTTT 


96840 
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ATCGGCCCAT TACAATCGAA ■ TAAAACCCGT CTCGTTGCAG AACATTTTGA TTGGATGCAA 96900 
ACGCTTGATC GAGCAAAAAT TGCAGATCGT TTAAATGAAC AACGACCGAC CAACAAGGCT 96960 
CCATTGAATG TATTGATTCA GATTAATATC AGCGATGAAG AAAGTAAATC AGGTATTCAA 97020 
CCTGAGGAAA TGCTAACACT AGCAAAACAC ATCGAAAATT TACCGCACTT ATGCCTACGT 97 08 0 
GGCTTAATGG CAATACCCGC ACCAACCGAC AACATCGCAG. AACAAGAAAA TGCATTTAGA 97140 
AAGATGTTGG AGCTGTTTGA ACAACTTAAA CAAGTCTTAC CCAATCAACA AATTGATACA 972 00 
CTTTCTATGG GAATGACGGA TGATATGCCG AGCGCAATAA AATGCGGTTC TACAATGGTA 972 60 
CGCATTGGCA CTGCGATTTT TGGTGCGAGA AATTATTCAA CATCACAAAA TAAATAATCA 97320 
TGGAATAAGG CCCGAATTTA AAACAAGCCT TATTTCTTAA TGAAATTTAA ATGCCAGTAC 97380 
TCTCGCCACA TTTTGAGCGG TAGAAATTAA ATTTTGTTCG CCTTGTTTGA GAATATCCGA 9744 0 
TAAATCGCCA AGTTGGTGAA TAATAGGGAA CACCGCATCA ATACCGTGAT CAAACACCAC 97500 
ATCATAATCT TCACGCAAAC ACCCTGCGAT GGCGATCACT GGCTTATTGA ACTGTTTTGC 97560 
CGTACGTGCC ACACCAATTG GCGTTTTACC CATAATACTT TGTGCATCTA TTCGGCCTTC 9762 0 
ACCCGTAATC ACTACATCAG CATCTTTTAC ATAGTCAATT AAATGTAACC GGTCTAACAC 9768 0 
AATTTGTATG CCTGCTTTCA GTTGTACGCT TGGTAATAAT AGCAAGCCAC CACCCATACC 9774 0 
ACCAGCAGCA CCTGCGCCAG CCTGATCACG AATTTGTTTA CCGCAATCGC GTTCGGCAAT 97800 
TTCAGCAAAA TGCGAAAGTG CAGCATCAAG TTGTTTCACC ATTTCAGGCG TTGCGCCTTT 97860 
TTGTGGTCCA AAAATGGCAG ATGCACCACA TTCACCACAG AGCGGATTAT TCACATCGCA 97920 
CGCTACTTCA ATGTGAACTT GTTGCAAACG TGGATCTAAT TGTTGAACGT CAATCTTCAC 97980 
AATATTTGCT AGCTCTGCTC CACCAAAACC GATAGGCTTA TCTTGCGAAT CTAAACATTG 98040 
CATCCCTAGT GCTTGCAACA TTCCTACACC ACCATCGTTG GTTGCGCTAC CGCCAATGCC 98100 
AAGAATGAAA CTCTCTACGC CTAAATCTAA TGCCAGTTTA ATCAACTCCC CTGTGCCGTA 98160 
ACTGGTGGTA AGCAAGGGAT TGCGTTTTTC AGGCGGAACA AGATGTAAAC CAGAAGCTGC 98220 
TGCCATTTCG ATAATCGCGG TTTTTCCATC TCCCGATAAA CCGAAGAAAC TTTTCACTTT 98280 
GTCACCCAAA GGCGCGGTGA CTTCACATTC AATGAGCTTG CCTTGCGTGG CATCCACAAG 98340 
GGATTGAACT GTACCTTCGC CCCCATCTGC CATTGGCAAT TTTACATAGT CCGCATCGGG 984 00 
GAATACACGT TTGAAGCCTG TTTCAATGGC GGTAGCGACT TCAAGTGCGG TCAAACTTTC 98460 
TTTAAAAGAA TCAGGTGCAA TCACAAATTT CATAACAACT CCTAGAATTT AAATACGCCA 98520 
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AAAATTAAGG TAGAAACGAT GGTCATCATC AAACCGACCG CACTTTCATA AGGAATAAGT 98 580 

TTTAAACGTT CTTTGATATC CATATTCACA CTACCGCCTG TGGCATGGAA GAAAGAACCA 98640 

TGTGGCATAT GATCAAATAC GGTCGCCCCT GCATGAATCA TTGCTGCACC AGCAAGACTG 98700 

CTAACTCCAA GTTCTAACAA GGTACTACTG AACACATTGG ATGCCACCGC AGTACCTGCC 98760 

GTGGTAGAAG CTGTCGCTAA AGACATCAAC ACCGCTGAAA TTGGTGCAAG AATGTATGAT 98820 

GGCAAACCTG AATGTTCCAA ACCTTGAATC AATACTTCTT TTAAACCAGA ATTAGCAATG 98880 

ATGCCAG CAA GCGCGCCTGT ACCAAGTAAC ATAATTGCCA CGGGTGTCAT TTTACTCAAT 98940 

CCATTGATAG CATAACTATT TATATTGCGA AGTTTGGCCA TACAAAACGC ACCAATCAAA 99000 

CCACCTAACG GCAATGCAAT TAATGGATCA ACTTTAATAT CAAACAATGG ACGAAGTGCC 99060 

AAT AG C AAAA TTGCCACTAA AGGTGCGACA AGTGCGGTCA GAAATGAAGG TAAATTTTGC 99120 

GTTTCAAGCA CGATTACCTC TTTGTCAGTC ACTTTAGAAC CTTTGTTGAT TAAGCGTTTT 99X80 

GCTAAGAAGT AGGTGAGAAT CAAACCAAAT AGCGCGGGAA TTATACCAGC CATCATCACG 99240 

GAAGTGAGTG GCAAATGAAA AGTATCTGCT GCCGCAATGG CATTTGGGTT TGGCGACATA 99300 

ATATTACCAG CTTTACCACC GCCAATCATG GCGAGCAAAA TTGCAGCTTT CGATAAATCG 99360 

CTGCGACGCG ATAACGCTAA AGCAATTGGT GAAACAGTAA TCACTGCOAC ATCCACGAAC 99420 

ACACCCACCG CAGTTAAAAT CATCGTCGCT AGTGCCAAGG CGAGTAAAGC TCGAGTTTCA 99480 

CCCAATTTAT TAGTAATGGT TTCCGTGATG GAATTTGCTG CACCCGATTC AATCAGCACA 99540 

CCGGCCAACA CACCAGCAGC TAAGATACGC ATAACCGCAG TAGTAATACC CTGTGCGCCA 99600 

CCGATCATTA GGCTCACTGT TTGCGATAAA TCCGCACCAC CAATTAAGCC . TCCAACCAAA 99660 

GCTCCCACTA ACATACCATA AGCTGGTGAG ACTTTTTTCA AAATGAGGAA GATAGCAACG 99720 

ATTAACGCCA CCAACGCACC TATTGCTGAG ACTGTTGTCA TTTTTTCTCT CCTATAAAAA 99780 

TTAAAACCAA GGAGATTATT TCTGTTTTAT AGGGGAAATG CTTTATTAGA GCAAACAAAA 99840 

AGTGCGGTTA AAAATCATCA AACTTTGTAA AGTTATACAA CCTCAATGTT CTAACAACGT 99900 

TCCGAGATAG AGCGTTAATT TATCATCTAT CTTATTGAAA AATAAGCCAG TTATTTGCTC 99960 

TATTTTGTTC AATCGATAAC GCAAAGTATT CGGGTGAACA AATAATTTTT CCGCAGTGAG 100020 

ATAAAGATCA CAATTTGATA AAAAATATTG TTGAAGGGTT TTATAAAGTA TCGCATTTyC 100080 

TTCTGAGAAA nGGGGAGAAA GGGGTTTTAT CAATTCGTTC CCTTGCCAAG AATGGGATAA 100140 

TCCAGCAAGT AACACAGGCA ATCGATGCTC ATCAAACACA TAAATACCTT TGCGTGGATG 100200 
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ATGTTTTAAT CCATAAGAAA GCGTGCTTTG CGCACTTTGA AAAGACAAGG GAA6CTGCTC 100260 
AAAAAGCGGT AGATTTAGAC AAGCGCCTAC AGCAATTTTA TAATCTTGTT TTGAATAATC 100320 
TGCAGGTAAA AGCGTTTTCA TTTGAGCAGA AAGTACGGTG GAGTTTTGCC AAGTCTTTAA 100380 
GACCACAACC TGATCAAGGG ACAAAATTGC CACATCCTGT GCAAATTCAG ACTGTTCCAA 100440 
ATAATTGATC AGATTCTGTA AATTATCCAG GGCTGGATTA AGTAACTTAA TCAATACAAC 100500 
CACACGAGAT TTATTTAAAT CAAAAGAAAA AAATTTCGCC TGCTGTTCCA TCTCTTTCCA 100560 
ATTCAAATTG CAATGTAATA ATTGTAAAAT AAATTCTTCT TTGTAACGAC GATGCCAGCT 100620 
TTCTTGTTCG AGTAAAGCCT GTTGTTCCAC AATAAGTTCT GCCGTCATTT TCACTAGTTC 100680 
GGCATATTGT TTCACCTGAG TTGGCTCACC AGAAATCCCC ACCACTCCAA TATTTTTGCC 100740 
TAAATAATG A ATCGGTAAAT TAATCCCTGG TTGTGCTTCA AAATTCCATT TTTGTGCCAA 100800 
CG CTTGATCA ATCTCTACCA CACGATTTTC CCGCAACGCC AACACCGCTC CTGTGTGCCG 100860 
TTGATTCAAA CGCGTTGAAT TTCCCGACGC AATGATCACA CCGTCGTGAT CCATTACATT 100920 
TACAGAGTGA TGAATGATCT TCATTGCACG TTTAACAATT TTTTTGGCAG TGTATTTGTC 100980 
AAGTTGCATA TTTGTAATAA AGAAGATAAA TGAAGATAAA ATATTGAGAA AAAGAAAGTT 101040 
AGTCAAATAT TGTTTTATCT GCAAGAAAAG ACGGGAGACT ATTCTCCCGC ACTGCGTTTT 101100 
TATCGCTATA ATGTTTTATT CTGAACTTGA ACATATCCCA TAATTAATGC CAAAATACCT 101160 
AGTGGAAAAA TGAGATCTAT TACAGAACCA TCATTTCCCC AAATCAAGAA TAGCTTTGAT 101220 
- GAAAATAATT AAAATCGGTA AGACAATAGG AATACTCACG ACATAGCCCG TAATGGCTAA 101280 
TGCCCATTCT TCCTTTTTCT TACCTAGAAA TTTGATAAAG CTGAACGCCA TTTTTTCAGC 101340 
AACTGGGCAG ATTGAAGTTT CACCATGTAA AGGTTCTCGA ATAATGCTAC TTACAAAGGA 101400 
AGAAGTCGCT TTATTTGGTT TTCCTGGACG GATACAAATT GTGGGCAGGC GAAGACAGAG 101460 
ACCATCAACA AAACCTTTTC TTGTATAGTC ATTAATAAGT AATTCACTCA TTGCTTTTTG 101520 
TGCACCATAA GTCGATTGTG GCGTTACAGC AGTAGAATCC TGAATAATTT CTGGTAAATC 101580 
ACCACCAAAT ACAGCAAGTG AACTAGAAAA ATAAAACGAA TTTTAGTATC AGATTCATCA 101640 
AAATATGGGA AAGTGGCGAC ATTCCATATT TGTCCACTAA CAAATTTTGA TCACATAATT 101700 
TGCGACAAAA ATCTTGTTGA ATCTGCACAG AATGGCATTA GAGAATTAAA TATTAATTTA 101760 
ACTATCGTAT AAATAAATTA ATATAAATGA TCTGCACCCC AAAACTAAAC AAATAAGCTT 101820 
ACTCATTAAG GTGCAAATCA AAGTGCGGTT CATTTTTATA TTATTTTTGG CTACATACAG 10188 0 
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CAATAAAATG TAATTTATGT TCAGGATCAT TAAAGGTTTT GAACATTCTT TTAAATTGCT - 101940 

CACGATTTTC CGCTTTCATC GCATTACGGA TGATTTTTAA CGTACCGaAA ATTCCTTCAT 102 000 

CATAAATCAT TCCTTTTGGG GAAAGTAATG TCATCTCACC AGAGAAAGTA TCAACATTTC 102 060 

TAAAACCACT TTCTTGGAAT ATGCCTTTCC ATCCATCTTT CGTTAATGGC GTGACAGTCA 102120 

CGTTAATCGC TTTGCGCATA TTTTCTAGAA TAGTTTGATG ATCATTCCCC ACCAGCATAA 102180 

CATCGTGAGT AAGCAATAAA CCATTGGGTT TTAACACTCG AAAATATTCT GCAATGGCTT 102240 

TTTTCTTCGC TTCCACGGGT AACATTGTGA GCATCGCTTC ATTGATGACA ATATCAAAAC 102300 

TTTCATCCTC GAAAGGCAAC TTCATCGCAT TCGCACGCTG TACATGAATT TTTTCCTGCA 102360 

AGCCATTTGC TTCAATATTT GCTTGTGCTT TTGCTAACGC ATTTTCATCT AAATCAACAC 102420 

CTTCAATATG ACAACCAAAT TGTTTCGCCA ATCCAATTGC AGTCGTCCCC ATATTACAGG 102480 

CAACCTCCAA CA CTTTTTTA TCTTGGCTAA AACCGCCATT AGCAATTAAC CAATCTGTCG 102 54 0 

CTTTTTTACC GCCTGGACGC AAACGCGTTT TACCCAAACG TGCAAGAAAA TTATGCCCTA 102600 

CTTCATCTTT TGCCATTTTT ATCTCCTAGT AATTAACTTG GTTTTTATAT TATAGATAAA 102660 

AATGATAACT ATTAAAATGT CAGATCAAAT AAATAnGGCG GAATAATTGT TCCGCCTTTT 102720 

CCTATTATTT CTTCAATGCT TTTTTCAATT CAAGTAATTC ACGACGTAAC TGTTTCAATT 102780 

CGCTTTCCAT TTCAGCTTGT TTATACAGTT TTTTGTCGGT TTCTGCTTGT TGAGAGCGCA 102840 

TCATCACTAC TTCTTGTCAC AATTGCAAAA CTTCGGCAGA ATTGACCGCA CTTTGTGTTG 102900 

AAACTTAATC TCTCAAGCGG TTTATTATCC AGATACGAAA TTTGTTGGTG TGGATTTAGC 102 960 

GGATAGTCAA ATTACCCAAG GTAATGAAAT TATTCAATCA ATGGGCTTAA CAAACGTTCG 10302 0 

TTTGCTTGAA TATTTTATTT ATCAAGTTGG tTCATTTACT ATTCAATCTT TAACACAGCA 103080 

TATTGAGGAA AATAAAGAAT TTGCCAATAT TACTGAAAAT GAACTGTATT CTGCGGTGCT 103140 

ATCTTTAGTT ATTTTAGGTT ATGTCTATGT TTATCTTACG ACCTATCCAA TTTATTCCTT 103200 

TGAAGATAAC AAAACTTACA TACCGAAAAG CTTTACTCAA TATGTAAAAA CATTGGTAGA 103260 

AGGCGCAAAT CAGTATATTG GTGCTGGAAA TATGTATAAC GGCGACGTAG AAGATTTGAA 103320 

TAAACTGCAT CTTTATATAA TGTCTCAAAT GGAAAAACCG ACAACTAAAG CTGAATTGAA 103380 

ATCAGCATTA CAAGGCTATT TAATTCAAAA TGAATATCAA GATATGAATA ACAATGATAA 10344 0 

ATTGATTGAT GAAACTTATG ATTGCACTGA GTTGTTTAAT GCGCTTTTTG ATGTATTAAC 103500 

AAGATTAGGT ATATCCAGCC TGTAAACCTA TAATCTGTGT ATGGTTCGTT TAATGTACCG 103560 
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TTTTGTTTTT CATCTAAATA TCAATTTAAA ' TTGAGAACTA TTTGCATTTA AATAAAATTA 103620 
GGCATAGAAT AGCCACAATT CAGGCTGAAC TGAATAATTT GCACTCAACA TAAGGAGCTT 103680 
TTCAATGCAA TTTAAACATT TCAAACTTGC TACCCTTGCG GCaCACTTGC TTTTTCTGCT 103740 
AATAGTTTTG CTGATATTAC CGTTTATAAT GGTCAGCACA AAGAAGCCGC TACGGCTGTG 103800 
GCAAAAGCCT TTGAACAGGA AACAGGCATT AAAGTTACGC TAAATAGCGG GAAAAGTGAG 103860 
CAACTTGCAG GTCAATTAAA AGAAGAAGGC GATAAAACAC CAGCCGATGT TTTCTACACT 103920 
GAACAAACAG CGACTTTTGC CGATCTTTCT GAAGCAGGGC TTTTAGCACC AATTTCAGAA 103980 
CAAACCATTC AACAAACCGC ACAAAAAGGC GTACCACTTG CACCGAAAAA AGACTGGATT 104040 
GCATTAAGTG GCCGTTCTCG AGTAGTGGTT TACGATCACA CTAAATTATC TGAAAAAGAT 104100 
ATGGAAAAAT CAGTGCTTGA TTATG CAACA CCAAAATGGA AAGGCAAAAT CGGTTATGTA 104160 
TCAACTTCTG GTGCGTTCTT AGAGCAAGTT GTTGCGTTAA GCAAAATGAA AGGGGACAAA 10422 0 
GTTGCGCTTA ATTGGTTAAA AGGTTTAAAA GAGAACGGAA AACTTTACGC TAAAAATAGT 104280 
GTGGCATTAC AAGCGGTTGA AAATGGCGAA GTACCTgCTG CGTTAATCAA TAACTATTAT 10434 0 
TGGTATAACC TAGCAAAAGA AAAAGGCGTG GAAAACCTAA AAAGCCGTCT TTATTTTGTT 104400 
CGCCACCAAG ATCCAGGTGC GTTAGTTAGC TATTCAGGTG CAGCAGTATT GAAAGCCTCT 104460 
AAAAATCAAG CTGAAGCACA AAAATTCGTT GATTTCTTAG CGAGTAAAAA AGGTCAAGAA 10452 0 
GCATTAGTGG CAGCGCGTGC AGAATATCCG TTACGTGCTG ATGTGGTTTC GCCATTTAAT 104 580 
CTTGAACCTT ATGAAAAATT AGAAGCACCA GTGGTGTCCG CAACAACAGC TCAAGATAAA 104640 
GAACATGCGA. TCAAATTAAT TGAAGAAGCT GGATTGAAAT AATCCAAATA TTGCGTGCGT 104 700 
GTATTTGAAA AAATTCACGC ACGCGTTTAC AATTCTCTAA CAAAATTAAC CGCTTGCGTG 104760 
CGTGAACTGA AAAGTTCACA TTCCTAAAAG GATTTAACTT TGCCTCGCAG ACCGCCATTC 104820 
TGGCTCACTT TACTTATCAT CTTAATCGGG CTTCCGTTAT GTTTGCCGTT TCTGTATGTC 104880 
ATTTTGCGTG CGACAGAAGT GGGATTAACG CGAAGTGTTG AGCTATTGTT TCGCCCTCGA 104 94 0 
ATGGCTGAAT TATTAAGCAA TACAATGCTT TTAATGGTTT GTGTAACTAT CGGTGCTATT 105000 
TCACTTGGCA CGTTTTGTGC TTTTT t ACTT GAACGTTATC GCTTTTyCGG TAAAGCTTTT 105060 
TTTGAAGTGG CAATGACGTT ACCCCTTTGT ATTCCCGCCT TTGTAAGTgG TTTTACTTGG 105120 
nTCAGCCTCA CATTCCGCGT TGAGGTTTTT TGGGGAACAA TTGGTATTAT GACATTAAGT 105180 
TCATTTCCTT TGGCTTATTT GCCCGTTTCC GCCATACTAA AAAGACTTGA TCGTTCTCTT 105240 
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GAAGAAGTAA GCCTTTCGCt TGGTAAAAGC CCTGTGTATA CCTTTTGGTA TGCTATTTCC 105300 

CCGCAACTTA AACCCGCCAT TGGTAGTAGT ATCTTACTGA TTGCTTTACA TATGTTGGTC 10536 0 

GAATTTGGTG CAGTGTCAAT TTTAAATTAT CAAACCTTTA CCACTGCCAT TTTCCAAGAA 10542 0 

TATGAAATGT CTTTTAACAA CAGCACTGCT GCATTATTAT CCGCCGTTTT AATGGCGATT 105480 

TGTATACTTA TTGTTTTTGG GGAAATTTTC TTTCGTGGAA AACAAACCCT TTACCACAGT 10554.0 

GGAAAAGGCG TTACTCGTCC TTATCTCGTA AAAACACTTT CCTTTGGAAA ACAATGTTTA 105600 

ACCTTCGGAT TTTTCTCTAG CATATTCATT TTAAGCATTG GCGTGCCTGT GATTATGTTA 105660 

ATTTACTGGC TTATTGTGGG AACTTCACTT GAAAGTGCGG GTGATTTTTC AGAATTTTTA 1057 20 

TCGGCATTCA GCAATTCATT TATCATTTCA GGCTTAGGCG CATTGCTTAC CGTAATGTGC 10578 0 

GCCTTGCCAT TAGTTTGGGC AGCTGTTCGT TACCGTAGTT ATTTAACGAT TTGGATCGAC 10584 0 

CGCTTGCCAT ATCTATTACA CGCTGTGCCA GGCTTAGTCA TTGCCTTATC ATTAGTCTAT 105900 

TTTTCCATCC ATTACG CTAA CGACCTATAT CAAACCTTTT TTGTGATTAT CATTGCCTAC 105960 

TTTATGCTCT ATTTGCCAAT GGCACAAACT ACATTAAGAG CGTCTTTAGA GCAACTTTCC 105020 

GATCAAATTG AAAAAGTCGG ACAAAGTCTT GGGCGAAACC CTTTCTATAT TTTTCGCACC 106080 

TTGACGCTAC CAGCCATATT ACGAGGTGTG GCAGCCGCAT TTGCTTTGGT TTTTTTGAAT 106140 

TTAATGAAAG AGCTTACCGC GACGCTTTTG CTCACATCAA ATGATATTAA AACCTTATCC 106200 

ATTGCTGTGT GGGAACATAC CAGCGATGCA CAATATGCTG CTGCCACCCC TTATGCGTTA 106260 

ATGCTCGTtC TTT T T TCGGG TATTCCTGTA TTTTTATTGA AAAAATATGC GTTTAAATAA 10632 0 

AATGATAAAT AATCCGTTAT TAACCGTTAA AAATCTCAAT AAATTTTTTA ATGAACAACA 1063 8 0 

AGTTCTGCAC GATATTTCAT TCAGCTTACA ACGCGGAGAA ATCCTCTTTT TACTTGGTTC 106440 

TTCAGGATGT GGCAAAACTA CATTATTACG TGCCATTGCA GGTTTTGAAC AACCCTCTAA 106500 

TGGCGAAATT TGGCTAAAAG AG CGGTTAAT TTTTGGCGAG AATTTTAATC TTCCAACGCA 10656 0 

ACAACGTCAT CTCGGTTATG TGGTGCAAGA GGGCGTACTT TTTCCTCACT TAAATGTCTA 106620 

TCGCAACATT GCTTACGGAT TAGGCAACGG CAAAGGAAAA AATAGCGAAG AAAAAACGCG 106680 

GATTGAACAA ATAATGCAAC TAACGGGTAT TTTTGAACTG GCGGATCGCT TTCCACATCA 10674 0 

ACTTTCAGGC GGACAACAAC AACGCGTAGC ATTGGCGCGT GCTTTAGCCC CTAATCCAGA 106800 

ACTGATTTTA TTAGACGAGC CTTTCAGTGC CTTAGACGAG CATCTTCGCC AACAAATTCG 106860 

CCAAGAGATG CTCCAAGCAC TTCGCCAAAG CGGTGCTTCC GCAATTTTCG TTACTCACGA 10692 0 
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CCGTGATGAA TCCTTACGCT ACGCTGATAA AATCGCCATT ATTCAGCAAG GTAAAATTTT 106980 
ACAAATCGAT. ACACCTCGCA CCCTTTATTG GTCGCCTAAT CATCTTGAAA CAGCAAAATT 107040 
TATGGGGGAA AGTATTGTTT TGCCTGCAAA TCTACTCGAT GAAAATACCG CTCAATGCCA .107100 
ATTAGGCAAT ATTCCTATAA AAAATAAATC AATCTCACAA AATCAAGGTA GGATTTTGCT 107160 
TCGTCCAGAA CAATTTAGCC TGTTTAAAAC ATCAGAAAAT CCAACCGCAC TTTTTAATGG 107220 
ACAAATAAAA CAAATTGAAT TTAAAGGnAA AATTACCTCC ATTCAAATTG AAATTAATGG 107280 
CTACGCAATA TGGATTGAGA ACGTTATTTC TCCCGATTTA TCTATTGGCG ATAATTTGCC 107340 
TGTTTATTTA CATAGAAAAG GGCTTTTTTA CTCCTAAGAA TAAAGCCTTA TCTTCACGAT 107400 
AAGGCTTATT TTTAAACAAT ATATTCGGAA AAAATTTGTT CAAGATGTGA TATTAAACAG 107460 
TCTGCGCCTA AAATATTTTC CCCTTTCCAC GCCTGTGGGA AAATCTCTGG AGAAAATTGC 107.520 
TGGCTTGCCA ATTCAGCTAA CGGCAAATAA CTGATATGCC AAGGCTCCCG CCCCACTTTC 1O7580 
TTATTGGACT GCATATTCAT AAAAGGCAAA GCAAAATCAA AGTGCGGTAA ATTTTCGGCA 10764 0 
AGAAATTCAC TCAATTCAAA GAAGTAGCCG CCTTTTTCAT. ATTCCCAAGG CTCCAGTTGT 107700 
AAAGATTGAC CTCGTGGCAA AAGATCAGGA TCAAAAATAT CCACTTCCGT TCCCCAATGA 107760 
TGACGACTAG CCGCAGTAAT GCAGACCAAC GTAAAATCGC CTGACATTTT TGCCAGTCAT 107820 
CTAATTGATT CAAATCTAAT GCCTTTCCTG CATCATCGTG TACTTTTCGC TCGCCCTTAA 107880 
ATTTACTGTT CCAAATAAGT TGTTGGCGTT CAAAATCACG AAAACTGCTC GCAGGCTGTA 107940 
AATTAAAGCC ATTTTTTGCC GCACTTTGTT GCAAAGCTTG AAATGCTTGC ACAGCTTGCG 108000 
TTTGCAAAAA ATGATTTGAT GAATGAGTTG TGGGTAAATT GACTAAATGC TCACGGGACT 108060 
TTCCTGTAAG CATTTCTGGG GTTAATTTCA TTTTAGCTAT CCAATAAATT CACTAACATT 108120 
TTGTGGTAAA TTTCACCGCA CTTGCCAAGG TCTTCTACAC TGACACATTC ATTGACTTTA 108180 
TGAATGGTTG AATTTAACGG GCCAAATTCC ACTACTTCTG CGCCCATCAA TGCAATAAAA 108240 
CGACCGTCTG ACGTGCCGCC ACCTGTTTCA GCCTTTGGCG TTATGCCTAT GGTTTCCTCA 108300 
ATAGCGGAGG TTATCGAATC TAATAATTTA CCTGGTTTTG TTAAAAAGGG TTTGCCTGAT 108360 
AAATTCCATT CAATACGATA TTTCAAATTG TGTTTTTCTA GCATTTCAGC CACTTTTTGC 108420 
TTAATGATTT CATCCGTGAC TTCTGTGCAA TAACGCAAAT TGAACTGAAT ATATAACTCA 108480 
GCAGGAATTA CATTATTACT TCCCGTACCC GCGTGAATGT TAGCAATTTG TAGGCTTGTT 108540 
GGCGGGAAAA ATTCATTGCC TTTATCCCAT TGGTAAGTCG TTAATTCTTG CAAAAATAGC 108600 
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GCTGCTTTAT GGATTGGGTT TTCAGCTAAA TGC6GATAGG CTACGTGTCC TTGAATACCT 108660 

TGAATATAGA GATTTCCTGT AATTGAGCCG CGGCGACCAT TTTTGACAAC ATCTCCTAAG 108720 

TTTTTAGCAC TCGATGGCTC GCCAACCATA CAATAAGTAA TTTTTTCATC ACGCGCCATT 108780 

AACGTCTCAA CCACGTGTAT AGTTCCATCT TTTGCGGTAG CCTCTTCATC AGAGGTAATC 108840 

AATAATGCAA TGGTGCCTTT ATGATTAGGA TTTGCTTTTA CGTATTCTTC TGCCGCCACA 108900 

ATCATTGCTG CAAGGGAGCC TTTCATATCC GCCGCACCAC GCCCATAAAG CATGCCATCA 108960 

ATAATCTCCG CAGAAAACGG CGGAGACGAC CATTGATTTT CATCGCCAGT AGGCACAACA 109020 

TCCGTATGAC CTGCAAAAGC AATAACTGGC TCGCTCGTTC CGTGTTTTGC CCACAAATTC 109080 

AACGTGTCAT TAAAAGGCAT CCATTCAATT TGAAAACCTA ATTTTTCTAA ACGTTCGGCA 109140 

ATAATTTGCT GACAGCCTTC GTCATTTGGG CTAATAGACG GGCGACGAAT TAAATCTTGT 109200 

GCCAACGAAA CCACTTTTTC TTTCATAAAA ACTCCTAAGA AAATAACCGC ACTTTAAGCA 109260 

AAAGCAGCCT GATATTCCTT TTCATTAAAT CCAATTAATG CCTTTCCATC TTGTAAAATA 109320 

ATTGGGCGTT TAATTAAAGT TGGATTCTCA GCCAACACGG AAAGTGCGGT GGTTTTATCA 109380 

AGAGAATTTT TAACTTGCTC ATCCAAATTA CGCCAAGTTG TACTGCGTTT ATTCACTAAC 109440 

ACATCCCAGC CAAATTGAGT TTCCGCTTGG GTTAAAAAAT TTAAATCTAA CCCATCAACA 109S00 

CGGTAGTCGT GAAGTTTGTG TTCGATATTG TGATCCGCCA GCCATTTCAA CGCTTTCTTT 109560 

ACTGTATCGC AATTTTTAAT GCCGTAAACT GTAATCATAT TTCACCTAAA AAAGAAAAAT 109620 

CCTCAATCTA ATCAGACTGA GGATTTTAAC CCTTATGCTA CTTCATCTCA AATGAATTAA 109680 

CCTAACAACT TATTGATACG TTTAATAAAC GCAGCTGGAT TTTCCAAAGA TCCGCGCTCT 109740 

GCTAACATAG CTTGTTCAAG TAATAATTCC ACCCAATCAG CAAATTCAGT TTCATCTGCA 109800 

ATATCAGCCA CTTTTTTCAC TAAATGGTGT TCTGGATTCA GTTCAAATGT GTATTTTACT 10986 0 

TCTGGTACAG GTTGCCCTGC GGCTGCAAAC AATTTCGCCA TTTGGGTCGT CATTTGATCG 109920 

TTATCCGTAG AAACCACCGC TGGTGTATCC GTTAAATTGT GAGTTAAACG CACCGTTTTC 1099B0 

ACACGTTCGC CAAGCAAGTT TTTCACACGC TCAATAAAAC TACCAAAGGC TTCATCTTGT 110040 

TGTTTTTGTG TTTCAGATTC TTTATCCGCT AAATCGCCTA AATCCAAATC TGCTTTTGTA 110100 

ATACTTTGTA ATTGTTTACC ATCGAATTCA GTTAAATAGC TTAACATCCA TTCATCAATG 110160 

CGATCGGAAA GCAACAAAAC CTCAATGCCT TTTTTATTGA ATAATTCCAA GTGCGGGCTA 110220 

TTTTTCGCTG CAACATAACT ATCCGCTGTA ATGTAATAGA TAGCTTTTTG CCCCTCTTTC 110280 
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ATACGCAAGA TGTAATCTTC . TAAAGAGACA GTTTGCTCGC TACCATCATT ATGTGTCGAA 11034 0 
GCAAAACGCA ATAACTTCGC GACAGTTTCT TTGTTAGCAA AATCTTCTGC AGGGCCTTCT 1104 00 
TTTAAGACTA AACCAAACTC TTTCCAGAAT TGAAGATATT TTTCTGCATC ATCTTTTGCT 110460 
AATTTTTCTA GCATTTGTAA TGAACGCTTA GTTAATGCTT TGCGTAGTGC AGCCGTAATT 110520 
TTGTTATCCT GTAAAATTTC ACGAGATACA TTTAATGGCA AGTCATTGCT ATCGATTAAA 110580 
CCACGCATAA AACGTAGATA ATTCGGTATA AATTGCTCAG CATCATCCAT AATAAATACA 110640 
CGTTGAACAT AAAGTTTTAA GCCATGTTTA TGTTCTCGAT TAAATAAATC CCAAGGTGCT 110700 
TTAGCTGGTA CATAAAGCAA ACTAGTATAT GCTTGATTTC CCTCAACTTT GTTATGCGCC 110760 
CAAGTCACAG GATCAACAAA ATCATGGCTT AAGTGTTTGT AAAACGCTTT GTATTCCTCA 110820 
TCAGACACAT CATTTTTAGA ACGCGTCCAA AGGGCATCAG ATTTATTGAT TTTTTCCCAT 110880 
TTTTCGCCGC ACTCTTTGCC TTCATCATCG TATTCTTTCG TCAGCATTTC CACTGGCAAG 110940 
CCAATATGGT CAGAATATTT ACCAATAATT TCACGCAAAC GCCATTCATT TAAAAATTCT 111000 
TTTTCATCTT CACGTAAATG CAAAATCACA TCTGTACCAC GGGATTTTTT CTCAATATCC 111060 
GCCACAGAAT ATTCGCCTTC ACCCGCAGAT TCCCAAAGTA CGGCTTTATC CGCCTCTTCA 11112 0 
CCAGCTGCTC TGGTTTTTAC AGTCACTTTA TCTGCCACAA TAAAAGCAGA ATAAAAACCC 111180 
ACACCAAACT GCCCAATAAG CTGGCTATTT TTTGCTTGAT CTTGACCAAG TGCGGTTAAA 111240 
AATTCTTTTG TTCCTGATTT TGCAATCGTA CCCAAATGAT CGATGACTTG CTCACGGGTC 111300 
ATG CCAATGC CGTTATCGCT AATTGTGATA GTGCCTTTAT CCGCATCAAA GCTAACACGC 11136 0 
ACACGCAAGT CGCCATCGCC TTCATATAAA GCAGGGTTGG AAAGTGCTTT AAAGCGTAAT . 11142 0 
TTATCTGCCG CATCAGAAGC ATTAGAAATC AATTCACGTA AGAAAATTTC TTTGTTAGAG 111480 
TACAAAGAAT GAATCATTAA TTGGAGTAGT TGTTTGACTT CAGATTGGAA TCCGCGAGTT 11154 0 
TCTTGATTTT GTGACATAAT TTTTTCCTTC ATAAAGATAA AAATTGAACG TCACAGATAT 111600 
AAGAATAAAA AGAAAGATTT CAAGAGGAAT TTAAGAGGAA AAGTGCGGTA AAAAAACACA 11166 0 
AGGAATTTAA AGCGCACTTT AAATGAAATA AAAAATTTCT TATCCCCCTT GATCGCTATA 111720 
AATTTATGTA TATAATGAAT TCTGTTTTAG ATACTAGATA GTAATTTAAT AGTAATGAAA 111780 
CTTGGCTAGT GCATTCCCCC ACTCCTTTCG CACTAGCCAT TTTTTTGGGA ATTTTGTACC ' 11184 0 
ATATCCCAAC TTTTTCCAAT CAACGATCCA TTATGAATAA TCTTGAACTT GAACAACTCA 111900 
TTAATCAAAA ACTTTCTTCT GATAAAATCA ATGACTATGC GCCCAACGGC TTACAAGTCG 111960 
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AAGGTAAAAC AGAAATCAAA AAAATCATTA CTGGCGTAAC GGCGAGTCAG GCTTTAATCA 112020 

ATTACGGAAT CAGCCAAAAT GCCGATGCTA TTTTAGTTCA TCATGGCTAT TTTTGGAAAA 112080 

GTGAAACCCC TTGTATCCGA GGAATGAAAG GCAAGCGAAT TAAAGCCCTT TTAGTGAACG 11214 0 

ACATTAATTT ATATGGCTAT CATTTGCCAT TAGATGTGCA CCCAGAATTA GGTAACAATG 112200 

CACAATTAGC CAAACTGCTC GATATTGAAA ATTTACAACC ATTAGAAAAA GGCTCTGTGA 112260 

GTATTCCTGT TTGGGGCGAA TTAAAAGAAC CGATGACAGG TAAAGACTTT GCAGAAAAAA 112320 

TAGAAAAAGT GTTAAATCGA AAACGGTTAA TTTGCATTGA AAACGGACCG CACTTAATCC 112380 

GAAAAATTGG CATCTGTACC GGTGGCGGAC AAGGTTATAT TGATCTTGCT GCAGAACAAG 112440 

GCTGCGACGC ATTTATTACA GGGGAAGTGT CAGAACAAAC GATTCATTCT GCCCGTGAGC 112500 

AAGGATTGTA TTTCTTCTCT GCAGGTCATC ACGCAACAGA ACGCTATGGC ATCAAGGCAT 112560 

TAGGCGAATG GTTGGCGAAA GAATATGGCT TTGACGTAGA ATTTAAAGAT ATAGATAATC 112620 

CAGCATAAAA TACAAAAGTG CGGTAAAAAT ATTTCTTTTT TAACCGCACT TTTATCTTCT 1126 BO 

GAAATTATCG TTTAAACATT CCGCCTAAAC CGCCAAGACC GCCTAAGCCT CCGCCCATTA 112740 

AGCCTTGCAT TCCACGCATC ATTTTAGCCA TGCCGCCTTT ACGCATTTTC TTCATCATAC 112800 

GTTGCATTTC ATCGAATTGT TTAAGTAATT TATTGACATC TTGCACTTGA GTGCCAGAGC 112860 

CTAATGCAAT ACGACGACGG CGAGAtCCTT TGATAATATC TGGGTTGGCA CGTTCTTTTA 112920 

GGGTCATGGA GTTAATGATC GCTTCCATTT TGACAAACAT TTTGTCATCT ACTTGATTTT 112980 

TAACGTGCTC AGACAAATTT TTTGCACCTG GTAATTTCTC AAGCATAGAC ATCATGCCGC 11304 0 

CCATTTTTTT CATTTCGATC AGCTGTTCGC GGAAATCATC TAAAGTAAAA TCATCGCCTT 113100 

TCTTGAATTT CTGCGCCATT TTTTCCGCTT TTTCACGATC AACAGAACGT TCAAGATCTT 11316 0 

CGATAAGGGA AAGCACATCG CCCATGCCCA AAATACGGGA AGCGAcACGA TCAGGATGGA 113220 

ATGGCTCAAG CGCCTCTGTT TTCTCGCCCA CACCCAAGAA TTTGATTGGT TTACCTGTGA 113280 

TTTGACGAAT CGATAACGCC GCACCACCGC GCGCATCACC GTCCACTTTC GTCAAAATAA 113340 

CCCCTGTAAG AGGCAATGCT TCATTAAAGG CTTTTGCTGT ATTTGCCGCA TCTTGACCAG 113400 

TCATCGCATC AACAGTGAAA AGAGTTTCGA TTGGATTTAA TGCAGCATGG ACTTG CTTGA 113460 

TTTCGTCCAT CATTTCTGTA TCAACGTGTA GGCGACCTGC CGTATCCACA ATCAACACAT 113520 

CGTAGAATTT CAGTTTTGCA TCAGCAAGCG CCGATTTAGC AATATCAACG GGGTTTTGTT 113580 

TAACATCCGA TGGAAAAAAA TCCACGCCAA CGGATTGAGC CAAGGTTTCA AGTTGCTTAA 113640 
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TCGCAGCAGG GCGATATACG TCAGCAGACA CCACTAACAC TTTCTWTTA TGGCGTTCAG 113700 

GCAAGAATTT TGCCAATTTA CCCACACTGG TGGTTTTACC CGCCCCTTGT AAACCCGCCA 113760 

TTAAGATAAC TGCTGGTGGT TGGGTTGCGA GATTTAAACT CTCATTCGCT TCGCCCATGG 113820 

CTTTTTCAAG CTCACGCTGA ACGATTTTTA AGAATTCTTG CCCTGGCGTT AAACTTTTAT 113880 

TGACTTCTTC CCCAAGCGCG CTTTCTTTTA CTTTTGCGAT AAATTCACGC ACCACAGGCA 113940 

AGGCAACATC GGCTTCAAGT AATGCCATAC GCACTTCGCG TAAGGTTTCT TTAATATTAT 114000 

CTTCCGTTAA ACGGCCTTTT CCTGTGATAT-TACGTAAGGT TTTGGAAAGG CGATCCGATA 114060 

AATTCTCAAA CATGGCTAAC AATCCTGTTT. TTCTTAAAAA ATTGTGCTGA TTATACCGAA 114120 

ATTTAGGCGT TTTTCATCAT TTCAAATGAA AATGACTTTT TGAGTAGGCG ATTTCATAAA 114180 

GAAAGTATAG GACATAAGGA AAAAGAATGA TTATTTAGCC AATTTCAGGT ATTATTCTGC 114240 

CCACTCTTAG CTATTTGAGC AGCTATTTGA TTTAGCAAAA TCAAATAACA GGTAAAAAGT 1143 00 

GCGGTGAAAA ATGACCGCAC TTTTTGTTGA TTAACGAACA AAAGGATTTT CCCTTGGATA 114360 

GCATTCCCCT TAGTACTTTA TTTATTATTC TTATTATCTG TTTAGTGTTA TCAGCCTATT 114420 

TTtCTGGTTC TGAAACTGGA TTACTCTCCC TCAATAAATA TCGTCTTCGT TTTCTATCTG 114480 

AACAAGGCAA TAAAGGCGCG AAAAAAGCGG AAAAACTGCT AGAAAAGCCA GATACCTTGT 11454 0 

TAAGTTTTAT TCTTATTTTT AATAACCTTG TGAATATCAG CGCATCTGCA ATTGCAACAG 114600 

TAATTGGTAT GCGTTTATAT GGCGATGCCG GCGTGGCGAT TGCAACGGGT TTGCTCACTT 114660 

TCGTAATGCT CGTATTTTCT GAAATATTCC CCAAAACTGT GGCTGCAATG CACGCAGAAA 11472 0 

AAGTGAGTTT TTTTTCAAGT CATATTTTAA CTTCATTGCT TAAAATCTTT TATCCGCTCG 114780 

TTTGGTTAAT GAATATTTTT ACTAAATCCT TGATGCAAAT AGTAGGGTTA AAACTTGATA 114 84 0 

TGCAAAAACA AGTAATTAGT AGTGAAGAAC TGCGTAGTAT TGTATCAGAa GCGGGCGAAG 114900 

CAACACCAAA TGAACAACAT CCACAAATGT TGCTGTCTAT TTTGGATATG GAAACCGTCA 11496 0 

CCGTTGATGA CATTATGGTT CCCCGCAACG AAATCGGCGG TATAAATATT GATGATGATT 11502 0 

GGCGAGCCAT TATGCGCCAC TCAATCATGC TGCACATAAC CGCGTGGTGC TTTACAAAGG 11508 0 

CAGCCTTGAT GAACAAGTGC TTGGCATTTT GCGCGTGCGT GAAGCATTCC GCTTGCTCCT 115140 

TGAAAAAAAT GAATTTACCA AAGAAACCTT AATTCGTGCC GCAGATGAAG TGTATTTCAT 115200 

TCCTGAAAGC ACGCCATTAA AAACGCAACT TGCAAATTTC CGTACAAATA AAGAGCGAAT 1152 6 0 

TGGCTTAGTT GTAGATGAAT ACGGCGATAT TAAAGGGCTT GTGACGTTGG AAGATATTTT 115320 
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GGAAGAAATT GTTGGGGATT TTACCACTTC CACCGCCCCA AGCATTGACA AAGAAGTAAT 115380 

TCAACAGTCT GATGGTTCAA TGATTATCGA TGGCTCCGCT AATCTACGCG ATCTCAACAA 11544 0 

AATGTTTAAC TGGGAATTAG ATACAGAAGA TGCTCGTACT TTTAATGGTT TAATCTTAGA 115500 

ACACTTAGAG GAAATACCCG ATGAAGGCAC GATTTGCGAA ATTGATGGTT TGCTAATCAC 115560 

TATTCTTGAA GTGGGCGATA ATATGATAAA ACAGGCGAAA GTCGTCAAAC TTTAATCATA 115620 

AAAAACTCCA CCAAATTGAA CCGCACTTTT GACTTGGATC ATAAGTGCGG TTCTTTTTTT 115680 

GCGCATTTTT TAGAAAAGAT TTTTATAATT CTTTCTAGGT ATATTTTGAT AGAAAAGAAA 11574 0 

GATATGGAAC ACGAATATCA ACGGGCGGTG ACTCGCGTGT GCGTACAAAC GGCACTGCTC 115800 

TTGTTACAAC ATGGGGCAGA AAGTACCGTG GTGGTACAAA TGGCACAGCG TTTAGGCGTA 115860 

GCACTTGGCG TAGAAAGTGT AGAATGTGCG CTTACGGCAA ATGCAGTTGT GCTGACGACC 115920 

TTATCAGATA ATCATTGCAT TACTACCGCA CGAAAAAATA CAGATAAAGG CATTAATATG 11598 0 

CAAATGGTTA CTGATGTTCA ACGCATTGTG ATTGCCGTTG AGCATCATTT GTATGAGTTA 116040 

GAGATCGCAC AAAGAAAACT GGATCAATTA AAACCGCTTA AATATAACCG ATGGTTAGTT 116100 

GTATTCATGA TTGGCTTATC TTGTGCAGCA TTCGCCCATT TATCTAGTGG CGATTGGATA 116160 

ATTTGCGGCA TCACAATATT TATGTTGAAA TTACTCTATG ATATGCTATT TGCTGCGATT 116220 

CCAGCGGTGG G CTTT G CTTT AGTATTTAAT GTACCGCCCA AAGCCTTAAA ATATTGTGCA 116280 

ATTTTAGCCG CACTTGGGCA TGTTACACGC ACATTATTAC TG CAT ATT AA TATGCCTATT 11634 0 

GTATTTGCTA CATTCTTTGC CaCTTGCGTG ATTGGATTTT TAGGCGTGCA TCTTTCCCAT 1164 00 

CGTTATTTAG CCCATCCCAA AGCCTTCACC GTTGCCGCAA TTATCCCCAT GATCCCCGGT 116460 

GTTCATGCTT ATAAAGCAAT GATTTCAATG GTACAAATTC ATCATTTTGG CTTTTCTGAT 116520 

GCTTTATTTG AACAGATGAT TAGCTCCTTT ATTAATACCA GTTTTATCGT AGGCGCAATA 116580 

GTATTTGGAT TGGCTTTACC AGGCTTATTG TTTTATCGAC AAAAACCTGT GGTGTAACAC 116640 

TAAAAACAGT GCAACAAAAA AGCCGACATT TGTCGGTTTC TACTATTCTT GTGATTTTTT 1167 00 

CTTGAGGTAT TCATAAAGCT CATCTTTAAT CCGTAATTTT CCTTTTTTCA AAT AACGATT 116 76 0 

TCCATTTTGT AATCAATTCA TTATTTAATG TTTGGCGCAC TTGATTATTC ACATAACGAA 11682 0 

TGTATTCCAC AAAAAGTTGA TCCACTTCTT CACGATCAAA AGAGGATAGA ATTAATTGAT 116880 

TAAGATTATT TTCTTGAGAA AACTTAAAAT GTGAGGCAAT TTGCTGAACA GTTTCATTTT 11694 0 

CAACTTTAGC TCTCGCTTTC ACAAAATCAG ATTGATTTAA AAAAGCCATT AATTGAGCGG 117000 
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ATGAAGTAAG AATTTTTGTA AATTCATGAT ACGCAGAATC TGTCGCCTTA CGCTCAATTT 117060 
TTACCATATC AACGGCATCA GCATCACCAC TAACTAAATG GGGCGTGGAT TCTAATACAA 117120 
AGTGCGGTCA ATTTTnCTTT ATTTTTATAC GTTGGCTTTT AAACTGGTTT ATTTGAAGAA ' 117180 
AGCACGCTAG AATAAGGTTG TTTTCATTTC AACGAAAAAA GTAAGGAAAT TCTATGATCG 117240 
ATCCAAATTT ACTCCGTAAT AATTTAGCAG AAGTCGCAGA AAAATTAAAA GTAAAACGCA 117300 
ACTTTATGCT TGATACGGAA AAACTCACCG CGTTAGAAGA TCAGCGCAAA AACTTACAAG 117360 
TCACTACCGA AAACTTACAA GCGGAACGTA ATGCTCGTTC CAAAGCCATT GGTGCTGCTA 117420 
AAGCGCGTGG TGAAGATATC GCACCATTAT TGGCAGAAAT GGATGATATG GGCAATCAAT 117480 
TGACTGAAGC AAAAGCACAA TTAGATGCGG TACTTGCAGA AATCAATCAA ATTGCATTAA 117540 
GTATTCCAAA TCTACCCGCA GACGAAGTGC CATTAGGCAA AGATGACACA GAAAATAAAG 117600 
AAATCTTACG TTGGGGTACA CCGCGTACAT TTGATTTTGA AGTGAAAGAT CATATCACTT 11766 0 
TGGGTGAAGA AGCAAATGGC TTAGATTTTG CTGCTGGGGC TAAATTAGCT GGTGCACGTT 11772 0 
TTGCCGTAAT GAAAGGTCAA ATCGCTAAAA TGCACCGTGC ATTGGCACAA TTCATGTTAG 117780 
ATCTTCATAC GGAACAACAC GGCTATTTAG AAACCTATGT GCCTTATTTA GTAAATCACG 11784 0 
CCACACTTTA TGGAACAGGG CAATTACCAA AATTCGGGGA AGATTTATTC CATACTTTAG 117900 
CCTTAGAAGG CGAACAACCT TACGCATTAA TTCCAACTGC AGAAGTGCCC GTCACTAATT 117960 
TAGTGCGTGA CGTGATTATT GATGAAGCAG AATTACCAAT AAAAATGACC GCACATACGC 118020 
CATGTTTCCG TTCTGAAGCA GGTTCTTACG GTCGTGATAC TCGTGGTTTA ATTCGTATGC 118080 
ACCAATTTGA TAAAGTAGAA ATGGTACAAA TCGTTGATCC AGATAAATCA ATGGAAGCAC 118140 
TTGAAGAATT AACAGGTCAT GCGGAAAAAG TATTGCAATT ATTAAATTTA CCATACCGTA 118200 
AAGTTTTACT TTGCACAGGC GATATGGGCT TTGGTTCTTG CAAAACTTAC GATTTAGAAG 118260 
TTTGGGTGCC TGCACAAAAT ACTTATCGAG AAATTTCTTC TTGCTCAAAT ATGTGGGATT 118320 
TCCAAGCTCG CCGTATGCAA GCACGTTGTA AAGCAAAAGG CGATAAGAAA ACTCGCTTAG 118380 
TGCACACATT AAATGGTTCA GGCTTAGCGG TTGGTCGTAC TTTAGTGGCT GTACTTGAAA 118440 
ACTATCAAAA TGCCGATGGT TCAATTACCG TGCCAGAAGA GCTACGTCCA TATATGGGCG 118500 
GATTAGACGT TATCGGAAAA TAATCCTTCT AGAAGATAAA AAAGCGTGGA TTTTAAAATT 118560 
TCCACGCTTT TTTATTATCA AAGCCTTACA ATAACTGTTT TAAATTTTTT GGTATTCAAG 118620 
CCAATTAGGA ACTTTATTCT ATTATAAAAT TATATCTATA ACATAGAAAA TTTATCTTTC 118680 
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AATTGACATC AATATCCAGA ACATTACTCT AAAAAACATA TCAAAGTATC TAAATTGTTA 118740 

TAATATTAGT TCACTTTACG ATTAAACAAT AGTAAGAAGC AATTTTAATA AGTTAGATAT 118800 

TCCACGTATA AAACAGTATA ATTGCATCAA TAGCTCATAA ACCAACAGGA GTATTTTATG 118 860 

AAATTATATG GTTTAATTGG TGCGTGTTCA TTTGTTCCAC ATGTGGCATT AGAGTGGGTA 118920 

AAAATACGTG AAAATGCTGA TTATGAATTT GAACCTGTCA CTCGTGAGTT. AATTAAATCA 118980 

CCTGAATTTT TATCATTGAA TCCACGCGGG GCAGTACCTG TATTAGTTGA TGGCGATTTA . 119040 

GTTCTTTCGC AGAACCAAGC GATTTTGCAC TATTTAGATG AACTTTATCC TAATTCAAAA 119100 

TTATTTGGTA GCAAAACCGT ACGTGATAAA GCCAAAGCAG CTCGCTGGTT AGCATTTTTT 119160 

AATTC CGATG TGCATAAATC ATTTGTGCCT CTGTTCCGTT TGCCAAACTA TGCAAAAGAT 119220 

AACGAAACAC TTGCACACAC TATTCGCCAA CAAGCAGTAG AGCAAATTTT AGATCAACTT 119280 

GCAGTCGCAA ATGAGCATTT AGAAAGTCAC ATTTATTTTG GAGAAAATAT TTCCGTTGCA 119340 

GATGCCTATC TTTACATTAT GCTAAACTGG TGCAAAGCAG TCAAAATTGA TTTCAGCCAC 1194 00 

TTAACACAAC TTTCGGCTTT TATGCAACGT GTTGAGACTG ATCAAGCTGT CGAAAATGTG 119460 

AGAAAAAGTG AAGAACTAAA AGTATAAACA GGAAGTTTCT ACAAAAATTG CCCGTTTTTA 119520 

ACCGTTTGTA TCACGTTAAG TTTAAATTTA AGTGAGTAAT TTCGCGTCTT ACCCAACACA 119580 

GCTAACCCAT TGATTCTACT ATGATTAAAC TGGTTAATCC AATGTCGCAA TGtTCTACTG 11964 0 

TCAAGTTGAA AATGTTTACT GATGAGTGAA TAATTTTTAC CATTTTGAAT ATAAAATTCG 119700 

ATGACTTGTT GTTTGAAAAG AGTGTTGTAT TTGGCTATAA AAAATCTGCn TCTTACAATT 119760 

AATTTATATA AGTAAAAATA TCTTGCTTTT ATCATCGTTA AACTTAGAAT AAATATAAAT 119820 

AATTATCATT AAGATTTAAG GGTATATATG AATATTTTAA TTAATAAACG TATCTTTTTA 119880 

TTAGTTACCC TTGTAGGTAT TCAACTAAAT GTAACCGCAA AACnAAATTC TTCTAATTCT 119940 

AATAGAGAGG AGTTATTACC TATTATTGTG AACACTAATG ATGATAGTAA TAAACTACCT 120000 

GGTCGTTCAG TATTAAAACA GAAAAATATC GAACAACnAC AAGCGGATAA TGCAGCAAAT 12006 0 

TTAATTAATA TCTTGCCAGG TGTGAATATG GCTGGCGGGT TTCGCCCTGG TGGGCAAACA 120120 

TTAAATATTA ATGGAATGGG TGATGCTGAA GATGTTAGAG TGCAGTTAGA TGGGGCTACA 120180 

AAAAGTTTTG AAAAATACCA ACAGGGTTCT ATTTTTATTG AGCCTGAATT ATTAAGAAGA 120240 

J GTAACAGTAG ACAAAGGAAA TTATTCTCCT CAATATGGTA ATGGTGGTTT TGCTGGAACA 120300 

GTAAAATTTG AAACTAAGGA TGCTAGGGAT TTCTTGCAAG AAAAGCAGAA AATAGGTGGT 120360 
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TTTTTAAAGT ATGGAAATAA TAGCAATAAT AACCAAAAAA CTTATAdTAC TGCACTAGTT 120420 
TTACAAAATG AACAAAAAAA TATTGATTTA TTACTATTTG GTTCTGTAAG AAATGCTGGC 120480 
GATTATAAAA GACCCGATAA TAGCAAAATT CTTTTTTCAA AAAATAATCA AAAAACCGGA 120540 
TTAATAAAAT TAAATTGGCA AATTTCACCC GAGCATTTAC TCACATTATC GAGTGTTTAT 120600 
GGTATTCATA AAGGCTGGGA GCCTTTCGCA GCGAAAAGAG ATATCCTACC TAAACCAAGT 120660 
TTGAGTGATA TAATGCGTTA TGGTACTGAT ATAGCGTGGA AACGTAAACT GGTTTATCGA 120720 
GATCAAAAAG ATGAAAATTA CACATTAAAA TACAACTATC TACCTGAAAA TAACCCATGG 120780 
ATTAACTTAT CTACTCAGTT CAGCTACAGT AAAACCACAC AAAATGATAT GCGTCCCAAA 12084 0 
GAAGCATCTT CAGGATTAGT GGGTAGCTTA GGTAATCAAA GCTGGATAAC TTATTCAGAT 120900 
CTTACTTTTG ATATAAATAA CACAAGTACT TTTAATATCA AAACTACTGT TCATGAACTA 120960 
TTATTTGGTT TGCAATGGTT AAAAAACACA AGAAATACTT TAATGTATGA TAAAAGTAAA 121020 
GTGAGAAAAG CGGATTATAA TTATGGCTAT TTCCAACCCT ATTATATGCC ATCTGGACGT 121080 
CAATATACAC AGGCGTTTTA TTTACAAGAT CAAATAAAAT GGAAGAATAT AATTTTTAGC 121140 
ACAGGAGTGC GTTATGACCA TATCAATAAT ATAGGGCAGA AAAATTTAGC ACTAAAATAT 121200 
AATGATATCT CTGCAGGACA TGATTATAGC CAGAAAAATT ATAATGGTTG GTCTTATTAT 121260 
TTAGGTTTAA ATTATGATGT AAACCATTAT TTAAGTTTAT TTACGAATTT TAGTAAAACT 121320 
TGGCGAGCAC CTGTTATTGA TGAnCAGTAT GAGACGCAAT TTAAGCAATC TTCTGTGCCT 121380 
GCAACCTCTT TAAATTTAGA AAAAGAAATG ATTAATCAAA CGAGAGTGGG TGGAATTATT 121440 
ACTCTCAATC ATCTATTTCA GGAAAATGAT GCTTTTCAAT TTAGAACTAC TTATTTTTAC 121500 
AATCGCGGCA AGAATGAAAT ATTTAAAACC AGAGGAGTTA ATTGTGTAGG CAATGCTGCA 121560 
GATACCAATA ATAAGGTTTG TCCTAAAATC ATTGAAAATT ATCGTAATTT GCCAGGTTAT 121620 
GTTATTCAAG GTGCAGAGTT AGAAGCTTAT TATCAATCTA CTTATTTATT TGGTGAGATA . 121680 
ACATATTCTT ATGTAAAAGG AAAACGTGAC ACCTCACCAA GAAACCCATG GGGTAAAACC 121740 
TCAACATGGA TTGCTGAAAT TCCCCCTAGA AAAGCAACTA CTGCTTTAGG TTTCAATGTT 121800 
CCAAAATATT ATCTCACAGT AGGTTGGCGT GCTGAGTTTG TAAGAAGACA AGATCGATCG 121860 
CCATTATCTG GTGATCCTAA AGCATCATCT TGGTCATTGC CAGCTTCAAG AGGATACAGC 121920 
CTACATAACC TATTCCTTTC TTGGAGCCCT GCAAAAATTA AAGGTATGAA TGTTAAGATT 121980 
ACAGTGGATA ATTTATTCAA TCGAGCATAC AACCCTTATC TAGG CGAATT GGCTTCTGGA 122040 
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ACAGGTAGGA ATATCAAATT TAGCCTATCT CAGAAATTTT AGAATAAATA GCCCGATTGA 122100 

ATCTAATCGG GCTTTATCAT AACTATAATT AGATCATAAA AAAATGTAGA GATAATAAAT 122160 

ATAATTnCCT ATACTAATTT TAGTATTCTT T AAAG AG CAA ATTTAAATAA TAAATCCAAA 122220 

TAAGTACGAC ATCTTAAATT ATAGATAAAT ATCAAAATTA TGTTTTATCT TTACCCTATT 122280 

ACTTTCCATA ATAGAAACTA AACTTACCTA AAAATTTAAA TATAATTTAG CATCTnGCTT 122340 

AACAACAAAG TCAATACACA TTTCTTCTAG TTTTCCTTTC TTTCCGATTA ATATACCCCA 1224 00 

AACTATATAG CCTGTTGTTC TCACTAACTT TCCTACTATA GGAATATCAT TAGCATAAGC 122460 

TATGAAGAAG AAAGTTAAAA CAGAGGCATT ATGTAATATA AGTTATTTAT ATAATTTAAC 122520 

ATAACTTTCC ATATAACAAC AACGCATCTT TATAACATAA TTGCAATGTA TTCTGTTTTA 122580 

AATTTATAGC AATTACCTAA ATAGTAAAGA GTACGAATAA AGTACATATA GGCTATTAAT 122640 

TACTTTAAAA AAAATTAAAA TATATTTGTA GATTTATGGA CAATTACATT TATCCTTTAA 122700 

AAGGTAGTTA ATCTAGAGAA ATTTTTTATA GCAATACAAC AAGTTTACAA GGAATTCAAA 12276 0 

TATTTTTAAT TTTTAGAAAA AAACAAAAAC CCTAGCTTTT CAACTAGGGT TCTGTTTTTA 122820 

TGTGATTTAG ATTTGTATCT GATAACCTGG CGGTGCCCTA CTCTCACATG GGGAAACCCC 122880 

ACACTACCAT CGGCATTACA GCGTTTCACT TCTGAGTTCG GTATGGTCTC AGGTGGGTCC 122940 

ACCGCACTAT CGCCGCCAGG ATAATTCTTT GATAACTCGT CTTTTCTCTT TTATCTCTCG 123000 

TCTCTTTTAT CTCTCGTTAC TCAGTCTTTC GTCTTACCTT TCACTCGTTC TTATTGGTCA 123060 

CAAGCTGAAT CCGATTTTCT TTCTATTAAG TCTTCTATAT TTACTTTTCT TTGTTTAGTC 123120 

TTTTACTTCT CTTTCGCTCT GCTTTTATTT GCTTCGCTTT TCATCTCTTA CTTCACTTAG 123180 

CTCCCAAAAA CACTTGAGCG TTGTATAGTT AAGCCTCTCG GGCAATTAGT ATTGGTTAGC 12324 0 

TCAATGACTC ACATCACTTA CACACCCAAC CTATCTACGT CGTAGTCTAC AACAACCCTT 123300 

ACTGACTTAA AGTCAGGGAT GACTCATCTC TTGGCAAGTT TCGTGCTTAG ATGCTTTCAG 123360 

CACTTATCTC TTCCGCATTT AGCTACCCGG CAATGCGTCT GGCGACACAA CCGGAACACC 123420 

AGTGATGCGT CCACTCCGGT CCTCTCGTAC TAGGAGCAGC CCCAATCAAT CATCCTACGC 123480 

CCACGGCAGA TAGGGACCGA ACTGTCTCAC GACGTTCTAA ACCCAGCTCG CGTACCACTT 123540 

TAAATGGCGA ACAGCCATAC CCTTGGGACC TACTTCAGCC CCAGGATGTG ATGAGCCGAC 123600 

ATCGAGGTGC CAAACACCGC CGTCGATATG AACTCTTGGG CGGTATCAGC CTGTTATCCC 123660 

CGGAGTACCT TTTATCCGTT GAGCGATGGC CCTTCCATTC AGAACCACCG GATCACTATG 123 720 
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ACCTACTTTC GTACCTGCTC GACTTGTCTG TCTCGCAGTT AAGCTTGCTT ATACCATTGC 123780 
ACTAACCTCA CGATGTCCGA CCGTGATTAG CAAACCTTCG TGCTCCTCCG TTACGCTTTG 123840 
GGAGGAGACC GCCCCAGTCA AACTACCCAC CAGACACTGT CCGAGACCAC GTTTCGTCAT 123 900 
CTTCGTTAGA ACATCAAACG TTAAAGGGTG GTATTTCAAG GTCGCCTCCA CAATGACTGG 123960 
CGTCACTGCT TCAAAGGCTC CCACCTATCC TACACATCAA AATTCAATGT TCAGTGTCAA 124 020 

GCTATAGTAA AGGTTCACGG GGTCTTTCCG TCTAGCCGCG GGTACACCGC ATCTTCACGG 124 080 

CGATTTCAAT TTCACTGAGT CTCGGGTGGA GACAGCCTGG CCATCATTAT GCCATTCGTG 124140 

CAGGTCGGAA CTTACCCGAC AAGGAATTTC GCTACCTTAG GACCGTTATA GTTACGGCCG 124200 

CCGTTTACTG GGGCTTCGAT CAGGTGCTTC TCTTTCGATG ACACCATCAA TTAACCTTCC 124260 

AGCACCGGGC AGGCATCACA CCCTATACGT CCACTTTCGT GTTTGCAGAG TGCTGTGTTT 124320 

TTAATAAACA GTTGCAGCCA GCTGGTATCT TCGACCGGTT CAACCTTCAG GGGCTAGCCC 1243 80 

TTACAATCTA CGCCGGCGCA CCTTCTCCCG AAGTTACGGT GCTATTTTGC CTAGTTCCTT 124440 

CACCCGAGTT CTCTCAAGCG CCTGAGTATT CTCTACCTGA CCACCTGTGT CGGTTTTCAG 124500 

TACGGTTTAG TAAAGCCTTT CGCTTAGTGG CTTTTCCTGG AAGTGTGGTA TCAGTTACTT 124560 

CAGCTCCGTA GAGCCTCGTC ATCATCTCTC TGTGTTAAGG AAGTCCGGAT TTGCCTAAAC 124620 

TTCCCACCTA CCAACTTAAA CGCACATATC CAACAGTGCG ATAACCTAAC CTACTCCGTC 124680 

CCCACATCGC AGCTTTACCA AGTACAGGAA TATTAACCTG TTTCCCATCG ACTACGCTTT 124740 

TCAGCCTCGC CTTAGGAGCC GACTCACCCT GCCCCGATTA ACGTTGGACA GGAACCCTTG 124800 

GTCTTCCGGC GAACGGGTTT TTCACCCGTT TTATCGTTAC TTATGTCAGC ATTCGCACTT 12486 0 

GTGATACGTC CAGCCCACCT CTCGATGAAC CTTCTTCCGC TTACACAACG CTCCCCTACC 124 S20 

CAACAGAATA AATTCTGATG CCGCAGCTTC GGTGCTATAT TTCAGCCCCG TTACATCTTC 124980 

CGCGCAGGCC GACTCGACTA GTGAGCTATT ACGCTTTCTT TAAATGATGG CTGCTTCTAA 12504 0 

GCCAACATCC TAGCTGTCTA AGCCTTCCCA CTTCGTTTCC CACTTAATAT AGACTTGGGG 125100 

ACCTTAGCTG GcGGTCTGGG TTGTTTCCCT CTCCACGACG GACGTTAGCA CCCGCCGTGT 125160 

GTCTCCTGAG TATCACTCTT TGGTATTCGT AGTTTGCATC GGGTTGGTAA GCCGGGATGG 125220 

CCCCCTAGCC GAAACAGTGC TCTACCCCCA AAGGTGTCAC CTCAAGGCTC TACCTAAATA 125280 

GATTTCGGGG AGAACCAGCT ATCTCCCGGT TTGATTGGCC TTTCACCCCC AGCCACAAGT 12 5340 

CATCCGCTAA TTTTTCAACA TTAGTCGGTT CGGTCCTCCA GTTAGTGTTA CCCAACCTTC 125400 
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AACCTGCCCA TGGCTAGATC ACCGGGTTTC GGGTCTATAC CTTGCAACTA TTCGCCCAGT 12 5460 

TAAGACTCGG TTTCCCTTCG GCTCCCCTAT TCGGTTAACC TCGCTACAAA ATATAAGTCG 12 5520 

CTGACCCATT ATACAAAAGG TACGCAGTCA CAAGGTTGCC CTCGCTCCCA CTGCTTGTAC 125580 

GTACAAGGTT TCAGGTTCTA TTTCACTCCC CTCACCGGGG TTCTTTTCGC CTTTCCTTCA 125640 

CAGTACTGGT TCACTATCGG TCAATCAGGA GTATTTAGCC TTGGAGGATG GGCCCCCCTT 125700 

CTTCAAACAG GATATCACGT GTCCCGCCCT ACTTCTCGTT AGCTTAGTAC CACAATATGG 125760 

TTTTTAGATA CGGGATTATC ACCCTCTTTG ATTGTGCTTC CCAACACATT CTCCTCACTA 125820 

TATTGCTATC ACTTACTGGC TCTTTCGCTT TCGCTCGCCG CTACTGACGA AATCTCGGTT 1258 80 

GATTTCTTTT CCTCGGGGTA CTTAGATGTT TCAGTTCTCC CGGTtTGCCT CAACAAGCTA 12594 0 

TGAATTCACT TGTTGATAGT AGATTCTTCA TCTACTGGGT TTCCCCATTC GGATATCTTG 126000 

GATTAAACGC CTCTTATCGA CTCATCCAAG CTTTTCGCAG ATTAGCACGT CCTTCTTCGC 126060 

CTCTGATTGC CAAGGCATCC ACCTTGTACG CTTAGTCACT TAACTATACA ACCTCAAATG 126120 

TTTTCAATCA CTTTACGTTT TCACTTCAAA GTGCGGTCAA TTTGATGCGT ATTTTCATTC 126180 

AACTAAACAC TTGATTGCTT TtGTTCAATC AAGATTTTTT TACAAAACAG GTTTTGTTTT . 12624 0 

TAGAGTTTCC TTTT CAGTTC TCTCTtTCAC TTTACTGTTt TGCCTACTCA GACTTTCTCT 126300 

CGAAAATCTC TTGTTTTCAG CTTGTTTCCA ATTTTTTAAA GAACAGTAAG ACAATCTAAT 12636 0 

AAAGTTATCT TTAATTGGCG TCCCCACGGG GATTCGAACC CCGGTTACCG CCGTGAAAGG 12642 0 

GcGATGTCCT AGGCCTCTAG ACGATGGGGA CATCAATTAA AGATACTCTA TTTTCTTTTT 126480 

ATCTTTTAAC GTTTATTTTT CAACGTTGCT TTCGCTTCGT TTTTAATCTT GTCTACAACT 126540 

ATCAGCCAAT CTGTGTGAGC ACTCGCTGTC TCTCGTCTTC AGTAAGGAGG TGATCCAACC 126600 

GCAGGTTCCC CTACGGTTAC CTTGTTACGA CTTCACCCCA GTCATGAATC ATACCGTGGT 126660 

AAACGCCCTC CAAAAGGTTA AGCTATCTAC TTCTGGTACA ACCCACTCCC ATGGTGTGAC 12672 0 

GGGCGGTGTG TACAAGGCCC GGGAACGTAT TCACCGCGAC ATTCTGATTC GCGATTACTA 12 678 0 

GCGATTCCGA CTTCATGGAG TCGAGTTGCA GACTCCAATC CGGACTTAGA CGTACTTTAT 126840 

GAGATTCGCT CCACCTCGCA GCTTCGCTTC CCTCTGTATA CGCCATTGTA GCACGTGTGT 126 900 

AGCCCTACTC GTAAGGGCCA TGATGACTTG ACGTCATCCC CACCTTCCTC CAGTTTATCA 126 960 

CTGGCAGTCT CCTTTGAGTT CCCGACCAAG TCGCTGGCAA CAAAGGATAA GGGTTGCGCT 127020 

CGTTGCGGGA CTTAACCCAA CATTTCACAA CACGAGCTGA CGACAGCCAT GCAGCACCTG 12 7 08 0 
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TCTCTAAGTT CCCGAAGGCA CAAGCTCATC TCTGAGCTCT TCTTAGGATG TCAAGAGTAG 127140 
GTAAGGTTCT TCGCGTTGCA TCGAATTAAA CCACATGCTC CACCGCTTGT GCGGGCCCCC 12 7200 
GTCAATTCAT TTGAGTTTTA ACCTTGCGGC CGTACTCCCC AGGCGGTCGA TTTATCACGT 127260 
TAGCTACGGG CACCAAGCTC TAAGCCCAAT CCCCAAATCG ACAGCGTTTA CAGCGTGGAC 127320 
TACCAGGGTA TCTAATCCTG TTTGCTCCCC ACGCTTTCGC ACATGAGCGT CAGTACATTC 12738 0 
CCAAGGGGCT GCCTTCGCCT TCGGTATTCC TCCACATGTC TACGCATTTC ACCGCTACAC 12744 0 
GTGGAATTCT ACCCCTCCCT AAAGTACTCT AGTTACCCAG TCTGAAATGC AATTCCTAGG 12 7500 
TTAAGCCCAG GGCTTTCACA CCTCACTTAA ATAACCGCCT GCGTGCCCTT TACGCCCAGT 127560 
TATTCCGATT AACGCTCGCA CCCTCCGTAT TACCGCGGCT GCTGGCACGG AGTTAGCCGG 12762 0 
TGCTTCTTCT t GTATTTAACG TCAATTTGAT GTACTATTAA CACATCAACC TTCCTCAATA 1276 BO 
CCGAAAGAAC TTTACAACCC GAAGGCCTTC TTCATTCACG CGGCATGGCT GCGTCAGGGT 127740 
TCCCCCCATT GCGCAATATT CCCCACTGCT GCCTCCCGTA GGAGTCTGGA CCGTGTCTCA 127800 
GTTCCAGTGT GGCTGGTCAT CCTCTCAGAC CAGCTAGAGA TCGCAGGCTT GGTAGGCATT 127860 
TACCCCACCA ACTACCTAAT CCCACTTGGG CTCATCCTAT GGCATGCGGC CTCTCAGTCC 12 7S20 
CGCACTTTCA TCTTCCGATA ATACGCGGTA TTAGCGACAG TTTCCCGTCG TTATCCCCCT 127980 
CCATAAGCCA GATTCCCAAG CATTACTCAC CCGTCCGCCA CTCGTCAGCA AGAAAGCAAG 128040 
CTTTCTCCTG CTACCGTTCG ACTTGCATGT GTTAAGCCTG CCGCCAGCGT TCAATCTGAG 128100 
CCATGATCAA ACTCTTCAAT TCAAGTTCAA TCGCTCAATA AACTGCTTAG CTATAAATAA 12816 0 
AATACTACTT AAAAAAGTAA TAATGAATTT TCAGTTAAGC ACCTATTAAG ACTTCAAAAT 128220 
TAAAAATAGT TTTAAAACAA GTCAATCAAC AAGTGCCCAC ACAGATTGTC TGATATATTG 12828 0 
TTAAAGAGCA AAATAAAGTG GTCGGCGAGA TAGGATTTGA ACCTACGACC CACTGGTCCC 12834 0 
AAACCAGTTG CGCTACCAAG CTGCGCTACT CGCCGTCAGA TCTTATAAAG ATAAGATGGG 128400 
GTGGCTAATG GGATTCGAAC CCACGACAAC TGGAATCACA ATCCAGGGCT CTACCAACTG 128460 
AGCTATAGCC ACCATTAAAA GTTGTTACTG CATTGACCTG GCGCG CTCGA CAAGATTCGA 128520 
ACTTGCGACC TTTGGCTCCG GAGGCCAACG CTCTATCCAA CTGAGCTACG AACGCGTTAC 12 8580 
TGCGTCGTTG CGGAGGCGTA TATTAATGAT TTAATAAAAC CTTGTCTAGC ACTTTTTGAA 12864 0 
AAAAAATGTT TGAGCGATAG TTTTTTATTC AGTTTGTTTA AAATACACTA TTTTTTCGAC 128700 
TATTTTTACA ACTTGGCGAA TCATTATATA TGTgGAATCA TCCAACAATT ATGAATTTGT 128760 
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TTATTACGTT CAAAATCTAG CGGTAACGTT TTATGCGAAA TTTCTATTGC ACTTAAGCCT 128820 

AATTCTTCCA ACGCAACTAA ATTCATTTTG AATCCACGTT TATTATTCGA AAAAACAATT 1288 80 

GTGCCATTAT TCGACAAAAC TCGTTTTAAA TTGCGCATTA ATTTCACATG ATCTCGTTGC 128940 

ACATCCCAAC TCTCTTCCAT ACGTTTAGAA TTCGAAAACG TCGGTGGATC CGCAAATATC 129000 

AAATCAAATT GACGATCACA TTTTTCTAAC CATTGAAGGC AATCTGCTTG AATTAATTTA 129060 

TGTgGTTTAC CTTCAATATC ATTCAAAATA AGATTTTGCT CCGCCCAATT AAGATAAGTA 129120 

TTTGACATAT CAACTGTAGT TGTCGATTTA GCGCCACCAA GTGCTGCATG AACAGTGGCA 129180 

GAACCTGTAT AAGCAAATAA GTTCAAGAAA TCTTTACCCT TTGCCAACTC ACCAATCATT 129240 

TTTCTTGTTA AACGGTGATC TAAGAATAAT CCAGTGTCTA AATAATCTGT CAAATTTACC 1293 00 

CAAAGTTGCG TGCCATATTC ATTCACATAA AAGTATTCGC CTTTATTGGC TAACTTCTCA 1293 60 

TATTGATTTG TACCTTTTTG TTTCTGACGA ACTTTGAGGA TCAACTTATT CGTTTCCACA 129420 

CCTGTCACTT GCAAAGTTGC AGTAACGGCA TCTAACAAAC GCTGACGAGC TTTATTTTCA 1294 8 0 

TCAATATTTT TCGGCGCTGC ATACTCTTGC AGAACAATGT AATCTGCATA ACGATCAACA 12954 0 

GCTAAATTAT . ATTCTGGCAA ATCAGCATCA TATAAACGAT AAGCGTCTAA TTCTTGTTGC 129600 

TTTGCCCATT TGCTAATTTT CTTAATATTT TTTTGTAATC GATTAGCAAA ATCGGGGGCG 129660 

ACCTCCGAAG TGGGGTTAAA TTCTAGTTCC TTTTCATCTG TAATTGCGTC AGATTTTCGT 129720 

TCTGAAACTT GATAATTCTT TTGCACACAA TCTAGTGGGC CATTTTTTGC TTTAAACTGT 1297 80 

CGGCTGGCAC GCATTCTCAA ACAATCAAGC AATGTGGATT CGCTACTAAA AACAGAAACA 129B40 

TTCCAACCGC AAAATTCTTT TTTAAGTCTT TGCCCAAATA CAGAATAGAG CGCGATTAAA 12 9900 

GCTGGTGTTG TTCCTAAACG TTCGCCATAA GGTGGATTAC AGATAACCGT ACCGACTTCA 12 996 0 

TTTAAACGAG GATTTTTTAA CGCTGCCACA TCAGCTTGCT GCCATTTAAT TAAATGTGAA 130020 

ACACCTGCAT TTTGTGCATT TTTCTGCGCC TTTTTTAATA CGCGGTGATC GAGGTCAAAT 13 0080 

CCATAAAAGT GCGGTTGAAT TTCACGTTGT TTTTCTTCTG CTAATTCAAT CGCTTCATTT 13014 0 

TTTACTTTTT CCCAAGCCGA TTGATTATGC GCTTTCCAAA AATCAAATCC CCAATGTAAA 130200 

CGATAAAGTT GCGGCGCAAT TTTGGCTTCC ATTTGTGCCG CTTCAATTAA AAGCGTACCT 13 0260 

GAACCACACA TTGGATCTAC TAATGGAGAA CCCACTTGCC AACCTGAACG CATTAACAAT 13 0320 

TGCCGCCGCG AGAGTTTCAC GTAAAGGCGC TTGACCTGCA TCTTCACGAT AGCCTCGCAA 13 03 80 

ATGTAATGCT TCCCCACTTA AATCTAAAGA AATCACTAAA TTTTCACGAT TCAAATAAGC 130440 

-77.79- 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

ATGGATACGT ACGTCTGGCT GAATTTTATC TACATCAGGA CGAGTTTTAC CTTGACGTTC 13 050 0 

AAAGTAATCG ACAATTCCAT CTTTAACGCG CATCGCACCA AATTGAGTAT GACGAATTTC 13 0560 

TTGGTTGGTT CCATTAAAAT CGACAAAGAA TGTCACTCGT TCATCAAATT GTGCTAACCA 130620 

ATTAAAGCCT GAAACAGCCG CATAAAGATC CAAATCACTG TAAATTTTGG TTTCAATCAA 13 0680 

AGGAAATAAA ATGCGTGAAG CAAGGCGTGA CCAAAGCAAA GTGCGGTATA AAGTTTCGTC 13 0740 

ATCAGCTTGA TAATGAACGC CACCTTGAAC CA CTTTT GCC TCTTGCGCAC CCAGTTCAGT 130800 

GAGTTCAACT TTTAATAATT CTTCAAAGCC ACGAGAAGTC GTTGCAAATA ATTGTTTCAT 130860 

TTAGGTACCG ATTTTGAAAA TTTTGAGGGA TTATAGCATA GAAAAAGATG ATCTAATTGA 130920 

GATCATCATA GCGAGTTAAA CTGTAAAAAG AAAAGCCCTG ATTTTCTTAA ATCAGGGCTT 13098 0 

TAGAATTTGT TGGTTGCGGG GGCCGGATTT GAACCGACGG CCTTCGGGTT ATGAGCCCGA 13104 0 

CGAGCTACCA AGCTGCTCCA CCCCGCgtCT GATGGGGCGT ACTATACTCG CTTAAAATTG 131100 

AaTTGCAAGA ATTAAACAAA ACTTGATGTA tTGTTTGTTA ATAAAATGTT CAATATGTGG 131160 

TTTTATTAAT CAACTTCGCT AAATAACACT GGTTGTTTTC AGTAAATTTT GATAGCGTAT 13122 0 

GCAGCCCTAT TGTrGCTTAC TTTAGAATTA AAAAATGTCG ATGCTTAAAC CTTTCTGGTT 13128 0 

CAAAACTTTT TCTATCTCAA TTATTACCGC ACTTTTGGTA GCTTGTACCT CTAACACAAn 131340 

AAACACTCAG ATTCCAACCn CCTCAAATGG GAGTGATCCT CAACAATTCG GTGTGCAAAA 131400 

TATACCAATC GAACTTATCA GCAAACCGCT CTTGTGCCTG TTTCCTATAT AGAAAACCAA 131460 

AGTGCGGTAA TAAATCAAGG CGATTTTTTA ACACAGCTTT CCAATATAAA AAATTATTCA 131520 

AGTAAACTTT CCACAAATTT TTACGATAAT TATGAAAAGA ATTACAAATT GGGTTCTTTC 131580 

TGGGGCAAAT ATTAATGAAC TCACTCAATT TAATATCCAA CCACAAATTA TGCGTGGCTT 131640 

TGATGGATTT CAAAATGTGC TGATGACAGG CTATTATTCG CCTATACTTT ATGCTCGTCA 131700 

TTCCCCACAA GGTCAATTTA AAAATCCAAT TTATCGTATG CCTGTAAAAA AAGGTCTAAG 131760 

TCGAGCACAA ATTTATGCGG GAGCATTAGC GGAAAAAGAT TAGAGTTAGC ATATAGCGAT 131820 

TCAATGTTAG AAAACTTTTT ACTTGGTGTA CAAGGCAGTG GCTATGTAGA TTTTGGCGAT 131880 

GGCAATCTTA ACTATTTTGC TTACGCAGGA CAAAATGGTT ACCCTTACAC GGCTATCGGG 131940 

CGTTTATTAG TAGAAGATGG CGAAATTCCA AAAGAAAAAA TGTCTATTCA AGCAATTCGA 132 000 

GAATGGGGTA ATCGTAATCC CTCTCGTATA CAAAGCTTGT TAGAACGCAA TGAAGCTTAT 132060 

GTATTCTTTA AAAATGATCC AAGTGGCAAA GTGAAAGGCT CTGCGGGCGT TCCTCTTGTA 132120 
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GCAATGGCTT CAGTGGCATC AGATCGCAAT ATTATCCCAT CTGGTTCTGT GCTTTTAGTC 132180 

GAAGTACCCG ACATTGATAA TAACGGAAAC TGGCTTGGCA CACACAAATT ACACTTAATG t 132240 

GTTGCACTTG ATGTAGGCGG TGCAGTGAAA GGTCATCACT TTGACTTATA TCGTGGTATC 132300 

GGTGCTAGAG CAGGACATAT TGCAGGGCTT TCAAAACACT ACGGTAGAGT ATGGGTATTA 132360 

CGGTAATGGC TAGAATAGAT AATTACGAAC AACGCTTTGG TGGCATTGGA CGACTTTATA 132420 

CGCCTGATAG CTTAGCACGC TTACGCCAAG CGCATATTTG CGTAATAGGC ATTGGTGGCG 13 2480 

TGGGTTCTTG GGTCGTGGAG GCCTTAGCAC GATCTGGCAT TGGCGAACTC ACATTAATTG 132540 

ATATGGATGA TATTTGCGTC ACAAATATCA ATCGCCAACT TCCTGCGATG AGCGGCACAA 13 2600 

TCGGCAAATT AAAAACTGAA GTCATGTCAG AGCGAGTAAA ATTAATTAAC CCAGAATGTA 132660 

CCGTCAATAT TATTGATGAT TTTATCTCGC CAGAGAATCA ATCGGATTAT CTCAACCGAG 132720 

GCTATGACTA CGTCATTGAT GCCATTGACA ATGTGAAAAC TAAAGCGTCG CTGATTGCTT 13.17 80 

ATTGTAAACG TAACAAAATT AATGTGATTA CTATTGGCGG TGCTGGCGGT CAAACTGATC 132840 

CAACCCAAAT TCAAATTGCC GATCTCAGTA AAACCATTCA AGATCCGCTG CTCGCCAAAG 132900 

TGCGGTCAGT TTTACGCAAG GATTACAATT TTAGCCAAAA TCCAAAGCGT AAATTTAGTA 132960 

TCGATGCGGT ATTTTCAACA CAACCTTTAA TATTCCCACA AATGACTGAA GGCTGTTCTA 133020 

CTTCTGCCAC AATGAATTGC GCAAATGGGT TTGGCGCAGC CACAATGATT ACGGCAACCT 133080 

TTGGTTTTTT TGCCGTTTCT CGTGTAATAG ATAAATTACT AAAGAAAAAA TCTTAATCAC 13314 0 

CTCTTGAAAA TGCACATTGA CCATAAATGT GCATTTTTTA TTGAATGAAA C CTATTG ACT 13 3200 

TTGAAAATGA AAAATTTTCC CTCTTTTTAC TATAAAATCG TTGCAATTTA TATAAAAAGG 133260 

CGTACTCTTT TTTCCCTTTG AGAATTACTA CCAACAAGTA AGGAAACATA AATATGAAAA 133320 

AACTTTTAAA AATTAGTGCC ATTTCTGCCG CACTTTTAAG TGCGCCAATG ATGGCGAATG 133380 

CCGATGTATT AGCATCAGTA AAAC CTTTAG GCTTTATTGT TTCATCTATT GCAGATGGCG 13 344 0 

TAACTGGTAC ACAAGTCCTT GTTCCTGCTG GCGCCTCTCC GCATGATTAC AATTTGAAAT 133500 

TATCTGATAT TCAAAAAGTA AAATCTG CAG ATTTAGTTGT ATGGATTGGT GAAGACATTG 13 3 56 0 

ATTCATTCTT AGACAAACCA ATTAGCCAAA TTGAACGTAA AAAAGTGATT ACCATTGCCG 13 362 0 

ATCTTGCGGA TGTAAAACCT TTATTAAGTA AAGCTCACCA TGAGCATTTC CATGAAGATG 133680 

GCGATCATGA TCATGACCAT AAGCACGAAC ACAAACATGA TCATAAACAC GACCATGACC 13374 0 

ATGATCATGA TCATAAAcAC GAGCATAAAC ACGACCACGA ACATCATGAT CACGATCATC 13 3 BOO 
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ACGAGGGTTT AACAACAAAC TGGCACGTTT GGTATTCTCC AGCTATCAGC AAAATTGTTG 133860 
CACAAAAAGT AG CGG ATAAA TTAACTGCAC AATTCCCAGA TAAAAAAGCG TTAATTGCAC 13 3920 
AAAATCTTTC AGATTTTAAC CGCACTTTGG CAGAACAAAG TGAAAAAATT ACGGCACAAC 133980 
TTGCAAATGT TAAAGATAAA GGTTTCTACG TTTTCCACGA TGCTTATGGT TATTTCAACG 134 040 
ATGCTTATGG TTTAAAACAA ACGGGTTACT TTACCATCAA TCCATTAGTG GCACCGGGTG 134100 
CAAAAACTTT AGCGCACATT AAAGAAGAAA TTGATGAACA TAAAGTAAAT TGCTTATTCG 134160 
CAGAGCCTCA ATTTACGCCA AAAGTGATTG AGTCTTTAGC GAAAAATACT AAAGTCAATG 134220 
TAGGACAACT CGACCCAATT GGCGATAAAG TTACTTTAGG TAAAAATTCT TATGCAACAT 134280 
TCTTGCAATC TACTGCAGAT AGCTACATGG AATGTTTAGC TAAATAAACC TTTCTAAAAA 134340 
CAATGACCGC ACATAAAAGT GCGGTCATTT TTTTTTCTAA ATTTGATATT TAGTTTTATC 134400 
TCCAATATCA AAATGCAAAG GCATTCGCCA TTTTTGTATC GCTAAAACTA AAAGTAATAC 134460 
GCCAGAAATA ATAGAAAAAA TGCGTAGTGC AATAAGATTA TTTAACACCC ACGAAAACCA 134520 
CAAGCAAGCC ACAAATATCG GCTGTAAATT TAGCAAAGGC ACGCGGAAAC AAAAATATTC 134580 
TTTAAAACAC AAACCACCTA AAGTAAGTAA CGCACCGCCA AGAGCCAACG CAGGATAATG 13464 0 
ATTAATATAA AAAAGTAGTC CAATCCAAGT TGCAAATTGA AAAAGCAATC GAAAAGATTT 134 700 
TAAGTAAATG TGTAACGAAG AGGCACAACA GGTTGCCGCA ATTAATATAA ATGTGAGTGA 134760 
TAAATCTGGA TACCAACTCA CTGTAAGAAC AGCCAACGCC GCTATCACAA AACCAGTTCG 134820 
GTAAATAATA ACAGTCAGAT AATCTAAAAA ATCCATCGGT GATTTAATAT GTGGATCAGC 134 880 
CATTGTATAA ATGTTCCTTT TTATGAATTA CAAATTAAAA ATAAATATAT CCTAAAAGTC 134 940 
AGAAATAAAA AGTACAGTCA ATTTAAAAAC AGGTTCTAAA TTAACCGCAC TTTTATTATT 135000 
TCAGTTTTAG CTTATCAAGA ATTTTTTGAT GAATGCCACC AAAACTGCCG TTAGACATCA 135060 
CTAAAATATG ATCCGTAGGT TGAGCCTTTG CAACAATCAT ATCCACTAAT CGATCTAAAT 135120 
TTGCATTCCA ATAAGCAGGT TGTACACATT GGTTTGCAAT ATCTGCCACT TCCCAAGAAA 13 518 0 
GTTGTTCAGG TTGAAGCATA AACACGGCAT CAGCTCGACC AAGTGCAGGC GCGATGTCAT 13524 0 
CTTTATGAAC ACCCATTTTC ATTGTGTTAG AACGAGGTTC AAGCACTGCA AGAATACGAA 135300 
CACCACCACC AACTTTATCT CGTAAAGCGG TTAGCGTAGC AAGAATAGCT TCTGGATGAT 135360 
GCGCAAAATC ATCATAAACC GTAATGCTAT TAACTTCGCC TTTCACTTCT AAACGACGTT 135420 
TAGCATTCAC AAAAGATCCC AACGCTTTGC ACGCATCTTC AATAGCAACG CCAGTATGAT 135480 
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GAGCGGCAGC TATTGCCATT AACGCATTAT GCATATTATG TTGTCCCACT ACATTCCATT 13 5540 

TTACTTCTGC CACTTTTTCT CCATGATGGA AAACCGCAAA ATGTGAAGCA TCATTTGTAA 13 5600 

TACGTTCAGC AAACCACTCG TTATCTTTGC CTAAAAATTG CTGTTGAGAC CAACATCCCA 13 5660 

ATGCCAAAGT TTCTTTTGCA CTTTGTTCAC TCGCCGAACT TAATACGAAG CCACTGGCTG 135720 

GGATAGTTCG AATCATATGA TGAAATTGGC GTTGGATCGC TTTGAGATCA TCAAAAATAT 133780 

CAGCGTGATC AAAACTAATA TTGTTTACGA TAAGTGTACG TGGATTGTAA TGGACAAATT 135840 

TCGAACGTTT ATCAAAGAAA GCTGTATCAT ATTCATCAGC TTCAATAATA AAATAAGGGC 135900 

TATCTCCTAA ACGAGCTGAA ATGCCAAAAT TACCCGCAAT TCCGCCGATT AAAAAACCTG 135960 

ATTTTAAGCC ATTTTGTTCT AAGACCCACG TTAGCATACC TGTGGTCGTT GTTTTTCCAT 136020 

GCGTACCTGA AACCGCCAAT ACCCAACGAT CGCGCAATAA ATGATCATGT AACCATTGAG 136080 

GGCCAGATGT GTATTTCAAA TTATTTTCCA ACACATATTC TACG CAAGGA TTACCACGTT 136140 

TCATCGCATT ACCAACAATT ACCATATCAG GCGCAGGTTG TAATTGTGCA ACATCATAAT 136200 

TTGGAATAAT CTCGATACCT TGCTCTTCTA AAAAAGTGCT CATTGGAGGG TAAACATTAG 136260 

TATCGGAACC CGTTACGTGA TAGCCCATTT GTTTAGCAAT CATCGCCACA CCGCCCATAA 136320 

ATGTGCCACA AATACCTAAG ATATGAATAT GTTTCATTGT ATTTCTCTGT TGATTAAGGA 13 6380 

AAACGAAAAA TATGATAAAA CAACTTCTAT GAACTTTCAA AAGAAAAGAC CATCATACCA 136440 

AACTATATGA TCTATAATTA ACGCCACTGA ACTATTATTT AACCACTTCA ATAGGAATAA 136500 

ACAATGAAAT TTAAGCGATA AAGCAATTTC AGAAGCACAA TGGCTCACTA TTTACAAAGA 136560 

AAATAATCAG CCGTTCTATG TAGCAAATCT TCCTGCATTA CAATTTGGAA AAAGTATTCA 136620 

AGTCGATATT ATTGGGACTT CAATTCATTT TGCTGACGGT ACCCAAATTG GTTTAGTTTC 13 6680 

AGAACAAAAA TAATCCTATA AAAAATGCCT GTGTAAAACA GGCATTTTTT TATCCGCACT 136740 

TTTAAGCAAT TCGCTCAAAA CCAGCTTTCA AATCTGCAAT TAGTTCATCG ACATTTTCAA 13 6800 

AACCAATATG CACACGAATT AATGAACCTG TAAGATTACG TTTAATATTT GGACGAATAT 136860 

GTGCAATTTC TTCTGGTTGA TTACAAAGAA TTAGAGACTC AAATCCTCCC CATGAATAAG 136920 

CCATAGCGAA CAGTTGAAAA TGATCCATAA ATTTTGATAC TTGCTCTGAA GTTAATCGCT 136980 

GGGTTAATTC AAAAGAAAAT AAACCACTGC TTCCACTAAA ATCACGTAAA AAGAATTCAT 137040 

GACCAGGGCA ACTTGGTAAA GCTGGATGGT ACACAGTTTT TACTTCTGGT TGCTCACTCA 137100 

ACCATTTTGC CACTTTAATA CTGCTTTCCT GATGTTGTTT TAATCGTACC CCCAATGTAC 137160 

-77.83- 

SUBSTUUTE SHEET (RULE 26) 



WO 96733276 PCT/US96/05320 

GGATACCACG AGCAGTCGTA TAAGCGGAAT CTGCATCAAC CATTTGCCCC ATTAAATAGG 137220 

AATGTTCTCT AAGTTGATCC CAAGTTCGCG CATTCGCAAC GGCAGTACCA ATCATAATAT 137280 

CTGAATGACC CACTAAATAT TTCGTACCCG CCTGAATAGA AATATCAATA TCATGCTCTA 13734 0 

ACGCTTTAAA TAGAACACCT GCCGACCAAG TATTATCAAT CATAATCACA ATATTAGGGT 13 7400 

TCACCTTTCT TGCAGCCTTC ACAATAGTCG GAATATCGGG AATTTCCATT GTAATAGAAC 137460 

TCGGTGCTTC TAAGAAAAGT ACTTTTGTAT TCGGTTGAAT AAGCGTTGCA ATATCTTCAC 137520 

CAATAAGAGG ATCGTAATAA GTTATATCGA TCTGCATTTT TTTCAGCACA ATATTACAGA 137580 

AATATTGGGT TGGCTCGTAA GCTGCGCCAC TCATTAGCAC ATGATCGCCA GTTTTAACAA 137640 

AAGAAAGAAT CGAATTAGTT ACTGCTGCTG TACCACAAGG ATAAAGATAA CAACCTGCCC 137700 

CCCCCTCCAT TTCGCACATT AAATCTTGTA AAGCAAAATG TGTTAGCGTC CCTCTTCTGC 137760 

CATAAAATAA TTCGCCTTTT GCTCTACGTT GAGTAGCGTG TTTTTTATCT TCAATACTGT 13 7820 

CAAATAGTAA TGAAGAAGCT CGCTGTAAAA CAGGGTTTAC CGATCCTTGT GAAAAACGTT 137880 

TTTGACGACC AGAATGAATA AACATTGTTG AAAGATCATA TTTTGTTTGC ATATATTTCC 137940 

TTATTTAAAT TAACTTATAG GGCAAAAATA ACTATGGTTT CAATTCCTAT CCGCACCTGA 138000 

TTTTACTTCA TCTGCGGTAT TAGGCAATGG AAAAAATAAA GAGAAAACAA CAAATAATTC 138060 

TGACGTCTAC ACAGAATCCC TAAAATAGAT GCTAACGAGC TTTAATTTTA TCAATTATTT 138120 

ATAAAAAGCG ACCTTAGGTG GCTTTTTTTA TCATCAGAGA TAATTTAGAA TAAACCATCT 13 8180 

TTAGCTAAAG TGCGGTCAAT TTTTCTATGA AATTCAATAT CCCAATTTTC CTAACGATCT 138240 

TTCGAGTCAT TTTGATTCCT TTTTTCGTGA TTGCATTTTA TTTACCCATT GAATCATCTC 13 8 300 

CTTTCATCAC AACGCTCATT TTTTTTATTG CAGGTGTCAC TGACTGGCTA GATGGCTATC 138360 

TAGCTCGTAA ATGGAAACAG ACCACGCGCT TTGGTGCATT TCTTGATCCT GTTGCTGATA 138420 

AAGTAATGGT AGTGGCTGCA CTAGTTTTAA TTGTCGAACA TCAACATACA TTTTGGATAA 138480 

CCATTCCTGC CATTATTATG ATTTCTCGTG AAATTATCAT CTCCGCATTA CGTGAATGGA 13 854 0 

TGGCAGAGCT TGGGGAACGT AGCAAAATCG CAGTCTCTTG GTGGGGAAAA TGGAAAACCA 138600 

CAGCGCAAAT GTTAGCACTA GGCGGATTAT TATGGCGTTA TAACAACTAT ATGGAAATAG 138660 

CAGCAATTAT CTTACTTTAT ATCGCCGCTA TTTTAACTAT ATGGTCAATG ATCCAATATT 138720 

TACAAGTAGC AAAAGGAAGC TTGCTAGATA ATATTCAATT ATAAATTTAA ATAAAACACA 138780 

GTTATTTTTT ATGATAACCA TCTATATTTG AGTTATTTTT AATCAAATAA AATATTTTTT 13884 0 
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A TTTTT T T CG TTTGACAGCA ATATATAAAT CCGTAAAATA CGCCCCGTTG TCACGCAGTA 13 8900 

GTGCTGATTA GTGATAAATG CGGGAATAGC TCAGTTGGTA GAGCACGACC TTGCCAAGGT 13 8 960 

CGGGGTCGCG AGTTCGAGCC TCGTTTCCCG CTCCAATTTG CCCGAGTGGT GGAATCGGTA 139020 

GACACAAGGG ATTTAAAATC CCTCGCCTTT CGAGGCGTGC CAGTTCAAGT CTGGCTTCGG 1390B0 

GCACCATTTA . AACACCAATT CAAAGATTTT AAAATTTATT TTAAAATCAT CTAATTGGGT 139140 

CGTTAGCTCA GTCGGTAGAG CAGCGGACTT TTAATCCGTT GGTCGAAGGT TCGAATCCTT 139200 

CACGACCCAC CACTTAAAAA TAAAGTAAGC ACCGAAAGGT GTTTTTTTAT TATCTAAATC 13 9260 

TCTGAAACTC ATATAAAAAA TCCCCGACTC AAAGAATCAG GGACTTTTAC AATCAAACGT 13932 0 

CTTTAATTAA TTAACGCTCA TTCCAACGTT TAATAGACTC ACGAATCACT TCTTTCGCTT -139380 

CTTCTACATC GCCCCAATGA GTTACTTTCG TTGAGCCAGG TTTCTTAAGC GCTTTATAGT 13 944 0 

TATTGAAATG GAACTCAATT TGTTTAATTA AGTTTGCCGG TAAATCTGCT AATGAATTGT 13 9500 

AAGCATTTCC TGTATCACGA TCATCTGCAG GAACACAAAC GATTTTATCA TCCACTTCGC 139560 

CATCATCAAC AAATTTCATG ACACCAATTA CTTTAGCCTC AAGGAATACA CCTGTTGCTA 139620 

ATGGTTGGCG AGTGATTAAT AACACATCTA ACTCATCGCC ATCTTCATCT AAAGTTTGTG 13968 0 

GAATGAAACC ATAGTTAGTT GGTTTTGCAA AAATTGCTGG CTCAACACGA TCTAACTGGA 139740 

ATGCCGCAAC TTTACGGTTC CATTCGATTT TATGGCAGCT ACCTTCTGGA ATTTCATTTA 139800 

CTACATTGAT AATGCCAGCA TCTACATCGC CTGGCGTTAA AATTTGATTA AAATCAGCCA 13 9B6 0 

TTTTGTTTCC TTCATTTTAT CAAGTTAAAA AACGCAACAA GTATAGCAGn TTTTCTGCGA 13 9920 

ACTCGCAGTC TCATTTGTAG AGAAAATCAG CAAATAGATC CATCTCATAA CTATTCATAA 13998 0 

TTTTGACCGC ACTTTATCCT AAATAAAACT CACGCAAACG TTTACTTATC GTTTTTATGA 14004 0 

TGTAAAATAG CGCACCTTAT TACTTCCAAT TTTTTACTTA ACTTCAAGGA ACACTATGCC 140100 

AACTTTAGAA AAAACATTTG AGCTCAAACA ACGTGGTTCA ACTGTTCGTC AAGAAATTAT 140160 

CGCGGGTTTA ACCACTTTCT TAGCAATGGT TTATTCTGTC ATCGTGGTAC CCAATATGCT 14022 0 

TGGTGCTGCA GGTTTCCCTG CGGAATCTGT CTTTATTGCC ACCTGTTTAG TTGCAGGATT 14 028 0 

AGGCTCTATC TTAATCGGCT TATGGGCAAA. TGCACCAATG GCAATTGGTT GTGCAATTTC 14 034 0 

TCTTACTGCT TTTACAGCAT TTAGCTTAGT GATTGGTCAA AAGGTCGCCA TTCCCGTnGC 140400 

GCTAGGCGCA GTATTCTTAA TGGGGGTTGT GTTTACCTTA ATTTCTACCA CAGGTATCCG 14 0460 

TGCATGGATC TTGCGTAATT TACCATCCAA TATCGCTCAT GGAGCAGGCA TTGGTATCGG 14 0520 
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ACTCTTTTTA CTTTTAATTG CCGCAAACGG TGTTGGTTTA GTCGTCAGCA ACCAAGCTGG 140580 
CTTACCAGTA AAATTAGGCG ATTTCACCTC ATTCCCAGTC ATGATGTCCT TAATTGGCTT 14064 0 
AGCGTTAATT ATTGGCCTTG AAAAAATGAA AATTAAAGGC GGCATTTTAT GGGTAATTAT 14 070 0 
CGCTATTACT ATCGTAGGTT TAATTTTTGA TGCAAATGTA AAATTTGGCG GAGAGATTTT 14076 0 
CAAAATGCCA ACCTTTGGTG AAAATTCTCT TTTCTTACAA TTAGACTTTA TGGGCGCACT 14082 0 
ACAACCCGCA ATCTTGCCTG TGGTATTTGC TTTGGTGATG ACTGCCGTAT TTGATGCAAC 14 088 0 
CGGTACAATT CGTGCAGTTG CAGGTCAAGC AGACTTGCTT GATAAAGATG GTCAAATTAT 14 094 0 
CAATGGCGGT AAAGCCTTAA CTTCAGATTC AATCAGTAGC TTATTCTCAG GCTTATTCGG 14100 0 
TACAGCACCA GCTGCCGTTT ATATTGAGTC AGCAG CAGGG ACAGCAGCAG GCGGTAAAAC 14106 0 
AGGTATTACT GCTATCGTTG TTGGTGTGTT ATTCCTATTA ATGCTTTTCT TCCAACCATT 14112 0 
AGCTTTCTTA GTGCCAGGCT ACGCAACTGC TCCAGCATTA ATGTATGTTG GTTTATTAAT 14118 0 
GTTAAGCAAT GTAAGCAAAT TAGATTTCGA TGATTTCGTT GGCGCGATGA GCGGATTAAT 14124 0 
CTGCGCAGTG TTTATCGTAC TTACCGCGAA CATCGTAACA GGCATTATGT TAGGTTTTGC 141300 
GGCATTAGTA ATTGGAAGAA TCGTGAGTGG CGATATTAAA CGcTTAAATG TAGGTACTGT 141360 
GATTATTGCA ATCGTACTTG TTGCATTCTA TGCAGGCGGT TGGGCGATTT AGTAACAGAA 141420 
ATAAGAAAAG GGAAAAGCCT TCCCCTCAAT TTTAATCACA AAAGTGCGGT GAAATTTTAC 141480 
CGCACTTTTT TATACTTGGA TTACTCTTTC TTCAATAAGA AAATACCGTG GATCAGATAA 141540 
ATTTACATAA GCTTGTTTTA AAATTGGCAT TAAAATCCCT CTGGTTTACA ATTTACCAGT 141600 
AAATCTTTGC CCCGCCCAGT TTGCAACCAC TTCCCCAATG GTTGCCCCAT ATAAACCGCA 141660 
CTTTTAATCT CGCAACGTTG TGCATCGCTA CCCTCTGCAG CAAGATAAAT TGCTTCTGGG 141720 
CGAATACCCA CTAAACATTC GCCATCGGGT AAATTAAACT GTGCAGCATC TTTTAAAGGC 141780 
ACAGAGTAAC CATTAATATC CGCCACGCCA TTTTCTAATT TTCCATCGAA AATACTGGAT 14184 0 
TCGCCCATAA AGTTAGCCAA AAACAG AG AA . TTTGGTCGGA GATAAAGCTC TTTCGCCGGC 141900 
GCTTTTTGCA TAATTTTACC TTTATTCATC ACAATCACTT CATCAGATAC CGCAAATGCC ■ 141960 
TCTGTTTGAT CGTGTGTCAC ATAAAGCGAA GTAATGCCTA AACGTTGTTG CAATTCACGG .142 02 0 
ATTTTTTCAC GCATAGAACG ACGTAAGTTT GCATCTAAAT TACTTAATGG TTCATCAAAC 14208 0 
AATAGGACTT TTGGTTTCAA TACCAAAGCA CGAGCCAATG CGACACGTTG TTGTTGCCCA 142140 
CCAGAAATTT GATCCACGAA ACGATCTTCA AAGCCCGCTA AATCCACTAA TTCTAAAGCC 142200 
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TCTTTTACAC GCTGAGCGCG TTCTTCTTTG CCAATGCCTT GCATTTTTAA GCCGTAGCCC 142260 

ACGTTATCGC CAATGCTCAT ATGCGGGAAA AGCGCGTAAG ATTGGAAAAC AATACAAATA 142320 

TCTCGATTCT GAATAGAGGA TTTTGTTACA TCTTCGCCAT CAATAAATAT TTGACCTGAT 14238 0 

GTTGGATTTT CTAATCCTGC CACTAAACGT AATACGGTGG TTTTACCACA GCCTGATGGC 142440 

CCTAACAATG TTACCATTGT GCCACGTTTG ATCGTTAAAT CTAAATTATC AATGACGACC 142500 

GCTTTACCAA ATGCTTTTGT GATATTTTTT AATACTAAGA AATCATTATT ACTCATAATT 142560 

TTTACCTACA ACTTAACGAG TTAATTCATT TTTTTCGCTT TAGAACGGGA AATACGCGTA 142620 

TCGCCTACAA TCCAGTCGAA AAACAAAATA ATTGCCATCA TCACAACAAT TAAAATAGAA 142680 

CCGTATGCAA TCGCAATGCC GTATTCTCCG TCTTCCACAC GATTTAAAAT ATATGCGGTA 142 74 0 

GACGCGAGTn TCTGCTGTCA CTAAGAATAT AATCGCACTT ACCGTCGTCA TTGCACGAAC 142 800 

GAAACTAGTC ACTAAAGCAG AAAGCAACGC AGGTTTTAAT AATGGCAATA CGATAAAGCA 142860 

CAATGTTTTC . CACGAACTCC CTTTTAAAGA AAGCGATGCT TCATCAAGGG ATTTATCAAG 142920 

CTGTCCTAAC CCAGCAATCG CTGCTCGCAT ACCAATGGGT AAATCACGCA TTACCATTGA 142 98 0 

AATAATCACG ATAATGCCCG TACCCGTAAT ATAAAGCGGT GCATTGTTGA AGGCTAAAAT 14304 0 

GTAAGACACC CCAGCCACAG TACCTGGCAC GGCAAAACAA AGCATAGTTA AGAACTCAAG 143100 

GGATTTTTTA CCTTGGAAAT CTTTACGCAC CACAATATAC GCAATCAATA ATCCAAAGAA 14316 0 

TGCAGTTAAT GGCGCAGCAA TACCCGCATA GATTAAGGTA TTGATTAGTG ACGGCCACGC 143220 

TCCATCGCTC AATCCTTGCC CGAATAACAT GGCATAGTTT TTCAAGGTTA AAGTGTAATT 14328 0 

TACGCCCCAG TTTACAGTGA AACTTCCGTA GAAAATACTA CCGTAAAGTG CCATATTAAA 14334 0 

GATTACC CAG AAGCCAAGCA TACCGATGAT GGTATATTTC AAGCCATTTG GCAGCTCTTG 14340 0 

CACATCGCCA CGATAAGATT TCCCCGAAAC AGTGACATAA GAGCGGTTAC CAATCCAAAT 14346 0 

GTATTGAATG ATAAAAATCG CCAACGAGAA AATTAACAAC ATCGAACCCA AAGTACTGGC 14352 0 

TGAAGCATAA TCAAGTTGTG AACCCGCAAT ATAGAAATAA ATTTGTGTGG CAATCACATC 14358 0 

GAAACTTCCA CCTAACACTA AAGGATTACT AAAGTCCGCC AATGATTGAA TGAATACAAT 14364 0 

TAAGAAAGAA TTTGCTAATG CTGGACGCAG TAACGGAAAA ATAATCTGAT AGAACGTTTG 143700 

ATAACGATTA GCACGCAACG TATAAGACGC TTCTTCAATA GACGtSGTGTA CGGATTTTAA 143 76 0 

TGCGCCATCT AAAATCATAA AAGAAATAGG AGCAAATGCG AGAATTTGAG CAATCGCAAT 143820 

CCCATTAAAA CCATAAAGCC AATTATGACT AGAAAAACCA AAATTCGTAC TTAAAAATTC 14388 0 
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GGTTACATAA CCAGAACGTC CGAGCATTAA AGTAACCCCA AGTCCTACAA CAAATGGGGG 143 94 0 

CGTCACAATT GGCAAAATAG AGAAAATTTT TCCGATAAAT GCCGTTCTAC GAGCGATACG 144000 

CGTGGTATAG AGCGCAAAGG CTAAACCAAA TACAGTAGAA ACGATGCCCA CAAAGCCCGA 14406 0 

TAAGAAAAGC GAATTGGTAA TTACGCGGAC AATATAGCTC TGCGTTAAAA TTCGCATCAC 144120 

TTGTTGTGGC GCAAAGGTAT CGCCGTCATA AAACATTGAA ACGAAAATCG CCAATGTTGG 14418 0 

ATAAACGATA AAGAAGAAAA TGAGCAAGAT AATGCAAAGC AAAGAAGCGA TGATAAATTT 14424 0 

ATCACCTTGC ATCACTTTTA GTTTTGCCAA TGAAAGTGTC GCCAATGCGG TATATCCCAC ,14430 0 

AAGTAACACA ATCACAGAAT AGCCCATACT AATTTTGTAC ACCGTCGCAC TGATAAACAT 144 36 0 

AAACAGTACA GAAAGTGCGG TCAAAAATAG CTCTGTTTTT GCTTGGGTTT GCTGTGGCAA 144420 

TCTCAATAAC GGCAAAGCAC CATACACAAT TACAGGCAGG AACCAAGCCC AAGTTAAATT 1444 BO 

GAAAGAAGCC CAGCCCATTG CCTCTAAATA TTATCTGAAG TACTTTCAAA CAAACCGTAA 144 54 0 

TCAAGTGCAT TGGAAGGCAG AAGTGCAAAC GCTAACAAGG ATAAAATAAT CCAAAAATAA 144600 

GCAGAATGCA TTATGGAAAG TTTTTTTGCG TTCATACAAC CTCGCAGTAA AGAAAACCTG 144660 

ACTTTCGCCT AGGGTAAGTA GGCCCTAGGA TAATTACAGT AACTCCCCTA TTGGGGAGTA 144720 

AAAAGCTGTC CCAAAGGGGA ACTACTATTA CGATAATTAG CCGTGGGTAT ACTTACTCAC 144780 

GGCTATGATT GTCACGAAAA CTATTTCGCC AATTTAACTT CTTGAACCCA TTTTTCAATT 144840 

AAGGCTTTGC GTTGTTCTGT TGCACCGTAT TTTTCAAAGT CATAATTGAT TAATTTGAGT 144 900 

TTATTTGGAT CAAATGCAGT TGGCGATTGT TCTGCGGTCG TGTTAGTTAA GATTTGTAAA 14496 0 

GAATCCCCTT GTTTCCAAGC TAATTCTTGA CCTTCTTTTG ATAAAGCCCA ATCGACGAAT 14 5020 

AATTTTGCAT TATCAATATT ACGCGCACCT TTTAAGAnAC TCACGCCACC TAATTCATAG 145080 

CCCGTTCCTT CGCACGGCAC AACTAATTCT AATGGCGCAC CATTGCGTTT TTCTAAAGCA 14514 0 

TAATCGTGTA AGAAACCCAC CCCAATTGTC nTTCGCCACG CGCAGAGTTA CGTGATGGCG 1452 00 

TGATACCCGA TTTGGTATAT TGAGAAACAT TAGGATGTAA CTCTTTTAGG AAATCGAATG 145260 

CCTCT TT TTC GCCCCATAAT TGAACGAAAG TTGCCAATGC AGTGTAAGCA GTACCCGCAC 145320 

TTTGAGGGTC TGCAATTTGA ACTTCACCTT TTAAGCGTGG ATCGGTTAAG TCTTTCCAGC 1453 8 0 

ATTTTGGCAC TTCTTTAATA CCTAATTTTG CCAAACGTTC AGTATTCACA CCGAAACCTA 14 5440 

AGATCCCCAT ATAAATTGAG GAAACATAAT GGCCTTTCGT TTTCGCTGGT TCACGGAAAC 14 5500 

GTTCTACAAT TTCATCAATA TGTTTGGATT TATAAGGCTC AATTAACCCT AATTCTGCCG 145560 
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CTTGAGCTTG AGGGTCAAAA GTACCGCCGA ' ACCAAACATC CGCTTGAGGG TTATTTTTTT 14 5620 

CAGCTTCAAC TTTAGCAAAA GTACTGCCTG AACCATTACG AATAAAGGAT GTTTTCACAT 145680 

CATATTTTTC GCCAAATGCT TTCGTGGTGG TTTCGCACAA AATATTGGTT GCACTACAAT 145740 

ATACAACTAA ACGACCTTTA GCGTTAGCAG AACCAGAAAC AGCCAAGCCA GCAG CTAAAA 14 5800 

GTGCGGTAGA AACAGAAAGA GAAATTTTGT TGAATTTCAT AATACATACT CCTTATTGGA 14 5860 

TAAAATGTTT GAATCCTACT TGAAAAATAG AAATAATACC GTGATGAAGT TCACAGTTTT 14 5920 

TAAAATTCAA GTGAAAAAAT AnACGTGAAA TTCACCGCAC TTTTCTTTAT AATTGCAAGA 14 5980 

ATTTTCCTTA CATCGAAACA CGATTATGTC AAATCCCTCT TGTATCATCA TCGCCATCAC 14604 0 

AGGTGCATCT GCATCAGGCA AAAGTTCTAT CGCTTCCACT GTTCACAAAG AGCTCTGTAA 146100 

TGAACTAGGC TGCCAAGAAA TTGGTATCAT TACTGAAGAC AGTTACTATA AAGATCAAAG 146160 

TCATTTAGAA ATGACTGAGC GGGTAAAAAC GAATTACGAT CATCCAAACT CTATGGATCG 14622 0 

CGATTTACTT ATCCAACATT TAAAAAATCT AAAAAATGGC AGTGCAGTAG ATGTGCCTGT 14 6280 

TTATAGCTAT GTAGAACATA CTCGCACCAA CGAAACAACG CATTTCACAC CAAAACGAAT 14 634 0 

CGTAATTTTA GAAGGGATTT TATTACTTAC CGATGAACGA GTACGCCAAT TAGCCGATAT 14 6400 

TTCTGTATTC GTAGACACAC CACTTGATAT TTGTTTCATC CGCCGTTTAC AACGTGATAT 146460 

GGAAGAACGT GGTCGCTCTC TACAATCAGT GATTGATCAA TATCGTGCAA CCGTGCGTCC 146520 

AATGTTCTTA CAATTTATTG AGCCGTCTAA ACAATATGCG GATATTGTCA TTCCTCGTGG 14 6580 

TGGTAAAAAT CGCATTGCGA TCAATATGTT AAAAGCTCAA ATCCTTCATT TATTGAATCA 14 6640 

AAAATAGGAA ATCTTATGCG TCTTTGCGAT ACTGATATTG AACGCTATCT TGATGATGGC 146700 

ATTATTTCTT TAACACCACG TCCAAATAAT GACAAAATCA ACGGTGCGAC AATTGATGTT 14 676 0 

CGCTTGGGGA ATTCTTTCCG TGTATTTCGT GAACACTCTG CACCTTTTAT TGATCTAAGC 146820 

GGCCCGAAAG AAGAAGTATC CGCCCAGCTT GAATCAGTAA TGAGCGATGA AATTATTATT 14688 0 

CCAGAGGGGG AAGCATTTTT CTTACATCCT GGTACTTTAG CCTTAGCAAC CACGCTTGAA 14694 0 

TCCGTGAAAT TGCCAGCCAA TATTATCGGT TGGTTAGATG GCCGTTCTTC TTTAGCCCGT 147000 

TTAGGCTTAA TGGTACACGT CACCGCACAC CGTATTGATC CAGGTTGGGA AGGAAAAATC 14 7060 

GTGCTGGAAT TTTATAATTC AGGGAAATTA CCATTAGCAT TACGCCCAAA TATGGTAATT 14 712 0 

GGTGCGTTAA GTTTTGAAGT ATTAAGTGGC GAAssAAAAC GACCATACAG TAGCCGCAAA 147180 

GATGCAAAAT ATAAAAnTCA ACAAAGTGCA GTAGCCAGTC GTATTGACGA AGACAAGGAA 14 724 0 
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TAATCGATGA AAAAGTTCGC ACTTATCGTA GGGATCGTCG CTTTGGCGAT CTTTTCTTTT 147300 
TTATATATTG AACTTTACCG CGTGCAAAGT GCTATTAATG mACAACTGGC ACAACAAAAC 147360 
ATTGCCGTTC AGTCAATCAA TTTATCATTA TTTTCTCCCG CACTTTCCCT TGAAAATATA 147420 
AAAACTACGC AATTTTCAGC TCAAAAAATT GAAGCTAAAT TTAGTTTTTT GCCTCTTTTG 147480 
TATGGAAACG CAGCACTTCA TTCACTGAAT ATTCAACAGC TCAAATTAAC TCAAAACACA 147540 
CAAAATCCTG CCAATGTATC GATAGAGATT TCGCCTTTTT CATTAAAACA GCTTTTATCA 147600 
AAAAAAGTAA TATTAAATGG CGAAAACCAT ATTCGCATTG AATTTAATAA ACCTATTTAT 147660 
GGAAAAACAA AAACTTTCCA TTTTTCTTTC CATAAAGCGA ATTTAGACTT CTCAACATCA 147720 
GAATCAACCC CACTTCAATT TGTAGATGCA AGCCTAAATA ATCAGCCTAT CGGTTATATT 14 7780 
GAAACTCACA CAGCCCACCA ACAAATAGTG ACTTATATAA AACCACAATG CGATAACGAT 147840 
TGTTTAGCCG TATTGAAATA TCAACAAATA GACAATCAAA GTGCGGTAAA TTTTTCGGGT 147900 
AAATATTTCC CTGTTCAACG CTTATTCGCA CTATTAAATT TGCCAGAAAT GTTAAGTGGA 147960 
CACGCCGATT TTGATCTTGA TTTCAGCTTT TCATCTTCCT CGCTTATTCA AGGAAAATTA 148020 
AATTTTTTAG CGCAAAATGG CGAAATTCTT GGTGTGAATT TATTGGATAT GGTAGCGCAA 148080 
TATTTCCCGA TTAATTACAA CAATGATTTG TTACAAAACA AAGAATTAAA CACTCGCTTT 148140 
GAACAATTTT ACTTACAATT ATTTCTCCAA CAAAATCAAC TCATTGCTGA AAAAATCGAA 148200 
TTAAAAACGC CCGCACTTTT GGGGCAAGGA AAAGGCATCA TTGATTTAAA TCGAATGGAA 148260 
TGCAATGTGG ATATTAATTT AAATTCTACG GATGAACGCT ATCAAAATTT GACACTTCCA 148320 
ATCAATTTTT TTGGTAACTG CAATTCTCCA CAATACAAAA TTAATTTTAC GAAGAAATTC 148380 
CGCCATCAAT TAATTGATGC GATTAAAGAA AAGTTACGTT AATGTCGTTA TATTTAAAAG 148440 
CTGAAAAAAT CCAATCATGG CGCGTGCTTA TTATGGCTTG CGCAGGATTT ATTTTTAATA 148500 
CTACAGAATT TGTACCCGTT GCAATGTTAA GCGATATTGC ACAAAGTTTT G ATATG CAAA 148560 
CCGCCGATAC TGGTTTAATG ATGACAGTTT ATGCTTGGAC GGTGCTAATT ATGTCTTTGC 148620 
CTGCGATGCT TGCCACGGGC AATATGGAAC GTAAAAGTCT GCTTATTAAG CTTTTCATTA 14 8680 
TATTTATTGT TGGGCATATT TTATCGGTCA TTGCATGGAA TTTCTGGATA TTACTTCTCG 14 8740 
CTCGAATGTG TATTGCATTA GCACATTCGG TGTTTTGGTC AATTACTGCC TCACTTGTGA 148800 
TGCGCATCTC ACCTAAACAC AAGAAAACTC AAGCATTAGG AATGCTCGCT ATTGGCACCG 148860 
CACTTGCCAC AATCTTAGGC TTACCGATTG GACGAATTGT CGGACAGCTC GTCGGTTGGC 148920 
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GGGTCACTTT TGGCATTATT GCGGTACTGG CATTATCCAT CATGTTTTTA ATTATTCGAT 148 9 BO 

TATTGCCAAA TTTACCCAGT AAAAATGCTG GCTCTATTGC AAGTTTACCC TTGCTTGCTA 149040 

AACGTCCATT ATTACTTTGG CTTTACGTAA CAACGGCAAT CGTCATTTCA GCACACTTTA 14 9100 

CTGCTTATAC TTATATCGAA CCATTTATGA TTGATGTAGG GCATTTAGAT CCAAATTTTG 149160 

CCACGGCTGT ATTATTAGTT TTTGGTTTCT CAGGCATTGC AGCAAGCCTA TTATTTAACA 149220 

GATTATACCG ATTTGCTCCC ACAAAATTTA TTGTTGTTTC GATGAGTTTA TTGATGTTCT 1492B0 

CCCTCTTGCT ACTC CTCTTT TCGACCAAAA CAATAATAGC AATGTTCAGC CTTGTGTTTA 149340 

TTTGGGGGAT TGGCATTTCT TGTATCGGAC TATCTCTACA AATGCGCGTA CTAAAACTTG 149400 

CGCCAGATGC AACCGATGTT GCCACAGCTA TTTACTCGGG CATTTTCAAT GCAGGAATTG 14 9460 

GCGCAGGCGC ATTATTTGGA AACCTTGCGA CAACCTATTT AGGATTAAAT GAAATTGGTT 149520 

ATACAGGCGC AGCATTAGGT TTAATCGGTT TCATCATTTT TATTACAACG CACTTAAAAT 1495 80 

ATCGC C ATAC ATTTCTTCTG CAAAACAAAT AAAAAAATAA CCGCACTTTA GTTCTCCAAA 14964 0 

AAGAGTTTTA AAAGTGCGGT TAAATCTTGC TAAGTTTTAT TTATCTTGCG TTTAACGTTT 14 9700 

CG CT TTCTTA ATAAATTTCA TCAAACGTTT ACGTTTACGC AATTGGTTCG GAGTGAGTTT 149760 

ATTTTTGCGT CCTGCAAATG GGTTTGAGCC TTCTTGGAAA AGCAGACGAA TCGGTGAACC 143S20 

AATAATTTTT AAGCTCTTAC GATAATAATT AGATAAATAA CGTTTATAAG AATCTGGTAG 149880 

TTTATCCATT TGGTTACCGT GAACCACTAT AATCGGCGGA TTATAACCAC CTGGGTGAGC 14 9940 

ATATTTTAAT TTAATGCGAC GACCGCCAAT CATCGGCGGT TGGTGCTCAT CCGTTGCCAT 150000 

TTGCAAAATA CGAGTTAAAA GCGAAGTCGT C ATTT T TT GA GTGGCACAAG CATAGGCTTC 150060 

TTTAATCGAA TCAAAAAGAT TACCTACACC ACTTCCGTGC AAGGCTGAAA TAAAATGCAC 150120 

CCGAGCAAAA TCAATAAAAT CTAAACGACG ATCAAGTTCA GATTTCACAC GATCTTTCAC 150180 

ATCTTGATCT AAACCATCCC ATTTATTCAC GACGATCACC AAAGAACGCC CTGCATTTAA 150240 

AATAAAGCCG AGCAAAGATA AATCCTGATC AGAAATGTTC TCTCTCGCAT CAATAGTCAG 150300 

CAATACAACA TTAGCATCTT GAATCGCTTG TAAGGTTTTA ATCACAGAGA ATTTTTCCAC 150360 

TGCCAAATGC ACTTTACCAC GCTTACGCAC ACCAGCCGTA TCAATCAAGG TATATTGCTG 150420 

CCCATCACGC TCCATTGGAA TATAAATACT GTCACGTGTC GTACCTGGCA TATCAAAAAC 150480 

CACGACACGA TCTTCGCCTA AAATACGATT GGTTAAAGTA GATTTACCCA CATTTGGACG 150540 

ACCAACAATG GCAATCTTAA TATTTTTATC TTGTTCTTCT TCAAGTTCTT CGTCTAACGC 1506 00 
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ATCATCAATT AATGCCGTAT CTTCTTCTGA' ATTCAAAATC GAATTCTTGT TCCCATTCGT 150660 

CTTGTTCTTC CTCAGAAGTG CGGTCATTTT CATCGGCGTT TTCCATTTTT TCCGCAAAAG 150720 

GssGCAAGTA CTTGTTCCAT TAATTGAGTA ACACCACGGC CTTGTGAGGC TGCGATTTGC 150780 

TCAATTTCCC CTAAACCTAA CTGATAAAAT TCAGCACAAT GGGAATCCGC ATCAATACCA 150840 

nCAGTTTTAT TTGCCACCAC CACAGTAATT TTGTTTTGAC GTTGGCGTAA ATAATTAGCA 150900 

ATACCAATAT CAGCTGCCGT TAAACCCGCT CTAGCATCCA CAAGGAAAAG AACAATATCC 150960 

GCTTCATCAA TAGCAAGCAA AGATTGCTCC GCCATTTTTT CTTCTACACC CTCTTCCGTT 151020 

CCATCAATAC CGCCAGTATC AATAACAATA AAATCATAGC CAGCAATATG TGCGTGACCA 151080 

TATTTTCTAT CACGAGTTAA ACCGGGAAAA TCAGCGACTA ACGCATCTCT CGTACGAGTA 151140 

AGGCGATTAA ATAATGTGGA TTTTCCCACA TTTGGGCGAC CAACAAGGGC GACGACTGGA 151200 

GTTGCCATAA AAAATCTCTT ATTTTGTCAA AAATGGCGAC TATTATATCG GAAGTTAAAG 151260 

GATTGGTAAA AAATCATTTC ATAAAGAAAA GAAAAAGCCA CAGGATACAA TCCTATGGCT 151320 

TTCTAAATAC TGTTTATTTA TCTACAACTT AACGTTATAA TAATCTCGCT TTCAAGGATT 151380 

CAGCTTGAAA GCGAGTGTTG CGCTTTTTCG CAACGTTTGA AGAGGATAAG AAAATGATTA 151440 

AGATCATTAT CCTTGTCGTA CTACTATTAT TAGTGAGCCA GCCCGCTTAC TAATAACACG 151500 

ACATACTAGG GAGTAACCGC TCCCTAGTTC TTCAAATATT AAAAGTTTAC TTTATTTTTG 151560 

TCAAGATGAA TAAATTTCAG ATACAAAAAA AGCACCCTTA GGTGCTATCT TTATTTATCT 151620 

TTATTTATCT TAATTGGCGG AATGGACGGG ACTCGAACCC GCGACCCCCT GCGTGACAGG 151680 

CAGGTATTCT AACCAGCTGA ACTACCACTC CGAGATAAGA TATTAATTTT AAATTGGCGG 15174 0 

AATGGACGGG ACTCGAACCC GCGACCCCCT GCGTGACAGG CAGGTATTCT AACCAGCTGA 151800 

ACTACCACTC CGCTAAGTGG TGCGTATCTT AATGATGAAC ACAAATCTCG TCAATCTTTT 151860 

TTTATTAAAT TTTACTTACC TG CTT AAATT CCACACGATT AATGCACATT ATTATTGCCA 151920 

AAACGTTTAT CCCAAAGGCA ATTATTTCCA CTTTTTTTAT TCATCATCTT TAAGAATTCT 151980 

AAATGCGCTT GTAGCTCATC ATTAGTAGGT TGAAGTAATT TCAAATTGTG CGAAAAATCT 152040 

ACCGCACTTT TTATTTCTTC CGCCGTTTTT TCTTGCATAA CACGGATAAC TCCAGACTCA 152100 

ACAGATTCTT CTTCATCGAA TAAATTTGTT TGCCCTCCCG TCATCATCAA ATAAACATCC 152160 

GCCAAGATCT CGGCATCCAG TAACGCACCG TGCAAAGTAC GTTTGCTATT ATCAATACCT 152220 

AAACGATCAC AAAGTGCATC CAAATTATTG CGTTTTCCAG GATACATCTG ACGCGCCATT 1522 80 
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TGTAGCGTAT CTGTCACCAA ACAAATATCG TCAGTTTTCA CATTGAGGTT AAGTTTACGA 15234 0 
AATTCATAAT CCATAAATCC AACGTCAAAG GGGGCATTGT GAATAAGCAA TTCTGCGCCA 1524 00 
TTAATATAAT CCAAAAAATC TTGGGCAACT TCTTTGAATT CAGGTTTATC CGCTAACATT 152460 
TCATCAGTAA TTCCATGAAC TTTAATCGCA TCAGGATCAn CGGGGCGATC TGGCTTAATA 152520 
TAAATATGAn AATTATTACC TGTGTAacGA CGATTTATTA ATTCAACTGC ACCAATtTCA 152580 
ATAATGCAGT GTCCTTCATA ATGCGCGCCA AGCTGATTCA TACCTGTAGT TTCAGTATCT 152640 
AATACAATTT GGCGATTGGG ATTAATCATT TGTTCAACCT ATCTCTTTCC ATTAAAATAC 152700 
TTGCCATTCT ACACAACAAC CTTTTTGTTA TGCCnAAACA GATTGAAATT TTTACTGATG 15276 0 
GATCTTGCTT AGGTAATCCA GGGGCGGGCG GAATTGGTGC CGTATTGCGT TATAAACAAC 152820 
ATGAAAAAAC t ACTCTCCAAA GGCTATTTCC AAACCACCAA TAATCGAATG GAATTACGCG 152880 
CTGTCATTGA AGCATTAAAT ACATTAAAAG AACCTTGCTT GATCACGCTT TATAGTGATA 152 94 0 
GCCAATATAT GAAAAATGGC ATAaCcAAAT GGATCTTTAA CTGGAAAAAA AATAATTGGA 153000 
AAGCAAGTTC TGGAAAGCCT GTAAAAAACC AAGATTTATG GATAGCCTTA GATGAATCCA 153060 
TCCAACgTCA TAAAATTAAT TGGCAATGGG TAAAAGGCCA TGCTGGACAC AGAGAAAATG 153120 
AAATTTGCGA TGAATTAGCA AAAAAAGGGG CAGAAAATCC GACATTGGAA GATATGGGGT 153180 
ACATAGnAGA ATAATACAAC TGATATAACG TCATATTTTT CGATACCTAA AAATATTTAA 153240 
TACTTAAACC TAAAACAGAA TAAAAAATAA TCAAATTCAT TTaAAAAATG TGATCTCGAT 1533 00 
CAGATTTCAA GnAAATTAAA ATTTTGGAGT ATTGACATCA AAAATTTTTT TTGTAAAGAT 1533 60 
GCAGCTCGTC CGTTTTGGCG ATTGGACAAT TCTATTGGAG AAAAGTTCAA TCATAGATAG 153420 
TAAACAACCA TAAGGnATAC AAATTATGAA AAAAACACTT GCAGCATTAA TCGTTGGTGC 153480 
ATTCGCAGCT TCAGCAGCAA ACGCAGCTGT TGTTTATAAC AACGAAGGGA CTAACGTAGA 153540 
ATTAGGTGGT CGTTTAAGCA TTATCGCAGA ACAAAGTAAT AGCACTGTAG ATAATCAAAA 153600 
ACAGCAACAC GGTGCATTAC GCAATCAAGG TTCACGTTTC CACATTAAAG CAACTCATAA 15366 0 
CTTCGGTGAT GGTTTCTATG CACAAGGTTA TTTAGAAACT CGTTTTGTTA CAAAAG CCTC 153 72 0 
TGAAAACGGT TCAGATAACT TCGGTGATAT TACAAGCAAA TATGCTTATG TTACTTTAGG 153780 
AAATAAAGCA TTCGGTGAAG TAAAACTTGG TCGTGCGAAA ACTATTGCTG. ATGGCATAAC 15384 0 
AAGCGCAGAA GATAAAGAAT ATGGCGTTCT CAACAATAGT GACTATATTC CTACTAGTGG 153 90 0 
TAATACCGTT GGCTATACTT TTAAAGGTAT TGATGGTTTA GTATTAGGCG CTAATTATTT 153 96 0 
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ATTAGCACAA AAGCGTGAGG GTGCAAAAAA TACAAATAAG, CAGCCTAATG ATAAGG CTGG 154020 
TGAAGTACGT ATAGGTGAAA TCAATAATGG AATTCAAGTT GGTGCAAAAT ATGATGCAAA 154080 
CGACATCGTT GCAAAAATTG CTTATGGTAG AACTAACTAC AAATATAACG AAGCTGACGA 154140 
GCATACACAG CAATTAAATG GTGTATTAGC AACTTTAGGC TATCGTTTTA GTGATTTAGG 154200 
CTTATTAGTG TCTCTAGATA GTGGCTATGC AAAAACTAAA AACTATAAAA CTAAACACGA 154260 
AAAACGCTAT TTCGTATCTC CAGGTTTCCA ATATGAATTA ATGGAAGATA CTAATGTCTA 154320 
TGGCAACTTC AAATATGAnC GCACTTCTGT AGATCAAGGT GAAAAAACAC GTGAACAAGC 154380 
AGTATTATTC GGTGTAGATC ATAAACTTCA CAAACAACTA TTAACCTATA TTGAaGGTGC 154440 
TTACGCTAGA nCTAAAACAA CTAATGGAGG CGTAAAAACT GAAAAAGAAA AATCAGTGGG 154500 
TGTAGGTTTA CGCGTTTACT TCTAATCATT TGTTAGAAAT ACATTATTAA AAG CAAGGCG 154560 
AATCGAAAGA TTCGCTtTTT TTTTTGCTCA AAATCAAGTT AAAAAATGAT TAAGTTAAAA 15462 0 
GTGTATAAAT ATTTAGGCTA TTTTATAATT AATAAAAAAt CTGTGATATA TATCACAGAT 154680 
TTTTAAATCA ATTAACTATT TAAGTGTTTA CTATTAATTC TCTTTCCACT TTCCGTTTAC 15474 0 
TACTGTGCCG ATTACTTGGT AATTTGGCGT AAACACGGCT AAGTTTGCTA TCTTACCTTT 154800 
TTCTACCGAA CCTAAACGAT CATCTATACC AATTGCTCGT GCAGGATAAA GGTTACTCAT 154860 
TCTAATGGCT TCCGCAAGAG GAATTTCGAC ATATTCTACC GCATTTTTAA TGGATTCCAT 15492 0 
CATTGTGATT GATGCCCCTG CAATTGTGTC ATTCGCATCA TAGCAACGCC CTTCTTTGAT 154980 
ATAAATTGTT TTTCCCACAA AGGTAAAACT TTCTAGTTCT GGCGGTGCGC CTGCAGCTGC 155040 
AATAGAGTCA GTCACAATAC AAAGTTTGTC GCCTTTGATT TTTTTATCAA TGCGAACATT 155100 
GCCGTAATTG ATATGCACAC CATCGACGAT AATGCCAGTG TAAACATCAG AATCTAATAC 155160 
TGCACCCACT ACGCCCATTT CACGTCCAGA ACTAATTGGC GACATCGCAT TATGCAAGTG 155220 
AGTCGCAAAA GTTGCGCCTT TGTGGAATGC GGCTTTAGCC ACTTCATAAG TGGCATTAGA 155280 
ATGGCCTACA GAGACAATAA TGCCCGCTTT CACAAAATCA GGCGTATAGT TAATGGTTGG 155340 
GTTTTCTGCG GCAATGGTCA TTTTTGTAAT CACATCACCA TTTTCGCAGA GAAAATCTTT 1554 00 
CATTTCAGGC GTAATTTCAC GAATATATTC GGGACGGTGT ACGCCTTTTT TCTCAATGCT 155460 
GAGATAAGGT CCTTCAATAT GTAAACCAAG TGCTTGGTTT TTATGCTTGT TTAAATATTC 155520 
ACGCATAATT TTTACCGCAC TTTTTATATT TTCATCAGGC GCGGTAATAA AAGTGGGAAG 155580 
GAAACTTGTA CAACCTGATT TTAAGTTAGT TTCCTGCATA ATTTCCAAGG TTTCAACGCT 155640 
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AGTTTGGTCG 


TTAAACATCA 


CGCCACCACA GCCATTTAAT TGCAGATCAA 


TAAAACCAGC 


155700 


CGTTAAATTA TTACCTTGTA AATCAATGGT TTTGATACCT 


GTTTCTAATT 


C AG CTTGGGG 


155760. 


GATCACTGCT 


TCAATAATTT 


CACCGTTAAT AATTACAGCA AAATCACGTA 


AAAC AT CAT A 


155620 


TTTTGTGTAA ATTACACAAT TAATTAATGC GTATTTCATA 


TTCTGTTCCT 


AATATCAACA 


155880 


tp ta fiTT^T & A P 


ATAGCAACTA TATTGCTCTT AAACGTAAGG 


ACAATTTGCC 


pt 71 tcz 71 i**rf5*r 

\— X t\ X \J r\ 1 lul 


155940 


1 iuiVwtl X/\x 


71£tflfiPGAATG 


TAATTCGCCC CTACATAAAG 


ATGAAGAATA 


fZ H TPT PT1\TT 


156000 


UL X VJ>vX.M. 


ATCCGTACCA 


GCAACCGCGC CTTCTAATTC 


AGTAAAATAT 


TTCACGGTTT 


156060 


1 U~rv^- X X X X ftu 


PTPTTGTTGA 


GATTATAGGG CGAATGTAAT 


TCGCCCCTAC 


ATAAAGATGA 


156120 


TARAATAGATC 


TPT ATTTAT C 


CTGATAATCC GTACCAGCAA 


CTGCGCCTTC 


TAATTCAGTA 


156180 


>\/-lrlX/\X X X v-iA 


V.VJV3 X X X X Sa^rvw 


TTTTAACTCT TGTTGAGCAG 


CTTCATCACA AACAAGCAAG 


156240 


7A 71 TATfZTlPnfiT 


bwii X IVJlrtn 


TGCACTGACT GTCCATAAAT 


GGTTAATACT 


GCCTTCAACT 


156300 


(jCAVjV- 1 1 oCA 


L, X VjVwL.rVAJ X 


TTTTTGATGT CCTGTTGCTA 


AAATCATCAC 


TTCTTCTGCA 


156360 


T CTAAx AA i. Lj 


*rf2 r»r 71 7x P 71 P P 


AATGGTTAAA . GCATATTTCG 


GCACTTGAGT AACATCATTA 


156420 


H«»T*TA TA 7Af2 7A 7Af2P 


r"T , r* TA 7A TTTY^ P 


AATCAATGTA TCTTGCGTTA GCGTTTTAAT 


ACGGGTGCGA 


156480 


GAACTTAAx o 




TTCATTAAAT GCGATATGTC 


CATCTACGCC AACCCCCCCC 


156540 


ATAAAUAlj A 1 


GAATTTTGCC 


GTAGGATTTA ATTTTTTCTT 


CATAACGACG 


GCATTCTGCA 


156600 


TTATGGTCAT 


CGGTATTGCC 


GTTAAGAATA TTGATATTTT 


CAGGTAAAAT 


ATCGATATGA 


156660 

^ _J \J \J w 


TTGAAAAAAT 


TGTTATACAT 


AAAGCTGTGG TAACTTTCAG 


GGTGTTCCTC 


TGGTAAAGCC 


156720 


ACATATTCAT 


CCATATTGAA 


AGTCACTACG TGTTTGAAAC 


TCACTTTGCC 


TGCTTGATAA 


156780 


AGTCGAATCA 


GTTCTTGATA 


AGTTTTTAGT GGTGTGCCAC 


CAGTAGGTAA 


CCCCAATACA 


156840 


AAAGGACGCT 


CGGCGGTAGG 


TTTAAAATCG TTGATACGAT 


TGATGATATG 


TTGTGCAGCC 


156900 


CAACAACTGA 


CTTGTTGTTC 


TGTTTGTAAT GGAATAAAAC 


GCATATTAGC 


CTTCCTTTAT 


156960 


TATTGACCGT 


GATGATCCTA 


TTCATATCGT AGGCTGGACT TTAGCCCACC 


CTACACCAAA 


157020 


GGATCATTAT 


AAGTGCGGCA ATTTTCTATC TTGTTTTTAA AAAGAAATTC 


TTTTGCTCCA 


157080 


ATAATTTACG 


ACAGAGCAAT 


AGAAGTTGCC CCCTTCCGCC 


CTTCGGGCAC 


CTTCCCCCGT 


157140 


AAACAGGGGA AGGAAAGTGC 


TTGCTGACTT GCTGTTCTGT 


TTGTAACGGA 


ATAAAACAGG 


157200 


GGGAGGTAAG 


TTTTTTCTAA 


TTTAAATATT TATGACAAAA ATTTCGCTTT 


CAAGTCTTTT 


157260 


GCTTTTGCAA GCTGTTCTTC 


TGTTGCTTTT GATGTCATTG 


GTTCACGGCA ATAACCTGCA 


157320 
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TCCACCCCTT CTAATTTAAG CAATTCTTTG ATGGTTAAAT ATAAAGCGTT CGCTAAAATG 157380 
CCTTCGATTA AATCGTTGGT TACGTGTTGG ATTTCTAACG CTTCGGCTAA TTTACCCGCT 157440 
TTGGTTAATT CAAAAATTTG ACGAGCACGA ACGCCGTTTA CGTTAAAGGT TGAACCAATT 157500 
GCACCATCTA CCCCAAGTGA TGCTGCAGGT AACATCATTT CATCGAAACC TGCCCAAATT 157560 
AAGTGGTTTG GATAAGCTTT TTTCAAACGT TCTAATAAAT AGAAATCACC TGCTGTGAAT 157620 
TTTACCCCTA ATACTTTCGG GTTTTTATAA AGTTCACCGA ATTGTTCAAT GCCCATATTC 157680 
ACGCCAGTTA AGAACGGGAT AGAGTACACA ATCATATTGT TGCCTGTTTC AGCGATGATG 157740 
GTGTCGTAAT AATGTTTAAT TTCAGGGAAG CTAAATTTGT AATAGAATGG CGTCACTGCA 157800 
GATAAGCAGT CGTAGCCTAA TTCTGTTGCA TATTTACCTA ATTCCACCGC TTCTTTTAAG 157860 
TTTACACTAC CCACTTGAGC AATTAGTGCG ATTTGATCTT TTGCTTCATC TTTTGCAATG 157920 
CGGAAGATTT CTTTTTTCTC TTCCGTTGAA AGCATAAAGT TTTCGCCTGT TGAACCGCCC 157980 
ACATATAAGC CATCAACTTT CATTTTGTCG ATATTATGGC GGATAATTTG GCGTAAACCT 15804 0 
TTTTCATTAA TGGTGCCATC TTCATTAAAT GACACTAATA ATGCACTGAA AATACCTTTT 158100 
AAATCACGCA TAAGTTTTCT CCTATTTTAT ACGTTGTTCA AGAATTACAT TGAGAGTTTT 158160 
TTGTTTAGTT TGAGCGGCAA TATCTTCTTC GCCCTGCACT AACAAAGCAT AAATTAAATC 158220 
TAATACAAAA AGCTGTGCAA TTTTGGTGCC AATAGAATCG CCTTGTAACT TGCCTTGTTT 1582B0 
ATTACCATTT ACCAAAACAT AATC AG CATA TTCTGTCACG GGGGAACGCA AACTATGCGT 158340 
CAATGCCACT GTTGTTGCAC CATTTTGTTT TGCGATTTTG ATGGTATGCG CCGTTTCAGC 158400 
AGAATAACCA GAATGGCTTA AACCAATTGC CACATCAGAA GAGGTCAATA ATGCCGCCTG 158460 
CATATACATA AAATGATTAT TACCTGAAGC ATCCACTTGA AAACCAATAC GCATCAGCTT 158520 
ATTTTTAGCA TCTTCAGCCG TTACGCCAGA TGAACCCACC CCAAATAAAA AAATACGGCG 158 580 
TGCTTTTTTA AGTACTTTAA CGACTTCTTC AAGCTGTTTT AAATCAAGTA AATTAATCGT 158640 
TTCTTCCATT ACATTAGCAA CCGCCGTTTG CAATTTTTGT GCAATAGTGA GCGAATCATC 158700 
ACTTGGCATA ATTTCTGTTT CAAGTATGCT TTCATCTTGA TTATCTTTCG TCGCAAGTTC 15876 0 
AATAGAAAGC TCTAGTTTGA ACTCGCTGAA ACCTTTAAAA CCAATGGTTC GACAAAAACG 15882 0 
GACGAGCGTA GCTTCTCCAA CTTGCAAATG TTTAGCGATT TCTGAAAGGG AGCATTGAGA 15888 0 
GACTAAATCA GGCGAACGCA AAATCGTATC GGCAATTTTT TTCTCTGATT TAGTTAAACT 158 940 
CTGGTAAAGT GAGCCAATTT TGTTTAACAC ATTTCCCGAT TTAGCCATAA ATTGTTCCTT 15 9000 
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CAGGCTTATC CAGTAAAACA TCTTTTACCC AATAAGCTGC GCCAATTAAA CCTGCATCTT 15 9060 

GTCCAAATTT AGCGGTTTCA ATTTCACAAC AATATATCGA AGGAAAATCT TGTAAATATT 15 912 0 

TTTCAACCAA AGATAAATAT CCCTCAGCTA ATCCCACACT GCCACCAATC GCGATTTTTT 15 9180 

GAATATCTAA ACTAATCACT AAATCAGCAA TTAAATTAGC AATGGCTTTC GCAGAACGCT 15 924 0 

CGACAAGTGC GGTCGCTTTT TCATCATTTT TTCTAAAACG CTCAAACACT TCTTTTGGAT 159300 

CGCACGGTTC TTCCCATTGG GAAGAAACTG CTTCAATTGC TCGCCCTGAA GCAATCGCTT 159360 

CGACACAACC TCGACGCCCA CAACCACAGA TCGCACCATT TGGATCAGCT AATGTATGAC 15 9420 

CAATATGCCC AGCAATACCA CGAGAACCTG TCTGCAAAAT TTGGTTCAGC ACAATCCCTC 159480 

CGCCAACTCC TGTTGAAACG GTAATAAAAA CAAAATTTGA TACCTGTTCA GAATTTTGCA 159540 

ATTGATATTC CGCATAAGTC GCAGCTTGTG CATCATTTAA TAAACCAATC GGTTTATCCG 159600 

TATGTTTTGC AATACTCGCT TTAAGTGGAA ATTCCGCCAA GCCACCTAAG TTTTTCGGAT 159660 

TTAATGCACT TAAAATGCCA TTATTGATGA TCCCCGTAGA TGCTACCGCT ACATAATCAA 15 972 0 

ACTGCCCTTC ATAATCAGCA AGCAATTTGC CTAACGCTTG GTGCATTCCC TCCACGACAT 15 9780 

TTTCACGTGG TGTATGAATT TGCTGACGTT GCTCAATTTC GCCATTTTTT ACAATCGCCG 15 9840 

CTGCAATTTT TGTCCCACCA ATATCTAGTG CTAAACAACG CATAACTTAT CCTTATAGTG 15 9900 

TAAAGTCkTT nTCTCACACG TCTTACGACT ATCTTGCAGA TTTCACTGAA TTAGCAAACC . 159960 

AACTCACAAT ATGTTCAAGA CGAGTTAAGG CTGAACCTAC AGTCACGCAA TCTGCACCAA 16002 0 

TTTCAATTGC CACTTTTGCC AATTCTGGTG TGTTATAACG CCCCTCAGCC ATCACAAAAC 16 0080 

AACCCGCTGA TTTTAAATCT TTCACTAATT GATAATCTGG TTCTTCTGGC ACTGCGCCAC 160140 

CTGTATAACC TGACATCGTA CTGCCGACAA TATCAAAACC AAGCGCTTTA CAATACAAGC 160200 

CTTCTTCTAA ATTAGGaACA ATCTGCCATT GCCAAACAGC CCATTTCGTG GATTTTTTTC 160260 

ACCGCACTTT CAATATCCAC AGGACGTGGA CGGCTCGTGC CATCTACTGC AATAATATCC 160320 

GCGCCAGCAT TGGCTAGATC TTCAATATCT TGTAAAAACG GCGTAATACG CACGGGACTA 16 03 8 0 

TCAGGCAAAT CACGTTTTAC AATTCCGATA ATCGGGACAT TCACAAAAGG ACGGGTTGCT 160440 

TTAAGGTTAT CAACACCCTC AATACGTAAG CCAGAACGTC CGCCCATAAC TGAAGCCTGA 160500 

GCCATAGCAG AAACGATTTC AGGTTTATCC ATTGGGCCAT CATCGACAGG TTGGCAAGaA 160560 

GAAATAAGAC CATATTGAAT TTGAGAAAGC ACTTCTTGAT AAGATAATTT AGACATATAA 16062 0 

CACCCCTCAT TTAAATCTGA ATAAATCACT TTAAAATTAA TTTAATCCAC ACAAAACAAT 160680 
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CTTTTATAAG TTGTAATATG CTTATATTTT CATCATTTAA CCTTATTATA TGAAAAATAA 16074 0 

ATGCCATTTT AAAGAATATT TTTGAAGTGT TTTTTCATAA ATGTGATCAA CTTCTCATTT 16080 0 

TGGAAATAAA ACTCGTAAAA CTATTTTAAA TTTGTTTTTT TACTCTTAGA ATTGCTCTCG 160860 

AATCCTATTT TGGGGGAGAA AACATACATT TTTGGCCTAA ATTGATTCTC ATATTACGGG 16092 0 

GTTAATcTAT GCCCCTTTCC AACATAAGTT CACACAGGAG CGAATATGAT GAAATTGACA 160980 

AAACTTTTCC TTGCCACCGC CATTTCTTTA GGCGTATCTT CTGCTGtTCT TGCCGCTGAT 161040 

TATGACTTGA AATTCGGTAT GAATGCTGGA ACTTCATCAA ATGAATATAA AGCGGCAGAA 161100 

ATGTTTGCCA AAGAAGTCAA AGAAAAATCA CAGGGTAAAA TTGAAATTTC ACTTTATCCA 161160 

AGTTCACAAT TAGGTGATGA CCGTGCAATG TTAAAACAAT TAAAAGACGG TTCTCTCGAC 161220 

TTTACCTTTG CAGAATCTGC TCGCTTCCAG CTGTTTTACC CTGAAGCGGC AGTATTTGCC 161280 

TTACCTTATG TTATTAGCAA CTACAATGTT GCACAAAAAG. CCTTATTCGA TACAGAATTC 16134 0 

GGTAAAGATT TAATTAAAAA AATGGATAAA GATCTTGGCG TGACTTTACT TTCCCAAGCT 1614 00 

TATAACGGAA CTCGCCAAAC GACTTCAAAT CGTGCAATCA ACAGTATTGC AGATATGAAA 161460 

GGCTTAAAAC TTCGTGTGCC AAATGCAGCA ACAAACTTAG CCTATGCTAA ATATGTTGGT 161520 

GCATCACCAA CACCAATGGC ATTTTCTGAA GTTTATCTTG CGTTACAAAC CAATGCCGTC 161580 

GATGGTCAAG AAAACCCGTT AGCAGCGGTG CAAGCACAAA AATTCTATGA AGTGCAAAAG 161640 

TTCTTAGCAA TGACTAATCA TATTTTGAAT GACCAACTTT ATTTAGTAAG CAACGAGACT 161700 

TATAAAGAAC TCCCTGAAGA TCTTCAAAAA GTCGTAAAAG ATGCTGCCGA AAATGCAGCA 161760 

AAATATCACA CTAAATTATT CGTAGATGGA GAGAAAGATT TAGTCACATT CTTTGAAAAA 161820 

CAAGGCGTGA AAATTACACA TCCTGATCTT GTTCCATTTA AAGAATCAAT GAAGCCGTAT 16188 0 

TATGCTGAGT TTGTAAAACA AACTGGTCAA AAAGGTGAAT CAGCTTTAAA ACAAATTGAA 16194 0 

GCAATCAATC CATAATCCCT CTTTAGTGTG CCGTAATGGC CCTACATTCC CTTATTCTTC 162000 

ATCAAACGGA GTGAGTATGA AATATATTAA TAAGCTTGAG GAATGGCTGG GTGGCGCATT 162060 

ATTTATCGCC ATTTTCGGTA TTCTTATCGC TCAAATTCTT TCACGCCAAG TTTTTCATTC 162120 

TCCGTTAATT TGGAGTGAAG AACTCGCCAA GCTCTTATTT GTTTACGTGG GTATGTTGGG 16218 0 

TATCAGCGTT GCTGTGAGAA AACAAGAACA CGTATTTATT GATTTTTTAA CTAATCTAAT 162240 

GCCCGAAAAA ATCAGAAAAT TCACAAATAC GTTTGTACAA TTATTAGTCT TTATATGTAT 1623 00 

TTTCTTATTT ATTCATTTCG GTATTCGTAC TTTTAACGGT GCATCATTCC CTATTGATGC 162360 
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CTTAGGAGGC ATTTCTGAAA AATGGATTTT CGCAGCACTG CCTGTTGTCG CAATATTAAT 16242 0 

GATGTTTCGC TTTATCCAAG CGCAAACCCT AAACTTTAAG ACTGGGAAAA GCTATTTACC 1624 80 

TGCAACTTTC TTTATCATAA GTGCGGTCAT TTTATTTGCG ATTTTATTTT TCGCGCCAGA 162540 

TTGGTTCAAA GTATTGCGTA TTAGCAATTA TATAAAACTC GGTTCAAGTT CAGTCTATGT 162600 

CGCCTTACTC GTTTGGCTAA TCATTATGTT TATCGGTGTC CCTGTAGGTT GGTCCTTATT 162660 

TATTGCTACT CTACTTTATT TTTCTATGAC ACGTTGGAAC GTCGTAAATG CCGCAACTGA 162720 

AAAATTAGTC TATAGCCTAG ACAGCTTCCC ATTACTTGCC GTGCCATTTT ATATTTTAAC 162780 

GGGCATTCTA ATGAATACAG GTGGGATTAC CGAACGTATT TTTAATTTTG CTAAAGCCTT 162840 

ACTCGGTCAT TACACAGGAG GAATGGGACA CGTTAATATC GGCGCAAGTT TATTGTTCTC 162900 

TGGTATGTCA GGTTCAGCAC TTGCTGATGC GGGGGGCTTA GGTCAATTGG AAATCAAAGC 162960 

AATGCGTGAT GCTGGTTATG ACGATGATAT TTGCGGAGGA ATTACTGCTG CTTCTTGTAT 163020 

TATTGGGCCA TTAGTTCCGC CAAGTATTGC AATGATTATT TACGGTGTAA TTGCCAATGA 16308 0 

ATCTATCGCA AAACTCTTTA TTGCAGGTTT TATTCCAGGT GTATTAATTA CTTTAGCTTT 16314 0 

AATGGCAATG AATTATCGCA TTGCAAAAAA ACGAGGTTAT CCACGTACAC CAAAAGCTAC 163200 

GAGAGAaCAA CTTTGCAGCA GCTTTAAACA ATCTTTTTGG GCAATCTTAA CGCCGTTATT 16326 0 

AATTATCGGT GGTATTTTTT CAGGCTTATT CAGTCCAACA GAATCTGCCA TTGTTGCAGC 163 32 0 

AGCATACTCT GTAATTATTG GTAAATTCGT GTATAAAGAA TTAACCTTAA AAAG CTTATT 16338 0 

TAATAGTTGC ATAGAAGCAA TGGCAATTAC GGGCGTAGTC GCCTTAATGA TTATGACCGT 163440 

GACTTTCTTT GGCGATATGA TTGCGCGTGA ACAAGTCGCA ATGCGTGTTG CTGATGTGTT 163 500 

TGTTGCCGTT GCCGATTCGC CTTTAACCGT ATTGATAATG ATTAACGCAC TGTTACTTTT 163560 

TCTTGGAATG TTCATTGATG CCCTAGCATT ACAATTTTTA GTATTACCAA TGCTTATTCC 163620 

TATCGCAATG CAGTTCAATA TTGACTTAAT CTTCTTTGGT GTAATGACCA CATTAAATAT 163680 

GATGGTTGGT ATTCTTACCC CACCAATGGG AATGGCTCTC TTTGTTGTTG CTCGTGTAGG 16 374 0 

AAATATGTCA GTTTCCACGG TAACCAAAGG CGTATTACCG TTCTTGATTC CCGTTTTCGT 1638 00 

CACATT AG T A TTAATCACGA TTTTCCCACA AATCATCACA TTTGTGCCAA ATCTATTGAT 163860 

ACCATAATAA AAAGTGCGGT TGAAAAACAT TAAATTTTTT AACCGCACTT TCATCGTTTT 163920 

CGTAAGTTAC ATCTGCCGTA TCTTACAATA CAAAAGGGTG CAATAACTGC ACTTTATCAA 16 3 980 

CGCCTATTCA ATGCCGTTTA ATGAATAGAA AACTGTAAAC ACAACTCAAA ATGGGGTTTA 16404 0 
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TTATGAAACT AACTAAAACA GCATTATGTA CTGCACTTTT TGCCACCTTT ACTTTTTCAG 164100 
CGAACGCACA AACTTATCCT GATTTGCCAG TGGGGATCAA AGGAGGAACA GGCGCATTAA 164160 
TTGGCGACAC AGTTTATGTG GGATTAGGTT CTGGTGGCGA TAAATTCTAT ACCTTAGACC 164220 
TAAAAGATCC TTCAGCACAA TGGAAAGAAA TTGCTACATT TCCGGGTGGC GAACGCAATC 164280 
AACCTGTTGC AGCCGCAGTG GATGGAAAAC TTTATGTATT CGGTGGTTTA CAAAAAAATG 164340 
AAAAAGGCGA ACTTCAACTC GTTAATGACG CTTATCGCTA TAACCCAAGC GATAATACTT 164400 
GGATGAAACT TCCTACTCGT TCTCCCCGTG GTTTAGTAGG ATCAAGTGGT GCATCTCACG 164460 
GAGATAAAGT TTATATTTTA GGCGGCTCTA ATCTCTCTAT ATTTAATGGC TTCTTCCAAG 164520 
ACACTGTGGC AGCAGGTGAA GATAAAGCGA AAAAAGATGA AATCGCAGCA GCTTATTTCG 164580 
ATCAACGTCC AGAAGATTAT TTCTTTACAA CAGAATTATT GAGCTATGAA CCATCAACCA 164640 
ATAAATGGCG CAATGAAGGT CGTATTCCAT TCTCTGGTCG TGCTGGTGCA GCCTTTACAA 164 700 
TTCAAGGTAA TGAGCTAGTG GTTGTCAATG GCGAAATTAA ACCTGGACTT CGCACCGCTG 164760 
AAACCCATCA AGGTAAATTC ACTGCTAAAG GTGTGCAATG GAAAAACTTA CCTGACTTAC 16482 0 
CTGCTCCAAA AGGCAAATCA CAAGATGGTT TAGCTGGTGC GCTTTCAGGC TATAGTAACG 164880 
GTCATTATTT AGTCACTGGC GGCGCAAATT TTCCAGGTTC AATCAAACAA TTCAAAGAAG 164 940 
GAAAACTTCA CGCACATAAA GGTTTAAGCA AAGCTTGGCA TAACGAAGTT TATACGTTGA 165000 
ATAATGGTAA ATGGCGCATT GTTGGGGAAT TACCAATGAA TATTGGTTAT GGTTTTTCTG 165060 
TATCTTACAA CAATAAAGTT TTACTGATTG GCGGTGAAAC TGATGGAGGT AAGGCTTTAA 165120 
CTAGCGTCAA AGCAATAAGC TATGACGGTA AAAAATTAAC CATCGAATAA TTTATCACAG 165180 
AATAGTGCAT AAAATTTATA ATAATCAAAA GCGGCGAAAT TTATCGCCGC TTTATGCAAA 165240 
ATAAAAGTAA TTAAAGCAAA ATTAAGACAA ATTTTGACCG CACTTTAAAT GCGCTATAAA 165300 
GAGCTGGCAT TTTTATTAAT AAGATTTAGC GATGTTATTT ATTCCACCAC CACTACTCTG 165360 
TTTATTCATT GCCATAGCAA TGTATTTTTT GCCAAAGATT GCTAGTTATT CTGTCCATTT 165420 
TTCAGTGATT GTTTTTGTTA TTTCCCTTTC ATTTTTGATT GCTTTAAGCA GCGTTATGCA 165480 
ATCTTTATAT GTAAAACCTC CATTAATCCT CGTGACTTTA AAGGCACAAC AAAATTAGTT 16554 0 
TCCACAGGCA TATTTCGATT TAGCCGTAAC CCAATGTATT TAAGTTTGCT GTTAATTTTG 1656 00 
CTTGCTTGGA CGCTTTGGTT AGGTAATAGT TTGGCTTGGT TAGGCGTAAT TATCTTTATA 165660 
TTAGTGATAA ACCAGTTTCA AATAGCCCGA GAAGAAACCT ATTTGGAAAG TAAATTTGGC 165720 
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GATGAATATC GTCGTTACAA ACAAAAAGTA AGACGTTGGC TATAAAAAAA CACCTTCACA 165 780 

AGGAAGGTGT TTTTATCAAA TTAAACTCTA TTTTTTCGGT GCCTGCATAA AGCGGAAGAA 165840 

ATCACTATCT GGTTTTAAAA TCATTATATT GTCAGAATTT GCAAAACTCG CTTCATAGGC 165900 

TTTTAAGCTA CGCACAAAAG TAAAGAATTG TGGTTCTTGA GCAAAAGCAT CTGAATATAA 165 960 

TTTTGCTGCA GCTGCATCGC CTGAACCTCG TAATTCTTGT GCAGTTTTAT TTGCATTAGC 166 02 0 

AAGAATTAAC GTCACTTTGC "GATCTACATC AGCTTGAATA AATGCTGCTT TTTCTTTCCC 16608 0 

TTGAGAACGA TGTTCACGCG CCACTGCATC ACGTTCTGCA CGCATACGTT GGTAAATTGA 16614 0 

AGAAGAGACT TCATCTGGTA AATTAATTTG TTTTACACGC ACATCGATCA CTTCAATACC 166200 

TAATTCTGCC GTACTGTCTT GTCCTGAACT TAAAGCTTTT TTTGCCCCTT CCATTAATTC 16626 0 

TCCACGTGTA CCAGAAACAA TATCTTTAAT CGTGCGTGAA CCAATTTCAG AACGTAAACG 16632 0 

GTCGTTTACT TTACGACTTA ATAAATTTGC AGCTTGAGCA TAATCGCCAC CGCCAGTAGA 1663 80 

TGTGTAGAAT CGACCAAAAT CACTGATTTT CCATTTCACA TAAGAATCCA CTAGCAAATC 166440 

TTTTTTCTCA ACAGTAACAA AACGTGTTGC AGAGCCATCT AAAGTACGAA TACGTGCATC 166500 

TAAAACTTTG ATGCTATCAA TTAAAGGCAC TTTAAAATGC AAGCCCGGTT CATATACAAC 166560 

CACTTTGTTA TCAGCATCAC GCTGTACTTT GTTAAATCGT AACATAATGC CACGCGTACC 166620 

TTCCGTTACA ACGACGATAC TAGAATAAAC GACTGCCGCA ATCACGAAAA TAACAGGTAA 166680 

TAAAAATCTA CGCATTAGTT AAATCTCCCT TGACGAATCG GCGCAACGGT AGTCGGCTGA 166740 

GGCTGATAAG AATTTTGACG TTCTGGTGCA GTAAAAGCAG GCGAAGAATT GACCGCACTT 1668 00 

GGCGCACTTG TTACCGATTT TTTGCCCATA ATTTGCTCTA GCGGTAACAC AGTTAAATTA 166860 

TTACCATTAT TGCCATCAAG CATTACTTTT GGGGTATTTG CCATCACTTT TTCCATCGTC 166920 

TGAATATATA AACGCTCACG CAGTAAATCT GGCGCAGCCT TAAATTCTGG CAACAAGCGT 166980 

TGCAAACGTT CCACTTCACC TTTTGCATCT AACACGATAC GATCTTTATA AGCTGTTGCT 167040 

TCTTCAAGAA TACGTTGCGC ATCACCACGT GCAATCGGTT CTTTCTCACG CGCATAGGCT 167100 

TCCGCTTCAC GAATAAAACG TTGTTCATCT TCCTGCGCTT TAATTGCATC ATCAAACGCA 167160 

TCTTTTACTT CTTCAGGTGG GCGCGCAGAT TGGAAGTTCA CATCAATAAC CTCAAGTCCC 167220 

ATATCATAGG ATTTGATAAT TTCATTCAAA GCTTTCCAAG TATTTTCACG CACGACAGAG 167280 

CGACCTGTGG TTAAAATATC ATT CAT AG AC ATATGCCCAA TAACATAACG TAATG C ACT A 167340 

TCTGTCGCTT GATTCAAACT ATCATCTGCA TTTGTTACGC TAAAAAGATA TTTTGCAGGA 167400 
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TCTTGCACAC GATATTGCAC GGTCATTTCC ACTTTTACCA TATTTTCATC TTGAGTCAGC 167460 
ATTGCACCTT GTGTACGCAA CTCTTTTACT TGCTCCACAT TTACTGGCAA TACTTTATCT 167520 
ACAAATGTTG GTTTCCAGTT CAAACCAGGT TGAACAATAG AATGTAACTC GCCAAAACGA 167580 
AGCACGACAC CGCGTTCAGC CTCTTTAATG GTGTAAAAAC CGTTTACGCC CCAAATAATC 167640 
GCACCAATCG CTACAGCAAG TGGAATAACT TTACCAAAAT GAAATGGCGT ATTGCCTTGA 1677 00 
, GAACTGCCAT TATTTTGACC GCTCTTTTTA TTTCCACCAC CTAATTTTTT AAGCAGATTA 167760 
TTAAAAATCT CGTCAATATC TGGTGGAGAT TGCTCTTGAT TTCCACGATT TTGATTGTTA 167 B20 
TTCCATCCAT TATTATTGGA TGAATTTCCC GGCTGTTGGT CGTTGCTTTG CCCTGGTTTA 167B80 
CTCCAAGGAT CGCGATCTGA ACCGTTCTGT GACATTTCAT TCTCCATTTG TCAAAAAATT 167940 
GTTAAGAGTT TAGCTAAATA AATGGGGCAC GTCTATGAAA ATACAAGGCT TTTTAGGCAA 168000 
TAAAAAATCC TTGATTTTAT ATAAGGATTT TTTTGATTAA TTCACTTCAT AAAGAACATA 168060 
' TTTTTCAAGT TCTTTTATCT GTAAACTTTC TCTATTCCAT TCATAAAAGT GCGGTAATTT 168120 
TTCTTGATGA TTGACAAAAG CGGCTAAATA AATAGGGAGT TCATCAGTAA ACCACAACTG 168180 
CCCCTGCGGA CAATAATCTG AAAAAATTTT TTGTTGTTCA GGAAAATGAC GAACATTGGA 168240 
TAATTTTACG ATCCCAAATC CTTGAGATTT CAATACAGCC TCTCGCAAAC ACCAACAACG 168300 
ATAAAAAGCG TTCAAAGAAT CCTGCTGATG ATGAAACCAA TCAATTTCTT CTTTTGGTGC 168360 
AATATGTTCC ATCAACGCCG TAAAATTTCT TATTTTAGGA AATTCAATAT CAATTCCCAC 168420 
CGCACTTTTT TCTTCATTTC TAATATCTAA TATTACCGCC ACCCAATCAC CAGAATGGCT 16848 0 
AATATTAAAA TCTATTCGCT CATCAAGAAA ATAAGGTCTG CCACTTTCAG TACGATGAAT 16854 0 
TTGAGATAAA AGTGCGGTGG ATTTTCCTGC TATTTTTAGA AGTTGGAAAA GTAATAAATG 16 8600 
CGCAAGCCGA CGACACTGAT GACGCTGAAA AACACGGGAG CTATCCGTTT CAATTTGATA 16366 0 
TAGATTTTCT GGAATCAGTT CATCGGGTAA GGATTCCAAA GAAAAAGGTT GATTTATATT 168720 
GCCGTAGGCG ATGTAGGTTG TCATAAAATA AAAGCACCAT TCAAAGGTGC TTTTATATTA 16 8 78 0 
AAAGGATTTA GTTTGTGTGT AAATTAGCGA ATCACTAATT CCGCCACAGA AACACCGACC 16B840 
AAGCAAGCAA CAACAACCCC AATTAAACCT GGCACCATAA AACTGTGGTT AAAATAATAT 168900 
TTACCAATTT TTGTTGTACC CGTTACGTCA AAGTTTACTG TTGCAATATC TGACGGATAA 168 960 
TTTGGAATGA AGAr ATACG C ATAAGTTGCA GGCATTAAAC CAACTAAGAT TGGCGCAGGA 169020 
ATACCTAAAC CAATACCAAC AGGTAATAAC ATTACGGCTG TTGCTGCTTG GCTATTAATT 16 9080 
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ACAACTGAGA CTGCAAATAA CGCCAATGCG AATGTCCAAG GGTAAGTTTG CACCATATCA 169140 

GTAATCGCGG CTTTAAATTC TGGCATTGCA TATTTGAAGT AAGTGTCGCT CATCCACGCA 169200 

ATACCATAAA TTGCAATCGC TGCTACCATA CCTGACTTAA ATACCACACC ATTTTGCACG 169260 

ATTTGAGGAT TCGTTTTCGT TGCAAGTAAA ATCACACCAC CAAAACAAAG CATCATCATT 169320 

TGAATGATAA GTGACATTGA AATTGCTTTT CCGCTACCGA TAGTGCGAAT TTCAGGAATC 169380 

ATCGCAATCG CAACAATCAC AACTAAAGCA AGTAAAAATA GGTAAACAGA TTTTTTTGCC 169440 

CCTTGCGGAA GGGTTTCATT CAATGTTGTA CTGGTAGTAT TTAAAATACG TTCGCGCCAT 169500 

ACTGGATCTT GTAAACGACG TTGATATTCA GGATCTTGTT CTAACTCTTT ACCACGACGC 169560 

ATACTGTATA AAGAAAGTGC AATCGTACCC GCTAAGGTTG CAGGAACGGT TACGCAAATA 16 9620 

ATATCTAATA AACTAATATG CTCAAAAGCG GGCATTGCTG TAATTTTACC TAGATAAAAT 169660 

ACAACAGCTG CAGAAAGTGG GCTTGATGTG ATGGCTAATT GCGATGCTAC CGAAGACGCT 169740 

GCCATTGGAC GTTCTGGACG AATTTTGTTT TTCAATGCAA CATCGCCGAT GATTGGCATA 169800 

ATTGTGTAAA CAGAGTGACC TGTACCAAGC ATAAAGGTTA ATAAATAGAC GACTAATGGG 169860 

CCGAGTAAAG TGACACGTTT TGGATTTTTA CGGAGAATGC GTTCAGCAAT TTGTAACATA 169920 

AATTTCAAAC CGCCAGCTGC TTCAAGTACG GATGCGCAAG TCACCACTGC AAGAATGATA 169980 

AGCATAACAT CAATCGGTGC TTCCCCACTG GCATACGAAA TACGAAAACC TCGATAGCAA 17004 0 

GACCGATACC AGAAACAACA CCTAATCCGA TACCGCCGTA ACGGCTACCG ATATAGAGCA 170100 

TTAATAGTAA AAATAAAAAT TCTAAATAAA GCATAAACAC CTCAAAAATG GAAAACTATG 170160 

CAAATAATAC TTCTTTTTAG GCATATAACT AAATTATTTT TTAAAATTTA AACCAAGATT 170220 

TTAAGTAAAC GATAATTTAG ATCAATTTTT ATGAAAAGGA AAAATAAAAA GTGCGGTAAT 170280 

TTTAAAGAGG ATTATTAGAA AAAAAATTAG CGACTTAAAA CGTCGCCCAA CTTAAAATTA 17034 0 

TTGATTGTTT TGCACGTAAT CAATCGCAGA TTGAACAGTG GTAATTTTTT CAGCTTCTTC 170400 

ATCAGGAATT TCAATATCAA ATTCTTCTTC TAAAGCCATT ACTAATTCAA CTGTGTCTAA 170460 

TGAATCTGCA CCTAAATCTT CAACAAAAGA AGCTTCAGGT TTAACATCTT CTTCTTTAAC 170520 

ACCTAATTGT TCAACGATGA TTTTTTTCAC GCGTTCTTCA ATACTCATTT GTTTTTCCTA 170580 

TTTGTTAGTT TTAACTCATA AAAGAGTGGT TAGTGTATGT ATTTTTTAGT AACTTGCAAC 170640 

TATTTTATGG TCTGGTCGCA C CAC AAAAT A GGCAATGTGA ACACACACAT CAAATATAGT 1707 00 

TACGTACCTT TGCATACGCT CAAGGCGTAA CCAAGTTACA TTGCGAGCGG GATTTTAGCA 170760 
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TTATCTAAAA TCTTTGGCTA TGATTTTATT GCTTAGAAAT CCCCCATAAA TCAATGTCAA 170820 
ATTTTAGCTT AAGTATAAGC CACCATTCAC GTGTAACGTT GTTCCCGTGA TATAACCTGC 170880 
ATCATCAGAA GCTAAGAAAG CAACGGCTTT AGCTATGTCT TTnGCTTCGC CTAAACGTCC 170940 
AGCTGGAACA TTAGATAAGA TCCCCGCTTT TkGTTCATCC GTAAGCACTT CTGTCATATC 171000 
TGTTGCAATA AAACCAGGAG CAACCACATT TACAGTAATA CCACGTGCAG CTACTTCTTT 171060 
CGCTAAAGAT TTAGAAAAAC CAACCACACC CGCTTTTGCC GCACAATAGT TAGTTTGTCC 171120 
TGGATTACCC GTTGAACCAA CCACTGAACC AATATTGATG ATACGACCAA AACGT T T TT T 171180 
CATCATTGAA CGTAACATGG CTTTAGAAAG ATGATACACC GAAGTTAAGT TAGTTTGCAT 171240 
AATATCAAAC CATTCCTCAT CTTTCATACG CATCAATAAA TTATCGCGAG TAATACCTGC 171300 
GTTATTCACG AGAATATCAA TATCGCCAAA ATCATTTTTA ATTTGTTCAA GTAAGGTTTC 171360 
GATAGATTCT TTATCCGTTA CGTTTAAAAC TAAACCTTTA CCTTTATCCC CTAAATAAGC 171420 
CGAGATCGCC TCTGCACCCT TTTCAGAGGT TGCTGTACCA ATTACAAATG CACCTTTTGA 171480 
ACTAAGTTCT TCTGCAATCG CACGACCGAT ACCACGGGTA GATCCTGTCA CTAAAGCAAT 171540 
TTTACCTTGC ATTTTTTCTT CCTTTTACTT ACACTAAAAA TTCTTCTACC GCATTGAATG 171600 
ATGCAACATC ATTTACAGAT ATTGCTTGTA AATCACCCAC AATGCGTTTG GTTAAACCAT 171660 
TTAATACTTT ACCTGGCCCC ACTTCAGCAA GCACTAGAAC GCCATCTTGC GCCATTTTTT 171720 
CAACTGTTTC AGTCCAACGA ACTGGACTAT ATAACTGACG CACAAGTGCG GTACGAATTT 171780 
CGGTGCCTTC AGTTTCAGCT TTCACATCAA CGTTATTTAA TACCGATATT GTTGGTGTAT 17184 0 
TAATTTGAAT ATTCTCAAGT GTTACCGCTA ATTGCTCGGC TGCAGGTTTC ATTAATGCAC 171900 
AGTGAGAAGG TACGCTCACA GCTAACGGCA ATGCACGTTT CGCCCCTGCT TCTTTACATA 171960 
ATGCAGCCGC ACGCTCAACT GCAGCTTTCG CACCCGCAAT AACTACTTGA CCCGGTGAGT 17202 0 
TAAAGTTCAC CGCAGATACG ACTTCGCCTT CCTCTGCTTG TTTGCAAGCA TTAATAATTG 172080 
CTTCATTATC TAAACCAATG ATTGCATACA TTGCGCCAGT GCCTTCAGGC ACAGCTTGTT 172140 
GCATTAATTT TCCGCGCAAT TCCACTAATT TAATCGCATC TTGGAAATCC AACACGCCAG 172200 
CACAAACTAA CGCAGAATAC TCACCTAAGC TATGACCTGC CATCACTTCT GGTTTTAATT 17226 0 
GAGGAAATTT TTCTTTCCAT ACGCGATAAA TAGCGACTGA AGCAGCTAAA AGTGCGGGCT 172320 
GAGTTTGCCA AGTTTTATTA AGTTCTTCAG CTGGACCTTG TTGAACAAGA TACCATAAAT 1723 80 
CATAACCAAG CGCATCAGAT GCTTGTTTAA ATGTTTCAAT AACGATTGGA TATTCAGTTG 17244 0 
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CAAGATCAGC AAGCATACCG ACAGTTTGGG AGCCTTGACC TGGGAAGACC ATTGCGAATT 1725 00 

TTTTCATTAT GTTTTGTCCT ATTGTTTTTT AATTGAAAAT TCTTCTTCGG TAATTAAAAT 172560 

CGGGTTTCGC CGATGGCGAG CTTACTTTTT CTTTGCTTCG CCAAAGAAAA AGTAAGCAAA 172620 

AAGAAAGGCG CCCCTACTTT TCCTTGTTTC CTTTGTTCCA TTGAATTTGC CTTAACGGAA 1726B0 

ATTTtCTGAA CTCGCTACGC TCAAACAGAC GAAAATTTCC TACAAATTCA ATTCCACAAA 172740 

GGTGGAAAAG AAGGGAACCC AATTTGTTCT TTATCCGATT TAAAGTGCGG TCAAAACTCA 172800 

AAATATTTTT TGTTCTTAAA ATGAATTTAA AATTAACCGC ACTTTTTAAA TAATGCTCTG 172860 

ATAAATTCGG GGCCCCATAT AAATCACCTT TGCGACTTTC AATTTTCAGG CAATTTGCGT 172920 

CTGTTTGAGC GCAGCGAGTT CAGCAAATTG CCGTTAAGAA AATTGAAACA AAGCAAAGAA 172 98 0 

CAGCGATTTA ACTGGGGCGT GTTTTCTTTG CCTACTTTCT TTTACACGAG TAAAAGAAAG 173 04 0 

TGAGTCGCCG TCAGGCGAAC CCCTGACATT TAACACAAAA AGTGCGGTCA ATTTTTACCG 173100 

CACTTTAAAA TCATCAATAA TTATATCAAA TCAACTAAAA TCTCACTAAC GCTGAACCCC 173160 

AAGTCCAACC ACCGCCAAAG GCTTCTAATA ATAGTAACTG CCCACGTTGA ATACGGCCAT 173220 

CTCGAATAGC CTCATCTAAA GCAACAGGAA CAGTTGCTGC ACTGTTATTA GCGTATTTAT 173280 

CTAACGTTAC CACCACTTGC GACATATCCA TTTCTAATTT TTTAGCTGTT GCTGTAATAA 173 34 0 

TACGTAAATT TGCTTGGTGT GGCACAAGCC AGTCTAAATC TTTTTTATCT AAATTATTGG 173400 

CTAAAAGTGT TTCTTCCACC ACATTTGAAA GTTCACGAAC TGCCAATTTG AACGTTTCGT 17346 0 

TACCTTGCAT CTCGATATAG CCAGATTTTT CTATACCACG TTCTGGCTGA GCTAAAACAA 173520 

GGGCATTATT TTTATCTGCT GAAGCGTGTA AATGGGTGGA GATAATTCCT TCTTGTTCAC 173 58 0 

TCGCTTCTAA AATTACAGCA CCCGCACCAT CACCAAATAG CACAACAGTG CTGCGATCTG 17364 0 

TTTCATCTAA TTTACGAGAA TTGAGATCTG AGCCTATCAC TAAGGCTTTT TTCACTTTGC 173 700 

CTGCACGAAT AAATTGATCA GCTACGCTCA AAGCATAGAC AAAGCCTGTG CAAGCTGCCG 173 76 0 

CCAAATCAAA AGaAATCGCA TCATCAATAT TTAATAAACC TTGCACTTGG CAAGCCGcAC 173 82 0 

TTGGATAAGC ATGTGAGTGA CTTGTAGTTG CAACAATAAT CAGTTCAATA TCTTGAGGAT 173880 

TAATTTGAGC AGCTTCGATC GCATTTTTTG CCGCTTCAAA TCCCATTGTT GCAACAGTTT 173 94 0 

CATCTTCCGC TGCGATACGA CGTTCACGGA TACCAGAACG AGTGACAATC GATTCATCTG 174000 

ATGTATCAAC CATTTTTTCT AAATCCGCAT TTGTGCGAAT ATGGCTCGGC AGATAGCTAC 17406 0 

CGGTGGATAA AATTCTACTA TTCATACTCA ATAAGATAAG CGATTAAAAA GGAAAAAATC 174120 
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TATGGACTAT CGCCAAGTAA GAGATAAGAC CACACCGGAT TATTTTCCGA TGTTAAAGGA 174180 
ATGCAGATAG TAATACGGGG ACCAACGTCC CCGCCCATCA CATCTAACGC CAAGGTTAGA 174240 
CGGTTCAAGT GAACACCTAT AAGTAAAAAA TTACTTATTG ATCACTTTAC GACCACGATA 174300 
GTAACCGTCT GCAGTTACGT GGTGGCGTAA GTGAGTTTCA CCGCTTGCTT TATCTACTGA 174360 
TACAGCAGCA GTTGTTAAAG CATCGTGTGA ACGACGCATA TCACGACGTG AACGAGATTT 174420 
TTTGTTTTGT TGAACAGCCA TTGGCTATAC TCCTAAATTT AATTTACTTT TGCTTTAAAT 1744 80 
TAGCTAATAC AGCGAACGGG TTCGGTTTTT TTGCCAATTC TTCAGGCAAT ACGCCAAAAA 17454 0 
CCTGTTCCTG CGCGGACACT TCACAGTGTT CAGATGAATG CATTGGTACA AGCGGCAAAG 174600 
CTAAAATTAG CTCATCTTCC ACCGTGCCAA TTAAATCTAT TTCGCCAAAC TCATTGAACT 171660 
CGATTGGCTC ATAAATTTCG GGCAAGTCAT CAGCCTGATC CCAATTAGCC ACTGGACTAT 174720 
AAGTAAACTC ACATTCCAAT GTTTGTTTGT AAGGTTCGTT ACAACGCTGA CATTCAAGAT 174780 
CGACATCAAT CTGTACTTTA CCTTTCATCA CCACTAATTT TTGTGGATCA ACATAAAACG 17484 0 
ATAATGTTAC CTGTGCATCG CTGAGCACGT TTACCACTGA TTCCGCCAAA CGCTCAAGCT 174900 
GATTTGCCGC ATAATAACCA ACATAATCAA GCCGTCTTTG AGCATCTTTT ATGGGATCAA 174960 
CAGTGAGGGG TAGTTTTACC TTTTGCATAG GGCGTGAATA TTACCTGTTG TTGCGAAGAT 175020 
AGTCAAAGGG AAATCACATT TTTTATTGGA TAACTCAATA AAGGAAATTA TCCGCTAACT 175080 
AAAAAGGTTG GAACTATAAC AAAAATTGCT ATAATCACGC CTCT TTTTTT AACAAGGAAA 17514 0 
GATAATGATG ACTTCAAATT CTTATTGGCA ACGCTTAAAA GTGGCATTTC AATATGTCAT 175200 
GCCACAAATT TATTTAACTC AAATTGCTGG CTGGTTTGCT AAACAAAAAT GGGGCAAAAT 175260 
AACACATTTT GTAATTAAAG CTTTTGCGAA AAAATACAAC ATTGATATGA GCATTGCGCA 175320 
AAAAGAACAA TTTTCTGATT ACGCAAGTTT TAATGAATTT TTTATTCGTC CGTTAAAAGA 175380 
AAACGCACGT CCAATTAATC AAAATCCAAC CGCACTTTGT TTACCAGCAG ACGGTCGCAT 175440 
TAGTGAGTGC GGTCATATTG ACGATAATCT TTTATTGCAA GCTAAGGGGC ATTTTTTCAG 175500 
CCTAGAAGAC TTATTGGCAG AAGATAAAGA ATTAGTGGAA ACCTTTAAAA ATGGGGAATT 175560 
TGTAACTACT TATCTTTCTC CTCGTGATTA TCACCGAGTG CATATGCCAT GCGATGCTAC 175620 
GCTACGCAAA ATGATTTATG TGCCGGGTGA TTTATTCTCT GTGAACCCAT TTTTAGCCCA 175680 
ACATGTACCA AATTTATTTG CACGTAATGA ACGTGTGATT TGTGTATTTG ATACTGAATT 17574 0 
TGGCACAATG GTACAAATTT TAGTGGGTGC AACCATCACT GCAAGTATTG GCACAACTTG 1758 0 0 
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GGCAGGCGTA ATTAATCCTC CACGCCACAA CGAAGTGAAA ACTTGGACTT ATGAAGGCGA 175860 

AAGTGCGGTC AAATTATTGA AAGGTCAAGA AATGGGGTGG TTCCAACTTG GTTCGACAGT 175920 

AATTAATTTA TTC CAAGCAA ATCAAGTGCG TTTAGCTGAT CATTTAAGCG TTAATGAACC 175980 

TGTTCGCATG GGCGAAATCT TGGCATATAA AAAATAAACA GGATTTATTT CCATAAATGA 176040 

CAGAAACAAA TCCTGAAAGT AGATATTTCT CACTTCTTTA AAGGCAGTAT AACCTTACTG 176100 

CCTTTTTCTT CTTTCATTTG AACAATTAAC GCATTGTTAC AAATTCCTCT GAACCTGTTG 176160 

GATGAATTGC CACCGTATTG TCAAAATCAG CTTTTGTTGC ACCCATTTTG ATTGCTACAG 176220 

CAAATCCTTG AATCATTTCA TCTACACCAA AACCAATACC ATGTAAACCC ACAAGTTTTT 176280 

CATCTTTACC CACACAAACT AATTTCATTT TGCACGGTTG GCGATGTTGA GTTACCGCAG 176340 

TGTACATCGC TGTGAAAGAA GATTTATATA CCTTAACATT TTCTGCGCCG TACTGCTCAA 176400 

TCGCTTGCGG TTCAGTTAAA CCTACAGTGC CGATAGGCGG ATGGCTAAAT ACAACGGTTG 176460 

GAACTAAACT GTAATCTAAA TAtTCAGTCG GTTTATTATT AAATAAACGC TCAGAAAGGC 176520 

GACGACCTGC TGCAACTGCA ACTGGTGTTA ATTCAATGCC GTTTTCGATA ATATCGCCTA 176580 

CCGCATAAAT GCCTTTCACA TTAGTATTTT GATATTTATC TACTTTGACA TAGCCATGTT 176640 

CGTTCGTTTC TACGCCAGCA TTTTCTAAGC CAATTTTATC TGTCGTTGGA ACACGACCCG 176700 

CAGCCCAAAT AACGCAATCT ACGGTAACAT CAGATTGACC ATCACATCTT ACAGTAAGTG 176760 

AACCATCTGC ATTTTTTACA ATTTCAGATG GGGTAGAATT GGTATGTAAT TGAATTCCAT 176820 

CTTGCGCAAG CACTTCCACT AATGTTTCTA CGATTAATGG ATCCTGATTA CGCATTGGCG 176880 

CATGGCGACG CACTAATAAA TGTGTTTCCA CGCCTAAGCT ATTTAATACG CCAGAAAGTT 176940 

CAACAGCAAT ATAGCCTGCA CCAATAACAG CAGCACGTTT TGGTAATTCG GTTAATGCAA 177000 

AGAAACCATC TGAATCAATG CCGTATTCTT GTCCTTTAAT ATTTGGACGA TATGGACGAC 177060 

CACCAGTTGC GATTAAAATA TGATCTGCGG TTACTTGTTC TTTTGTACCA TCAGCAAGTG 177120 

TTACTTCAAT GGTATGGGCA TCGACAAATT TTCCGAAACC ATTAATTACA TCAATATTAT 1771B0 

TTTTCGCTAA TACATTATTA TAAGATGTAT GGATACGACT AATATAGGCT TGGCGACTTT 177240 

CAATCAGTTT TGAAAAATCA AATTTTTTCA CTTCAACATC AAAACCATAA TCTGGCGCAT 177300 

AATTGTTGAT TGCTTCTGCA ATATGCGCAC CATAAAACAT CACTTTTTTA GGTACACAAC 177360 

CGACATTTAC ACAAGTTCCG CCAAGATGTT TTGCtTCAAT GATTGCACAT TTTTTtCCAT 177420 

AGCTTGCTGC TCGATTTAGA GACGCAATAC CGCCACTGCC ACCGCCAATA GCAATATAAT 177480 
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CATAATGTTT AGTCATAGTT TGAACCTTTT TTAAACTAAA ATTTTTTTGT ATTCTGCCTA 17754 0 
ATTTTTATAA AGAATGCTAT AAATTGATGT AATTGGTTTT ATGAATATTT TTTACTCTTT 177600 
TGAACAGATG ATTAGTTTGA AATGATTTTA TGTGAAGCCT AGTATGTAGA ATGAAATAGC 177660 
GTGATAGAAA AAGAGGAAGA TTGTTCAATC TTCCTCACTG TAGATATGTG ATTAATTAGA 177720 
ATATTGGTTT ATCGCAGCCG CAACTTCTTG ATCTTGATAA ATATTGTTCA CAATATCATT 177780 
AAAAGTTTGA GATAGCACTT TATGAATTTC ATCATTGCCC GCATTAAATA CGCCCTCTTG 17784 0 
TGAGTGCGTG ACATTAAATG ATTTATTATA CGAACCTTTC GCACCTTGTA CATAAACTGT 177900 
CGCTTGAATT TTGGTATTAA GTTTATAACG AAGATTACCT TGTTCTACTT GCGTACCAAA 177960 
TTCACGCACA TCCACAGTTA CCCACGCATT TGAACCATTT AATTGCCCAA CTCTAAAACC 178020 
TTTACTAATT AAATTTTGCT GCATCACTTG CTGAAATAAT TGTGTAACAC TTGGGGATGC 178080 
ATTTAATTTA ATCAGTTCCC CGTGTTTCGT ATAACTCGCA ATCTCTTGTA TTGCACGGCT 178140 
ATCTTTTGTT GTCACAGATA CAACGGCAGT TCGATTAACA TTCATTGAAG CACTTGGTGC 178200 
AGGCGGTGTA AATG CTAATA TATTTGATTG TGCTTGGCAG CCTGCAAGAA ATAATGTAGC 178260 
CGCTAGAATA CCTACTGATG ATAATGTTTT AATTTTGTTT ACTAATGCCA TAATTTCCCC 178320 
ATAAATCAAT TAGAATTGTG CTATTCTTAC AAACTTCCTT ATTAATGTAT AGCGTTTCAT 178380 
TTTAGTTTTT GTGGAGAACT TATAATGTCA ATTCAACAAA TTATTGAGCA AAAAATTCAA 178440 
AAAGAATTTC AACCGCACTT TTTAGCAATA GAAAATGAAA GCCATTTACA TCACTCTAAT 178500 
CGAGGTTCTG AATCACATTT TAAATGCGTT ATTGTCAGCG CAGACTTTAA AAATATTCGA 178560 
AAAGTACAAC GTCATCAGCG TATTTATCAA TTATTGAACG AAGAATTAAA TCATAGTATT 178620 
CACGCATTAG CATTACATTT ATTCACTCCA GAAGAATGGA AAGCACAAAA TGAAACTGTA 178680 
CCGCACTCAA CAAAATGTGC AGGTATTGGT CGTTAATTTT GTTATAAAAA TGTAACATTT 17874 0 
TTGATATATC GCAAAAAGTT CTAACAAAAA ACCCTCTGTT TAAGTAGCGA AAAACAGAGA 178800 
TTTTCGCTAG AATGAGGCGT TTAATTTAGT CCAAATTCGA TTTCTCGGTA AAATTATTAA 178860 
CTGTGAAATC AATC CATTTG AGTTTTTTAT TTTGTGACAT TAATGTTTTT TTAGCGGTTT 178 920 
GTCACACTCA AACGTGAGAT TGCTTCTAGG GTATTTTTAC TATATTAGCA ATTGTATTTT 178 98 0 
TAACCTTGAA AAGTAGTGCA AATAGTATGA TTACAATTAA GAAAGGTTTG GATCTCCCAA 17904 0 
TTGCGGGAAA ACCAGCACAA GTAATCCATA GCGGCAACGC TGTGAATCAA GTTGCGATTC 179100 
TAGGTGAGGA GTATGTGGGG ATGCGTCCTT CAATGAAGGT GCGCGAAGGC GATGTTGTGA 17916 0 
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AAAAAGGTCA AGTACTTTTT GAAGACAAAA AAAATCCTGG TGTAATTTTT ACAGCCCCTG 179220 
CAAGCGGTAC CATCACTGCA ATGAATCGTG GCGAAAAACG TGTATTACAA TCTGTTGTTA 1792 80 
TTAATGTAGA AGGTGATGAA AAAATCACTT TTGCAAAATA TAGCACAGaA CAATTGAATA 17934 0 
, CACTTTCTTC TGAACAAGTA AAACAAAACT TGATAGAATC TGGCTTATGG ACGGCATTAC 179400 
GTACTCGTCC ATTTAGTAAA GTTCCATCCA TTGAAAGTGA AGCATCTTCT ATTTTTGTAA .' 179460 
ATGCGATGGA TACCAATCCA TTAGCAGCCG ATCCCTCTGT CGTATTAAAA GAATATTCGC 17 952 0 
AAGACTTCAC TAACGGTTTA ACCGTATTAA GTCGTCTATT CCCTTCAAAA CCATTACACT 17 9580 
TATGTAAAGC AGGCGATTCT AATATTCCAA CTGCTGATCT TGAAAATTTA CAGATTCATG 179640 
ATTTTACTGG TGTTCATCCA GCTGGTCTTG TAGGGACGCA TATTCACTTT ATTGATCCTG 179700 
TCGGTATTCA AAAAACTGTA TGGCATATCA ATTATCAAGA TGTGATCGCT GTAGGTAAAT 179760 
■ TATTTACAAC AGGCGAACTT TATTCAGAAC GAGTAATTTC TCTTGCAGGT CCTCAAGTGA 179820 
AAGAACCTCG TTTAGTACGT ACAAGAATCG GTGCTAATCT TTCTCAATTA ACCCAAAATG 17 9880 
AATTAAGTGC AGGTAAAAAT . CGT GTAATTT CTGGCTCAGT TCTTTGTGGT CAAATAGCAA . 179940 
AAGATTCACA TGATTATTTA GGTCGCTATG CTTTGCAAGT ATCAGTAATC GCTGAAGGTA 18 0000 
ATGAAAAAGA ATTTTTTGGT TGGATTATGC CACAAGCCAA TAAATATTCT GTGACTCGTA 18 0060 
CCGTATTAGG GCCACTTCAG TAAAAAATTG TTTAATTTTA CTACTTCAGA AAATGGTGGC 18 0120 
GAACGTGCAA TGGTGCCAAT CGGTAGCTAT GAGCGCGTAA TGCCATTGGA CATTTTACCT 18 0180 
ACATTATTAT TACGTGATTT AATCGTGGGC GATACCGATG GTGCTCAAGA GTTAGGTTGT 180240 
CTGGAATTAG ACGAAGAAGA CTTGGCGTTA TGTTCTTTCG TTTGTCCAGG CAAATATGAA 180300 
TACGGTTCAA TCTTGCGTCA AGTCTTAGAT AAGATTGAGA AGGAAGGTTA AAAATGGGTT 180360 
TGAAAAATCT TTTTGAAAAA ATGGAACCCG CGTTTTTACC CGGTGGTAAA TACAGCAAGC 18 0420 
TTTATCCGAT CTTTGAATCG ATTTATACCT TGCTTTATAC ACCAGGTACG GTAACGCACA 18 0480 
AAAACACTCA CGTTCGTGAT GCGTTAGATT CAAAACGTAT GATGATTACG GTTTTCCTTG 18 054 0 
CGTTGTTGCC TGCGATTTTG TATGGGATGT ACAATGTGGG TAACCAAGCG ATTCCAGCGT 18 060 0 
TAAATCAATT AGGCAATTTA GATCAACTAA TTGCTAACGA TTGGCACTAT GCTCTTGCAA 180660 
GTTCATTAGG TTTAGATTTA ACTGC CAATG CAACTTGGGG CTCTAAAATG GCTCTTGGAG 18 0720 
CAATTTTcTT TTTACCAATT TACTTAGTGG TATTTACCGT TTGTACTATT TGGGAATTGT . 180780 
TATTCTCTGT GGTTCGTGGT CACGAAGTAA ATGAaGGAAT GTtCGTTTCA ACCATTTTAT 180840 

-77.109- 

SUBSTTTUTE SHEET (RULE 26) 



W ° 96/33276 PCT/US96/0S320 

TTGCCTTGAT CGTTCCACCA ACATTGCCAC TATGGCAAGC CGCATTAGGT ATTACTTTTG 180900 
GTATCATTGT TGCAAAAGAA ATTTTTGGTG GCGTAGGTCG TAACTTTATG AACCCTGCAC 180960 
TTGCTGGTCG TGCGTTCTTA TTCTTCGCAT ATCCAGCTCA AATTTCAGGC GATACGGTTT • 181020 
GGACTGCCGC AGATGGTTTC TCTGGTGCAA CCGCACTTTC ACAGTGGTCA CAAGGTGGTC 181080 
AAGGTGCATT GCAACATACC GTAACAGGGG CTCCAATTAC TTGGATGGAT GCTTTTGTTG 181140 
GTAACTTACC TGGTTCAATG GGGGAAGTTT CTACCCTTGC AATTTTAATT GGCGGTGCTG 181200 
TTATTGTATT CACTCGCATT GCAGCTTGGC GCATTATTGC TGGTGTGATG ATTGGCATGA 181260 
TTGCAACCTC AACCTTGTTT AACCTAATTG GCTCAGAGAC TAACCCTATG TTCTCAATGC 181320 
CTTGGCATTG GCACTTTGTT TTAGGTGGAT TTGCATTGGG TATGGTATTT ATGGCGACCG 181380 
ATCCTGTTTC AGCATCTTTT ACTAATACTG GTAAATGGTG GTACGGTGCA TTAATTGGCG 18144 0 
TAATGGCTGT ATTAATTCGT ACTGTAAACC CAGCCTATCC AGAAGGAATG ATGTTAGCGA 181500 
TTTTATTTGC AAACTTATTT GCACCGATTT TCGACTACAT CGTTGTTCAA GCAAATATCA 181560 
AACGTCGGAG AGCAAGAACA AATGGCTAAG TTTAATAAAG ACAGCGTAGG CGGCACAATC .181620 
CTTGTTGTGC TACTACTGAG TTTAGTTTGT TCCATTATTG TTGCTGGTTC CGCAGTAATG 181680 
TTAAAGCCTG CACAAGAAGA ACAAAAGTTA CTCGATAAAC AAAAAAATAT CTTAAATGTA 18174 0 
GCTGGTCTTT TACAAGAAAA CACGAATGTA AAAGAAACTT ATGCAAAATT TATCGAGCCC 181800 
CGTTTCGTTG ATTTAGCAAC GGGTGAATAC ACACAACAAG CAGATGATAG CCAACAAGCA 181860 
ATTCCTGCTG ATGCGGATAA AGCACGTATT CGTTCTCGTA GCAAAACAAC TGAAGTTTAT 181920 
CTTGTAAAAG ATGAACAGGG TCAAACTCAA CAAGTTATTT TACCAATTTA TGGCACTGGC 181980 
TTGTGGTCAG TGATGTATGG CTTAGTATCT GTTCAACCAG ATGGTAATAC TATTAATGGA 182040 
ATCACTTACT ATCAACACGG AGAAACACCG GGATTGGGCG GAGAAATTGA AAATCCAAAC 182100 
TGGGCAAGTC TATTTAAAGG TAAAAAATTA TTTGATGAGC AACATCAACC TGCCATTCGT 182160 
ATTGTGAAAG GTCAAGCTCC ACAAGATGAA CATAGCATTG ATGGTTTATC TGGTG CAACT 182220 
TTAACAGGTA ATGGTGTTCA AGGTACCTTT AATTATTGGT TCAGCAAAGA TGGCTTTGGT 182280 
CCATATCTTG AAAAACTTCA TTCAGGAGCA AACTAATGTC TGGAAAAACA AGTTATAAAG 182340 
ATCTGTTGTT AGCGCCAATT GCTAAAAACA ACCCTATTGC ATTGCAAATC TTAGGGATTT 182400 
GTTCTGCATT AGCTGTAACA ACAAAATTAG AAACTGCTTT TGTTATGGCG ATTGCAGTTA 182460 
CCTTAGTAAC TGGATTATCA AACTTATTTG TTTCCCTAAT CCGCAATTAT ATCCCTAACA 182520 
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GCATTCGTAT TATTGTACAG CTCGCAATCA TCGCTCGCTT GTtATCGTAG 


TGGATCAAAT 


182580 


TCTAAAAGCC TATGCTTATG GTTTATCTAA ACAACTTTCA GTATTCGTTG 


GTTTGATTAT 


102640 


TACTAACTGT ATCGTAATGG GGCGTGCTGA AGCATTTGCG ATGAAATCCC 


CTCCAGTTGA 


182700 


AAGTTTTGTA GATGGTATCG GAAATGGCTT AGGTTATGGT TCAATGTTAA 


TTATCGTAGC 


182760 


ATTTTTCCGT GAACTTATCG GTTCAGGTAA ATTATTTGGT ATGACGATTT 


TCGAAACTAT 


182820 


TCAAAATGGT GGCTGGTATC AAGCAAATGG TTTATTCCTA CTTGCACCAA 


GTGCATTCTT 


182880 


TATCATCGGA TTTGTGATCT GGGGATTAAG AACTTGGAAA CCAGAACAAC 


AGGAGAAGTA 


182940 


ATCAATGGAA CATTATATTA GCCTATTTGT TAAGGCAGTC TTCATTGAAA ATATGGCACT 


183000 


TTCTTTCTTC TTAGGAATGT GTACTTTCTT AGCGGTATCT AAAAAGGTGT 


C C C CTGCGTT 


183060 


TGGTCTTGGG ATTGCGGTAA CTTTCGTTCT TGGGATCGCA GTGCCAGTAA 


AC CAATTAAT 


183120 


TTATGCAAAT GTACTAAAAG AGAATGCTTT AATTGAAGGT GTAGATTTAT 


CATTCTTAAA 


183180 


CTTCATCACT TTCATTGGGG TTATTGCTGG TTTAGTGCAA ATTCTTGAAA 


TGGTATTAGA 


183240 


TAAATTTATG CCATCTCTTT ATAACGCATT AGGGATTtCT TACCTTTAAT 


CGCAGTAAAC 


183300 


TGTGCGATCT TTGGTGGGGT ATCTTTCATG GTTCAAGGTG ATTACAATTT 


CCCTGAATCT 


183360 


ATCGTGTATG GTTTCGGCTC AGGTTTAGGT TGGATGTTAG CGATTGTAGC 


GCTTGCTGGC 


183420 


TTAACGGAAA AAATGAAATA CGCTGATATT CCTGCTGGAT TAAAAGGTTT 


AGGTATTACC 


183480 


TTTATCTCTG TTGGTTTAAT GGCACTAGGC TTTATGTCTT TCTCTGGTAT 


TCAATTATAA 


183540 


GGAGTGTAAT CAATGAGCGA TTCAGTAATT CTTGCACTCG GTATTGCCGC 


ATTCACGGTT 


183600 


ATTGTATTAG T.GTTAGTGGC AATCATCTTA TTTGCGAAAT CAAAATTAGT 


CGATTCTGGT 


183660 


GATATTACTA TCGACATCAA TGACGATCCT GAAAAAGCGA TCACATT AC C 


TGCAGGTGGC 


183720 


AAATTATTAG GGGCTTTAGC AAGTAAAGGT ATTTtCGTGT CTTCTGCTTG 


CGGCGGCGGT 


183780 


GGCTCTTGTG GTCAATGTAT TGTTAAAGTG AAAAATGGTG GCGGAGAAAT 


TCTTCCAACC 


183840 


GAACTTTCTC ACATTAACAA ACGTGAAGCA AAAGAGGGAT ATCGCTTAGC 


TTGTCAAGTT 


183900 


AATGTAAAAG GTAATATGGA AGTTGAACTT CCAGAAGAAA TCTTCGGCGT 


GAAAAAATGG 


183960 


GAATGTACTG TTATTTCTAA GGATAACAAA GCAACCTTTA TCAAAGAGCT 


TAAATTGGCT 


184020 


ATTCCTGAAG GCGAGGAAGT GCCTTTCCGT GCAGGTGGTT ATATCCAAAT 


CGAAGCTGAA 


184080 


CCACATGTGG TGAACTATAA AGATTTCGAT ATTCCAGAAG AATACCACGA AGACTGGGAT 


184140 


AAATATGATT TATGGCGTTA TGTCTCTAAA GTGGACGAGC ATATTATCCG 


TGCTTACTCA 


184200 
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ATGGCTTCAT ACCCTGAAGA GAAAGGTATC ATTATGCTTA ACGTTCGTAT TGCGACTCCA 184260 
CCACCACGCC AACCTGATGC GCCTCCGGGT CAAATGTCTT CTTACATTTG GTCATTAAAA 184320 
GCAGGAGATA AAGTCACAAT TTCTGGTCCA TTTGGTGAAT TCTTTGCGAA AGAAACTGAT 184380 
GCAGAAATGG TATTTATCGG TGGTGGTGCG GGTATGGCTC CAATGCGTTC ACATATCTTC 184440 
GACCAATTAA AACGTTTACA TTCTAAACGT AAAATGTCGT TCTGGTATGG TGCACGTTCT 184500 
AAACGTGAAA TATTCTATCA AGAAGACTTT GACCAATTAC AAGCTGAAAA TCCAAACTTT 184560 
GTATGGCACG TGGCACTTTC AGATGCATTG CCTGAAGATA ATTGGACTGG CTATACAGGC 184620 
tTTATTCACA ATGTACTTTA TGAAAACTAC TTGAAAAATC ATGAAGCACC AGAAGACTGT 184680 
GAATACTATA TGTGTGGGCC TCCAGTGATG AATGCAGCTG TAATTAAAAT GTTGAAAGAT 184740 
CTTGGTGTTG AAGATGAAAA CATTTTATTA GATGACTTTG GTGGCTGATT TTAGTTAATC 184 800 
AATTCATCAT AAAAGCTGcC CGCACTTTGT GATAAAGTGC GGnCsAAATT TAAGATGTTT 184860 
TTAAACATTT TCTATGATTA CAGGTAAGTT TTGTTGAGTT TGCCAGTAAT TCACCAATTT 184 920 
AGGAAATCCA GATGAAAAAA TTAATAAGCG GTATCATAGC GGTAGCAATG GCATTAAGTC 184980 
TTGCTGCTTG TCAAAAAGAA ACAAAAGTTA TCTCTTTAAG CGGTAAAACA ATGGGGACAA 185040 
CTTATCATGT TAAATACCTT GATGATGGTT CAATAACAGC AACATCTGAA AAGACGCATG 185100 
AAGAAATTGA AGCAATCTTA AAAGATGTAA ACGCGAAAAT GTCCACTTAC AAAAAAGATT 185160 
CGGAATTGAG CCGCTTCAAT CAAAATACCC AAGTGAACAC ACCGATTGAG ATTTCAGCAG 185220 
ATTTTGCCAA AGTATTAGCT GAAGCGATTC GTTTAAATAA AGTGACCGAA GGCGCGTTGG 185280 
ATGTAACTGT TGGCCCTGTC GTGAATTTAT GGGGATTTGG TCCTGAAAAA CGCCCCGAAA 185340 
AGCAACCTAC ACCAGAACAA TTAGCTGAAC GCCAAGCGTG GGTTGGCATT GATAAAATTA 185400 
CCCTAGATAC TAACAAAGAA AAAGCTACAT TAAGTAAAGC ACTTCCTCAA GTTTACGTAG 185460 
ATTTATCGTC AATTGCTAAA GGCTTTGGCG TTGATCAGGT GGCTGAAAAG TTAGAACAAT 185520 
TAAATGCTCA GAATTACATG GTTGAAATCG GCGGTGAAAT TCGTGCGAAA GGAAAAAATA 185580 
TTGAAGGTAA ACCTTGGCAG ATTGCCATTG AAAAACCAAC TACAACAGGC GAAAGAGCGG 185640 
TTGAAGCGGT CATTGGATTA AACAATATGG GAATGGCAAG TTCTGGCGAT TACCGTATTT 185700 
ACTTTGAAGA AAATGGCAAA CGCTTTGCGC ACGAAATTGA TCCGAAAACA GGTTATCCAA 185760 
TTCAGCATCA TTTAGCCTCA ATTACGGTAC TTGCACCAAC CTCAATGACT GCAGATGGCT 185820 
TATCTACAGG GTTATTTGTG CTGGGGGAAG ACAAGGCGTT AGAAGTGGCT GAGAAAAATA 185880 
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ATCTTGCCGT TTATTTAATC ATTAGAACAG ATAATGGTTT TGTTACCAAA TCATCCTCTG 18594 0 

CTTTCAAAAA ATTAACAGAA ACAAAAGAAT AGTTATGCAA ACTTTATTTT TTACTTTAAT 186000 

CGCTTTCGTC GCAATTATAT TGTTGATGTC TATCGGATTT ATTATCAAAA AACAAAGTTT 186060 

AAAAGGCAGC TGCGGTGGTT TATCTACCCT TGGTATTGCC AAAGCTTGCG ATTGTGATAA 186120 

ACCTTGCGAC ACGCnTCAaT CAAAATTAGA TGCAGGCGAT GrACAAGCGA AAGCTGAATA 186180 

TGAGCAAAAA TTTGCGAAAA AAGATGATGA CTCGCAATTT TATCAAGTGA AATAACTTGC 186240 

TCAAAAATGA CCGCACTTTA TGTGCAAAAT AAAATTAACG GCAAAATTAT TTTGCCGTTT 186300 

TCTCATTCAA TGACCAATGT GCTTCGCCTT AACCGAAGTT ACGGGAGAAC TATGTTAATT 186360 

TCAAATACTT ATAATCAACA CTTTCCTCAA TTGACGCAAG AGCAGCTTGC GAGAAATGCG 186420 

ACAAAAAAAG TCATTTGTGG TATGTCTGGT GGCGTGGATT CTTCTGTGTC AGCGTTTATT 1864 BO 

CTTCAACAGC AAGGCTATCA GGTGGAAGGC CTGTTTATGr AAAACTGGGA AGAAGATGAT 186540 

GATACGGATT ATTGTACTGC CGCAGCTGAT CTTGCAGATG CTCAGGCTGT ATGTGATAAG 186600 

TTGGGGATCA AACTACATAA AATTAATTTT GCGGCAGAAT ATTGGGATAA TGTCTTTGAG 186660 

CATTTTTTAA CCGAATATAA AGCAGGGCGC ACGCCGAACC CAGATATTTT GTGTAATAAA 186720 

GAAATTAAAT TTAAAGCATT TTTAGAATAT GCAGCTGAAG ATCTCGGTGC AGATTATATT 186780 

GCAACAGGGC ATTATGTACG TAGAGCGGGA GATAATGAAA ATGCAAAACT ATTACGTGGT 186B40 

TTAGATCCCA ATAAAGATCA AAGTTATTTT CTTTATACTT TAAGCCATAA ACAAGTGGGG 186900 

CAAAGTTTAT TCCCCGTTGG TGAAATCGAG AAGCCCATTG TTCGTGCTAT TGCTGAAGAT 186960 

CTTGGCTTAA TTACGGCGAA GAAAAAAGAT TCTACAGGGA TTTGTTTTAT TGGTGAGCGT 187020 

AAATTTAAGG ATTTCTTAGC ACGCTATTTA CCAGCTCAAC CAGGTAATAT TCGCACTGTA 18 70 BO 

GATGATGAAA TTATTGGTCG CCATGATGGA TTAATGTATC ACACATTGGG ACAACGCAAA 187140 

GGATTAGGCA TTGGTGGTCT AAAAAATGCG GGAGATGAAG CTTGGTATGT AGTAGATAAA 187200 

GATGTAGAAA ATAATGAACT TATTGTCGCA CAAGGTCACG ATCATCCTCG TTTATTTTCA 187260 

AAAGGATTGA TTGCCAGCCA ATTACATTGG GTTGATCGCG AACCAATTCG AGAGTCATTA 187320 

CGTTGCACGG TGAAAACGCG TTATCGCCAA CAAGATATTC CTTGTGTGAT TGAACCAATT 187380 

GATGATGAAA CCATTCGAGT TATTTTTGAT GAACCTCAAT CAGCAGTAAC CCCAGGGCAA 187440 

TCTGCCGTAT TTTACCTTGG CGAAGTTTGT TTGGGTGGCG GTATTATCGC AGAAAGAATA 187 500 

TAAAACAAAG ATGACTAAAA GCGCGTAAAA TGCGCTTTTA AACTATTTAT TCAAAC CAAA 187560 
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TGACGCTCGC CATTCGTCCC GTTTGATTGT CCCTGCGATA AGAAAAGAAC TTTTCTTTTT 187620 
CGTTGAATGT ACAGTGATTT CCACCATAAA TTTGCGTAAT ACCTAGATTG TTTAATCGCT 18 7680 
GAGTTGCAAT TTGATAAAGA TTACTCAGGT ATTTACCTTC TTCGATTGCA TCAGGTTGAA 187740 
AGGCGAGTTT GGCTTTTTCA TCTACTACAA CAAACTTTTC TACAACATCA ATCCCAACTT 187800 
GAAAGGCCTT TGGACCTATT GCAGGGCCAA ACCACGCGAT AATATCTTCA GGTTTAGCTT 1B78G0 
GAAAATATTT CACTGTTTCT TCTAGTACAC CATCGCATAA ACCACGCCAG CCAGCATGTG 187920 
TTGCAGCCAC TTCATTGCCA GATGTTGTAG TGAATAGAAC TGGCAAACAG TCTGCCGTCA 187980 
TAACAACGCA AACTTGATTG GGAACATTTG TATAAACTGC ATCCGCTTCA AGATTTTGTC 188040 
CTGAATAAGG TAATTGAATC ACTCGAGTAC TGTGTGTTTG AGTTAGAAAT ATAGGTGTTT 188100 
GTGGCAAACC AAATTTTTCT ACTAATAAAG TGCGGTTGGT TTTTACCGCA CTTTTGTTAT 188160 
CACCGACATG ATCGCCTAAG TTGAAACTCA AATAAGGCGC TAAG CTCACA CCCCCTTCAC 188220 
GAGTAGTGGT AAAGGCATGA ATATTCTTTG GAACATTCCA ATTGGGGTTA ATTGCTTGCA 188280 
TATTAATAAT CTAACTCATC TTGATGTTCG AGATAGTGGG CTTTGAGGGC ATTAAGCAAT 18834 0 
TCAACGAAAT CATCTGGTAA TGGTGCATAC CATTCCATCA TCTCCCCTGT GATTGGATGA 188400 
GCTAAGCGTA ACATGACCGC ATGTAAAGCT TGGCGTTTGA AATTACGCAA TACTTCCATA 188460 
AAGTCTTCAC TCGCATTTTT TGGTGGACGA GGGCGTCCGC CATAGGTTTG ATCGCCTAGC 188520 
AGTGGATGGG CAATATGTGC CATATGAACG CGGATTTGAT GGGTGCGCCC CGTTTCTAAA 188580 
CGTAAACGTA AACGGGTGTA GTTACGGTAA TTTTCCATAA TACGATAGTG GGTAACAGCG 188640 
GGTTTTCCCA TTGGATGAAC CGCCATTAAA GTACGTTTGG TTGCATGACG AGCCATAGGT 188700 
TGATCTACTG TGCCACCTTT AGTCATAATG CCTGAAGCGA CTGCTTCATA TTCGCGCGTA 188760 
ATTTTACGTT TTTGTAGGTC ACGTACTAAC TTAGTTTGAG CAGGAATGGT TTTAGCaACA 188820 
ACCATTAGAC CTGTTGTATC TTTATCTAAT CGATGCACAA TTCCTGCTCT CGGTACTTCT 188880 
ACAATCGGCG GATAATGATA GAGTAACGCA TTGAGCACGG TTCCATTTGG ATTGCCAGCA 188940 
CCAGGGTGTA CCACAAGATC TTTTGGTTTG TTAATCACAA TAATATCATC ATCTTCATAC 189000 
ACGATATTCA ATGGAATATT TTCTGCTTCA AAACGTGTTT CATCTTCCAC TTCAACAATA 189060 
ATCTCTATTC TCTCTCCTCC AAGCACTTTC TCACGCGGAA TATTAGTAAT GCGGTCGTTA 189120 
AGTTTTACGA GATCGGCTTC AATCCATGTT TTTAATCGGG AACGAGAATA TTCAGGGAAC 189180 
AACTCTGCAA GTGTTTGGTC TAAACGTTGT CCCATTTGTT CTGGCTGCAC TTCAGCCGAA 189240 
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AGGGTAATTT GTGGCATAAA TAGCTCTCAA AAATTTTAAA AGTTGGCTTA TTGATTAATG 18 93 OO 

TTCTATACAA TAGCGGACAA TTGTATCTTA TTTATTGGTT TTCGTAAAAA TTAAGGAAAA 189360 

AACAATGCGT AAAATAAAAT CTTTGGCATT GCTTGCCGTG GCAGCATTGG TTATTGGATG 189420 

TTCAAGTGGT TCAAAAGATG TTGAACAAGC ATCGGTAAAT GAATTATACA CAAAAGGTAC 18 9480 

AACATCATTA CAAGAAGGTA GTTACTCTGA AGCCATTCGC TATTTAAAAG CGACGACTGA 18954 0 

GCG TTTT CCA GGTAGCGTTT ATCAAGAACA AGCAATGTTA GATTTAATTT ATGCAAATTA 18 9600 

TAAAACACAA GATTATACGC AAGTATTATT GATGGTAGAT AGCTTTTTAC ATCAATTTAC 18 9660 

ACAAAGCCCA AATCAAGCCT ATGCGGTATA TATGGCTGGC TTAACTAATG CAGCAACAGG 18 972 0 

CGATAATTTC ATTCAAGATT TTTTTGGAAT TGACCGTGCT ACACGTGAAA CAACCTCTAT 189780 

GCGTACCGCT TTTTCTAATT TCCAAAACTT AGTTCGTGTA TTCCCTAATA GCCCTTACTC 18 9840 

ACAAGATGCT TTAGCTCGTA TGGCTTATAT TAAAGATGCA CTGGCTCGTC ACGAATTAGA 189900 

GATTGCAAAA TTCTATGCAA AACGTAAAGC GTGGGTAGCA GTTGCAAATC GTGTGGTAGG 189960 

AATGTTAAAA CAATATCCTG ATACTAAAGC aACTTATGAA GGATTATTTC TGATGCAGGA 190020 

AGCTTATGAA AAAATGGGTT TAACCGCATT AGCAAATGAT ACTCAAAAAA TTATTGATGC 190080 

GAATAAAGAT AAAACTTTTG CACCAATTGA AAAACCAAAC GAGCCAGACT TAAAAGTGCC 190140 

AGCAGTAAAA TAGCAATAAC TGCAGAAAAA TCGAATACTC TCTGCACCCT AAAAATTGAA 190200 

TAAAATTTAA ACTAATTAAG GTGCAGATTT TTTTATTTTT TATCAACTGA AAATGCTTTA 190260 

CCATAATTTG CACAAATAAT CTGAGCAGCA TTATAAAGCG TTGTATCAGG TGTTAAACTT 19032 0 

AACGTATGTT TCTTTTGCTT TTTAGGTGCT . GCCCGCAAAC CCTGTCCCCA AAATTCATCA 1903 8 0 

TAGAAATCAG TTCGTATTTG AGTTAAATGA TAATTTGCAC AATTCAAAAT CTTATACTGA 190440 

CGAACAGAAC GTGCATAACG TTTAGGCTCA GGATAAACAT ACAATCCCCT ATCTAAATTC 190500 

ACCACAGCAT CAAAATGTAC AATTTGTGGC TCTTGGTTAT CCACCCAGAT CGATTCACTA 190560 

TCGATGTAAT AATTCACATT CTTTACCAAA CGTATATATC CGCTTCGTAC ATCAGTCGGC 19062 0 

GGTGCCAGCT TCACATCATT TTGTTCAGCC TTTTGGATTT GAGCAGAACA AGCGGTAAGT 190680 

AACCCAAGTG ATAATGTTAA AATAATTTTT TTCATTATTT ACTCCTTATG TTAGCTGACA 19074 0 

TTTATTCTAG AATTTTACAG TGTGTCCATA ACCTTCTAGG ATTGTTTTAA TATGTTCTAA 190800 

GGATTCTTTA GTTGGCGGTA ATACATTTTC AAGCTCATAA TCTAACCCAA GGGTTTTCCA 190860 

TTTATGCACA CCTAATCGAT GATAAGGAAG AAGTTCAACT TTTTCAATAT TGGTCATACC 19092 0 
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TTCAATAAAC TGACCTAATA AATGCACATC GTGATCGCTA TCAGTATAAC CAGGAACCAC 190980 
AACATAACGA ATCCAGGTAT GTTGATTACG TTTTTGCAAA TATTTTGCAA ATTCAAGGGT 191040 
ACGTTTATTT GGCACCCCAA TAAGATTTTG ATGAACTTGA TCATTAAGTT CTTTTAAATC 191100 
AAGTAAAACA AGATCTGTTA CATCTAATAA TTCATCAATA ATATGATCAT AATGACGTAC 191160 
. AAAACCATTT GTATCTAAGC AAGTATTAAT CCCTTCCTCT TTACAAGCAC GGAACCAATC 191220 
GCGTACAAAC TCTGCTTGTA ACACAGCCTC GCCACCAGAT GCTGTGACAC CACCGCCAGT 191280 
AGCATTCATA AAATGGCGAT AAGTCACGAC TTCTTTCATT AAATCTTCGA CACTGATTTC 19l 340 
TTTACCACCT TCAAGATCCC AAGTATCACG ATTGTGGCAA TATTTGCAGC GCATCAAGCA 191400 
GCCTTGCATA AATAAAATAA AACGAATACC TGGCCCATCT ACAGTGCCAC AGGATTCAAA 191460 
AGAGTGAATT CGTCCAAGAA CTGACATACA TAAATTTCCT AAAATTAGAT ATAGCTAAAT 191520 
TTTACCAAAG ATTTAGTCTA TAAAAAATGA GCCTGATTTA AATCAGGCTC ATACATATTA 191580 
TGTTCCCGCC AAAGTGCGGT CAAAAATAAA CATGTTTTTA CATTGACTCT GTGAAAGTTC 191640 
TAGTAATTAC GTCTTGTTGT TGCTCTTTAG TTAAAGAGTT AAAACGTACT GCGTAACCTG 191700 
ATACACGGAT AGTCAATTGT GGATATTTAT CCGGATTTTC CATTGCATCT AATAACATTT 191760 
CACGGTTTAA CACGTTCACA TTTAAGTGTT GGCCACCTTC AACCGTTGCT TCGTGGTGGA 191820 
AGTAACCATC CATTAAGCCA GCAAGGTTGC GACGTTGTGC TTCTGCATCT TTACCTAAGG 191880 
CATTTGGTAC GATTGAGAAG GTATAAGAAA TACCATCTTT CGCGTAAGCA AATGGAAGTT 191940 
TAGCTACAGA AGTTAATGAT GCTACCGCAC CTTTTTGGTC ACGACCGTGC ATTGGGTTCG 192000 
CACCTGGTCC GAATGGTGCA CCAGCACGAC GACCATCAGG GGTGTTACCC GTTTTCTTAC 192060 
CATAAACTAC GTTAGAAGTA ATGGTTAATA CAGATTGTGT AGGCACTGCA TTGCGGTAAG 192120 
TTTTAAGTTT TTGAATTTTC TTCATAAAAC GTTCAACTAA GTCACAAGCG ATGTCATCAA 192180 
CACGGTTATC ATTGTTACCA TATTGTGGAT ATTCACCTTC GATTTCAAAG TCGATTGCTA 19224 0 
CGTTAGTTGC AACAACATTG CCATCTTTAT CTTTGATGTC GCCACGAACT GGTTTAACTT 192200 
TCGCATATTT GATTGCTGAA AGTGAGTCAG CCGCAACAGA AAGACCTGCG ATACCACAAG 192360 
CCATAGTACG GTATACATCA CGATCATGTA ATGCCATTAA TGCGGCTTCG TATGAATATT 192420 
TATCGTGCAT ATAGTGGATT ACGTTTAAGG CAGTCACATA TTGTTTTGCC AACCAATCCA 192480 
TAAAGCTATC CATACGAGTC ATTACTGTAT CGAAATCTAA TACTTCATCA GTAATTGGTG 192540 
CAGTTTTCGG ACCTACTTGC ATACCTAATT TTTCATCGAT ACCGCCGTTG ATTGCGTATA 192600 
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ACAATGTTTT CGCTAAGTTT GCACGTGCAC CGAAGAATTG CATTTGTTTA CCCACAATCA 19266 0 

TTGGTGATAC ACAACATGCG ATTGCGTAGT CATCGTTGTT GAAGTCTGGA CGCATTAAAT 192 72 0 

CATCGTTTTC GTATTGAACT GATGAGGTAT CAATCGATAC TTTTGCACAG AAACGTTTGA 1927B0 

AGTTTTCAGG TAATTGTTCA GACCAAAGAA TGGTTAAGTT TGGCTCTGGA GAAGTACCCA 19284 0 

TGTTGTAAAG GGTGTGTAAA ATACGGAATG TATTTTTGGT TACTAATGTA CGACCATCTA 192900 

AACCCATACC TGCGATGGTT TCAGTTGCCC ACATTGGGTC ACCAGAGAAT AATTGATCGT 192960 

ATTCAGGTGT ACGTAAGAAA CGAACCATAC GAAGTTTCAT AACTAAGTGG TCAACTAATT 193 020 

CTTGCGCTTC AGTTTCAGTA ATTTTTCCTG CTTTTAAATC ACGTTCGATG TACACGTCAA 193080 

TAAAGGTTGC GGTACGACCG AATGACATTG CAGCACCATT TTGTGATTTT ATTG CAGCAA 193140 

GATAAG CAAA GTACATCCAT TGAATGGCTT CTTGAGCATT AGTTGCTGGG TTAGAAATAT 1932 00 

CATAACCATA GCTTGCTGCC ATTTGTTTTA ATTGACCTAA TGCACGGTGT TGTTCTGCGA 193260 

TTTCTTCACG TAAACGAATT GTTGCTTCAA GATTTACGCC ATCTTCTAAA TCTTTTTGTA 193320 

AAGAAGAGAA TTGTGCGTAT TTATCTTTCA TTAAGAAATC TACACCATAA AGTGCTACAC 193380 

GACGGTAGTC ACCGATGATA CGACCACGAC CATAAGCATC TGGAAGACCA GTTAATACCC 193440 

CAGATTTACG GCAACGTAAA ATATCTGGCG TGTAAACATC GAATACACCT TGGTTATGTG 193500 

TTTTACGGTA TTCAGTGAAG ATTTTTTTCA CTTTTGGATC AAGTTCACGA CCATAAACTT 193 560 

TACAAGAACC TTCCACCATT TTGATACCAC CGAATGGCAT AATGGCACGT TTTAAAGGTT 193620 

CATCAGTTTG AAGACCAACG ATTTTTTCTA AATCTTTGTT AATGTAACCA GGTGCGTGAG 193 68 0 

AGATAATGGT AGATGGTGTA TGTTCATCAA AATCTAATGG CGCGTGAGTA CGGTTTTCAA 193 74 0 

TTTTAATACC TTCCATCACA GATTCCCAAA GCTTGGTTGT TGCTTCGGTT GGACCTGCTA 193800 

AGAAAGAGTC ATCGCCTTCA TAAGGGGTAT AGTTTTTTTG GATAAAGTCA CGTACATTGA 193 860 

CATTTTCTTG CCAATCGCCA CCAGCAAAAC CAGCCCACGC CAATTTTTGC ATTTCATTAA 193 920 

GTTCTGACAT AGTCATTTCC TTTGTTAATT AATAAATAAA TCTTTAATGT GTTTTGGTTA 193 980 

AATAACGTTG GAATACACCA ATACAAATTG CCCCGCCGAC AATATTTCCC AACGTTACAG 194 04 0 

GGATTAAATT CTTCACGATG AAATGGTACA AATCTAAATC TGCGTATTTC ATCGGATCAA 194100 

CACCGATTTG TTGCCAAAAT TCAGGTGTAC TAAAATGTGC GGTAATAATT CCCATCGGAA 194160 

TCATAAACAT ATTAGCCACA CAGTGTTCAA ATCCTGACGC GACAAACAAA CCAATCGGCA 194220 

TAATCATAAT AAATGCTTTG TCTGTAACAG TCTTACCAGA ATAAGACATC CAAACCGCCA 194280 
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CACACACCAT AATGTTACAT AAAATACCTA GGTTAAAAGC TTCAAACCAA GTGTGATGAA 194340. 
TTTTATGTTG GGCGGTTGCA AGAATTGTTA AACCCCATTG GCCATTTGCT GCCATTGTTT 194400 
GTCCACTAAA CCAAATAACA GCCGCAATAA ATAAACCACC AACGAAGTTG CCTAAATACA 194460 
CCACGATCCA ATTTCGAATC ATTTGTGTCG TGGTGATTCT ACCGCCTACA CGGGCGACTA 194520 
AAGTTAAAGT AGAAGAAGTG AATAATTCAG ATCCTAAAAT CACCACCATA ATTACGCCCA 194580 
AGGAGAAGAC TAATCCACCT ACTAACTTGG TTAATCCCCA AGGTGCGCCT GCACTAGCAG 194640 
TTTGTGTTGT CGTGTAAAAT ACAAAGGCTA AGGCAATACA AGCACCGGCA CTAATACCGG 194700 
ACATAAACGA TAAAAATGGA CGTTTATTTG CTTTATAAGT TGCTGTATTT TCTGCATAAT 194760 

CCGTTGCTTC AACAGGTGTG AGCGCAACAG AAGATAGTTT TTGATTTTCT GATGCCATAA 194 820 

TCAAACTCCA ACTATTGACA TTGAAAAAGT TGATGAAAAT TTAATACTTT TAACAAGTTT 194880 

ACGACTACAA ATACTTCTAT AATTGGTGCT ATTTTACTCT CCTCCCCTTT CATTGCAAAG 194940 

AAAAGCAAAA ATTATTTCAA CAAACTTTGA TATTTTGCAA GGTTTGTTTA ATTAAAGACA 195000 

AAATTCCCAT ATTAATATTC GCTCAATTTC ATACATTCAG AGTAAGTAAA GTACTTAATT 195060 

TGAAACTTGT TTTATTCGCG TAATACCGTG AATTCCCCCA GATAATCATC CACTTTTCCA 195120 

AAACCTTGAT TATTCACAAC AGGCAAATTC ATAATTTTTT CAAACGAACC AGATTAAGTG 195180 

TATAGACTTG CTATTTTGAG TAATTAATAG CATTATTTTG ATCTTTTTGA AGAAAAAGGC 195240 

GATCTTTGTC ATAAAATAAT GATTTAAGTG CGGTTAAAAT TTGGTTAATT TTAAGTGCAC 195300 

TTCTTTATAC AGGAGCAGAT TATGTATTAT GGTTTAGATA TTGGTGGCAC GAAAATAGAG 195360 

CTTGCCGTAT TCAATGAAAA ATTGGAAAAA TTATATTCTG AACGGGTGCC AACAC CTAAA 195420 

ACCGACTATG AAGAATGGCT TAACACGATT GTGGATTTAG TGAATCGTGC TGATGAAAAG 195480 

TTTGGTGAGG TGGGCACCGT AGGTTTGGGC GTACCTGGTT TTGTTAATCA ACAAACTGGA 195540 

TTAGCCGAAA TTGCCAATAT TCGTGTGGCA GATAATAAAC CAATTTTATG CGATTTGTCT 195600 

ACGCGTTTGG GCCGTGAAGT GCGGGCAGAA AATGACGCAA ATTGTTTTGC GTTATCTGAA 195660 

GCATGGGATA CGGAAAATCA GCAATATTCG ACTGTACTTG GTTTAATTCT TGGGACTGGT 195720 

TTTGGTGGTG GCTTTGTCTT AAACGGTAAA GTTCATTCAG GTCAAGTGGG AATGGCGGGA 19578 0 

GAGCTTGGTC ATTTACAATT AAATTATCAT GCTTTGAAAT TATTGGGATG GGATAACGCC 19584 0 

CCAATTTATC AATGCGGTTG CGGCAACAAG GCTTGTTTGG ATAATTATCT GTCTGGTCGC 195900 

GGTTTTGAAA TGCTTTATCA AGATTTGAAA GGCGAAACAT TATCTGCTCG TAAAATTATT 195960 
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AATTTGTTCT ATCAAAGCAA TGAAAGTGCG GTAGATTTTG TGAATCTTTT TGTTGAGTTG 196020 
GCGGCGATTT CTATTGGCAA TATCATTACG GCATTTGATC CGCATATGAT TGTGTTAGGT 196080 
GGTGGATTAT CTAATTTTGA TTACCTTTAT GAGGCTTTAC CAAAAGCnCT TCCGCCTCAT 196140 
TTGATGCGAA AAGCAAAAGT TCCGCCAATT AAAAAAGCGA AACACGGCGA TTCTGGTGGT 196200 

GTGCGTGGTG CGGCAGCGTT GTTTTTAACC AAATAATTCA ACAAACTAGT GGGGCGTATT 196260 

CAAATAATAC GCCCTTTATT TTGGAAAATA TTTAGAATAT TGTGAATTTA TTAGATTTTT 196320 

TCTTGTTTGT GTTTCTTTCT TTAGAGAAAT TATTAAAAAA TCTCGCCTTT TCATTGAAAA 196380 

GCCATACAAT CAAATTATTT ATCGCTTGAG GGATGATTAT GGAATTTGAA TTTTCAAAAA 196440 

TGTTAGAAGA AGTGCTAACT TGGATAGTCG CACACCTTGA TGGACCTTTA TGGGATGCCA 196500 

CCATTATTAT TTTGCTTGGG ACTGGTCTAT TTTTTACCAT TACAACAGGA TTTGTGCAGT 196560 

TCCGTTTATT CCCAGCAAGC CTTCGTGAAA TGTGGTTTGG TCGTTCGGTG GAGGGGAGTT 196620 

CATTAACACC TTTCCAAGCG TTTACAACAG GTCTTGCGAG CCGCGTTGGT GTGGGTAACA 196680 

TTGGTGGGGT TGCAACGGCA ATCGCCTTAG GGGGCGAAGG CGCAGTGTTT TGGATGTGGG 19674 0 

TAACGGCATT TATTGGTATG TCGAGTGCTT TCGCTGAATC TACCCTTGCT CAATTATTTA 196800 

AAATTCAAGA TAAAGATGGA TCATTCCGTG GCGGCCCTGC TTATTATATT GTGCAAGGTT 19686 0 

TAAAATCACG TTGTATGGCA GTGGCTTTTG CGCTTGCATT AATTTTTACA TTTGGTTTTG 196920 

CCTTTAATTC TGTGCAGGCA AACTCTATTG TTGAAGCAAC CAGCAATGCG TGGAATTGGA 196980 

AAGGGGAATA TGTCGGTATT TCATTAGTAA TTTTTACCGC ACTTATTATT TTCGGTGGCG 19704 0 

TTAAGCGTAT TGCGATTATT TCGAGCAACC TTGTACCAAT GATGGCACTT TTCTATTTGA 197100 

TTATGGCGGT AATTATTCTT GGCATGCATA TTGATATGAT CCCTTCCGTG ATTCATCGTA 19716 0 

TTGTTCAAAG TGCATTTAGT TTTGATGCTG CCGCTGGCGG AATGTTTGGT GCATTGGTAT 197220 

CGAAAGCAAT GATGATGGGG ATTAAACGTG GTTTATTCTC AAACGAAGCA GGGATGGGAT 1972 8 0 

CTGCGCCTAA TTCGGCTGCA GCAGCTCACG TTAAGCATCC AGTTAGCCAA GGTTTAGTGC 19734 0 

AAATGCTCGG GGTGTTTGTT GATACAATGA TCGTTTGTAC TTGTACTGCC GTTATTATTT 1974 0 0 

TGCTTTCGAA TAATTATGGT AGCGAAACGC TCAAAAGTAT CTCTCTTACG CAAAATGCTT 197460 

TGCAATACCA CATAGGTGAA TTTGGGGCGC ATTTCCTGGC GTTTATCTTA TTGTTATTCG 197520 

CTTATTCTTC TATTATTGGT AACTATGCTT - ATGCGGAAAG CAACATCCGT TTTATCAAGA 19 7580 

ATAAACCTTG GTTGGTCTTG TTGTTCCGTT TAATGGTGCT ATTTTTCGTG TATTTCGGTG 197640 
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CGGTTCGCTC TGGTAATGTG GTGTGGAATT TCGCAGATAC GGTGATGGCT GTCATGGCAA 197700 
TCATTAACTT GATCGCAATT TTGATGTTGT CGCCAATCGT ATGGAAATTA ATGAAAGATT 197760 
ATCAACGCCA GCTTAAAGAA GGAAAAACGC CAGAGTTTAA AATTGATGAA TACCCTGAAT 197820 
TACGTAAGAA AATATTTGAT TCCCGCATTT GGAAATAAAG ATAAAATGGC TAG AAAGAG A 197880 
TTATCTACCT TTCCAAAAAG AGTTAGATTA TTATTTAAAG AAATTTTTTG ATATTGTTTC 19794 0 
AGGCTTGGTT CTTCTAGTTC AGACTGAATA AACTATTGCC GGCACTTTTT ACCGCCCTCG 198000 
TGCCGGCTAT CCCAAACTGC TTTGAAAACT GACCGCTCTT TAGCTTACTT CAAAAATTCC 198 060 
GCATGATAGG CAATATGCTC GCCAATAAAA CTGGCGATGA AGTAATAGCT . GTGATCATAG 198120 
CCTTTATGGA AGCGCACATC GACTGGCTGA TTTGCCACTC GACAGGTTTC TATAAAATCT 198180 
TCGGTACGCA ATTGTGTCGG TAAAAACTCA TCTTCCAAGC CCTGATCAAT GCGCATACCT 198240 
TGCACTTTAT AGCCTTGTTG AATGAGCGAG CTGGCATCAT ATTGCTGCCA TTTTTCACGA 198300 
TCTTCCCCTA AATAGGCAGA AAAGGCTTTT TCTCCCCAAG GCACAAGGCT TGGCGACAAA 198360 
ATGGGCGAAA AGGCAGAAAC GCTTTGATAA CGTTCCCGAT TTCGCAGTGC CAATACCAAT 198420 
GCACCGTGTC CACCCATTGA ATGTCCCATA ATGGAACGTT TGCCGTTGGT AGGGAAATTT 1984 80 
GCTTCAATCA AATCAGGCAA TTCATTCAAG ATATAATCAT ACATTTGATA ATTCGTCGCC 198540 
CAAGGCTGCT CGGTCGCATT AAGATAAAAG CCCGCTCCCT GCCCTAAATC GTAAGCCGCA 1986 00 
TCATTCGGCA CTTGCTCTCC ACGAGGGCTT GTATCGGGAG CAACAACAAT CACTTGATGT 198660 
TCTGCCGCGT AACGCTGGAA GCCTGATTTG GTAATGAAAT TTTGCTCAGT ACAAGTTAAG 198720 
CCTGAAAGCC AATAAATCAC ACCAAGCGGT CGATTTTCTG GATTATTTGG CAAATAAACG 198780 
GCAAATTTCA TTTCACATTG AAGTGTTTGA GCATTATGCG CCCAAACTTG CTGCGAACCG 198840 
CCAAAAATTT GATGTTGTTC AATTAGTTTC ATAGCGTACC TTAGTAGTGA ATAACAGTAC 198900 
GGATTGATTT ACCTTCGTGC ATTAATTCAA AGGCTTCATT AATTTTATCA AGTGGCATTG 198 960 
TGTGAGTCAC AAACGGTTCT AACTGGATGT CGCCTTTCAT TGAATCTTCC ACCATTTGCG 19902 0 
GAAGTTCAGA GCGACCTTTC ACGCCACCAA ATGCCGAACC TTTCCAAACA CGGCCTGTTA 199080 
CCAATTGGAA CGGACGCGTT GAAATTTCTT GTCCTGCACC CGCTACGCCG ATGATAATGG 19914 0 
ATTGTCCCCA GCCACGGTGA GCACTTTCTA ATGCTTGACG CATTACGTTT ACATTACCGA 199200 
TACATTCAAA GGTATGGTCA ATGCCCCATT TATTAATATC TAACAACACA TCTTTGATCG 199260 
GCTTATCGTA ATCATTAGGG TTTAAACAAT CCGTTGCACC AAACTGTTTT GCCAACTCAA 19932 0 
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ATTTTGCAGG ATT GG TAT CA 


ATAGCGATAA 


TGCGACCTGC TTTGGCTTGA 


CGCGCACCTT 


199380 


GCACTACCGC TAAACCAATC 


GCACCCAAGC 


CAAACACGGC AACAGAGTCG 


CCTTCTTGTA 


199440 


CTTTTGCTGT ATTATGCACC 


GCACCAATAC 


CTGTAGTGAC ACCGCAGCCG 


AGCAAACACA 


199500 


CTTGTTCGTG GTTCGCTTCA 


GGGTTGATTT TCGCCAGTGA AACTTCCGCA ACAACTGAGT 


199560 


ATTCACTGAA GGTTGAACAG 


CCCATATAGT 


GATAGATCGG CTG AC CTTGA 


TAAGAAAAAC 


199620 


GTGTCGTGCA ATCAGGCATT 


AAGCCTTTAC 


CTTGCGTGTC ACGCACTGAG 


ACGCATAAGT 


199680 


TGGTTTTACC CGAGCGGCAA 


AACTCACATT 


CGCCACATTC AGCTGTATAA AGAGGAATGA 


199740 


CGTGATCGCC CGGTTTTACG 


CTTAACACAC 


CTTCGCCAAC CGCAACAACC 


ACACCCGCAC 


199800 


CTTCGTGTCC TAGCACCACA 


GGGAATACCC 


CTTCAGGATC GCTTCCTGAT 


AACGTAAACG 


199860 


CATCAGTATG GCAAACGCCC 


GTGTGAGTGT 


TGCGGATTAA CACTTCACCT 


TTGCGTGGCA 


199920 


TTTCTACGTC GATTTCTACA ATTTGTAAGG GTTGATTTGG GGCGAATGCT 


ACCGCCGCAC 


199980 


GAGATTTGAT GGTTGAATTG 


ATTTGTTTAA TTTCCATTGT TTTTCCTCTT AATTCATTGA 


200040 


CAAAGTTGCC TTACGTAAGC 


AAGATAGCAA 


CAGTTTACAC TTTAGAGTTC 


ACTCTAAAGC 


200100 


AAGTGTTTTT TTATCATTTT 


TGTTTAAAGG 


GAATAAAAAG TGACTTACAC 


CACCGCTAAA 


200160 


GCTGCTGAAA AAATAGGCAT 


TTCCGCCTAC 


ACCTTACGCT TTTATGACAA 


AGAAGGCTTG 


200220 


TTACCTAATG TCGGACGTGA 


TGAATACGGT 


AATCGCCGTT TTACCGACAA 


GGATTTGCAA 


200280 


TGGTTGAGTT TATTACAATG 


CTTGAAAAAT 


ACAGGAATGA GCTTAAAAGA 


CATCAAACGC 


200340 


TTTGCGGAAT GTACCATCAT 


TGGCGACGAT ACTATTGAAG AACGCCTTTC 


CTTATTTGAA 


200400 


AATCAAACAA AAAATGTAAA 


GTGTCAAATT 


GCCGAATTAA AACGTTATTT 


AGATTTGCTT 


200460 


GAATACAAAT TAGCGTTTTA 


CCAAAAAGCG 


AAAGCACTAG GCTCGGTAAA 


AGCTGTGAAT 


200520 


TTACCGCAAA TTCCTGAAAC 


GAGCTAAAAG 


GGTAAAAGTG TTCACATCAC 


AGAATTAGAA 


200580 


GAAAAATACA ATTTTTAGAG 


ATAGATAAAT 


TTTAACTTTT TTATTACATA AATAAGTTAA 


200640 


AAATCAGGTT TTGTGATCAA 


GATCAGGATA ACATAAAAAT AATCTCCGAT 


AGCTATTGTT 


200700 


CTAAATGGCT AAAAAGAGTA 


TATTCCGAGC 


CAAATTTTTT CTTTTTTACA 


GAACGGAGTT 


200760 


TATTATGTTT GGTTTATCCC 


CCGCTCAACT 


GATTATTTTA TTAGTCGTTA 


TTTTATTGAT 


200820 


TTTTGGCACG aAAAAATTAA 


GAAATGCTGG 


CTCAGATCTT GGTGCAGCAG 


TGAAAGGTTT 


200880 


CAAAAAGGCG ATGAAAGAAG 


ATGAAAAAGT 


AAAAGATGCG GAATTTAAGT 


CTATAGATAA 


200940 


TGAAACAGCG TCTGCAAAAA 


AAGGAAAATA 


TAAAAGAGAA AGGAACAGGC TTAATCCGTG 


201000 
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TTTGATATTG GTTTTTCAGA ACTTATTTTA CTAATGGTTT TGGGATTGGT TGTATTAGGC 2 01060 
CCGAAACGTT TGCCTATAGC AATTCGCACT GTAATGGATT GGGTAAAAAC AATTCGTGGT 20112 0 
TTAGCTGCTA ACGTTCAAAA TGAGTTGAAA CAAGAGCTAA AATTGCAAGA ATTACAAGAT 2 0118 0 
AGTATTAAAA AAGCGGAATC CCTTAACTTG CAAGCCCTTT CACCAGAATT GAGTAAAACG 20124 0 
GTGGAAGAAT TAAAAGCTCA AGCAGATAAG ATGAAAGCGG AGCTAGAAGA TAAAGCAGCT 2013 00 
CAAGCTGGTA CAACGGTGGA AGATCAAATC AAAGAAATCA AAAGTGCGGC TGAAAATGCA 201360 
GAAAAGTCTC AAAATGCAAT CTCAGTTGAG GAGGCTGCAG AAACTTTATC TGAAGCAGAA 201420 
AGAACACCTA CAGATTTGAC CGCACTTGAA ACTCACGAGA AAGTAGAACT GAACACACAT 20148 0 
TTATCTAGCT ATTATCCTCC TGATGATATT GAAATCGCTC CAGCGTCAAA ATCTCAATCT 20154 0 
TCAAAAACTA AATCATAGCG AGTTTTTATG AGTAATGTGG ATGAATCTCA ACCTTTAATT 201600 
ACGCACCTTG TTGAACTAAG AAACCGTTTA TTACGCTGTG TGATTTGTGT AGTGTTGGTT 20166 0 
TTTGTTGCTT TGGTGTATTT TTCCAATGAT ATTTATCATT TTGTTGCTGC ACCTTTAACG 20172 0 
GCTGTTATGC CAAAAGGCGC AACAATGATT GCAACCAATA TTCAAACGCC TTTCTTTACG 20178 0 
CCAATTAAAT TAACTGCGAT TGTTGCAATT TTTATTTCTG TCCCTTATTT GCTTTATCAA 20184 0 
ATTTGGGCTT TTATTGCACC TGCTTTATAT CAGCACGAAA AAGGGATGAT TTATCCGTTG 201900 
TTATTTTCCA GTACGATTTT ATTTTATTGC GGTGTTGCTT TTGCTTACTA TATCGTCTTT 20196 0 
CCTCTTGTAT TCAGCTTCTT TACACAAACA GCCCCAGAAG GCGTTACCAT CGCAACAGAT 202 020 
ATTAGTAGTT ATTTAGATTT TGCTTTAGCG TTATTTTTAG CTTTTGGCGT TTGTTTTGAA 202 080 
GTGCCAATTG CGATTATTCT ACTTTGCTGG ACTGGTATTA CCACTGTAAA GGCTCTTTCC 2 02140 
GAAAAACGCC CTTATATTAT TGTTGCGGCA TTTTTTATTG GTATGCTTTT AACGCCTCCT 202200 
GATGTTTTTT CACAAACTTT GCTTGCCATA CCGATGTGCT TGCTGTTTGA GCTCGGTCTA 202260 
TTGGTCGCTC GATTTTATCA ACCAAAAGAC GACGAAAGTG CGGTTAAAAA TAATGATGAA 2 0232 0 
TCAGAAAAAA CACAATGATG AACTGAATTG TTAATCGTAT GGGGGCTTTG CCCCCGTTTT 2 0238 0 
TATTATATTG ATATAACCCT AATTTTGTTT TTTCATAAAA CATATTTTCG TAGTGATTTA 2 0244 0 
CTAGAAATAT GATTTGTAAT CTGCTCTATA TTTTTATTGA AAATATCATT. ACCTGATGGT 2 02500 
TTTCTGTCGT TTTTTATTTT TTATCTAATA AATACGATAT TTTTTAGATA ATTTCTTTAC 2 02 560 
TTTTTCCTTT TCTTTAAATT TCCTTTATAA AAATGGTTGC AAGATTAAAT TAGCCATTGC 2 0262 0 
ATATTGTCTA TGCGCCTCAC GAGGCGAATA CAATAAAAAT ACAATACACA CAACATCAAC 2 02680 
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AAAGAGGGAA ATTCATTATG TCAAAAGTTG CTTCCTTAGA CGCATTTTTA ACAAAAGTTG 2 02 74 0 

CTCAACGCGA TGGTTATCAA CCTGAATTTT TACAAGCGGT TCGCGAGGTA TTCACATCAA 2 02800 

TTTGGCCTTT TTTAGAAGCC AATCCTAAAT ATCGTTCAGA AGCATTATTA GAACGTTTAG 202860 

TTGAGCCTGA ACGTGCATTT CAATTCCGTG TGGCGTGGAC TGACGATAAA GGGCAAGTGC 202920 

AAGTAAACAG AGCATTTCGT GTACAATTTA ATAGTGCCAT AGGCCCATTT AAAGGGGGAA 2 029B0 

TGCGTTTCCA TCCATCAGTA AATTTATCTA TCTTAAAATT CTTAGGTTTT GAGCAAATCT 203040 

TTAAAAATGC TTTAACAACA TTGCCTATGG GCGGGGCAAA AGGCGGTTCA GATTTTGATC 203100 

CTAAAGGCAA ATCTGATGCT GAAGTTATGC GTTTTTGCCA AGCATTAATG GCTGAACTTT 203160 

ATCGTCACGT AGGAGCTGAT. ACAGATGTTC CCGCAGGCGA TATAGGCGTC GGTGGGCGCG 203220 

AAGTTGGCTA TTTAGCTGGC TATATGAAAA AATTATCAAA CCAATCAGCC TGTGTTTTCA 2 0328 0 

CTGGTCGCGG TC TTTCTT TC GGTGGTAGTT TAATTCGTCC GGAAGCAACG GGATATGGAT 2 03 34 0 

TAATTTATTT TGCTCAAGCA ATGCTTGCTG AAAAAGGCGA TAGTTTTGCA GGTAAAGTAG 2034 00 

TTTCAGTTTC TGGTTCTGGT AATGTAGCAC AATATGCTAT TGAAAAAGCA TTATCTCTTG 203460 

GTGCAAAAGT AGTAACTTGT TCTGATTCAT CAGGTTATGT TTATGAtCCA AATGGATTTA 203 52 0 

CTACTGAAAA ATTAGCCGCA CTTTTCGATA TTAAAAATAC AAAACGTGGG CGTGTGAAAG 20358 0 

ATTATGCAGA ACAGTTTGGT TTGCAATATT TTGAAGGTAA ACGCCCTTGG GAAGTG CAAG 20364 0 

TTGATATTGC GCTTCCTTGT GCAACTCAAA ATGAATTAGA ACTTTCTGAT GCACAACGTT 2037 0 0 

TAATTAAAAA TGGTGTGAAA TTAGTGGCTG AAGGTGCGAA TATGCCAACA ACAATTGAAG 203760 

CAACAGAAGC ATTACTAGCT GCAGATGTAT TATTTGGCCC GGGTAAAGCT GCCAACGCTG 2038 20 

GTGGTGTTGC TACTTCTGGT TTAGAAATGG CACAAAGTTC ACAACGTTTA TATTGGACAG 2 03 880 

CGGAAGAAGT GGACGCTCAA TTACATCGCA TTATGTTAGA TATTCACGCA AACTGTAAAA 203 940 

AATACGGCAC AATTGAAGGT CAAGAAAACA .TTAACTATGT TGTTGGGGCA AATGTAGCAG 204000 

GCTTTGTTAA GGTGGCTGAT GCAATGTTAG CCCAAGGCGT TTATTAACAA ATAAAAAAGT 204060 

TAAACTAAAT AACCGCACTG TAATAAAGTG CGGTTATTTT TTTAGGATGA AATTTGAATA 2 0412 0 

TAAGAAAGCG ACATTTTGTC GCCTTAGATA TTATTTATTT TGAATTGTTT TCGTCACAAT 204180 

GATTAATATC ACTGCATTTG CCGTAAAGAT ACACGTTATG CGTTTTTAAT TTTATGCCGT 20424 0 

ATTTTTCACT GATTTCACGC TGACGTTGTT CAATAATATT ATCCGTAAAT TCAAATACTT 2 04300 

TACCGCAATC TTCACAAATA ATATGATCGT GATGTTCTGT TGGAGCAAGC TCAAAAACGG 2 0436 0 
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ATTTATTTCC CTCAAAATTA TGACGGATTA CAATATGCGC TTCATCAAAT TGATTAAGCA 204420 
CACGATAAAC TGTGGCTAAT CCAATTTCAC AACCTTGTTC CAGGAAAATT TTATAAACAT 2 044 80 
CTTCTGCAGA AAAATGTTCA TTTTTATGAT TTTGCATTAA AGCGAGAATA GTTAAGCGAG 2 0454 0 
GCTCTGTAAT TTTTAATCCC ACTTTTTTGA GTAATTTAAT ATTTCCTTCA GACATAATTT 204 600 
TCCTTCCTAT TATGCACAAA ATGCTAAGCC AATTCAGCTA AGCACATTTC ATCATAAATT 2 04 660 
TGTTTACACC ATTTTTCTAC ACGCTCTGCG GTAAGCTCTG GTTGGCGATC TTCATCAATA 204 720 
CATAATCCGA TGAAAGTGCC ATCTTCCAAT AAGGCTTTCG AAG CTTC AAA ATTATAGCCT 204780 
TCTGTTGGCC AATTTCCTAC CACAATTGCA CCGTGTGGCT CTATAATATC GCGCACAGTT 2 04 84 0 
CCGATAGCAT CACAGAAATA ATCTGCATAA TCTTCTTGAT CGCCACAACC GAAAATACCT 204 900 
ACAAGTTTAT CTGTAAAATC AATTTCTTCG AGTGTTGGGA AAAAGTCATC CCAGTCTGCT 204960 
TGTGCTTCGC CGTAATACCA AGTTGGGATA CCGAAAAGCA AGAAATCGTA TGCTTCAATA 205020 
TCTTCTTTGC TACTTTTGGC AATATCACGA ATATCAATTA AATCACTACC TAATTGTTTT ' 2 05080 
. TGGATTTGTT TTGCGATGTT TTCAGTATTT CCAGTATCAC TACCATAAAA AAGACCAACT 205140 
ATTGCCATTT TTATTTCCTT TTTTATATTA AATTTAATCT ATTGATTATA AGGCTTATCC 205200 
AAATTTGGCG AACTATATCA TAAAAGCATT CTCACTTAAA CTACTTAATT CTTATTTAGA 2 05260 
AATCGTTTAA TTGCACGAAT AACAAAATCA GGTTTTTCGG CGTGAACCCA GTGTCCACTG 205320 
CCATTAATCG TAAAGGCAGT TGCATTAGGA AATTGTTCTA GAATTTTTTC GCTATTTTCT 2 05380 
ATTTTTATAT AAGAGGAATT TCCACCCTTA ATAAAAAGAG TTGGCGTAAA TACACGTACT 205440 
TTTTCCCAAT CCATAATATT GGCATAATTG TTAAAAAGCG CGGTAAGATT AAAACGAAAA 2 05500 
CAATCAGCTG AATTAACATC AAAAGATTTC AACATAAATT GTACAACGTC TTCATCATTA 205560 
ATTTCTTGTT TTAAAATCGG TTTGGCTTGC TGACGATTTT CAGGCTTTGC ATTTTTTACC 20562 0 
GCAAATAGGC CATTAAAAAC ATCTTTATGA CCAAATCCCT CATAAGGCAT AGGCGACATA 20568 0 
TCAATTACGA TTAATTTTTC GACTAATTCT GGGCAAAGTG CGGTGATTTT CATGGCGGTT 20574 0 
TTTCCCCCCA TAGAATGACC AATTAATATC ACTTTGGATA AATTTAAGTG GCGGATTACT 205800 
GCGATAACAT CTTCAGCCAT CAGTTGATAA TTCATTTTTT CCGAATGAAA ACTATGGCCG 205860 
TGATTGCGTA AATCAATACG TAAAATACTG TAATGTTCAC TAAAAGCTCT CGCGATAACG 205 920 
CCGAGATTAT CCATATCGCC GAATAAACCG TGAATAAAAA TTAAAACAGG TGTATTAATC 205 98 0 
GTTTGTTTTA CTTGATGAAA TTGATAATTG AGTAATGATT TTGCCATAAT TTTTACGTGA 206040 
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GAATTTGTAA AGAAGTCGTT ATAATTGAAA AAAATTTTAG CAAACAGAGA GATAAAAATG 2 06100 

AAGATCATTG AAGTAGATGA AGAATTATAC CAATATATTG CGAGCCAAAC CCGCTCTATT 206160 

GGAGAAAGTG CTTCGGATAT TTTACGCCGT TTGCTTAGTT TACCTGTGCA TACTTCAATT 206220 

GTTAATGATT TAATTATTAC TTCAGCAGAA ACAGATCAAA AGCCAAAACA GGCTATCAAT 206280 

GTGAAAGAAG TAAATATCAA AACAACAAAA AAGCAATCAA TAACCGCAAT TAATCAGATT 206340 

GTAGAAAAAG TCCAAACTTT ATTAAATTCA ACTGAATTTC AAGAAGAAAG TAAGGCTGTT 206400 

GTACGTTTCT TAGCGATTTT ACGTGTGCTT TATCGTACAA ATCCTGAAAG TTTTGCGCAA 206460 

GCAACGGAAT CTTTACAAGG ACGTACTCGA GTTTACTTTG CACGCGATGA AGCGACATTA 206520 

TTAATGGCAG GTAACCATAC TAAACCAAAA CAAATTCCAG ATACGCCTTA TTGGGTTATT 206580 

ACCAATACAA ATAGTGGACG AAAAATGTTA ATGCTAGAAG GTGCAATGCA ATCTATGGAA 2 06640 

TTACCTGAAA CATTGATTGA TGAAGTGCGA TCATATTTCA CGGTAAATTA ATAATGTATC 2 06700 

CTTGGCAAGA TTTTGCTATT CAACCTGATT TCTCAGATAA AATCGCTTTG CGTACTACGC 206760 

AGGGCGATAT GCTTACTTGG ATAGAATTGA CTACAAAGAT TAACCAAACA GTGGCTTTTT 206820 

TACAAAAAAA AGGCGTAAAT GCAGAAAGTG CGGTTGCTTT TGTGGGAAAA AATTCAGAGA 2 06880 

AAATTTTATT TTTATATCTG GCGACAATTC AGCTTGGCGC AAAAGTTTTA GGCATAAACC 2 06940 

CTGCTTTTCC ACAAGAAAAA ATTGCAAAAT TATGTGAGTT TTATCAAATT GATTTTTGTT 207000 

TTTATGATAA AGATTTACTG AATTTGCAAG AAATTGATGT TTTTACTCAA AAAGCCGATT 207060 

TTTTTCGTCC TGCGACGATG ACGCTAACGT CTGGCTCGAC AGGTTTACCA AAAGCAGTTG 207120 

TGCATAATGT CCAAGCACAT TTGGATAATG CAAAAGGGGT ATGTAACTTA ATGAAGTTTG 2 07180 

ATTGTAATCA ATCTTGGTTA CTTTCATTAC CCTTATATCA CGTTTCAGGG CAAGGTATTG 2 07240 

TTTGGCGTTG GTTATATTGC GGTGCACAAT TACATTTCCC AGAAGATGAT TTTTATGCTT 207300 

CATTATTAAA GACGACCCAC GTTTCTCTTG TGCCAACGCA ATTACAGCGT TTATTAGATT 207360 

ATTTACAGGA AAATCCGAGC ATTTCATTTG CTACACGCCA TATTTTACTG GGCGGTGCGC 207420 

ATATTCCGAC AGAACTTACA CAAAATATGT TGAAATATGG TATCGAAACG TATTCTGGCT 2 07480 

ACGGAATGAC GGAAATGGCT TCGACAGTTT TTGCTAAAAA ATCTGACAGA AAACAAGGCG 207540 

TAGGGCAACC GCTCTTAGGT AGAGAGTATT GTTTAGTAAA TGATGAAATT TGGCTGAAAG 2 07600 

GTGCAGGTTT GGCGATGGGT TATTGGAAAG ATCGACAAAT TGTTCCATTA ACGAATAACC 2 07660 

AAGGCTGGAT TCAGACAAAA GATAAAGGCA TTTGGCAAGA GGGCGAACTT GTTATTATCG 207720 
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GACGACTTGA TAATATGTTT ATTTCAGGTG GCGAAAATAT TCAGCCAGAA GAAATTGAAC 207780 
AAGTGATTAT TCAACATTCT TCAGTTAATC AAGTATTTGT TTTACCACAA AAAAACAAAG 207840 
AATTTGGTCA GCGTCCTGTC GCTTTAGTGG ATTTTAATGA GCCCTTTAGC AAAAGTGCGG 207900 
TTGAAAATTT AATGTTTTTT TTACAAGATA AACTTGCACG TTTTAAACAA CCTATTGCAT 20 7960 
ATTATCCTTT GCCACTGATG CTTGAGAAAG GCATTAAGAT CTCACGTAAA CAGCTTGCTG 208020 
ATTGGTTGGC AAAGCGAGAT GAGATAAATT AATTTACCAT TTAGATTAGG GAAAAATAAT 20808 0 
GATTAGGAAA CTTATGAAAA TACCTCCATT TTTTACCGCA CTTTTTGCCT CGGCAATGTT 20814 0 
TACCCTTAGC GTTTCGCAAG GGGTATTGGC GGCAAATTCA ACAAATGTAT TACCAACGGA 208200 
GCAATCGCTT AAAGCCGATT TGGCTAACGC TCAAAAAATG AGTGAGGGGG AGGCAAAAAA 208260 
TAGGTTGTTA GCAGAATTAC AAACATCAAT TGATTTATTG CAGCAAATTC AAGC CCAACA 208320 
AAAAATCAAT GATGCATTGC AAACAACATT AAGCCATTCA GAGAGTGAAA TTAGAAAGAA 2 08380 
TAATGCAGAA ATTCAAGCAT TAAAAAAACA ACAAGAAACG GCAACAAGTA CTGATGATAA 208440 
TGCGCAATCA CAGGACTATT TACAAAATAG TCTCACTAAG TTAAATGATC AATTACAAGA 208 500 
TACGCAAAAC GCATTAAGCA CAGCAAATGC ACAATTGGCA GGGCAAAGTT CTATTTCTGA 208 560 
ACGAGCACAA GCGGCATTAA CAGAAAATGT TGTACGCACA CAGCAAATCA ATCAACAATT 208620 
AGCCAATAAT GATATTGGTA GCACATTGCG AAAACAATAT CAGATTGATT TACAACTGAT 208680 
TGATTTAAAG AATAGTTATA ATCAAAACTT ATTAAAAAAT AATGATCAGC TTTCTTTACT 208740 
CTATCAAAGC CGATATAACC TATTGAATTT ACGTTTGCAA GTACAGCAGC AAAATATTAT 208800 
TGCGATTCAA GAAGTCATTA ATCAAAAAAA TCTTCAGCAA TCACAAAATC AAGTAGAACA 208860 
AGCTCAGCAA CAGCAAAAAA CTGTG CAAAA TGATTACATT CAAAAAGAAC TTGATCGCAA 208920 
TGCACAGCTT GGTCAGTATT TATTACAACA AACAGAAAAA GCGAATTCAT TAACTCAAGA 208980 
TGAGTTAAGA ATGCGGAATA TTTTAGATAG CCTCACTCAA ACTCAACGTA CTATTGATGA 20904 0 
ACAAATTAGT GCATTACAAG GCACGTTAGT TCTTTCACGT ATTATCCAGC AACAAAAACA 209100 
AAAATTACCG ACTAACTTAA ATATTCAAGG TTTATCAAAA CAAATTGCCG ATTTGCGTGT 209160 
ACATATTTTT GACATTACTC AAAAACGCAA TGAACTTTAT GATCTAGATA ACTATATTAA 209220 
TAAAGTTGAA AGTGAAGATG GAAAACAATT TACTGAGGCA GAAAGAACGC AAGTTAAAAC 2092 80 
GCTATTAACT GAGCGTCGGA AAATGACATC TGATCTGATT AAATCTTTAA ATAATCAATT 209340 
AAATCTCGCG ATTTCTTTGG AATTAACACA GCTGCAAATT ACACAAATCA GTGATCAAAT 209400 
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TCAATCTAAA TTAGAGCAGC AAAGTTTTTG GGTGAAAAGT AATAATCCTA TTAATTTAGA 2 09460 

TTGGGTAAAA ATGCTGCCAA GAGCTTTAAT TGAACAGTTT AATGGTATGT TGAAAAAATT 2 09520 

AGGTTTTCCA ACTAATTATG ACAATTTACC TTATTTGCTG ATGTATTTCT TAGGGTTATT 209580 

TATTGTAGGC GGTGCAATTT TTAAATTTAA AAATCGTATT AAACAACAAT TAAACAAAAT 209640 

TAATCGTGAA ATACATCGTT TAGATACAGA TAGTCAGTGG AGTACTCCAC TTGCCCTGTT 209700 

ATTAACAGCG TTTTTAACGC TTTCTAGTAC ACTTTGGTTT TTAGCAGTTT GCCAAATGAT 2 09760 

CGGCTTCTTT TTCTTCAAAA ATCCAGAAGA ATTTTGGCAT TGGTCATTTA GTATGGCGGG 209820 

TTATTGGTGG TTCTTTACAT TTTGGATTTC ATTGTTCCGT CCAAATGGTA TTTTTGTTAA 209880 

TCATTTTGAA TCTTCAAAAG AGAATGCACA ACGTTTTCGT GGTGTTATCC AGCGCATTAT 209940 

TGTTGTGGTT GTATTGCTTT TAAATACTTC TGTGTTTAGC AATGTCACTG ATGCAGGTTT 210000 

AGCTAATGAT GTGTTAGGTC AAATTAATAC TATTGCGGCT CTAATTTTCT GTGCGGCGAT 210060 

TATTGCCCCT CGTTTTAATC GAGTACTTCG CTCTTATGAA CCTGAAACAA ATAAACATCA 210120 

TTGGTTAATA AGAATTGTAC AAATTGGTTT TAGATTAATT CCTGTGGGAT TAATCGTACT 210180 

TATTGTTTTA GGCTATTACT ACACCGCTTT AAATTTAATT GAGCATTTTA TTCATTCTTA 210240 

TATTGCTTGG TGTGTATGGT GGTTAGTACG CAATACGATT TACCGTGGTA TTACGGTTTC 210300 

TTCTCGTCGT TTAGCACATC GCCGTTTAGC AGAAAAACGT CGTCAAAAAG CACTTGAAAA 210360 

TAATTATGAA AATATATCCT CTGATGATGT GGTTGCAGTG GGAGAGCCAG AGGAAAGTTT 210420 

GGCGTTAAAT GATGTGCGTA GCCAATTATT ACGTTTTGTA GATCTCTTTA TTTGGACAGC 210480 

ATTATTAGGG ATCTTCTACT ATGTATGGTC AGATTTAGTC ACCGTAGTGA GCTATTTACG 21054 0 

TGAAATTACA CTTTGGCAAC AAACCACGAC AACCGATGCT GGCACTGTAA TGGAAAGCAT 210600 

TACTTTATTT AATCTTCTTG TTGCTTTGGT TATCGTAGGA ATTACTTATG TGTTGGTTCG 210660 

TAATATTTCA GGCATTTTGG AAGTATTAAT TTTTTCTCGC GTGAATCTTT CACAAGGTAC 210720 

GCCTTATACG ATTACGACAC TACTTACTTA TATTTTTATC GCCATTGGTG GTGCGTGGGC 210780 

ATTTGCAACC TTAGGGATGT CTTGGTCAAA ATTACAATGG TTATTCGCCG CACTTTCTGT 21084 0 

TGGTCTTGGT TTTGGTATGC AAGAGATTTT TGCAAACTTT GTGTCAGGTA TCATTTTGTT 210900 

ATTTGAACGC CCAATCCGAG TTGGCGATGT GGTTACCATT AATGAAGTGA GCGGTACTGT 210960 

AGCGAAAATT CGTATCCGTG CAATTACATT GATTGATTTT GATCGCAAAG AAGTGATTGT 211020 

GCCAAATAAA TCTTTTGTGA CTGGTCAAGT GACCAACTGG GCATTATCTA ACACTATGAC 211080 
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ACGTTTAGTG ATTAGCGTTG GTGTTGCTTA TGGTTCTGAT TTAACACTCG TGCGCCAATT 211140 
ATTACTTCAA GCAGCTGATG AACAACCGAC TATTTTACGC GATCCTAAAC CATCTGCTTA 211200 
TTTTTTAACT TTTGGTGCAA GTACACTGGA TCACGAGTTA CGTGTTTATG TAGAACAAGT 211260 
TGGGGATCGC ACCAGTACTA CAGATGCCCT TAATCGCCGT ATTAATGAAT TATTTGCAGA 211320 
ACATAATATT GATATTGCCT TTAATCAATT AGATGTATTT ATCAAAAATA ATGATACAGG 211380 
CGAAGAAATT C CTTTTG TTG ATGTAAAAAA ATAAGGGCAA ATTATGGCTG GTAATACAAT 21144 0 
TGGACAACTT TTCCGTGTGA CAACCTTTGG AGAGTCACAT GGTATTGCAT TAGGCTGTAT 211500 

CGTTGATGGC GTGCCACCAA ATCTCGAATT ATCCGAGAAA GATATTCAGC CAGATTTAGA 211560 

TCGTCGTAAA CCAGGAACAT CTCGATATAC GACGCCTCGT CGTGAAGATG ACGAAGTTCA 21162 0 

AATTTTATCT GGTGTGTTTG AAGGAAAAAC CACAGGCACA AGTATTGGGA TGATCATTAA 21168 0 

AAATGGAGAT CAGCGTTCGC AAGATTATGG TGACATTAAA GATCGTTTCC GCCCAGGTCA 21174 0 

TGCGGATTTT ACCTATCAGC AAAAGTATGG AATCCGTGAT TATCGTGGCG GTGGGCGTTC 211800 

GTCAGCACGT GAAACAGCGA TGCGGGTTGC TGCAGGGGCT ATTGCGAAAA AATATTTACG 211860 

CGAACATTTT GGCATTGAGG TGCGAGGTTT TTTAAGCCAA ATCGGTAATA TAAAAATTGC 21192 0 

TCCGCAGAAA GTGGGACAAA TTGATTGGGA AAAGGTAAAC AGTAATCCAT TCTTTTGTCC 211980 

TGATGAAAGT GCGGTAGAAA AATTCGATGA ATTGATCCGT GAACTTAAAA AAGAAGGAGA 21204 0 

TTCTATTGGC GCAAAACTTA CTGTTATTGC AGAAAATGTA CCTGTAGGAT TGGGCGAGCC 21210 0 

AGTATTTGAC CGTTTAGATG CCGATCTTGC TCACGCATTA ATGGGAATTA ATGCAGTAAA 21216 0 

AGGTGTAGAA ATTGGCGATG GCTTTGCTGT GGTTGAACAA CGAGGTTCGG AACATCGTGA 21222 0 

TGAAATGACA CCTAATGGCT TTGAAAGTAA TCATGCAGGC GGTATTTTAG GCGGAATTAG 21228 0 

TTCAGGACAA CCAATTATCG CCACTATTGC ACTAAAACCA ACTTCAAGCA TTACGATTCC 212340 

TGGTCGTTCA ATCAATCTTA ATGGTGAAGC CGTAGAAGTT GTAACAAAAG GTCGTCACGA 2124 0 0 

TCCTTGTGTG GGGATTCGTG CTGTGCCAAT TGCGGAAGCT ATGGTGGCGA TTGTCTTATT 21246 0 

AGATCATCTC TTACGTTTTA AGGCACAGTG TAAATAATCC TGTACCTAGG GTAGTATACT 212 52 0 

CTAGGTTAGT TCTTCAATAG GACTGAACCT AGGATATACT TACCTACAGC AAAACTTTAG 212580 

AATGAATAAA ATTTTATTAA AAACAACCAT AATTTTTACC GCACTTTTCT CTCTGAACGT 21264 0 

TGTTGCGTCT CCTCTAGATT GGCAAAAAGT GAAACGCCCT ATTCCAAGTG AAGATGGTAA 212 700 

AGCAAGTCCT ATTGGTAGTT ATACCAACGG GTGTATTATT GGAGCACAAG CATTACCGCC 212760 
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GAAAGGTGAA GGTTACCAAG TGATTCGCAT GAATCGCAAT CGTTATTATG GTCATCCAAA 212820 

TATGATTCAG TATCTTGAAC GTTTGGGGCA GCGAGCTAAA GCTGCTGGGT TGCCAACGAT 212880 

GTTAGTAGGC GATATTGCCA TGCCCGGTGG TGGGCGGTTT TTAACGGGTC ATGCTAGCCA 212 94 0 

TCAGATGGGA TTAGATGCGG ATATTTGGTT AAGAATGGGC GAAATGTCAG ATGCCGATGC 213 000 

GCTCAATTCT GATGGTAAAG GTTTATTAGT TGTGGATAGA AAGGCGCAAC GAGTAGATGA 213060 

GCGCGTGTGG AATAGCAATC ATGCGACGTT AATCAAGTTA GCTGCGCAAG ATCCAAATGT 21312 0 

GACGCGTATT TTTGTTAATC CTGCGATTAA GGTAAAATTA TGTCAAACCG CTGGCAATGA 213180 

TCGCGGTTGG CTACACAAAA TTCGTCCTTG GCATGGACAC AACTCTCATT TTCATGTTCG 21324 0 

TTTAACTTGC CCAGCAGATG CATCTTATTG TGAAAATCAA GCGCCTGTGC CTGCTGGTGA 213300 

TGGTTGTGGA GACGAATTAT ATTCTTGGTT TGAACCGCCA AAACCAGGCA CTTCAGTGAG 213360 

CAAACCTAAA GTTACACCGC CTGAGCCGTT TTTGTGCCAA CAGATTTTGA ACTCACCGAA 21342 0 

TCGGAGAGAA TGGTTAGAAT AGCATTGAGG TAAATCAATA TGGATATCGG CATTGATCTT 213480 

TTAGCAATAT TGTTTTGTGT TGGTTTTGTC GCATCATTTA TCGATGCAAT TGCTGGCGGT 21354 0 

GGTGGATTAA TCACCATTCC AGCGTTACTC ATGACAGGTA TGCCACCAGC AATGGCGTTA 213600 

GGCACCAACA AATTGCAAGC TATGGGCGGT GCATTATCCG CAAGCCTTTA TTTCTTGCGA 213660 

AAAAGAGCGG TCAATTTACG CGATATTTGG TTTATTTTGA TTTGGGTTTT CTTAGGTTCT 213720 

GCCCTAGGTA CATTATTAAT TCAATCAATT GACGTGGCGA TTTTCAAAAA AATGCTTCCT 213780 

TTTTTGATTT TAGCCATTGG TCTATATTTT TAATTTACTC CTAAATTAGG TGATGAAGAT 213 84 0 

CGAAAACAAC GATTAAGTTA TCTGTTATTT GGTCTTTTAG TTAGCCCATT TTTAGGTTTT 213900 

TATGATGGCT TCTTTGGGCC AGGGACTGGC TCAATCATGA GTTTAGCCTG TGTTACTTTG 213 960 

CTAGGATTTA ATCTCCCGAA AGCGGCAGCA CATGCAAAAG TGATGAACTT CACTTCGAAC 214020 

CTTGCTTCTT TTGCACTTTT CTTATTGGGC GGACAAATTC TTTGGAAAGT GGGTTTCGTG 214080 

ATGATGGCTG GGAGC ATTTT AGGTGCAAAT TTAGGTGCCA AAATGGTGAT GACGAAAGGT 214140 

AAAACCTTGA TTCGACCGAT GGTTGTTATC ATGTCTTTTA TGATGACGGC TAAAATGGTT 214200 

TACGATCAGG GTTGGTTTCA TTTTTAATTC GGAAAGCGCG CAAAAGTGCG GTTAAAATTA 214260 

ATTACATTTT ATTATGTCGG ATAATCAACA AAATTTACGT TTGACGGCGA GAGTGGGCTA 21432 0 

TGAAGCGCAC TTTTCATGGT CGTATTTAAA GCCTCAATAT TGGGGGATTT GGCTTGGTAT 214380 

TTTCTTTTTA TTGTTGTTAG CATTTGTGCC TTTTCGTCTG CGCGATAAAT TGACGGGAAA 214440 
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ATTAGGTATT TGGATTGGGC ATAAAGCAAA GAAACAGCGT ACGCGTGCAC AAACTAACTT 214500 

GCAATATTGT TTCCCTCATT GGACTGAACA ACAACGTGAG CAAGTGATTG ATAAAATGTT 214560 

TGCGGTTGTC GCTCAGGTTA TGTTTGGTAT TGGTGAGATT GCCATCCGTT CAAAGAAACA 214620 

TTTGCAAAAA CGCAGCGAAT TTATCGGTCT TGAACATATC GAACAGGCAA AAGCTGAAGG 214680 

AAAGAATATT ATTCTTATGG TGCCACATGG CTGGGCGATT GATGCGTCTG GCATTATTTT 214740 

GCACACTCAA GGCATGCCAA TGACTTCTAT GTATAATCCA CACCGTAATC CATTGGTGGA 214800 

TTGGCTTTGG ACGATTACAC GCCAACGTTT CGGCGGAAAA ATGCATGCAC GCCAAAATGG 214860 

TATTAAACCT TTTTTAAGTC ATGTTCGTAA AGGCGAAATG GGTTATTACT TACCCGATGA 214920 

AGATTTTGGG GCGGAACAAA GCGTATTTGT TGATTTCTTT GGGACTTATA AAGCGACATT 214980 

ACCAGGGTTA AATAAAATGG CAAAACTTTC TAAAGCCGTT GTTATTCCAA TGTTTCCTCG 215040 

TTATAACGCT GAAACGGGCA AATATGAAAT GGAAATTCAT CCTGCAATGA ATTTAAGTGA 215100 

TGATCCTGAA CAATCAGCCC GAGCAATGAA CGAAGAAATA GAATCTTTTG TTACGCCAGC 21516 0 

GCCAGAGCAA TATGTTTGGA TTTTGCAATT ATTGCGTACA AGGAAAGATG GCGAAGATCT 21522 0 

TTATGATTAA AAATAGGGTT TGAAAGTCAT ATTCTCGAAA ACGGATATTC AATAAGGTAA 215280 

ATAAGAAATG GAAGAAAAAA TTCGGCTGAC GCAATACAGC CATGGTGCAG GTTGAGGCTG 215340 

TAAAATTTCG CCTAAGGTGT TAGGGACAAT TTTACATTCA GAACTGGAAA AATTTTATGA 215400 

wCCAAATCTG ATCGTTGGCA ATGAAACTGC AGACGATGCG GCGGTGTATG ATCTTGGTAA 21546 0 

TGGAACTGCA ATTATCAGTA CCACAGACTT TTTCATGCCG ATTGTGGATG ATCCTTTTGA 215520 

TTTTGGACGA ATTGCTGCGA CCAATGCCAT CAGTGATATT TTTGCTATGG GCGGTAAGCC 21558 0 

GATAATGGGA ATTGCTATTT TAGGTTTTCC AACCAATGTA TTACCTGCAG AAGTTGCACA 215640 

GAAAATTGTT GATGGTGGGC GTTTTGCTTG CCATCAAGCG GGGATTGCTT TGGCGGGTGG 215700 

ACATTCCATT GATTCGCCTG AACCTATTTT TGGTTTAGCC GTGACAGGCG TGATTGACAC 215760 

TGAAAAAGTG AAACGTAATG CTTCTGCAAA ATCAGGTTGT AAGCTTTATA TGACGAAACC 21582 0 

GCTTGGTATT GGTATTTTGA CGACGGCGGA AAAAAAAGGA AAACTAAAAC CAGAACATCA 21588 0 

AGGTTTAGCC ACTGCCGCTA TGTGC CAAAT GAATTCTATT GGTAGTCAAT TTTCCCAAGT 215940 

GGATGGCGTC ACCGCAATGA CGGATGTCAC TGGATTTGGT TTACTTGGTC ATTTAATTGA 216000 

AATCTGTGAA GGTTCAAATC TAAGTGCGGT AGTTTTTTCG GACAAAATTA AAACCTTGGA 216060 

CGGTGTAAAA GATTATATTG CTCAAGGTTG CGTACCGGGT GGAACAGGGC GTAATTTTGA 216120 
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CAGTTATGGA CATAAAGTTG GGATATTGAC GGAAGAACAA AAAGCGATTT TGTGTGATCC 216180 

TCAAACATCA GGCGGCTTAT TAGTGGCAGT TGAGCTTAAT AGCGTTCAAA CAGTAATTGA 216240 

CATAGCCAAA GATGCGGGGA TTGATTTATA TGAAGTGGGT AAATTGAAAC CTAAATCAGA 216300 

ATCCGATATC GTTGTTGAAG TAAAATAAGG AATTTTAATC GATCCTCCCT AATGATTAAT 216360 

TAAATTACCA TGATCCACAT AGCAAAAAAC CTTGGAATAT CCCA^GGTTT TTTAGATTAT 21642 0 

CATTAAATAT AATGAATTAT GCGCCTAAAC GCTCTTTAAT ACGAGCTGAT TTACCTGAAC 21648 0 

GTTCACGTAA GTAGTAAAGT TTAGCTTTAC GTACCGCACC TTTACGTTTA ACTGCGATAG 216 54 0 

AATCTACAGC TGGAGAGTGA GTTTGGAATA CACGCTCAAC GCCTACGCCG TTAGATACTT 216600 

TACGTAAAGT AAATGCTGAG TGCAAGCCAC GGTTACGAAT TGCAATAACC ACGCCTTCGA 216660 

ATGCTTGCAA ACGACGTTTG CTACCTTCAA CCACCCATAC TTTAACTTCT AAAGTATCAC 216720 

CTGGGCGGAA GCTAGGTACG TTTTGTTTTA ATTGTTCTTG TTCAAGTTGT TTGATAATGT 216780 

TAGACATTGT TTGATCCTTT ATTGATCCTA GATGTAACTG AAACTAACTG TTATGCTCGG 216840 

CTTGCGCCTC TTTTAACAGC TTACGTTGTT CGTCAGTCAG AGCTAGGCCT TCTAAGAGCT 216900 

CAGGGCGTCG GAGCCACGTT CTCTGTAGCG ATTGTTTTAA TCGCCATTTC CGAATTTCTT 216960 

CGTGATGTCC CGACATCAGC ACGGGTGGTA CAGTTAATCC TTCTAACACT TCTGGTCTAG 217020 

TGTAATGCGG GCAATCTAAT AAACCATCTG CAAAAGAATC TTCTTCTGCC GAGGCTTGTT 21708 0 

TGCCTAATAC ACCGGGAATA AAACGTGCAA CAGCATCAAT TAATGTCATT GCCGGCAATT 217140 

CCCCACCGGT CAGAACGTAA TCGCCGATTG ACCATTCTTC ATCAATTTCA GTTTGAATCA 217200 

ACCGTTCATC AATCCCTTCG TAACGTCCAC ATACTAAAAT CAATTTCTGA TTTTGAGCAA 217260 

GCTCGGTTAC GCCGCCTTGA TCGAGTTTAC GTCCTTGTGG CGAAAGGTAA ATCACCTTTG 217320 

CGCCTTCTCC TGCCGCAGCT TTTGCAGTAT GAATCGCATC CCGTAAAGGT TGCACCATCA 217380 

TTAGCATTCC TGGGCCACCA CCATAAGGGC GATCGTCCAC GGTTTTATGC TTGTCGAATG 217440 

TAAAATCTCT TGGATTCCAA CATTCAACTT TCAGAAGATT ATGTTTTACG GCTCTACCTG 217 500 

TAACCCCAAA TTCCGTAATT G CTTTAAAC A TTTCGGGGAA TAATGAAATT ACCCCTATCC 217 560 

ACATAAAAAG CCTACTACAT TACGTTTGTG CATACTTGAG ATTAGAAACC AGCGTCCCAA 21762 0 

TCCACTTCAA TAGTTTTCGT GGTGAGATCG ACTCTTTTAA CTACTTGTTC ATACAAAAAC 217680 

GGAATTAACC GCTCTTGTTT TCCAAAAGCA TCTTTGGTAT TGGCTTTAAC CACTAATACA 217740 

TCATTAGAAC CCGTTTCCAT CATTTCTGTT ACTGTTCCCA TTGTATAACC TTCTAAGTTT 2 17 e 00 
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ACGACTGTAC AACCGATTAA ATCGTGCCAG TAATAATCGC CCTCTTCTAG TTCTGGGAAA 217860 
ACAGATAAAT CTACACCAAT TTCAACATTC GCTAAAATTT GTGCAGCTTC ACGGTCATCA 217920 
ACGCCTTTTA ATTTAACGAT GATTTCGTGA TTATGATAAC GCCAGTTTTC TAATTCAATT 217980 
GATTGCCATT CGCCTTTGAT TTTTAAAAAC CAAGGTTGAT AATCAAAAAT GCTTTCAGCT 21804 0 
TGTTCTGTTG ATGAATAAAT ACGCAACCAC CCACGAATAC CGTAGGTTGA GCCTAATTTG 218100 
CCCACAACTT CAATATGTTG TTGTTCCATA TTTTTCACCT ATCTTAGTTT GAGAACTAAA 218160 
TCAAAAAGCA AAATTATGCT GCTTTTTGTG CTTCTT T T AC CAAGCTCGCA ACACGATCAG 218220 
AAAGTGAAGC ACCTTGAGCA ACCCAGTGAT TTACACGCTC AAGATTAATG CGAAGACGTT 218280 
CTGCATTACC TTGTGCAATT GGATTGAAGA AACCTACACG TTCAATGAAG CGACCGTCAC 218340 
GAGGTGAACG ACTGTCAGCG ACTACGATTT GATAAAATGG GCGTTTTTTA GCTCCGCCAC 218400 
GAGATAAACG AATGGTTACC ATAACCTTCC TCTAAATGTT TAATTACTAA AAGAATATTC 218460 
TCAAATTCGA AAGTGATTTG AGAATATAGC TTA CTTTTT T CTCTGTATAT ATAGACAAAA 218520 
AGCCTGCGAA TTTTATACTT TTCAAGCAAA ATTGCAAGTT TTGTATGCAT AAAGTAGGTT 218580 
GTATTCCTTT TAATTATCAT TCACAATTTA TTTTGTTTTA CGATATAATA CGAGGCATCC 21864 0 
AGCTGTTTTA GGTCAAATTT ACGCGTATAG CGGTATTTTA GCTTGATAAA ATATCAGTTA 218700 
AATGAGGTTT ATATATGAAA ATTAGTTTTC ATTCTGTGTT AATTGGATTA GCATCATTTA 218760 
TTGGTGTTCA ACAAGGTGTA ATAGCTAATC CGTCTTCTCA TCAATCAATA TCCACTGAAT 218820 
CAGCTGAGGC TTTGAAGCAA CAATTTTCAA TGGCTTTAGC TAAACAAGAT AAACAACAAA 218880 
TTACAAATTT ACAAAAAAAA CTTACCGCAC TTTTTTCTTT ACCTCCCCAA TTTCTTGATA 218940 
ATCAGATCCA AATAAGCGAA AAAAnCCTCA CTCGCATTTT TAAAACAGAT AAAAATCTCA 219000 
CGCCTAAATT TCTTGATTAC TTATACTTTG AGCCAATAAA TACTGTTGAT GCTAATTTAA 219060 
TTCAGGAAAT GAAGAAAAAC TTACTGGTGT CTTTTTTAGC AAATGATCAG GCAAAAATTT 219120 
ATATTCGTCA AACAGATAAT TCAGAGCAAT TTGTTCAGAC TTTAATGGAG CGGGGAGCAA 219180 
AAGCAGATCA AATTATATTA CTGTCTTTGA ATGCCAAAGG TATATTTCAA AAAATTATTG 219240 
AACAAATACG TCAAGATTTT CCGAATCAGA CTATTTTTTC GATTACTGAA AATCGTATTA 219300 
GTTTGATTAC TCCTTCTTCA GAAATTAAGT CTCGCCTTGC TTTAGCAAAT ATGATGTTCA 21936 0 
ATCGCCAATT TAAAGGTGTG GAAGTTGATG ATTTCTCATA TTTAGATCAA CCTCGAGAAA 219420 
ATTTACAGCA CAATAATGAT GCAATTCGTT ACAAAACCTT TCAAGCAATG CTAGAAGGTT 219480 
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TAAATTAATC 


CCTTACCAAT 


AGGAGTTTTT ATGCTTTTAT 


CCAAAAAATC 


AGCCTCCTTT 


219540 


GCACTCAGTG 


CATTTGCGAT 


GCTTTTCACT AGTGTAGCTC 


TTGCCAAAGA 


GGCACCACAA 


219600 


GCTCACAAAG 


CTGTGGAATT AAGTATTTTG CATAT CAATG 


ATCACCATTC 


TTATTTAGAA 


219660 


CCGCACGAAA 


CACGGATTAA TTTAAATGGT CAGCAAACCA AAGTGGATAT TGGTGGTTTT 


219720 


TCTGCTGTCA 


ATGCAAAACT TAACAAATTG CGTAAAAAAT 


ACAAAAATCC 


ATTAGTACTG 


2197B0 


CATGCAGGCG 


ATGCCATTAC 


TGGTACACTT TACTTCACGC 


TGTTTGGTGG 


TTCTGCAGAT 


219840 


GCAGCTGTGA 


TGAATGCAGG 


TAATTTCCAT TATTTTACTT 


TAGGTAATCA 


TGAATTTGAC 


219900 


GCGGGTAATG 


AAGGGTTATT AAAACTGCTT GAACCATTAA AAATCCCAGT 


GCTTTCAGCT 


219960 


AATGTGATTC 


CTGATAAAAA TTCAATTTTG TATAACAAAT 


GGAAACCTTA 


CGATATTTTC 


220020 


ACTGTGGATG 


GAGAAAAAAT 


TGCCATTATC GGTTTAGATA 


CTGTGAATAA 


AACAGTGAAT 


220080 


TCCTCTTCTC 


CGGGTAAGGA 


TGTGAAGTTC TACGATGAAA 


TTGCTACTGC 


ACAAATTATG 


220140 


GCAAATGCGC 


TAAAACAGCA AGGAATTAAT AAAATTATCC 


TACTTTCACA 


CGCAGGTAGT 


220200 


GAAAAAAATA 


TCGAAATTGC 


TCAAAAAGTA AATGATATTG 


ATGTGATCGT 


TACTGGCGAT 


220260 


TCACATTATT 


TATACGGAAA 


TGATGAATTA CGTAGTTTAA 


AACTTCCAGT 


AATCTATGAA 


220320 


TATCCACTTG 


AATTTAAAAA 


TCCAAATGGA GACCCTGTAT 


TTGTAATGGA AGGCTGGGCT 


220380 


TATTCTGCCG 


TGGTGGGGGA 


TTTGGGTGTT AAATTCAGTC 


CTGAAGGTAT 


AGGGTCTATT 


220440 


ACTCGTAAAA 


TTCCTCATGT 


GTTAATGAGT TCTCATAAAC 


TTCAAGTGAA AAATGCGGAA 


220500 


GGTAAATGGA 


CGGAATTAAC 


TGGCGATGAA CGTAAAAAAG 


CACTTGATAC 


TTTAAAATCA 


220560 


ATGAAGAGTA 


TTTCACTTGA 


TGATCATGAT GCAAAAACAG 


ACATGCTTAT 


TTCAAAATAT 


220620 


AAAAGTGAAA 


AAGATCGTTT 


AGCACAAGAA ATTGTTGGTG 


TCATCACAGG 


TTCTGCAATG 


220680 


CCGGGTGGTT 


CAGCAAACCG 


TATCCCAAAT AAAG CAGGCT 


CAAATCCAGA 


AGGTTCTATT 


220740 


GCAACGCGTT 


TTATTGCAGA 


AACAATGTAT AACGAACTCA 


AAACAGTGGA 


TTTAACTATT 


220800 


CAAAATGCTG 


GCGGTGTACG 


CGCAGATATT TTACCGGGTA ATGTAACCTT 


TAACGATGCT 


220860 


TATACTTTCT 


TACCTTTCGG 


GAATACGTTA TATACCTATA AAATGGAAGG 


TTCATTAGTG 


220920 


AAACAAGTGG 


TTGAAGATGC 


AATGCAATTT GCTTTGGTTG 


ATGGCTCTAC 


AGGCGCATTC 


220980 


CCTTATGGTG 


CAGGTATTCG 


TTATGAAGCG AATGAAACAC 


CAAATGCGGA AGGTAAGCGT 


221040 


TTAGTGAGTG 


TTGAAGTCTT GAATAAACAA ACCCAACAAT 


GGGAACCGAT 


TGATGATAAC 


221100 


AAACGTTATC 


TTGTCGGAAC 


AAATGCTTAT GTTGCAGGCG 


GTAAAGACGG 


TTATAAAACC 


221160 
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TTTGGTAAAT TATTTAACGA TCCAAAATAT GAAGGCGTTG ATACCTACTT ACCTGATGCA 221220 
GAAAGTTTCA TAAAATTTAT GAAAAAACAT CCGCACTTTG AGGCTTACAC TTCATCAAAT 221280 
GTGAAATTTA ATGCTTCAAC TGATGCATTA CCTAAAAAAT AAAATTGAAA AATAGGCTAA 221340 
AAATAGCGCG TATTTAACGC GCTATTTTTG TTATTAGTCC TAGGTTTGAA GACTTCATAG 221400 
ATGATTAAGA ATTTTAACTA TTCCATATTT AGATGCTTTC TCGTGGAAAA TAAATTCCCT 221460 
ATAGAGGTTG AAAAATAGGG TGATTTATTG CGATAATCTA CCCCATTTTT TGGGAGATCT 221520 
TTCTATCTTC TGCATTTTTA CGCAGTTTAT TTTCATTAGA AATGATCGAA TTTTATTTCA 221S80 
CTTTTAATTT AATTAGATAA AGAACAATGG CGGAAAAACG TAATATTTTT TTAGTAGGAC 221640 
CAATGGGTGC AGGTAAAAGT ACTATCGGTC GTCAATTAGC ACAACAGCTT AATATGGATT 221700 
TTATTGATTC CGATGCAGTG ATTGAAGAAC GTACGGGCGC GGATATTAGC TGGATTTTTG 221760 
ATTTGGAAGG CGAAGACGGC TTCCGAAAAC GTGAAGAACG CATTATTAAC GAACTCACAC 221820 
AAATGCAAGG TATTGTACTT TCAACTGGTG GGGGAGCAGT GCTTTCTAAG GAAAACCGTA 221880 
ATTATTTATC AGCACGTGGT ATTGTGATTT ATTTAGAAAC AACGGTGGAA AAACAATTCC 221940 
AACGCACTCA ACGTGATAAA AAACGTCCAT TGCTCCAAGA TGCAGAGAAT CCTCGTCAAG 222000 
TATTGGAAGA TTTAGCAAAA ATTCGCAATC CGCTTTATGA AGAAATTGCG GACATCACTT 222060 
TGCCAACCGA TGAACAAAAT GCCAAAATAA TGGTAAATCA AATTGTTGAT TTAATTGATA 222120 
ATATGAATGG GTTGAATGGT GCACTTTAAA CACACCTAAG GATAAATTAT GCTGTGCGTC 222180 
AACGTGGAAT TGCAAGAGCG TCGCTATCCT ATTTTAATTG GTAGCGGATT GTTACAAGAT 222240 
GAACGTAGTT ACCCGATTAA ACGTGGAGAT CGCGTGATGA TTGTAACGAA TCCCACGGTT 222300 
GCACAGTTTT ATCTTGATAC AGTCATCTAT GCGTTGGAAA AACGTGGTTG CGTAGTCGAT 222360 
CATGTTTTAT TGCCAGATGG CGAAAAATAC AAAACACTTG AATCTTTAAA CTTAATTTTC 222420 
ACCGCACTTT TGCAAGGTAA TCATGGGCGA GATACCACGA TTATTGCATT GGGCGGTGGC 222480 
GTAATTGGCG ATGTTGCTGG CTTTGCTGCG GCAAGTTATC AGCGCGGCGT GCGTTTAATT 222 540 
CAAATTCCAA CAACATTGCT TTCACAAGTG GATTCTTCAG TGGGCGGTAA AACGGCGGTT 222600 
AATCATGAAT TAGGCAAAAA TATG ATTGG C GCGTTCTATC AGCCATCAAT GGTTATTATT 222660 
GATACGCTCA CGCTTAATAC ACTTCCTAAA CGTGAAGTAA ACGCGGGGCT TGCCGAAGTT 222720 
ATCAAATATG GTGCCATTTT AGATTACGAA TTTTTTGAAT GGCTAGAGCA ACATATTGAT 222780 
GAACTTGTCG CTTTGCATCC TGAGGCGCTT CAACATTGTA TTTCTCGTTG TTGCCAAATT 222840 
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AAAGCAGATG TTGTCGCGAG AGATGAAACA GAAAAAGGCG ATCGTGCATT GCTTAATCTT 222900 
GGACATACTT TTGGACATGC CATTGAAACT CACTTAGGTT ATGGAAACTG GCTTCATGGT 222960 
GAAGCTGTTT CTACGGGAAT GATGATGGCA GCGGCGCTTT CGGAAGAACT TGGAGATATT 223020 
TCTATTGCAG ATGTGTCTCG CCTTGAAAAA TTACTTGCTC GTGCCAATTT GCCCACCGTA 223080 
TCTCCAGATA CGATGCAGCC GGAGGACTAT TTACCGCATA TGATGCGTGA TAAAAAAGTT 223140 
CTATCGGGTA AATTGCGTCT GGTATTACTC AAATCTCTAG GTCAAGCTTA TGTGGCGAAT 223200 
GATACCGAAC ATACCCTCGT GTTAAACGCA .ATTCGTCGTT GTACTCAAAC GGATTAAGAT 223260 
GTTACGTCCG AAAAAACAAT CTTTAAAACC TAAGTTAAAA CACCGTCCAT TTTTAAAATG 223320 
GGCGGGGGGA AAATTTCGTT TAACGGACGA GATAAATAAA GCCTTTCCAA ACAAAAAAAA 223380 
CTGCTTAATT GAGCCATTTG TGGGCGCTGG AGCAGTATTT CTTAATTCTA ATTTTGAACG 223440 
CTATATTTTG GCAGATATCA ATCCTGATTT AATCAATCTA TTCAATATTG TGAAAGnAAA 223500 
TGTAGATGGT TATATTGAAG ATTGTAAGCC GATTTTCTTC GCTGATGATG CCAATACACC 223560 
CGATTATTAC TATGCTAAAC GTCGCCAATT CAATGCATCA ACAGAACCTT TCGAACGTTC 223620 
GATTATTTTT TTGTATTTGA ATCGTTTTGG TTTTAATGGA TTATGCCGTT ATAACAGCAA 223680 
GAATGAATTT AATGTACCTT TTGGTGCTTA CAAAACTCAT TATTTTCCAG AGGATGAATT 223740 
ACGTTATTTT GCGCATAAAG CGCAAAGTGC GGTGTTTTTA TGCTGTGATT TTCAAAAAAC 223800 
TTTTGAATTT GCCGATAAGG ATTCGGTGAT TTATTGTGAT CCACCTTATG CTCCGCTACA 223860 
ACAAGAGACT AATTTTACTG GTTATGCGGG CAATGAGTTT GGACTGGCGC AGCAACGTGC 223920 
TTTGGCAGAT TTAGCGAAAT CTATACAAAA AGAAAAACAA ATTTCGATAT TGATCTCGAA 223980 
TCACGATACT AAATTTACGC GTGAAATTTA TAACGGTGCT AAATTTAAAC GGGTAAAAGT 224040 
CCAACGTTCT ATTAGCCAAA ACCCAGAAAA ACGCGTAAAA GTGAAAGAAT TGATTGCGAT 224100 
ATTTGGTGCT CGTAAATAAT AAAAATAACC CTTACTTTAT ACTAAAAGTA CCAAAATCGT 22416 0 
AATTTTAAAA CCACAATAAA ATAATATATT ATGTATTACC ATTTATCTCT TACAGTACCT 224220 
ATATACTTTT TTGATACTAA CTCAAAATAC TCACAAGTCT GTAATTTTAC CTGTAATCCT 224280 
TTTGTTTTAT CAGAATGATT ATCTAGAAAA CTCATCCAAT CATCAGAATA ATTAACAAAT 224340 
AATTATTATC CTATAGTAGA ATGTAAATTA TTTTAATAAC GCCTTATTTG TACTGTGGAT 224400 
AATTCATCAA AATTTAAGCC TGTTATGCTT TATTCTTTAG TGTATAACAA ATAGGATAAA 224460 
AATGGAAAAA GCAAAACCAT CCAAGCAAAG AAATTTTAAT CACTGTCAAG GAGTACATTA 224520 
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TTGAATTTGG TAATAAACCG TTAGGTTTAA AAGATACTAC ACCCAAATGC CACTGCCCTA 224 58 0 
TTTGTGCTCA AGTTTTATTT GAGAAAAATG TTAATACAGT GCCATCCTCT AATAGCAATT 22464 0 
TTTCTAATTA CCCAAAAAGC GAATTCTGCC CCATAAAATT AAACTAAAGC AATTTATACC 224700 
AATCATATTT TCCATTATCA CCAAATAAAA CGCATGGACT GAATTAAAAA ATTTATTCAG 224760 
AAAAAATTGG CAAAAATATT ATCGTCAAAT TAGTTTTTTG GCAAAAAACT TATAACCTAT 224820 
TGAATTTATT ATATTAGCTA ATCAACAAAA AATTTGGGAA TACGATAAAC TTGAAGAGTA 22488 0 
TCAAATTCCT TATATTCTAT TAACATTAGC AGACTGTCCT AACCAAAAAG GAACATATAA 22494 0 
AAATAAACGT CACTGCTGGT TTAGATTTTG GTTTGATGGT TCAATTCAAA GATATGAAGA 225000 
TATTTGGAAT AATAGTTCTT TACCAGTATT GTGGACAACC TATTATTACC TATCAGGGAA 225060 
ACAAAGAAAA CCTTCAGAAA TAAATCTAAA AAACATGAAT TATTTCATCA TGGATAAAAC 22512 0 
TTTCTTAGAA CAAGAAATAT TACTTCCCCA ATTTATTATT CAAAATATAG AACGGTGGTT 225180 
TAAAACACAC AATTTTGTAT AGACAAGTCA G CACCTAATA CTATTTCATG ACGAAGATCG 22524 0 
CCTTTTTCTT TAAAAAGGCA AAAATAATGC TATTAATCAA CCATGCCAGT AATGTCGCCA 22530 0 
CCAACAAATC TATTGGGTAA TGCATGCCTA ATCGCACACG GCTAATCAAC ATCAATAAGC 225360 
CCCACACTGC AATACCCACC ACCAGCAATT TTGCTTTAAA AGAACGGTTA CCCAATAATT 225420 
GGGTAAAGCC AACAGCAAGC ATTAGCCAAG TTGCTGCAAA AATCGTATGT CCAGAAGGGA 225480 
ACGAATACCC CGTTTCATTT TCATAATGAT GAACTAACCA AGCTGGTGTA ATGGCATCCA 22554 0 
TCGAATAAAA ATTCTTAGCT ATTTCAGCAC GCAAAGTGCG GTCATTTTTA TAAAAGTTTT 225600 
CAGGCGTTGA ATGAGTTTGC TCAGCTAGAT AAACGGTGAA TGGACGAGGT TCTTCAAATA 22566 0 
ATGCTTTTGC CCCTGTTTTT GCGGCTTGAG TTGCAATAAC TGAAATCCCC ATCACAATTA 22572 0 
CGCCTAATAT CCATTGTTTT GGATTTTTAA ATAAAAACGC AAACAAAAGC GTAAACAACA 225780 
CACAGGTGAT CAACGCATAA GGTACGCTAC CCGTTTCAGT GAGCAAATAA AGCCAATAAT 22584 0 
CAGCTTGAGT TAATTGGCTA TTACCATGCC ACTGATAGGA AATACCCCAA ATAAAAAATG 225900 
GTACAAGACA AAGTAATAAC GTATATAATG ACAGCCTTTT GAACATGCTC GCCCCTTGAT 22 596 0 
AACAAAAATA ACGCGCGCAT TCTAACAGAA ATGACTACGA ATAAGGATCA CTTTATGGCA 226 02 0 
AAAATTCAGC TAGTTGCGCA AGCCAATTTA CCCACTGAAT ACGGTATTTT CAAAATGGTG 226080 
GGATTTGAAT TCCCAGATAC AAAAAAAGAA CATGTAGCCT TAGTGATGGG CGATATTTCT 226140 
AATGCTGATG AACCTGTATT AGCACGTATC CATTCTGAAT GTTTAACTGG CGATGCGCTT 2262 00 
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CACAGCTTAA AATGCGATTG TGGGTTCCAA CTGGCGACAG CATTAAAACA AATTCAAGAA 22626 0 
GAAGGTCGCG GAGTCTTAAT TTATCATCGT GAAGAAGGTC GCGGAATTGG TTTGATTAAT 226320 
AAAATCCGTG CTTATTCTTT ACAAGATAAA GGAATGGATA CCATTGAAGC TAATCTTGCT 226380 

TTAGGTTTCA AAGCGGATGA ACGCAACTTT GAAGTCTGTG CCGATATGTT TGAGCTACTT 22644 0 

GGTGTAAAAA AAGTTCGCTT AATGACCAAC AACCCAGAAA AAGTAGAAAC CATGAAAAAA 226500 

GCAGGTATCA ACGTGGTTGA ACGAGTACCG CTTAATGTAG GCGAAAACCG CTACAACACA 226560 

AAATATCTTG ATACAAAAGC GAAAAAAATG GGGCATTACA TTGTGCATAA CAATGACGAA 22662 0 

CAACATTTAA TGACCTGTCC ACATTGCCAG GAAGAGATTA TTTAACAAAT AAGATATGTT 226680 

TAAAAAGCCA TACTGTTATA TTGAACAGTA TGGC TTTTTT ATTTAAACTT TATGTTATGG 226740 

AATAATCAAA AGATTTTTTA GCATATTGCT AAAAACGGGA AACCCCGTCT CGTATTCCAA 22^800 

AGATCGGGGC TTATCAGGAG TAAGTAAAAT GAAAAAAATT GCCTTTTTCA TTTTCTTGAT 226860 

TATCTGTTGT TTAGTTAGCT GTTCCGGAAC AGTTATCTAA GATAATCGCA AGGGGACGAT 226920 

GTAGGAGTTG TCCCCAATGC CTCCACCAAT CTTAAAGAAT TCTTTCCTTG ATTGCAAGGG 22698 0 

CAATTATTGA CTTTGAACCT TTCTCCACAA ATCTTTACTG TAAATGACAC CGACAGAATT 22704 0 

TACTTGCGCA CCCATTATAC TCGGTACAAG ATAAACAGGC GTACTATATT GAAAAATAGG 227100 

TAACACTAAA TGCTCTTGTT GAACTATCCC TTTTAATTTC GCGTAATTTT CTAACCGGAC 227160 

TTTTTCGGAT ATCGTCGTCA TTGCACTTTC AAATAAACGA TCAAATTCCG CATTTTTATA 227220 

GCCATTTTTG TTATCTGGGC TTTTTGAATA GAATAAATTT AGAAATGCTG CAGGATCATT 227280 

AAAATCAGCA CACCAGCCAG AACGAATTAA TTGAAAATCG CCTTTTGTGC GGGCGGTTTG 227340 

CAATTCTTGC CAGCTCATCC CTTGATTTTC AACTCGTAAT AAATCAGATT GTGATAATTG 227400 

ATGATTTAAT CGCATTGCAA TGGTTTGATT CAGAGATAAA TCATCATAAC GAATACGTAA 227460 

TTTCAATGGA CGAGTTTCAC TAATTTGATT TTGGGAAAAG AG CTGTTCTG CAACAACTGG 227520 

CTCCCAAACA GATTCTTGCT CACCTAGCAT AGATTTTGGC AAAAAAGTAT TGTTAGGATA 227580 

AAGATGAGCA ATATCTGCAA CCAAATTATT GGTAGAAATC ATCGAAACAA TCGCTTTTCT 227640 

TACCGCACTT TTTTGTAACA CAGGATCGGA AAGATTAAAC TCATAGAAGT AAGTACAAAG 22770 0 

TTGCGGATAA TCTTGGATAT TCTGATTGAC TTTTTTCGGA TTCATTACAA CATCAAAATC 22776 0 

AGACAAATCT GCATCAACGG AAATTTTTTG ATACTTCACT TGCTGAAATA TCACTTTTTC 227820 

TTTCGCCCAA TAATAAGGAT TGGTAGTTAA AATGTGCTGA TTTTCAGCCT GCCTTTGTAA 22788 0 
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TTGATATGCA CCATTGCTGA TAAATATTTC AGTCGATTTA GCATAGTGAG GCAAAAGACT 227940 
GACATGTGCC AGCATAGAAG GTAAATATGG CGATGCTTTA TCTAATTCAA TGCGTAAAGT 228000 
GCGGTCATTT TCGGCAAACA ATCCTAGGGA TTCAACAGGT AACGCTTTTT CCAATACTGC 228060 
CTTCGCATTT TTCAGATTCA TAAAAGCCAA ATAATTTTTA AGTGGGCTTT CAGATTGAGA 228120 
AAGTGTTTGC CAAGATTGTA CAAAATCTGA TGCAGTGATA GGCTCGCCAT TTGACCATTT 228180 
AGCATTTTCA CGCAAAGTGA AAATCCAAGT TTTATTGTCT TCGGTTTGCC AATTTTCTGC 228240 
TACAGCTGGA ACAAGATTAC CCTGCACATC ATAAGCTGTT AATCCTTCAA AAAGATCTCG 228300 
TAATAATTGA GTTTGTTCTT CGCTTTGTGC TTGCCAAGGT TGCAAAGTCA AATCGCTATA 228360 
AACGCCACGT TTTAATTCAA CTCGGTTAGA TTCCAATTGA GTAT TTTTTT GTGTCTCAAT 228420 
TTGTGGCGAA ATAGGCTTAG GACTATCCAA TTTATCACAA GCCACCACCG TAAAAATAAT 228480 
AGAAAAAATA ACCGCAC1TC GTTGGCACAA AGCGAACAAA TTATTCATTT TCGGTTTTAA 228540 
TCCAAAATAA GAAGAACCAA AACTTAATAC AAATCAACGC AACAATAACA CTACGCCCTA 228600 
TTACACTTGG CGTGAAATAA AAACCAATTA GTAGCATTGT GGTAACAAAA GTCAAAATAA 228660 
AAATTTTGGT ATTTTTCTTT AATGATCGAT TTTCATGAAA GGACTTGAGA TGTTTTTGAT 22B720 
AAATACTTGT GCCTAAAAAC CATTGTTCTA AGCGTTTTGA ACCTTTTGTG AAGAAAAATA 228780 
AAGTAAGTAA TAAAAAAGGC GTGGTAGGCA AAAGAGGAAG GAAAAATCCC AATGATGCCA 22884 0 
ATTGCAAGTG AAAGAAAACC TAAAATAATG TAAATAATTT TCATAATGTT CCTAATAAAA 228900 
AAGGAAAATG CAAACTATTA TTACTGATTT TTTAGATTTT TCAACCTTGA TATTATAGAA 228960 
TTTGCCGTCA CATAAAAAAA CAGTTTTCAA AAAAGGAACA TTTATGTCTA TGTCAAATCC 22902 0 
ATTACTTAAC ATTCAAGGCC TACCGCCATT TTCACAAATC AAGCCAGAAC ACATTCGACC 229080 
AGCTGTTGAA AAATTAATTC AAGATTGTCG CAATACGATA GAACAAGTGT TAAAACAACC 229140 
GCACTTTACT TGGGAAAATT TCATTTTGCC TTTAACGGAA ACTAATGATC GCTTAAATCG 229200 
TGCTTGGTCG CCCGTTTCTC ATCTCAATTC AGTAAAAAAT AGCACTGAAT TACGTGAAGC 229260 
CTATCAAACG TGCTTGCCGT TACTTTCTGA ATACAGCACT TGGGTTGGTC AGCATAAGGG 229320 
GCTTTATAAT GCCTATTTAG CGTTAAAAAA TAGTGCTGAA TTTGCCGATT ATTCGATTGC 2293B0 
ACAAAAGAAA GCCATTGAAA ATTCACTGCG TGATTTTGAA CTTTCAGGCA TTGGGCTTTC 229440 
CGAAGAGAAA CAACAACGTT ATGGCGAAAT TGTGGCACGC TTATCGGAAT TAAATTCACA 229500 
ATTTAGCAAT AACGTATTAG ATGCCACCAT GGGTTGGGAA AAACTCATTG AAAACGAAGC 229560 
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AGAACTTGCT GGTTTACCTG AATCCGCACT ACAAGCTGCA CAACAATCTG CCGAAAGTAA 229620 
AGGATTAAAG GGCTATCGTT TTACGTTAGA AATCCCAAGT TATTTGCCTG TGATGACTTA 229680 
CTGCGAAAAT CGTGCATTGC GTGAAGAAAT GTACCGTGCT TATGCAACAC GTGCCTCTGA 229740 
AC AAGGCCCT AACGCTGGCA AATGGGACAA CAGTAAAGTT ATGGAAGAAA TTCTGACGTT 229800 
ACGCGTTGAA CTGGCAAAAT TACTCGGTTT TAATACTTAT ACCGAACTTT CACTTGCCAC 229860 
AAAAATGGCA GAAAACCCAC AACAAGTGCT TGATTTCTTA GATCATCTTG CCGAACGTGC 229920 
CAAACCACAA GGCGAAAAAG AACTGCAAGA ATTGAAAGGT TACTGCGAAA AAGAATTTGG 229980 
TGTCACTGAA CTTGCACCTT GGGATATTGG TTTTTACAGC GAAAAACAAA AACAACATTT 230040 
ATACGCCATT AATGATGAAG AACTTCGCCC ATATTTTCCA GAAAATCGCG TGATTTCAGG 230X00 
ATTGTTTGAA TTAATTAAAC GCATTTTTAA TATTCGTGCA GTGGAACGCA. AAGGTGTGGA 230X60 
TACTTGGCAT AAAGATGTAC GTTTCTTTGA TTTAATCGAT GAAAATGATC AACTCCGTGG 230220 
CAGTTTCTAT CTTGATTTAT ATGCACGCGA ACACAAACGT GGTGGTGCGT GGATGGATGA 230280 
CTGTATCGGA CGTAAGCGTA AACTGGATGG CAGCATTGAA ACGCCTGTGG CTTATTTAAC 230340 
CTGTAACTTC AACGCACCGA TAGGGAATAA ACCAGCGTTA TTTACTCACA ATGAAGTCAC 230400 
CACGCTATTC CACGAATTTG GGCACGGAAT CCATCATATG CTCACGCAAA TTGATGTATC 230460 
CGATGTGGCG GGAATAAATG GCGTGCCTTG GGATGCTGTG GAATTACCAA GTCAATTTAT 230520 
GGAAAACTGG TGCTGGGAAG AAGAGGCTTT GGCGTTTATT TCAGGACATT ACGAAACAGG 230580 
CGAGCCGTTG CCAAAAGAAA AACTCACGCA ATTGTTAAAA GCGAAAAATT TCCAAGCTGC 230640 
GATGTTTATC TTACGTCAGC TTGAATTTGG TATTTTTGAT TTCCGTTTAC ATCACACCTX 230700 
TGATGCGGAA AAAACCAATC AAATTTTGGA TACACTTAAA TCAGTGAAAT CACAAGTTGC 230760 
CGTCATAAAA GGCGTAGATT GGGCAAGAGC GCCACACAGC TTCAGCCATA TTTTTGCAGG 230820 
GOGCTACGCC GCAGGTTATT ACAGCTATTT ATGGGCTGAA GTATTATCGG CTGATGCTTA 230880 
TTCACGCTTT GAAGAAGAAG GTATTTTCAA CCCAATCACC GGCAAATCAT TCTTAGATGA 230940 
AATTCTCACC CGTGGCGGCT CAGAAGAACC AATGGAACTC TTCAAACGCT TCCGTGGCCG 23,000 
TGAACCGCAA TTAGATGCGT TGTTAAGACA TAAAGGAATT ATGAACTAAT ACGTCAAACT 23XOS0 
ATAGGGCATG CACAACATGC CCTTTCTCAA AT ATTTTC CT CGACATAAAA ACATAGTAAA 23XX20 
^AACCGC ACTTTATCTA GACAAAACCT GCAAACGAGA CATTATTTTT ACAAATAGCT 23XX80 
GTAAGATAAA CGCATAGAAA TTCACGCAGA ATAAACTAAT TTCCTGTATA ATTTTTCACA 23X240 
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TATCTATCCA ACTCATTACA CAAAATATTC TGAGGATTTT ATGGCTGCTG CAATTCAACA 231300 

ACGTGCCGAA CTTCAACGCC GTATTTGGCA AATTGCTAAT GATGTGCGAG GCTCGGTCGA 231360 

TGGCTGGGAT TTCAAACAAT ATGTGCTTGG CACACTTTTT TACCGTTTTA TTAGCGAAAA 231420 

TTTTGCCAAT TACATTGAAG CGGGCGATGA AAGCGTAAAT TATGCCCAAT TACCTGATGA 231480 

AATCATTACA CAGATGCCAT TAAAACGAAA GGCTACTTTA TTTACCCAAG CCAATTATTT 231540 

AAGAATGTTG CGGCTAATGC TGGCAGCAAT CCTAATTTGA ATACTGATTT AAAACAGATT 231600 

TTTACTGATA TTGAAAACTC AGCGACGGGC TTTCCGTCTG AACAAGATAT TAAAGGGTTA 231660 

TTTGCCGATT TTGATACCAC CAGCAATCGC TTAGGCAATA CCGTAAAAGA TAAAAACGAC 231720 

CGCTTAACGG CTGTTTTGAA AGGCGTGGCT GAACTTGATT TTGGCAAATT TGAAGATAAC 231780 

CACATTGATT TATTTGGCGA TGCATACGAA TATCTTATTT CTAACTATGC CGCCAATGCA 231840 

GGCAAATCTG GTGGCGAATT TTTTACCCCA CAAAGTGTTT CCAAACTCAT TGCTCAAATT 231900 

GCAATGCACG GGCAAACCTC GGTCAATAAA ATTTATGACC CTGCAGCAGG TTCTGGCTCA 231960 

CTTTTGCTTC AAGCCAAAAA ACAATTTGAT GAACATATTA TTGAAGAAGG CTTTTTCGGG 232020 

CAGGAAATTA ACCATACCAC ATACAACCTT GCCCGTATGA ATATGTTTTT GCATAACATC 232080 

AACTACGACA AGTTTGATAT TGCTTTAGGC AACACCTTAA TGGAACCACA ATTTGGCGAT 232140 

AATAAACCTT TCGATGCCAT TGTTTCGAAC CCGCCTTACT CCGTGAAATG GGCTGGCTCC 232200 

GACGATCCAA CATTGATTAA TGATGAACGA TTTGCCCCCC GCAGGCGTGC TTGCACCAAA 232260 

ATCCAAAGCG GACTTTGCCT TTATTTTACA TGCGTTAAGT TATCTTTCAG CAAAAGGCCG 232320 

CGCGGCGATT GTTTCCTTCC CTGGTATTTT TTATCGTGGC GGTGCCGAGC AAAAAATTCG 232380 

TCAATATTTG GTGGATAATA ACTATGTGGA CGCGGTGATT GCGCTTGCGC CAAATCTCTT 23244 0 

TTTTGGCACC AGTATTGCGG TGAATATTTT GGTGCTTTCC AAACACAAAC CCAATTTATC 232500 

GATGCCAGCG GTTTATTTAA ATCTGCCACT AATAAC CAC A TTTTAGAAGA GGAACATATC 232 560 

GAGCAAATCC TCAAACTGTT TGCCGATAAA GAGGATGTGC CGCATTTGGC AAAATCCATA 23262 0 

TCCTTTGAAG AAATCGCCCA AAATGACTAC AACCTTGCAG TAAGTTCGTA TGTGGAACAA 23268 0 

AAAGACACTC GTGAAGTGAT TAATATTGAT GAACTCAATG CTCAAATTCG TGaAACTGTT 23274 0 

ACCAATATTG ACCACTTGCG TGCGGAAATT GACAAGATTG TTGCAGAAAT TGAAGGGTAA 232800 

AATGTAGGGT GGGCTTCAGC CCAnaTTTAC GATAACAGGT AGTGGGCTAA AGCCCaCCCT 232860 

ACGAGGAACA ATAAAAAAAC ACCATGAAAA ACAACCGCAC TTTTTTAGAA AAATTATTGG 232920 
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AGGGGTCTGA GGTTGAGTGG AAGCCTTTAG ATGAAGTTGC CAATATCGTC AATAAtGCAA 2 3298 0 

GAAAACCAGT CAAATCATCC TTACGAGTGT CAGGGAATAT TCCATATTAT GGTGCTAATA 2 33040 

ATATCCAAGA TTATGTCGAA GGATATACTC ACGAGGGCGA ATTTGTATTA ATTGCTGAAG 233100 

ATGGTTCTGC TAGTCTAGAA AATTACTCTA TTCAATGGGC TGTAGGTAAA TTTTGGGCAA 233160 

ATAACCACGT CCATGTAGTA AATGGCAAAG AAAAATTAAA TAATCGTTTT TTATACCATT 233220 

ATTTAACTAA TATGAATTTC ATTCCATTCT TAGCTGGAAA GGAACGTGCA AAATTAACAA 23 328 0 

AAGCTAAACT GCAACAAATT CCAATCCCCA TCCCCCCACT CTCCGTCCAA ACCGAAATCG 23 334 0 

TAAAAATTTT GGACGCATTG ACAGCACTTA CCAGCGAGCT TACCAGCGAG CTTACCAGCG 233400 

AGCTTACCAG CGAGCTTATA CTACGCCAGA AACAGTATGA ATACTATCGA GAAAAATTGT 233460 

TAAATATTGA TGAAATGAAC AAGGTTATTG AACTTGGTGA TGTAGGGCCT GTTCGTATGT 233520 

GTAAACGAAT TCTTAAAAAC CAAACAGCAA GCTCTGGAGA TATTCCATTT TATAAGATTG 233 58 0 

GAACTTTTGG GAAAAAGCCT GATGCCTATA TTTCAAATGA GCTTTTCCAA GAATATAAAC 2 3 3640 

AAAAATATAG CTATCCTAAA AAAGGAGATA TTCTTATATC TGCTAGCGGA ACTATTGGTA 233700 

GAACAGTTAT ATTTGATGGA GAAAATTCTT ATTTTCAAGA TAGCAATATC GTCTGGATTG 233760 

ATAATGATGA AACTCTCGTT CTTAATAAAT ATTTATATCA TTTCTATAAG ATTGCTAAAT 233820 

GGGGAATTGC AGAAGGAGGC ACCATTCAAC GTTTATATAA CGACAATTTG AAAAAAGTAA 233880 

AAATTTCTAT TCCTCCATTA AAGGAACAAC ACCGCATCGT TTCAATCCTA GATAAATTTG 233 94 0 

AAACCTTAAC CAATTCCATC ACTGAAGGCT TACCTTTAGC GATTGAACAA AGCCAAAAGC 234 000 

GGTATGAATA TTACCGAGAA TTGCTATTAA ATTTCTCGTA ACCCGTAGTG GGCTTCAGCC 23 406 0 

CACCAATTAA CCATAACAAA CGGTGGGTTA AAGCTCACCC TACAATGTAA TGAGAATATT 23412 0 

TTTATGGTGG GCTAAAGCCC ACCCTACGAA CTACAATTTG GAATAATATA TGTCTAATTA 234180 

TCGGCGCGAT TTTACTAAAG GTGGATTATA TTTTTTCACA ATTGTTTTAC AAGATAGAAC 23424 0 

AAAATCTTAT CTAACTGACT ATATCAATGA ATTTAGATCT GCATATAAAC AAACTTGTGA 234300 

ACATTATCCA TTCGAAACAG TAGCAATTTG TATTTTGCCC GATCATATTC ATTTACTGAT 234 3 60 

GCAATTACCT GAAAATGATG ATAATTACGC AATACG CATC GCATATTTAA AAACACAATT 2344 2 0 

TACACGACAA CTTCCAAAAG AATGCCGACA ATTTAATAAA AATAGACAAA ■ AATATCGAGA 234480 

ATCAGGTATT TGGCAACGCC GATTTTGGGA GCATTTAATT CGTGATGATA AAGATTTAGC 234 54 0 

GAATCATTTA GATTATATTT ATTACAATCC TGTGAAACAC GGCTATGTTG AGGTAGTAAA 234600 
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AGATTGGCCG TATTCTTCCT TCCATCGTGA TGTGAAAGCA GAGATTTATC CTGAAGATTG 234660 
GGGAGGCAAC C C AGATTTG A AAATTAAAGG TGATATATAA CAATACTGTA GGGTGGGCTT 23 4720 
CAGCCCACAA TTAACCATAA CAAACGGTGG GCTAAAGcCC ACCCTACAAT GTAATGAGAA 234780 
TATTTTTATG ATGGGCTAAA GCCCACCCTA CGAACTGAAT AACTGAAAAA TATACTAAGG 23484 0 
AAAAACCATG ACCCAATACA AAACTATCGC TGAATCCAAT AATTTTATCG TTTTAGATCA 234900 
ATATAATAAA TTTGTGGAAG AATCTAATGC TGGTTATCAA ACGGAAAGGA GCCTTGAGCG 234 960 
TGAGTTTATT CGTGATTTAC AGGCTCAAGG CTATGAGTAT TTACAATGGC TTAATAATCA 235020 
CGATGAACTG ATTAAAAACT TACGGGCGCA ATTACAACGC TTAAATAACG TGGTTTTCTC 235080 
CGATGCAGAA TGGCAACGTT TTTTAGAGGA ATATTTGGAT AAACCGAGCG ATAATCTGAT 235140 
TGAGAAAACC CGCAAAATTC ACGATGATTA TATTTATGAT TTTGTGTTCG ATAACGGACG 235200 
CATTCAGAAC ATCTATTTGC TTGATAAGAA AAATCTTGCC AATAATTCTC TGCAAGTCAT 235260 
CAATCAATTT AAGCAAACTG GCAGCTATGA TAATCGTTAT GATGTGACAA TTTTGGTGAA 235320 
TGGTTTACCC CTTTATTGAA TTAAAAAAAC GCGGCGTGGC GATTCGTGAA GCCTTTAACC 2353B0 
AAATTCACCG TTACAG CAAA GAAAGTTTCA ATAAAGaAAA TTCTCTCTTT AAATATATTC 235440 
AGATTTTTGT CATTTCTAAT GGCACGGATA CTCGCTATTT TGCTAATACG ACTAAACGCA 235500 
ATAAGAATAG CTACGACTTC ACAATGAATT GGGCAACGGC AAAAAATACT CTGATTAAAG 23 5560 
ATTTAAAGGA TTTTACCGCG ACTTTCTTGC AAAAGAATAC TTTGCTCAAT GTGTTGGTAA 235620 
ATTACTGCGT GTTTGATGTG AGTGATACGT TGTTAATTAT GCGTCCGTAT CAAATTGCCG 235680 
CAACAGAACG TATTTTATGG AAAATtCAAA TTTCTTACTT AGCAAAAAAT TGGAGTAATC 235740 
GTGAAAGTGG TGGCTATATT TGGCATACCA CAGGTTCAGG CAAAACCCTC ACCAGTTTTA 235800 
AAGCCTCTCG CCTTGCGACT GAACTTGATT TTATTGATAA AGTCTTTTTT GTGGTCGATC 235860 
GTAAAGACTT AGACTACCAA ACGATGAAAG AATATCAGCG TTTTTCGCCT GATAGCGTGA 23 592 0 
ATGGGTCGGA AAGTACCGCT GGGCTTAAAC GCAATATTGA AAAAGATGAT AACAAAATTA 23 598 0 
TCGTAACCAC CATTCAAAAA TTGAATAATT TAATGAAAAG TGAAGAAAAC CTGTCTATTT 23604 0 
ATCAAAAACA GGTGGTCTTT ATTTTCGATG AAGCACATCG CTCTCAATTT GGCGAAGCAC 236100 
AAAAAAATCT AAAACGTAAA TTCAAAAAAT TCTATCAATT TGGTTTTACT GGCACGCCTA 236160 
TTTTCCCTGA AAACGCATTA GGTGCGGAAA CGACAGCAAG TGTGTTCGGT GCGGAATTGC 23622 0 
ATTCTTATGT GATTACCGAT GCTATTCGTG ATGACAAAGT ACTGAAATTC AAAGTCGATT 236280 
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ACAACGATGT CCGCCCACAA TTTAAAGCCT TAGAAACAGA AAAAGATCCT GAAAAATTGA 236340 
CCGCACTTGA GCAGAAACAA GCCTTTTTAC ACCCTGAGCG TATTAAAGAA ATCTCGCAAT 236400 
ATTTGCTTAA CAATTTTAAA CAGAAAACCC ACCGCTTGAA TGCCACAGGT AAAGGCTTTA 236460 
ATGCAATGTT TGCGGTAAGC AGTGTAGAAG CAGCAAAACG TTATTACGAA ACCTTACAAA 236520 
ATTTACAGGC AGAGCAGGAA TATCCGTTAA AAATTGCAAC AATCTTTTCG TTTGCCGCCA 236580 
ATGAAGAACA AGATGCGATT GGCGATATTC CAGATGAGAC CTTTGAACCC ACTG CTCTAA 236640 
ACAGTACGGC AAAAGAATTT TTAACAAAAG CCATTGATGA TTACAATCAC TACTTTGGCA 236700 
CGAATTATGG CGTAGATAGT CAATCATTCC AAAATTACTA TCGCGATCTT GCCAAACGTG 236760 
TGAAAAATCA GGAAGTGGAT TTACTGATTG TGGTCGGAAT GTTCTTAACA GGCTTTGATG 236820 
CCCCTACGTT GAATACTCTT TTCGTGGACA AAAACTTGCG TTATCACGGA TTAATGCAGG .236880 
CTTTTTCTCG CACCAACCGC ATTTATGACA CAACTAAAAC CTTTGGGAAT ATCGTCACTT 236940 
TCCGCGATTT GGAACAAAAT ACCATTGATG CAATCAGGCT ATTTGGCGAT AAAAATACGA 237000 
AGAATGTCGT ACTAGAAAAA AGCTACGACA GCTATTTTAA CGGTGATGAC AATCAACGTG 237060 
GCTATGCAGA AATCGTGAAA GAATTAAAAG AAAGCTTTCC TGATCCAACA GAAATCGAAA 237120 
CAGAGCAAGA TAAAAAAGAG TTTGTAAAAT TATTTGGCGA ATATTTGCGT GTCGAAAATA 237X80 
TTTTGCAAAA TTACGATGAG TTTGCAGCAT TGCAAGCCTT ACAAGCGGTC GATTTAAATG 237240 
ATCCGATTGC AATGGAAAAA TTCAAGCAAG TACATTATGT GAATGATGAA CAAATTGCAG 237300 
AAATGCTGAA AGTACCCACT TTACCAGTAA GAGCGGAGCA AGATTATCGT TCAACTTATA 237360 
ATGATATTCG CGATTGGTTA CG CCAAAGAA AAGAGGGGAA TGATAAGGAT AATTCGCCGA 237420 
TAAATTGGGA TGATGTCGTG TTTGAAGTGG ATTTATTAAA ATCTCAAGAA ATCAATTTGG 237480 
ATTATATTCT TGCGTTAATT TTCGAACATC ATAAGAAAAA CCAAGACAAA GAGGTGTTAA 237540 
TTGATGAAAT CCGCCGCACA GTTCGTTCAA GTTTGGGTAA CCGTGCGAAA GAGAGCTTGA 237600 
TTGTCGATTT TATCAACCAA ACAAATTTAG ATGATATTCG CGATAAAGCG ACTTTAATTG 237660 
ACTCATTCTT CCTATTTGCT CAAGCAGAAG AGCGAAAAGA AGCAGAATCC TTAATTCAAG 237720 
AAGAAAATTT GAATGTCGAT GCAGCAAAAG GCTATATCAG CACTTCATTA AAACGGGAAT 237780 
ATGCCAGTGA AAACGGCACG GCACTTAATG AAGTATTGCC AAAAATGAGT CTACTTAAGC 237840 
CACAATATCT GAGTAAAAAG CAGAAGATTT TCCAAAAAAT TGCTGCATTT GTAGAGAAAT 237900 
TTAAAGGGGT TGGAGGAAAG ATTTAAATTT AATATATCAA CAATTAGACA TGTTATTAAG 237960 
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ACATAAAGGC ATTATGAATT ATGAATTAAT AATACAAAAC ATACTGGTCA ATATTTAACT 23802 0 

AGTCGTGATA ATAAAAACAG CTCCAATTTA TACTTGGAGC TGTTTTTTAT ATCGATAAAC 238080 

TTACTTTTTA CGTGCTAAAA TTCGATTTGC ACACTCTGCT GCAGCTGTTA AGCCACCTGC 238140 

CATCATAATA ATATCTTTAA TCACTAAACG ACCAACTCCA GATAAATAAG GGAAACCATA 238200 

GGCTGGCGTT GGTAAATCTC CACCTAGATT AGGCACCCAA GCCTCGGGCG TTGTGATTAA 238260 

AAATGACAGC GTGACTATTG ACATGCCAAA TGTCAGTAGG CCTCCTGCCA AACCTGCCGT 238 320 

TGCATTCCAA ATACCAGCTA AAGTAAGAAT ACCAACAGTA ACAATAATTG CTCCAATAAT 2383 80 

GTAAGAAGCC GTATAGGTGC CATTTTCTTT ATGCCATTCG ATGTTTTTTG CAACCATTTT 238440 

TCCTTCAGGA TTTTTGTGTA GTGTATATTC CATCACTAAC TCTCCTTTAT CATTCGGCAC 238500 

TAAATTTGGC CCTTTTTCAT ACATATAGCT AAAAAACGGG CTATTTGATA CAAAGTGAGC 238560 

AATTCCATCT GCCTCATATT GACAAACTTT CAAACCACCG ATCCATGCCA TTACAATAAA 238620 

AATAGCAATA CGGATAAAAT TAATAAATTG ACGCTGCATT GGTGCAACAA TTCTCGCGAC 238680 

AAATTCAACA AATGTATTAA ATACTGACAT ATAAATTTCC ACATAAAAGT AAATAAAATT 2 3874 0 

GAGAGCCTAA TTCTACTCGC TTTAATATTA AAAAGCAAAA TCAATTCCCT TTAATAAAAG 238800 

ATAAATAACG GAGAAATTTG AAAAGTTTTA CTAATTAAAA TAAAATTTGA TTTTCCCATT 238860 

TTAAGCCTCT TTATTATCTT TAAATCACAT GTAAATAATC TTTACACAAC TACCTTATAA 238920 

TATTAAAATT TACAAAATTT AAGCAAATCC TCCACATCTT CTAACCAAAG ATTTCCAATT 233980 

TTATCAATCA ATTCTCCACA ATTAAAAACA TCAGAATTTT TAGCCGCACT TTCTAAAGTA 23904 0 

TCCGCTAATT GACGTAAATG ATTTAACCCT ACCGATGCCG CTGCGCCTTT AATTTTATGG 23 9100 

GCGGTATCTT CTGTTTCTTT CATATTATCT TTTGATAATT GAGCCAGATA ATTTGGCATA 239160 

GTTTGTTTGA ATAAAGATAA ATTTTCTAAA ATTTGGGATT TTCCAAGTGT TTCTATCAGC 239220 

GCTAAATCAA ACTGTTCTGA AAGCTCATTA TCATCATTCA TTTCTATAAT AGATTCGCTT 2 39280 

TCATCCGCAA AAAATTGCTG TAGACAATGG TGTAAATCCT TAATTGAAAT GGGTTTACGT 23934 0 

AATACGCCAT CCATGCCCAT TTCTAAATAT TCTTGCTCGC TTTGCATAAC ATTGGCGGTA 239400 

AAAGCAATCA TTGGCGGTAA AAAATCATAA ATACCGTTTT CATAGTTCTC TCGCAAATAT 239460 

TGGGCAATTT CAAAACCACT CATATCTGGT AATTTAATAT CGAGCAATAG AATGTCATAA 23 9520 

ACATTTTTCT CAAATAAAGT AATCGCCTGC TTGCCATTTG TCGCAACATC AACATGATGC 239580 

CCAAGTTTTT CTAAAATAGT TTTTGCAACC ATAATATTGA GAT CAACATC TTCCACTAAA 23964 0 
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AGAGTATTCA AGGATGGTAT ATTTTnCTTA ACAGATTCTT TTTCAGAAAT TTCCTGAGCG 23 9700 

TGGAGAGTnA GATGGAAAGT CGCGCCTTTT CCTCGTTCAC TTTCAACTGT TAAATCCCCT 23 9760 

TCCCATTAAC TGAGCAAGAT TTTTAGAAAT AGCCAACCCA ATACCGCTAC CCGCACTTTG 23 9820 

CTGGCGGCTT TCTTTCACTT GATAATACAT TTCAAAAATA TGTTTTTGTT CTTCAGGTGA 23 9880 

AATCCCCATT CCTGTATCTT TCACAATAAA ATGGTAACAA TCCTGATTTC TCATAATTTT 23 994 0 

AAGAATAATA TTTCCCTGAT CCGTAAACTT CACCGCATTA CTAATTAAGT TCCACAAAAT 24 0000 

TTGGCTCAAG CGAACACGAT CAAGATTCAA CCAATTAGGC AAATTAGGTT CAAGCTCTAA 24 0060 

AGAAAAAATA AGATTTTTTT CTTTGGCGAG GAAACTAGCA AAATTATAAA TATCGTTTAA 24 0120 

TAAGGCAGGG AAATCTGTTG GCTGGCGATT TAATTCAATT CGGCTGGCAT CAATTTTTTC 240180 

CAAATCAATA ATATCG CTAA AAATATAGCC TAAACTGACC GcACTTATGT TGATAGTTTT 240240 

TAAATAATTA CGCTGGAGAT CATCCAATTC ATCATCAAGT AAAATCTGGC TAAGCCCGAC 24 03 00 

AATCCCATTC AATGGCGTGC GAAATTCATG GCTTATTGTG GCAAGTAAGG TACTTTTATC 24 0360 

ACGGCTATTT TTTTCTAACT TTTCCAATGC TTGGGATAAT TTTTTCTGAG CAGCAATTCG 24 0420 

CTCGGCGACC TCATTTTCCA ATCGATTAAC CGAGCTAGAA AGATCAAGAC GAGAATGTTC 2404 80 

AAGTTTTTCT ACTAATAAAG TGAAAAAATA AATAACAAAA GGCGCAGTGA GTAAGCCAAA 24 0540 

AGTTAC CGAA CGAAAAATAT CTACCCAAGA TATCTGATGA ACAATAAATA GACTAAATAA 240600 

AATCTGAGTA CAAAGAGCTA AAACCGCGAG AATCATCACG CCTAAAAGAG AAAAACGAAG 24 0660 

ACGCCCAAGA CGAATAACCC AATCCACATA ACTCTGAGCA AAATATTTGA AATTTTTCAT 24072 0 

CAAATCTCCT AAAACATTAT TATCGTTATA AAAAAAACCT GTGCATATAG GCTTTATTAT 24 078 0 

ATCCATAAAG TAAACGAGAT TGTTATTACT ATGTATGCGT AAGAAATGAA AAACTTAATC 24 084 0 

TTTATTAATT ATCTGTTTGA CTAAAATTTG TAATTCAGGA ATAACTTGCT CTTCAAACCA 24 0900 

AGGATTCTTT GTTACCCAAA GCTGATTACG TGGGGAAGGG TGCACGAGAG GCATAAAGTG 24 0 96 0 

CGGTAAGAAT TGACGATAAT TTTTAACAGT GTTAGTTACA TTATCTTTAT TTTCGGGTAA 241020 

ATAATATTTC TGTGCATATT GCCCAATAAG AATAGTGAGC TGAATATTAG GTAGATTCCC 24108 0 

TAAAATCATT GGATGCCATC TTTCTGCAAA ACCTTGACGA GGTGGTAAAT CACCCGATTT 24114 0 

ACCTTTTCCA GGATAATAGA AATCCATTGG AAGAACCGCA AATATCCCAG AATTATAAAA 241200 

ATAATCGTAA TCTACTCCCA ACCATTCTCG CAGACGATCA CCGCTTTTAT CATTCCAATA 241260 

CAAACGAGAT TGCTCAGCTT TTAACCCAGG AGCTTGACCA ACAATATTAA TTCGAGCTGT 241320 
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TTTAGGAGCC GAAAATAAAG GGAAAATTCC ACGTTCTGTA AAATCTTTAT TTTGAGGATC 241380 

AGCGATAATA CTTGAAGTTA TTTCGTCTAA ATTTTTAAGC ATAATGAAGG AGATTAGAAA 241440 

TGAATATATA AAGTCTATTT GAAAAATATG AAAAATCAAA ACTCTAAATG ATGTAAATAG 241500 

GTATATTTAT TAAAACTATA TTGTAGGCAA TACAAAACTA AAAACTTGAT ATTGAAATAC 24156 0 

AATCTCTATT TTCTACTTTA ATCCTTTTCA TGAAATAATG AATAAATTCC CAAAAGCTAA 241620 

AACCCCATAT CTTTCGACAC GGGGCCCTTC TGTTTTTATT TAACTTAGAT AAGTATTTGG 241680 

TAACCTGGCG GTGCCCTACT CTCACATGGG GAAACCCCAC ACTACCATCG GCATTACAGC 24174 0 

GTTTCACTTC TGAGTTCGGT ATGGTCTCAG GTGGGTCCAC CGCACTATCG CCGCCAGGAT 241800 

AATTCTTTGA TAACTCGTCT TTTCTCTTTT ATCTCTCGTC TCTTTTATCT CTCGTTACTC 241860 

AGTCTTTCCT CTACCTTTCA CTCGTTCTTA TTGGTCACAA GCTGAATCCG ATTTTCTTTC 24192 0 

TATTAAGTCT TCTATATTTA CTTTTCTTTG TTTAGTCTTT TACTTCTCTT TCGCTCTGCT 241980 

TTTATTTGCT TCGCTTTTCA TCTCTTACTT CACTTAGCTC CCAAAAACAC TTGAGCGTTG 24204 0 

TATAGTTAAG CCTCTCGGGC AATTAGTATT GGTTAGCTCA ATGACTCACA TCACTTACAC 242100 

ACCCAACCTA TCTACGTCGT AGTCTACAAC AACCCTTACT GACTTAAAGT CAGGGATGAC 242160 

TCATCTCTTG GCAAGTTTCG TGCTTAGATG CTTTCAGCAC TTATCTCTTC CGCATTTAGC 242220 

TACCCGGCAA TGCGTCTGGC GACACAACCG GAACACCAGT GATGCGTCCA CTCCGGTCCT 242280 

CTCGTACTAG GAGCAGCCCC AATCAATCAT CCTACGCCCA CGGCAGATAG GGACCGAACT 242340 

GTCTCACGAC GTTCTAAACC CAGCTCGCGT ACCACTTTAA ATGGCGAACA GCCATACCCT 242400 

TGGGACCTAC TTCAGCCCCA GGATGTGATG AGCCGACATC GAGGTGCCAA ACACCGCCGT 242460 

CGATATGAAC TCTTGGGCGG TATCAGCCTG TTATCCCCGG AGTACCTTTT ATCCGTTGAG 242520 

CGATGGCCCT TCCATTCAGA ACCACCGGAT CACTATGACC TACTTTCGTA CCTGCTCGAC 24258 0 

TTGTCTGTCT CGCAGTTAAG CTTGCTTATA CCATTGCACT AACCTCACGA TGTCCGACCG 24264 0 

TGATTAGCAA ACCTTCGTGC TCCTCCGTTA CGCTTTGGGA GGAGACCG CC "CCAGTCAAAC 242700 

TACCCACCAG ACACTGTCCG AGACCACGTT TCGTCATCTT CGTTAGAACA TCAAACGTTA 24276 0 

AAGGGTGGTA TTTCAAGGTC GCCTCCACAA TGACTGGCGT CACTGCTTCA AAGGCTCCCA 24282 0 

CCTATCCTAC ACATCAAAAT TCAATGTTCA GTGTCAAGCT ATAGTAAAGG TTCACGGGGT 24288 0 

CTTTCCGTCT AGCCGCGGGT ACACCGCATC TTCACGGCGA TTTCAATTTC ACTGAGTCTC 24294 0 

GGGTGGAGAC AGCCTGGCCA TCATTATGCC ATTCGTGCAG GTCGGAACTT ACCCGACAAG 243000 
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GAATTTCGCT ACCTTAGGAC CGTTATAGTT ACGGCCGCCG TTTACTGGGG CTTCGATCAG 243 06 0 

GTGCTTCTCT TTCGATGACA CCATCAATTA ACCTTCCAGC ACCGGGCAGG CATCACACCC 24312 0 

TATACGTCCA CTTTCGTGTT TGCAGAGTGC TGTGTTTTTA ATAAACAGTT GCAGCCAGCT 24318 0 

GGTATCTTCG ACCGGTTCAA CCTTCAGGGG CTAGCCCTTA CAATCTACGC CGGCGCACCT '24324 0 

TCTCCCGAAG TTACGGTGCT ATTTTGCCTA GTTCCTTCAC CCGAGTTCTC TCAAGCGCCT 243300 

GAGTATTCTC TACCTGACCA CCTGTGTCGG TTTTCAGTAC GGTTTAGTAA AGCCTTTCGC 24336 0 

TTAGTGGCTT TTCCTGGAAG TGTGGTATCA GTTACTTCAG CTCCGTAGAG CCTCGTCATC 243 42 0 

ATCTCTCTGT GTTAAGGAAG TCCGGATTTG CCTAAACTTC CCACCTACCA ACTTAAACGC 243480 

ACATATCCAA CAGTGCGATA ACCTAACCTA CTCCGTCCCC ACATCGCAGC TTTACCAAGT 243540 

ACAGGAATAT TAACCTGTTT CCCATCGACT ACGCTTTTCA GCCTCGCCTT AGGAGCCGAC 243 6 00 

TCACCCTGCC CCGATTAACG TTGGACAGGA ACCCTTGGTC TTCCGGCGAA CGGGTTTTTC 243 660 

ACCCGTTTTA TCGTTACTTA TGTCAGCATT CGCACTTGTG ATACGTC CAG CCCACCTCTC 243 720 

GATGAACCTT CTTCCGCTTA CACAACGCTC CCCTACCCAA CAGAATAAAT TCTGATGCCG 243780 

CAGCTTCGGT GCTATATTTC AGCCCCGTTA CATCTTCCGC GCAGGCCGAC TCGACTAGTG 24384 0 

AGCTATTACG CTTTCTTTAA ATGATGGCTG CTTCTAAGCC AACATCCTAG CTGTCTAAGC 243900 

CTTCCCACTT CGTTTCCCAC TTAATATAGA CTTGGGGAGC TTAGCTGGCG GTCTGGGTTG 243960 

TTTCCCTCTC CACGACGGAC GTTAGCACCC GCCGTGTGTC TCCTGAGTAT CACTCTTTGG 244 020 

TATTCGTAGT TTGCATCGGG TTGGTAAGCC GGGATGGCCC CCTAGCCGAA ACAGTGCTCT 2440 BO 

ACCCCCAAAG GTGTCACCTC AAGGCTCTAC CTAAATAGAT TTCGGGGAGA ACCAGCTATC 24414 0 

TCCCGGTTTG ATTGGCCTTT CACCCCCAGC CACAAGTCAT CCGCTAATTT TTCAACATTA 2442 00 

GTCGGTTCGG TCCTCCAGTT AGTGTTACCC AACCTTCAAC CTGCCCATGG CTAGATCACC 2442 60 

GGGTTTCGGG TCTATACCTT GCAACTATTC GCCCAGTTAA GACTCGGTTT CCCTTCGGCT 244320 

CCCCTATTCG GTTAACCTCG CTACAAAATA TAAGTCGCTG ACCCATTATA CAAAAGGTAC 2443 80 

GCAGTCACAA GGTTGCCCTC GCTCCCACTG CTTGTACGTA CAAGGTTTCA GGTTCTATTT 24444 0 

CACTCCCCTC ACCGGGGTTC TTTTCGCCTT TCCTTCACAG TACTGGTTCA CTATCGGTCA 244500 

ATCAGGAGTA TTTAG CCTTG GAGGATGGGC CCCCCTTCTT CAAACAGGAT ATCACGTGTC 244 560 

CCGCCCTACT TCTCGTTAGC TTAGTACCAC AATATGGTTT TTAGATACGG GATTATCACC 24462 0 

CTCTTTGATT GTGCTTCCCA ACACATTCTC CTCACTATAT TGCTATCACT TACTGGCTCT 24468 0 
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TTCGCTTTCG CTCGCCGCTA CTGACGAAAT CTCGGTTGAT TTCTTTTCCT CGGGGTACTT 244740 
AGATGTTTCA GTTCTCCCGG TTTGCCTCAA CAAGCTATGA ATTCACTTGT TGATAGTAGA 244800 
TTCTTCATCT ACTGGGTTTC CCCATTCGGA TATCTTGGAT TAAACGCCTC TTATCGACTC 244860 
ATCCAAGCTT TTCGCAGATT AGCACGTCCT TCTTCGCCTC TGATTGCCAA GGCATCCACC 244 920 
TTGTACGCTT AGTCACTTAA CTATACAACC TCAAATGTTT TCAATCACTT TACGTTTTCA 244980 
CTTCAAAGTG CGGTCAATTT GATGCGTATT TTCATTCAAC TAAACACTTG ATTGCTTTTG 245040 
TTCAATCAAG ATTTTTTTAC AAAACAGGTT TTGTTTTTAG AGTTTCCTTT TCAGTTCTCT 24S100 
CTTTCACTTT ACTGTTTTGC CTACTCAGAC TTTCTCTCGA AAATCTCTTG TTTTCAGCTT 245160 
GTTTCCAATT TTTTAAAGAA CAGTAAGACA ATCTAATAAA GTTATCTTTA ATTGGCGTCC 245220 
CCACGGGGAT TCGAACCCCG GTTACCGCCG TGAAAGGGCG ATGTCCTAGG CCTCTAGACG 245280 
ATGGGGACAT CAATTAAAGA TACTCTATTT TCTTTTTATC TTTTAACGtT TATTTTTCAA 24534 0 
CGTTGCTTTC GCTTCGTTTT TAATCTTGTC TACAACTATC AGCCAATCTG TGTGAGCACT 2454 0 0 
CGCTGTCTCT CGTCTTCAGT AAGGAGGTGA TCCAACCGCA GGTTCCCCTA CGGTTACCTT 245460 
GTTACGACTT CACCCCAGTC ATGAATCATA CCGTGGTAAA CGCCCTCCAA AAGGTTAAGC 24552 0 
TATCTACTTC TGGTACAACC CACTCCCATG GTGTGACGGG CGGTGTGTAC AAGGCCCGGG 245580 
AACGTATTCA CCGCGACATT CTGATTCGCG ATTACTAGCG ATTCCGACTT CATGGAGTCG 245640 
AGTTGCAGAC TCCAATCCGG ACTTAGACGT ACTTTATGAG ATTCGCTCCA CCTCGCAGCT 245700 
-TCGCTTCCCT CTGTATACGC CATTGTAGCA CGTGTGTAGC CCTACTCGTA AGGGCCATGA 245760 
TGACTTGACG TCATCCCCAC CTTCCTCCAG TTTATCACTG GCAGTCTCCT TTGAGTTCCC 245820 
GACCAAGTCG CTGGCAACAA AGGATAAGGG TTGCGCTCGT TGCGGGACTT AACCCAACAT 24 5880 
TTCACAACAC GAGCTGACGA CAGCCATGCA GCACCTGTCT CTAAGTTCCC GAAGGCACAA 245940 
GCTCATCTCT GAGCTCTTCT TAGGATGTCA AGAGTAGGTA AGGTTCTTCG CGTTGCATCG 246000 
AATTAAACCA CATGCTCCAC CGCTTGTGCG GGCCCCCGTC AATTCATTTG AGTTTTAACC 246060 
TTGCGGCCGT ACTCCCCAGG CGGTCGATTT ATCACGTTAG CTACGGGCAC CAAGCTCTAA 24612 0 
GCCCAATCCC CAAATCGACA GCGTTTACAG CGTGGACTAC CAGGGTATCT AATCCTGTTT 246180 
GCTCCCCACG CTTTCGCACA TGAGCGTCAG TACATTCCCA AGGGGCTGCC TTCGCCTTCG 246240 
GTATTCCTCC ACATCTCTAC GCATTTCACC GCTACACGTG GAATTCTACC CCTCCCTAAA 246300 
GTACTCTAGT TACCCAGTCT GAAATGCAAT TCCTAGGTTA AGCCCAGGGC TTTCACACCT 246360 
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CACTTAAATA ACCGCCTGCG TGCCCTTTAC GCCCAGTTAT TCCGATTAAC GCTCGCACCC 246420 
TCCGTATTAC CGCGGCTGCT GGCACGGAGT TAGCCGGTGC TTCTTCTGTA TTTAACGTCA 246480 
ATTTGATGTA CTATTAACAC ATCAACCTTC CTCAATACCG AAAGAACTTT ACAACCCGAA 246540 
GGCCTTCTTC ATTCACGCGG CATGGCTGCG TCAGGGTTCC CCCCATTGCG CAATATTCCC 246600 
CACTGCTGCC TCCCGTAGGA GTCTGGACCG TGTCTCAGTT CCAGTGTGGC TGGTCATCCT 246660 
CTCAGACCAG CTAGAGATCG CAGGCTTGGT AGGCATTTAC CCCACCAACT ACCTAATCCC 246720 
ACTTGGGCTC ATCCTATGGC ATGCGGCCTC TCAGTCCCGC ACTTTCATCT TCCGATAATA 246780 
CGCGGTATTA GCGACAGTTT CCCGTCGTTA TCCCCCTCCA TAAGCCAGAT TCCCAAGCAT 246840 
TACTCACCCG TCCGCCACTC GTCAGCAAGA AAGCAAGCTT TCTCCTGCTA CCGTTCGACT 246900 
TGCATGTGTT AAGCCTGCCG CCAGCGTTCA ATCTGAGCCA TGATCAAACT CTTCAATTCA 246960 
AGTTCAATCG CTCAATAAAC TGCTTAGCTA TAAATAAAAC ACTACTTAAA AAAGTAATGA 247020 
TGAATTTTCA GTTAAGCACC TATTAAGACT TCAAAATTAA AAATAGTTTT AAAACAAGTC 247080 
AATCAACAAG TGCCCACACA GATTGTCTGA TATATTGTTA AAGAGCAAAA AATAACGACG 247140 
CACTTGGAAA CTTAAAAAAC TTCACAACAG TGCGTCGTTG TGTGCGGTGC ATTATAGAGA 247200 
TTTTCAAATC CCTTGCAAGT ACTTTTTTGT AAAAATATTT AAAAAAATGA TCTTTTGATG 247260 
GAAATATAAA CATTTTATTA AAAAGTGCGG TTAGAATAGT CAAACTTTTA TTGCTATTAT 247320 
TTCTTACGTA ATGAAACtTC TCCACCATTA AACATCTGAA TTTTATTGCC ACATAATACT 247380 
TTTAAATAAC CACGTTCATC TATGCCTTGT TCAATACCTG AAATAACGCC TTGCTCAGTA 247440 
AGCACATTTA TTTCACTATT TGAAAACGCA TTATATGATT GCCATGCTTG TTGAAATTCC 247500 
TCATCAATAC CATTTTGTTC AAAGATATTT AAACGTGTAT ATAAATGTTG TATAAGTTTG 247560 
GGTAATAAAG TTTGTCGCTC TACATCAGGA TCAATTTCAC ACACTTCCGC ATAAGGCTGA 247620 
CTAATTTCTG TTTGTTTTGA CAACGACACA TTAATACCTA TGCCAATCAC TAAATTGAGC 247680 
ATGCCATTTT TATGATTAGC AATTTCAACT AAAATGCCAC CTAACTTTCT TTCATCAAAC 247740 
AAAATATCAT TTGGCCATTT CACTTGTACA TTTAGCACTT CCGCAATCGC CAAACCGATG 247800 
ACTAAACTTA ACCCCTCAAT TGATTTTTTA GGATCAAATG CCCAATAAAA ACTAAACATG 247860 
ATTTGCCCGG CAAAAGGCGA TAACCATTGG CGACCACGCC GACCTCGTCC TGCAGTTTGA 247920 
TATTCAGCCA CACAAAGATC GCCTTTTTTT AATGAAAGAA TATTTTGTAG TATCCATTCA 247980 
TTTGTAGAGG AAATAATCGG CTGATAATGG ATACTATAAG GAAAAAGTGC GGTTGAAATT 248040 
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TGCTGAGGAT TTAATAAAGG AAGCATTGGC ACTAAGCGAT AATCTTGTCC ATCAACGAGA 248100 
ATATCCAAAC CAATTTCACG TAATTGTTGA ATATCTTCCT CTAGATTTTT AGAAAATTTT 248160 
TCCAATTCAG ACCGCACTTT CGGCTGACAA TCCGCTAAAT ATGTCAATAA CGTAAAATTC 248220 
ATCATTCATT CCTTATGGCA AATAGTATGA AAATCATAGC ATAAATCCTA AAATTnnGTT 248280 
TTCAAAATAA AGTGAAATCT GTATAATCTC GTCGCAATAT TTTTTAACTT CAACTTATTA 248340 
GCGAGAATAT TGCAATGTCA TTACGCATTA AACAAGAnGC CCTTACTTTT GACGATGTTC 248400 
TACTCGTCCC AGCTCACTCA ACTGTGCTTC CAAATACTGC CAACCTTTCA ACTCAACTTA 248460 
CTAAAGAAAT TcGTTTAAAT ATCCCAATGC TTTCAGCAGC AATGGaTACC GTAACTGAAA 248520 
CCAAACTTGC GATCTCTTTA GCACAAGAAG GCGGTATTGG CTTTATTCAT AAAAATATGA 248580 
CGATCGAACG CCAAGCAGAT CGCGTGCGTA AAGTAAAAAA ATTCGAAAGT GGTATCGTTT 24B64 0 
CTGAACCAGT AACTGTTTTA CCAAATTTAA CGCTTGCCGA ACTTGCTGAA ATGGTGAAGA 248700 
AAAACGGATT TGCGGGCTAC CCTGTTGTAG ATGGGGAAAA TAATTTAATC GGTATCATTA 248760 
CTGGCCGTGA TACACGTTTC GTAAAAGATT TAAGCAAAAC AGTTTCACAA GTAATGACGA 248820 
AAAAAGAAGA CTTGGTGACC GTAAAAGAAG GGGCGAGTCG CGAAGAAATT TTGGaATTAA 248880 
TGCATCAACA CCGTGTTGAA AAAGTATTAG TGGTTAATGA TAGTTTCAAA CTTAAAGGTA 248940 
TGATTACCGT TAAAGACTTC CAAAAAGCAG AACAAAAACC AAATGCATGT AAAGATGAAT 249000 
TCGGTCGTTT ACGTGTCGGT GCGGCTGTAG GTGCAGGTGC TGGCAACGAA GAACGTATTG 249060 
ATGCCTTAGT GAAAGCAGGC GTAGATGTAC TATTAATTGA TTCTTCTCAC GGTCACTCAG 249120 
AAGGCGTATT ACAACGCGTT CGTGAAACTC GTGCAAAATA TCCAAATTTG CCTATCGTTG 249180 
CAGGTAACGT AG C AACGGCT GAAGGCGCAA TTGCATTAGC AGACGCAGGT GCAAGTGCTG 249240 
TAAAAGTAGG TATTGGTCCT GGTTCAATTT GTACAACTCG TATTGTAACT GGCGTAGGTG 249300 
TTCCACAAAT TACCGCTATC GCAGATGCAG CTGCTGCATT AAAAGATCGT GGTATTCCTG 249360 
TAATTGCTGA CGGTGGTATC CGTTTCTCTG GCGATATTGC AAAAGCTATC GCTGCTGGTG 24 9420 
CAAGCTGTGT AATGGTTGGC TCGATGTTTG CGGGTACAGA AGAGGCtCCA GGTGAAATCG 249480 
AACTTTATCA AGGTCGTGCA TTTAAATCTT ACCGTGGTAT GGGCTCATTA GGTGCCATGG 249540 
CGAAAGGCTC ATCAGACCGT TATTTCCAAT CGGATAACGC GGCAGATAAA CTCGTACCGG 24 9600 
AAGGTATTGA AGGCCGTATT CCATATAAAG GTTACTTAAA AGAAATCATC CACCAACAAA 249660 
TGGGTGGCTT ACGTTCTTGT ATGGGCTTAA CGGGCTGTGC AACTATTGAT GAACTACGCA 249720 
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CCAAAGCGGA ATTTGTTCGC ATTAGCGGTG CAGGCATTAA AGAAAGCCAC GTTCACGATG 24 9780 
TTGCTATTAC TAAAGAAGCA CCTAACTATC GTATGGGCTA ATCTTTAAGG TGGGCTTTAG 24 9840 
CCTGCCTTTT GCTGTTTAAA GTGCGGTTGG tTTTTGCAAA GTTTTAAATA ATATGAACCG 24 9900 
CTTACACTAT CAATAATAAG AGCATTATAA ATGACAAATA TCCACTATCA CAAAATCCTA 24 99G0 
ATCCTCGACT TTGGTTCACA ATACACTCAA CTGATTGCGC GTCGTGTGCG TGAAATCGGT 250020 
GTGTACTGCG AACTTTGGGC TTGGGATGTA ACCGAACAAn AAATCCGTGA ATTTGCTCCC 250080 
GAACTTTATC AAGGTCGTGC ATTTAAATCT TACCGTGGTA TGGGCTCATT AGGTGCCATG 2S0140 
GCGAAAGGCT CATCAGACCG TTATTTCCAA TCGGATAACG CGGCAGATAA ACTCGTACCG 250200 
GAAGGTATTG AAGGCCGTAT TCCATATAAA GGTTACTTAA AAGAAATCAT CCACCAACAA 250260 
ATGGGTGGCT TACGTTCTTG TATGGGCTTA ACGGGCTGTG CAACTATTGA TGAACTACGC 250320 
ACCAAAGCGG AATTTGTTCG CATTAGCGGT GCAGGCATTA AAGAAAGCCA CGTTCACGAT 250380 
GTTGCTATTA CTAAAGAAGC ACCTAACTAT CGTATGGGCT AATCTTTAAG GTGGGCTTTA 250440 
GCCTGCCTTT TGCTGTTTAA AGTGCGGTTG GTTTTTGCAA AGTTTTAAAT AATATGAACC 250500 
GCTTACACTA TCAATAATAA GAGCATTATA AATGACAAAT ATCCACTATC ACAAAATCCT 250560 
AATCCTCGAC TTTGGTTCAC AATACACTCA ACTGATTGCG CGTCGTGTGC GTGAAATCGG 250620 
TGTGTACTGC GAACTTTGGG CTTGGGATGT AACCGAACAA CAAATCCGTG AATTTGCTCC 250680 
AACGGGTATC ATTCTTTCTG GCAGTCCTGA AAGCACAACT GAAGAAAATA GCCCTCGTGC 250740 
ACCGGAATAT GTATTTAATG CTGGTGTACC AGTATTAGGC ATTTGCTATG GAATGCAAAC 250800 
GATGGCGATG CAACTTGGCG GCTTAACCGA AACGTCTGAT CACAGAGAGT TCGGCTATGC 250860 
TTCCGTTTCT CTTGAAAATT CCACCGCACT TTTTGCAAAT CTTAACGATA ATTTAACCGC 250920 
TTCTGAGCCA AAATTAGACG TTTGGATGAG CCACGGCGAT AAGGTAACGC GCTTACCAGA 250980 
AAACTTCAAA GTAACTGGCA CAACGCTAAC CTGCCCAATT GCTGCGATGT CTGATGAAAG 251040 
CCGTCGTTTC TACGGTGTGC AGTTCCACCC TGAAGTAACG CATACTAAAA AAGGCTTGGA 251100 
ATTATTAACC AACTTCGTAG TAAACATCTG TGGTTGCGAA ACCAAATGGA CAGCAGAAAA 251160 
CATTATCGAA GATGCCGTTG CTCGCATTAA AGAGCAAGTG GGCGATGATG AAGTGATTTT 251220 
AGGCTTATCT GGTGGTGTGG ACTCTTCTGT GGTTGCATTA CTTTTACACC GTGCTATCGG 251280 
CAAAAACTTA CACTGCGTAT TTGTGGATAA CGGTTTACTC CGCTTACACG AAGGCGACCA 251340 
AGTCATGGAA ATGTTTGGCG ATAAATTCGG TTTAAACATC ACTCGTGTTG ATGCTGAAAG 251400 
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TCGTTTCTTA GGTGAACTTG CAGGCGTATC TGATCCTGAA GCGAAACGTA AAATTATCGG 251460 

TAAAGTGTTC GTGGATGTAT TCGATGATGA ATCGAAAAAA CTCACTAATG TGAAATGGTT 251520 

GGCACAAGGT ACGATTTACC. CTGACGTAAT CGAATCTGCA GCAAGCAAAA CTGGTAAAGC 251580 

ACATGTGATT AAATCACACC ACAACGTAGG TGGCTTACCA GACTATATGA AACTTGGTTT 251640 

AGTTGAACCT TTACGTGAAT TATTTAAAGA TGAAGTACGT AAAATCGGTT TAGCATTAGG 251700 

CTTACCAGCT GAAATGATCA ACCGCCACCC ATTCCCTGGC CCAGGCTTAG GTGTGCGTGT 251760 

ATTAGGCGAA GTGAAAAAAG AATACTGCGA TTTATTACGC CGTGCGGATG CGATCTTTAT 251820 

CGAAGAATTA CGCAACAGCG GTTGGTATGA AAAAACCAGC CAAGCCTTCA GCGTATTCTT 251880 

ACCAGTGAAA TCTGTAGGTG TGATGGGCGA TGGCCGTAAA TACGATTGGG TTATTTCCCT 251940 

ACGCGCGGTA GAAACAATCG ATTTTATGAC CGCACATTGG GCACATTTGC CTTATGATTT 252000 

ATTAGGCAAA GTGTCTAACC GTATCATCAA CGAAGTGAAT GGAATTTCCC GCGTCGTATA 252060 

CGACATCAGC GGAAAACCAC CCGCAACAAT CGAGTGGGAA TAAAAAATCA CTTTTT CAGA 252120 

TACTTTCTAA TTATTTCAGT AACTTTAATA AGTGCGGTTA ATTTTCACCG CACTTTCTTT 252180 

TTGTTTAAAA GCCCTTCTAT GCCAATCACA ATGAGACTTA ACCAAATAGG CACATAAGTA 252240 

AAATAGTCAC TTGTGGTTAT TTGATTATCT AGCACAAAGA CAGCTATTAA AAAAAGCAAT 252300 

ATGGGTTCAA TATAACTCAA CACCGCAAAA ATACTAACTG GAATTTGTTG GCTTGATTTT 252360 

AAGTTGGCTG AAAGCGAAAT CGCACTCACA ATACCAAGTG CTGGTAGCAA TAACCAATAA 2 52420 

CGATATTCTT GCGTAACCAA AGAAAGCGTA TCGCTTTGAG AAAGAATATA AATAAAACAA 25248 0 

GGAATCGAAA TTAAAATAAT ATCCAATGTA ATTCCTTGTA GAGCAGGGAT TTTCATCCAT 252 54 0 

TTACGG CTTA GATAATAAAA TGGATAAACC GTACAAACCC ACAAGCTTGT CCATGAAAAA 252600 

CTTTGAGTGT GCCATAATTC ATGTGCAACA CCGCAGcAGC CAGTAAAAGC GCGATTTTCT 252660 

GAATAAATGA TAAACGTTCT TTTAACCAAG CCCATCCTAA AACAGCCATA ATCAGCGGAA 252720 

AAAGAAAATA TCCCATCGCA ATATTTATCC CTTCGCCATT TAGCGGTGCC CACATAAAGA 2527 BO 

GCCAGAATTG ACTTCCCGCA TCTAGTGTCC CCAGTAAAAA TAAAACCCAA CGCGTCCAAC 25284 0 

TTTTTCCTAA AGTTGTCGTA ATAAGAGACA AAAGAGAGCG GCAACCAATA GTCGGAAATA 252900 

GAATTAAAAG TAACCCAAAG ATCATGGTCA GCATACGCCA CGCAAAAACA TCCGTTCCGC 252960 

TAAGTGGTTG GAGCCATATA CTAAATAAAT ACAATATGCC AAATAAACAT TGTGAAAAAA 253020 

TGCACAATAA TATGCCTTGA GTGACTACTT TCATCTTGAA CTTCATTCAT CTCATCAATG 253080 
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TGATTATTAT AAAAGCCCAA GGCAATAAAA AATCTCAACT TTATTTTTTA TTGTGATAAT 253140 
ATTTTTCTCA ATAGTTACAT TTTTGAGAAA TTATCTTATG CAAACACTGG ATAAATTAGA 253200 
TCGTCATATT TTGAATGTAT TACAACAAGA TGCCATGATT CCGTTAAAAG AACTGTCAGA 253260 
GAAAGTGAAT AGTTCCGTTG CAACCTGTCA ACGACGTGTG CAATCATTAA CTGATTCAGG 253320 
CATTATTACA AAACGAGTTG CAGTTGTTTC CCCAAAAGCC GTTGGGCGTA CGATTAGCGT 253380 
ATTTGTCATG GTCGAAATGG ATAATCAACA TTCTTATTAT CAAGAGCAAT TTGAACGGAA 253440 
AATGCGTCAA GAAGACGAAG TGGTGAGCTG TTACGAAATC TCAGGGGACT ATGATTTTAT 253500 
GTTGCTACTC CATGCAAAAG ATATGGAAAG CTATCACGCA TTCACACGCC GAGTATTGAC 253560 
GGGTGAATTT CATGTAAGAA CTTATAAAAG TTTATTTGTA ATGAATTTTA CCAAAGCAGA 253620 
TAGTGGAATT ATCTTATAGA ACAAGTGCGG TAAATTTTTA CCGCACTTTG TGTATGATTA 2S3680 
GTTTAGTTTT GTCGTTTGTT TTAAGAATAA ATACCCAAGT ATTGCCGAAA CCGTTGATCC 253 74 0 
AAGTAGAATA CCTAAACGAG AAAGAGTATT GACACTTTCC CCCGCATTAG CATCAAACGC 253800 
AAGGCTTGCT AAGAACATTG ACATCGTAAA ACCGATTCCA CATAAAACCG CAACAGCAAA 253860 
AATTTGTTTA AAATTAATTC CATCCGGTnA TTTAGCTAAT CCCAATTTAA CAGAAATATA 253920 
ACTAAATCCA AATATACCGA CTGGTTTACC AATAATTaAA CCGCTTGCTA TAG CCAATAA 253980 
TAATGGCGAC GAAAT CATAT TCACATCTAT GCCTGCAAAA CTCACACCAG CATTGGCAAA 254040 
TGCGrAAAGT GGTAAAATAA CGAAAGATGA CCAAGAGGCT rAAATATGCT CGAAATCATC 254100 
TAATGGGCGT TCTCCTTTTT TACCTTTCAA TGGAATGCTA AAACCAATAA TAACGCCTGC 254160 
TAAAGTAGCA TGCACACCAG ACTTTAATAC GGAAGCCCAT AAAATTGCAC CTACGACCAT 254220 
ATAAGCGCAA AGTGCAGAAA CTCTGAAACG ATTTAGTAAT ATCAGcACAA TAATTGCCAC 254280 
GGCAGAAAAA ATTAGTGCTT GCACACTCAA TCCGTGCGAG AAAAATAATG CAATAACAAC 254340 
TATCGCACCG AGGTCATCAA TAATAGCAAG GGCAAGTAAA AATATTTTCA GTGGAAGTGG .254400 
CACTTGTTTA CTCAATAACG CCATAATTCC CAGTGCAAAA GCAATGTCTG TTGCCATTGG 254460. 
AATTGCCCAG CCATTAGCTA AACTTGGATC TTGTTTAGCG ATAAACCAAT AAACTACAGC 254520 
CGGTATAACC ATTCCGCCAA TAGCTGCAAT AGCAGGGAAA ATAGCTTGTT GATAGGTAGA 254580 
AAGCGCGCCT TCAAATAATT CTTTTTTGAC TTCCATTCCC ACTAATACAA AAAACACCGC 25464 0 
CATAAAACCA TCGTTAATCC AGTGAATTAA GGTTTTATTA ATTGAGAAAC TACCAATTTG 254700 
TAAACTTACA GGCAAATTTA AAAAATCATT ATATTGGTTG CTTAACGGCG AATTAGCCAG 254760 
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CAACATCGCA ACAACAGCTG AAAAAAGCAA TAATATACCG CCAGCAGATT CTAATTTAAA 25482 0 
AAAACGTTGG ATCAGTTTTA TCACATAAAC CCCTTTAAAA ATACATAGCA AAAAATTCAC 254880 
AAAGGAAGCA TCCTAGCATA TTTTCGAAGT TAAAGGAAAA AGTGCGGTAG ATTTTGTCGG 254 94 0 
GATTTTTAGC GAATTGTCGA TAAAATGCCA TATATTGTGA CAAAATTCAC ATTTTTAATT 255000 
TTACACAATA GAGATTTTAT CTACTTTGTA GTAGAATGCG GACCTTTTAT TTTTAGAATC 255060 
AAAAACTATG TTTTCACGCA AAGATATTAT CGTTTTAGGA ATGATGATCT TCGCCTTATT 255120 
TTTAGGTGCG GGTAATATCA TTTTTCCGCC TATGGAAGGA TTTTCCTCAG GACAACATTG 2 55180 
GACGAGTGCT TCCTTAGGCT TTGTTTTAAC TGGCGTTTTA ATGCCATTTA TTACGCTTGT 255240 
GGTGGTAGCG ATTTTAGGTC GTGGCGAAGA ACTTACTAAA GATTTACCAA AATGGGCTGG 2553 00 
CACAGGTTTC CTCGTTATAC TTTATTTAAC CATTGGCTCT ACCTTTGCAA TGCCCCGCAT 255360 
CACTAATGTT GCTTATGAAA TGGCGTGGTT GCCTTTAGGC TTAACAGAAA ATAATGCGAA 2 55420 
TGTTCGTTTT GTATTCTCAC TCATTTTTAA CTTAATCGCG ATGGGCTTTA TGATTAGCCC 255480 
AAATACGATC ATTTCAAGCG TGGGTAAATT TATGACACCA GCTTTATTAG TGTTACTTAT 2 5554 0 
TGCTGTAGCA ATTACCGTAT TTATTTCGCC TTTATCTGAA ATTCAAGCGC CAAGTAATGC 255600 
TTATGAAAAT AGCCATTCTT TATTAATCGG TTTAACTAGC GGCTATCAAA CGATGGATGT 255660 
ACTTGCAGCC ATCGCTTTCG GTGGAATTGT CGCCCGAGCA TTATCAGCGA AAAATGTGAC 255720 
AAAAACCAAA GATATTGTGA AATACACCAT TTCAGCAGGA TTTGTTTCAG TCATCTTACT 2 55 780 
TGCGGGTTTA TATTTTTCGC TTTTCTATCT AGGCGCAACT AGTGCTGCAG TTGCAGAAGG 25584 0 
GGCAACGAAT GGTGGACAAA TTTTCTCTCG TTATGTAAAT GTCTTATTCG GTTCAGCTGG 255900 
GACTTGGATT ATGGCAGGTA TTATTGTGTT AGCGAGCTTA ACAACACTTG TTGGTGTAAC 255960 
TAGCGCATCT GCTGATTATT TTTCAAAATT CTCTGTGCGT TTTTCTTATC CATTCTGGGC 256020 
CGCACTTTTT ACCGCAATGA CAATCACTGT TTCACAATAT GGTTTAACGG ATCTACTTCG 256080 
CATAACGATC CCAGCCTTGT TATTAATTTA CCCAGTAGCC ATTGTGCTTG TTTTATTGCA 256140 
ATTCTTACGA AAAAAACTTC CATCAATAAA ATTTACATAC AATAGTACAT TGCTCGTTAC 2562 00 
AGTTTGTTTT AGTTTATGTG ACAGCTTAAA TAACGTTAAA ATGTTACCAG AAAGCATCAA 256260 
TTCATTATTG AAACACTTCC CTCTTTCATC TGAAGGAATG GCTTGGTTGG TTCCGACTTT 256320 
AGTAATGTTA GTTGCAAGCA TTTTTATTGG AAAAGCATTG CATAAAACCC ATTCTTAATC 2563 80 
TCACAAAGTG TTTTATTTAT CAGCCCTGTG CCGTAAAACT CCGTCCTTCA GGGCGGAGAT 256440 
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ATAAGGCACA GGGCTGATAA ATTTCTAACC GCACTCTTTC AAAAATCAAA TTAATTTAAC 256500 
AGGTACTTTT ACGACTAATT TTTTAATTTT TTCTGTTTTT CCATTCACTA CACAGCAAGG 256560 
CTTGTGCGGT TCATAAGGAT AGAATACAGC GAACATTTTT GGTTTCATTG TGACGGTGAA 25-5620 
TTTATCATCA ATATCTGCAC AAAGTTGATA ATCATCCGCT TCGTTGTAAT CTTCATACTT 256680 
AGATAAATTC GGATAGGTTG CACCCACTTC GATATTTTCC GTGCCACGAA TAAGCACTTG 25674 0 
TACATCTAAG TATTCATGAT GTAATTCTGC TTTTTTACTG CTTGGTTCTG CAGTTTCTGG 256800 
TTCCATTACG TTCATATAAA TTTGATCGTT AATATCATGG CGACCATTCT CTAACGCATT 2 56860 
CAAATCTAAC GTATTTAAAT AATCACATAC TTCAGCAATC ACTTTTGGTA AACCAACTTT 256920 
AAAATTTGGG TTGGTTAAAC TGCTAATAAT CATAGAATTT TCCTTATAGT GGATAAAAGT 2 56 98 0 
TACACTATGA TACCAAGTCA GTTAAATGAA ATAAAGCCAC CGATTACATC ATCTCTCTTG 2 57 040 
ATTAATCCAA TTAGCTCTTG TAGTACCGAG TGGAAGAGAG CAAATATCTT GCCAACTTAT 257100 
TGACGCATAA AGTCTAAACA ATGAAATTAC GGCATTAACA CAAGCATTTT CAGAAAAAAT 257160 
ATTATCAAGA GGCTTATGAG GACCTGTAAA ATGAAAAATA TTAGGAGAAG TATCAAGAGT 257220 
ATTAATTGAA ATCATATGAA CTAATTGTAA TGTTGAATAG CGTTTAGCAA AATAAAGTTG 257280 
AAGATCATTT TGCCACGATT CAGAAATATC TCCTGTATGT AAAATAAAAA CAGAGAGATT 257340 
TTCATTGTGC ATTAATAAAG ATTTCAGTGT AATTTCTACA TTAAGGAAGA TAATTAGCAT 257400 
CACTAGCCAT CATTACATTA TATTTCATAT AAAAGAACCT AATTTCAGAG AGrACAATCA 257460 
ATTTTTAGGA GGAAAATACT GTCGAAACAA TGATAATTAA GTTGGTAATG TGAAATAAAG 2 57520 
TTAGCCATTA AAG CCAAACA TCCTGTATAA TGCACGGGCT TTATTTTCTA CATTAGCGTG 2 57580 
CGGCTATCAA AAGAAATTTT TAAACGCCCA AAGTGCGGTC ATTTTTTCGA AAGATTTCTT 25764 0 
TTGCTAGTCG CAATCTGGGA AATAAGG CAT TGTTTTTAAT ATAAATTTTA AGGAAAACAT 2 57700 
TGTGAATCCA ATTGTTAAAC AATTTAAATA CGGTCAGCAT ACCGTTACTC TAGAAACTGG 257760 
TGCGATTGCA CGTCAAGCAA CGGCTGCGGT TATGGCAAGC ATGGACGATA CCACGGTATT 25782 0 
CGTGACTGTT GTTGCTAAAA AAGATGTGAA AGAAGGTCAA GACTTCTTCC CATTAACCGT 257880 
AAACTACCAA GAGCGTACTT ATGCGGCGGG TAAAATCCCG GGTGGTTTCT TCAAACGTGA 257 94 0 
AGGTCGTCCA TCTGAAGGCG AAACTTTAAT TGCACGTTTA ATTGACCGTC CAATTCGTCC 25 8000 
ATTATTCCCA GAAGGTTTCT TCAATGAAAT CCAAGTTGTG GCAACTGTGG TTTCTGTAAA 258060 
CCCACAAATC AGCCCAGACT TAGTGGCAAT GATCGGTGCT TCTGCAGCAT TAACCTTATC 25812 0 
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TGGTGTGCCT TTCAACGGCC CTATCGGTGC AGCGCGTGTT GGrtTTATCG ACAACCAATT 2S8ie 0 
CGTATTAAAC CCAACTATGG CAGAACAAAA ACAAAGCCGT TTGGACTTAG TGGTTGCAGG 2S8240 
CACTGACAAA GCCGTATTAA TGGTTGAATC TGAAGCTGAT ATTTTAACTG AAGAACAAAT 258300 
GTTAGCAGCG GTCGTATTCG GTCATCAACA ACAACAAGTT GTAGTTGAAG CAATCAAAGA 258360 
ATTTGCAAAA GAAGCGGGCA AACCACGTTG GGATTGGGTT GCACCACAAC CAAACACAGA 258420 
TTTAATCAAC AAAGTAAAAG CGATTGCTGA AGCACGTTTA GGCGATGCAT ACCGCATTAC 258480 
TGAAAAACAA TTACGTTACG AACAGATCGA TGCGATTAAA GCGGATGTAA yTGCGCAAAT 258540 
CACAGCTGAA GATGAAGAAA yCAGCGAAGG TAAAATCGTG GATATTTTCA CCGCACTTGA 258600 
( AAGCCAAATC GTTCGTGGTC GTATCATTGC AGGCGAACCA CGTATTGACG GTCGTACCGT 258660 
TGATACTGTT CGTGCATTAG ATATTTGCAC TGGTGTATTA CCACGTACTC ACGGTTCTGC 258720 
GATTTTTACT CGTGGCGAAA CGCAAGCATT AGCTGTTGCA ACCTTAGGTA CCGAACGTGA 258780 
TGCACAAATC ATTGATGAAT TAACGGGTGA ACGTCAAGAT CACTTCTTAT TCCATTATAA 258840 
TTTCCCTCCA TATTCTGTAG GCGAAACAGG TATGATCGGC TCGCCAAAAC GTCGTGAGAT 258800 
CGGTCACGGT CGTTTAGCAA AACGTGGTGT AGCGGCTGTT ATGCCAAGCC TTGCAGAATT 258960 
CCCGTATGTT GTGCGTGTAG TATCTGAAAT CACTGAATCT AACGGTTCTT CTTCTATGGC 259020 
GTCTGTATGT GGTGCGTCTT TAGCATTAAT GGATGCGGGC GTTCCAATCA AAGCTGCTGT 259080 
TGCAGGTATC GCAATGGGCT TAGTGAAAGA AGAAGAAAAA TTTGTGGTGC TTTCAGATAT 259140 
TTTAGGCGAT GAAGACCATT TAGGCGATAT GGACTTTAAA GTGGCTGGTA CACGTGAAGG 259200 
TGTAACCGCC CTTCAAATGG ACATCAAAAT TGAAGGTATC ACCCCTGAAA TTATGCAAAT 259260 
TGCATTAAAC CAAGCGAAAA GTGCACGTAT GCACATTCTT GGTGTAATGG AACAAGCAAT 259320 
TCCTGCTCCA CGTGCTGATA TTTCTGACTA CGCACCGCGC ATCTATACAA TGAAAATCGA 259380 
TCCTAAGAAA ATCAAAGATG TGATTGGTAA AGGTGGTGCA ACAATCCGTT CACTAACTGA 259440 
AGAAACTGGT ACATCAATTG ACATTGATGA CGATGGTACA GTGAAAATTG CCGCAGTAGA 259500 
CAGCAATGCA GCGAAAAACG TAATGGGACG TATTGAAGAA ATCGTTGCAG AAGTTGAAGC 259560 . 
TGGCGTAATT TACAAAGGTA AAGTCACTCG TCTTGCTGAT TTTGGTGCAT TCGTCGCAAT 259620 
CGTTGGAAAT AAAGAAGGTT TAGTTCATAT TTCTCAAATT GCTGAAGAGC GTGTAGAAAA 259680 
AGTTAGCGAT. TACCTTCAAG TGGGTCAAGA AGTAAACGTA AAAGTTGTTG AAATCGATCG 259740 
TCAAGGTCGT ATTCGTTTAA CAATGAAAGA CTTGGCTCCA AAACAAGAAA CTGAAATTAA 2S9800 
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CCAAGAAGAT 


TCTGTCGAAG AACAGGAATA ATCTTGGAAT ATAGAATCAA AACTTGGTAG 


259860 


CATTCGCTGC 


CAAGTTTTGT TGTTTTCCAA CTTTTAGGCA TAAAGAAAGC 


AAATGCGGTG 


259920 


TTTTCGCTTA 


TCTCGCCATT TTATAGTCTA TTTATTTAGC TTATGTGCGA TCTTACTCCT 


259980 


TGCTGGCTGT 


GTTCAGTCTA GGGGCGGTTT TGTGTCTAAA AATCATGTCG 


TGTTGGCTGA 


260040 


ACAAAACCCG 


AATACTCACT TTGAACAAGA AGTGATGATC GTGCGATTAA 


GCCAAGTACT 


260100 


ACTGGTTGGA. AAAATGAGTA ATGAAGAACG CGCATCGCTA CATTTTGAAC 


GTGGCGTACT 


260160 


CTATGATTCT 


CTTGGATTAT GGGGACTTGC TCGTTATGAT CTTACTCAAG 


CCCTTGCATT 


260220 


ACAGCCGAAA 


ATGGCATCTG TGTACAATTA CTTAGGGCTT TATTTATTGC 


TTGAAGAAGA 


260280 


TTACGACGGC 


GCATTGGATG CTTTCAATAC GGTGTTTGAA TTAGATTCAG 


GTTATGACTA 


260240 


TACCCACCTT 


AATCGTGGTT TAAATTTTTA TTATGTAGGG CGCTACCATC 


TTGCTCAGCA 


260400 


AGATTTCTTA 


CAGTTCTACC AAGCCGATAA AAAAGATCCC TATCGTGTCT TATGGCTATA 


260460 


TTTGAACGAA 


CAAAAATTAA AACCACAAGA AGCCCAAACA AACCTTGTTG 


AACGAGCAAA 


260520 


AGGGCTATCA 


GAGGACTTCT GGGGTACACA TATCGTTCAA TATTACTTAG 


GACACATCTC 


260580 


TGTAGAAGAA 


TTGCAACAAC GTGCAAGTGA ATTTGCCGAA AATTCACAAC 


AATATGCTGA 


260640 


AATTCTCACA GAAACCTATT TTTATCTAGC AAAACAAAAA CTCAATGTAG 


GGCTAGTAGA 


260700 


TGAAGCAGCA GCTTTATTTA AACTAGCTAT GGCAAATCAG GTTTATAACT 


TTGTTGAGTA 


260760 


TCGTTTTGCC 


GCGTTTGAAC TCATGAAATT AAAACCGGTT CAAACAGAAG 


ACGAAAAAGA 


260820 


AGAGAAAAGT 


GCGGTAACAA AAGCGATTGT TTTCTAAAAA TCAATCCAAA ACTTACCGCT 


260880 


CTTTGCAGTA 


GAACGAATAG AAAAATTCAT TCGCTCTGCT CAACTTAATA 


AACCGAAGGC 


260940 


CTCTTTGAGC TTTCCTTATT TATATTCGAG TATTTTAATG ACTGACAAAA 


TTACTTTCAA 


261000 


TGACTTAGGC 


TTACCTGAGT TCATCTTAAA AGCTGTTTCT GACTTAGGTT 


TTGAAACACC 


261060 


TTCTCCAATT 


CAACAATCTT GTATCCCGCA TTTGCTCAAT GGCAATGATG 


TGCTAGGTAT 


261120 


GGCACAAACA 


GGTAGTGGTA AAACCG CTG C CTTTGCACTG CCTTTACTCG 


CGCAAATTGA 


261180 


TCCAAGTGAA 


AAACATCCAC AAATGTTAGT AATGGCACCT ACACGCGAAC 


TTGCTATTCA 


261240 


AGTTGCCGAT 


GCGTGCGAAC TATTTGTTAA ATATGCACAG GGCACTCGCA 


TTGTTACCTT 


261300 


ATATGGTGGC 


CAACGTTATG ACATCCAACT TCGTGCATTA AAACAAGGCG 


CACAAGTGGT 


261360 


TGTGGGTACA 


CCAGGCCGTA TTCTTGACCA TATTCGTCGC GGAACATTAA 


ATCTTTCTGA 


261420 


ACTTCGTTTT 


ATCGTATTAG ATGAAGCCGA TGAAATGCTA CGCATGGGTT 


TCATTGATGA 


261480 
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TGTAGAAACC GTCATGGCAG AATTACCAGA AAATCATCAA ACTGCGTTAT TCTCTGCAAC 261540 
AATGCCTGAA CCGATCCGTC GTATTACGAA ACGTTTTATG AATGATCCAC AAGAAGTGAA 261600 
GATCAAAGTG AATAACGAAA ATGCCCCAGA TATCGACCAA AGTTGTTGGT ATGTACACGG 261660 
CGTGCGTAAA AACGAAGCCC TTCTTCGTTT CTTAGAAGTG GAAGATTTTG ATGCAGCGAT 261720 
TATCTTTGCT CGCACTAAAA CTGGTACTTT AGACATTACA GAACTACTTG AAAAAAATGG 261780 
TTTCCGTTCT GCCGCACTTA ATGGTGATAT GACACAACAA TTACG CGAAC AAACCCTCGA 26184 0 
TCGCTTACGT AACGGCAGTT TAGATATTGT TGTGGCAACC GATGTGGCTG CACGCGGTAT 261900 
TGATATTGAA CGTATCAGCC TTGTGGTGAA CTACGACATT CCGCTTGATG CAGAATCTTA 261960 
TGTACACCGA ATTGGGCGTA CTGGTCGTGC AGGTCGTTCT GGCCGTGCTT TATTATTTGT 262020 
TGAACCTCGC GAGCGTCGTT TACTTCGTAA TATTGAACAC CTAATGAAAA AAGGTATCAA 262080 
TGAAGTAGAA TTGCCAAATC ATCTTGTGTT ACAAGAATGC CGCCGCAAAA AATTTGTCGC 262140 
CAAAATTACG AAACAACTCG AGCATCACGA TTTAGAACAA TATCGTAGTT TATTAGAAGA 262200 
CTTATTCACA GCCGATCAGG ATCAAGAAAA TATTGCTGCA GCAATGTTGA TGCTGCTTCA 262260 
AGGCAAACAA AAACTCATTC TTCCACCTGA TCCACCAATG GAAAAACGTC GTCGTGAACG 262320 
TAATGATCGC GGTGATCGCC GTGAAAATCC ACGTTCAGCT GAACGTCGTG GCGAACGTAA 262380 
AGGCTATGGA AATCCACAAC CAATGGATTT ATATCGTATC GAAGTCGGTC GTGCAGATGG 262440 
TGTAGAAGTT CGCCATATCG TTGGTGCGAT TGCTAACGAA GGCGATATTA ACAGCCGTTA 262500 
TATTGGTCAT ATTAAACTTT ATGATGATTA CACTACCGTT GAATTGCCAC AAGGTATGCC 262560 
GAAAGAATTA TTGCAACAAT TCGCTAAAAC ACGCGTATTG AATAAACAAA TGCAAATGTC 262620 
TTTCTTAGGT GCAGTAAAAT CCGATAATTC CCGTGGCAGC GATGATTTTA ACGGTAAACG 262680 
SAAAGGTCGT GGTGGCGATT TCCGTGGAGA GCGCGGACGT GAACGCGGCA ATGATAATCG 262740 
TGGAAATCGT AAATTTAATG AAAAAAGTAA CCGCACTTTT AGCGACAAAC CACGCCGTGA 262800 
TCGTAGATCA TCATTCTAAA AATAAATCGT CTGATATTTT ACATACACTT AGCCCCTTGA 26,860 
ACCTCAAGGG GGCTTTTATT GTCTATAGTG AAAGTTTTGG CTACAATCCC ATAACTTTTT 262920 
TATATAGGAA AAATCATTGA AAGGTCTTTT TTTACGTATT ATTACTGCTC TAG CGTTATT 262980 
ATTTTGGGCT ATTGATATGG TGTTCCCATG GCAATTTTTA CGTCATACTG AAGAAAATCA 263040 
TTATACTGCA ATTCAAGCTA GGGGATCACT TTATGTAGGA ACAATAAATA ACCAGATTTC 26 310 0 
TTATTTTATT AATAAAGATA GCGAACGAGG CTTTGAATAT GAATTAGCCA AAGCATTTGC 263160 
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TGATACTTTA GGCGTAGAAC TCGAAATGAA AATTTTCGAT AATCAAGAGC AGTTATTTGA 26322 0 

TGAACTTGAT AAACACAATA TTGATTTAGC TGCCGCCCAC CTTTTATACC ATCCTAAAAA 263280 

TGCGGAACGT TTCCAAATAG GTCCTGCATA TCATTCTGCT TCATGGCAAT TAGCTTATCG 26334 0 

AAAAAATGAA AATCGTCCTA AAAATTTAGG TAACGTAAAG AAAGATATTT ATATCTCAAA 263400 

TAATTTAGCA TTAGAAGAAA CGCTAAAAGA ATTACAAAAA CAATATCCAC AATTAATTTG 263460 

GAAAAGAAAT CAAGCACTTA CTCAAGAAGA ACTATTACTA CAACTGGCTG AAGGCAAAAT 26352 0 

TCCTTACGTT ATTG CAAATT CTATTGATAT TGCTGCAATT CAACAAATCA AACCAGAGTT 263580 

AGCCATTGCC TTTGATATTA CTGATGAAGC AAACGTTCAC TGGTATTTAC CCAATAACCC 263640 

CTACCGCGAT CTACAAACGG CTTTACTCAA TTTTATGAAT AATGCCGAAG AAACGGGACT 263700 

TTTAGATAAT TTAAAAGAAA AATATTTAGG ACATATTTCA CAATTTGATT ACGTGGATAC 263760 

GCGCTCTTAT ATGAACGCAA TTGAAAATAC CCTGCCACAA TTCTCACCGC TCTTTGAAAA 263820 

ATACAAAGGT GAATTAGATT GGCGACTACT CGCAGCAGTG GCTTATCAAG AATCTCATTG 263880 

GAATCCTGAC GCAACATCGC CAACTGGAGT ACGTGGCATA ATGATGCTCA CCAAAAATAC 26394 0 

CGCACAACAT ATGAAAATCA GTGATAGAAC AGATCCTGAA CAAAGTATTA AAGCTGGTTC 264000 

AGAGTATTTA CACTGGTTGA TTAGTCAGCT TCCTGAAAGC ATTGAAAAGG AAGAAAGAAT 264 06 0 

TTGGTTTGCC TTAGTTGCCT ATAACATAGG ACTCGGTCAC TTAATTGATG CACGCCGTTT 26412 0 

AACTCAAAAT CTTGGAGGAA ATCCAGATAA TTGGTTCGAT GTGAAAAAAA ATCTGCCTTT 26418 0 

ATTAGCAGAA AAACGCTATT ATTCCCAACT GAAATACGGC TATGCGCGAG GCTATGAAGC 26424 0 

CCATCAATAT GTAGAAAATA TTCGCCGCTA TATGAATAGC ATAGTGAATT ATCATCGAGT 264300 

CCAAGAAAAT CAAACAACGA ATGATAATGC CAACAACGAA AGTGCGGTTA AAAATTTAGA 26436 0 

AGAAATAAAA GAAAATAAGG ATTAATAAAA TGTTAAAACG TAAAACTTTT CTTAAAAAGA 264420 

AAGCTAATTT ACAACAAAGT TCTTTATCAC GTAATCTACG TTTAAGACGT TTAAAACACC 264480 

GCAAACAACA ACAATTTTCG AGACATTCAT TACAATTTGT CGTACAAGAA ATTTGTTGCT 26454 0 

AAGTAATCTA TTTTTCTTAT CAAAATAAAG AAAAAATAAC CGCACTTTTT TATGTAATTT 264 6 00 

ATATCATTAA AGTGCGATCT TTGTTTTACA ATAATCGTAA AATATATTGT GAAATTTTAT 264660 

AGATTAATCA ATATTTTATT CTAATTTTAT CCCTAAGTTT CCAATTTTCA CACCGACTAG 264720 

ACCAATCGAG ACGGGATCAA AATAATCCCC TAAAAATTTG AACAATTCAT TTAACTCTGT 264780 

AAAAGAACGC TGAATTTTTA TTTGATCCTC CACTTTACGC ACAAATTCAT AGCGTATGTT 26484 0 
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ATTTTCCTTC AAAATAAGCT GTTAGAGTTA AATAAATCGT TTCAAAGAAA TGGCT TT T T G 26490 0 
CCCCCTCCTC TCCGGGATCA CTAATACGCA CATTCCACGT ATTATTAAGT AGAATTTGAG 264960 
GCTGTTTTGA CATATTTTAC TCCTTGCTAT TTTTAACCTA AGAAAAACCC GATTATAAAG 265020 
TTTCTGTAAT CAAAAAAATT TATAATCGGG CTTTTCAAAT ATTTTCCCTG GGTGTTTCGC 265080 
CTTACGTTGG TAACTGCCTT TCCCTTTACG TTTTTTCTCA ACACGCTGAC GAAATAATTT 265140 
ATCGCCTAGC AATGCCATCA CTGCATTATC TTTTATCACG CCTCGAGTGT GCAAATAAAC 263200 
GGTTTCATTT TCAACCGCAC TTTTTTGTTT CTTTCTCATA AATTTTCCTT AAAAAAGCCG 265260 
CGGAAGGATT TCCACGGCTG GTGTATTATA CATGCAAACG TTTAAATTAC AAAATCTCAA 26532 0 
GTACAGTTTC TGGTGGACGC CCGATTTTAG CTTTATCGCC ATTAATAACA ATTGGGCGTT 26538 0 
CAATAAGTGC TGAATGTTCA CTTATCGCTT TAAATAATTC TGCTTGAGAA AGATCTAAAT 26544 0 
TATCTAAATT TAAGCTTTTA TATAGTTCAT CTTTCGTGCG CATCATTTGG CGAACATCAT 265500 
CAATTCCCAA TTTTTTGGCA ATGCTTTGTA ATTCATTAAC GGAATACTGC TTTTGCAAAT 265560 
ACAGTTCAAT AATCGGCTGA ATACCTTTAT TTTCTAATAA TGCTAGCGTT TCACGGCTTT 265620 
TTGAGCAATG TGGGTTGTGA TAAATAATAA CAGACATAGG ATTTCCTCTT AGTAGCTATA 265680 
AACACTGTAA ATTTTAACTT ATAATGGCAA AAAAATACTT ATAGGAAAAG AAATTATGCT 265740 
AGAAATGTTA AAAAGCTGGT ACTCACGCCG TTTAAGTGAT CCTCAAGCGA TGGGACTATT 265800 
AGCTATATTA TTATTTGGCT TTATCTCCAT TTATTTTT T T GGAGATTTAA TTGCGCCTTT 265860 
GTTGATTGCT CTAGTACTAT CCTATTTACT TGAAATACCA ATCAATTTTT TAAATCAATA 265920 
TTTAAAATGC CCAAGAATGT TAGCGACAAT TCTTATTTTC GGTAGTTTTA TTGGTCTAGC 265980 
AGCAGTTTTC TTTTTGGTAT TGGTGCCAAT GTTGTGGAAT CAAACTATTT CCTTATTAAG 26604 0 
TGATTTGCCC GCTATGTTTA ATAAATCTAA TGAATGGCTA CTCAATTTAC CTAAAAATTA 266100 
TCCTGAACTT ATTGATTATT CAATGGTAGA TTCTATTTTC AATTCTGTGC GAGAAAAAAT 266160 
CCTTGGTTTT GGCGAATCTG CTGTAAAACT TTCTTTAGCC TCTATTATGA ACCTGGTTTC 266220 
TTTAGGGATT TATGCCTTTT TAGTGCCATT AATGATGTTT TTTATGTTGA AAGATAAATC 266280 
AGAACTTTTA CAAGGCGTTA GCCGTTTCTT ACCGAAAAAT AGAAATCTCG CATTTAAAGA 266340 
TGGAAAGAAA TGCAACAACA AATTTCTAAT TACATTCACG GAAAATTATT AGAAATACTG 2664 00 
ATTGTCACTT TAATCACTTA TATTATTTTC TTAATTTTCG GGCTAAATTA TCCGCTCTTA 266460 
TTGGCTTTTG CGGTGGGTCT TTCAGTTCTC GTCCCTTATA TTGGCGCAGT TATTGTCACG 266520 
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ATTCCTGTTG CATTGGTTGC TTTATTCCAG TTTGGAATCA GCCCAACATT TTGGTACATC 266580 
ATTATTGCTT TTGCTGTAAG CCAACTTTTA GATGGAAATC TCCTTGTGCC TTATTTATTT 266640 
TCTGAAGCCG TCAATTTACA TCCACTAATT ATAATCATTT CAGTATTAAT TTTTGGCGGT 266700 
TTATGGGGAT TTTGGGGTGT ATTCTTTGCC ATTCCTTTAG CCACTTTAGT AAAGGCCGTA 26676 0 
ATAAATGCCT TACCTCAAGA TTAAATAATC TTTGAATTTT AAGTAGTCTA TTTCAATTAG 266820 
AGCTTTATAT AAATAAAAAA TAGTTAATCG TAAATTTTCG ATTAACTATT TTTTTAATTT 266880 
ATTCTAAAAG TAAATTAACT AAGGTAATTC ATCAATTTCT TTATCTACTT TAGGTGGGAT 26694 0 
CATATGTTCA CGACGTAAAC CAACATCGTA TGCAATGGCA ATGGCAACAA AAATCGAGGA 267000 
ATAAGTACCA AATCCAATAC CTACGAGTAA AGCAAGTGAA AAGTTATGAA TGGAAGGACC 26 7060 
ACCAAAGAAG AACAATGCCA TCACGACAAC TAATGTAGTA ACCGAAGTAA TGATAGTTCT 26712 0 
TGATAAAGTT TGCGTTAAAG AAATATCAAT AATATCAATC GTATCCAATC GTCTAATTTT 267180 
TCGGAAATTT TCACGAACCC GGTCAAATAC CACAATACTA TCGTTGATGG AGTAACCCAC 267240 
CACAGATAAA ATCGCTGCGA CAAAAGTAAG ATCAATTTCA ATTTGTAATG CAGAGAATAC 2 673 00 
CCCTAGCGTA ATAATGACGT CGTGCGCAAG AGAAGCGATA CTGCCAAAGC CTAAACGCCA 267360 
TTCAAAACGT GACCCCACAT AAATAAGCAC CATTGCTAAT GTCGCTAAAG TCGCATATAC 267420 
CGCACCTTGT GCTAATTCTT CACCAACATT TGGGCCAACG AACTCAATAC TGCGAATTTG 2 67480 
AATGTCTTTA TCTACATTCT GTAGCATACT TTTGACGTGT TCACCAATGG TAGAATCATT 26754 0 
ATTACTTGCA GGTAAACGAA TCATCACATC CTGAACCGAT CCTGTGGTTT GTACAATTGG 26 7600 
GCTTTCAATT CCATTTTCGT GAAGTTTACT ACGAATTTGT TCAAGGTTAG CGGACTGCGA 267660 
GAAGTGAGTA TCAAATACCA CTCCACCAGT AAAATCTAAG CCCCAGTTAA ATCCTTTGGT 2 67720 
AATAATAAAA AATAGAGAAA TTACCATCAA AAGTGCGGAT AATATATAAC CCAATTTACG 267780 
CACTTTCATA AATTCAGTCA ATGGGAACGG GAGCTTTATC CCATTGATTT CACGGATAAA 267840 
ATGTCCGTCT TTATCTTTTG TAAAAAGTTT CATCATTTCC CGCCTAAATT AATAATTTTT 267900 
TAAGTTGTTT ACCACCGTAA AGGGCATTAA CTAATGCGCG AGTTCCTGTA ATCGCGGTAA 267 960 
ACATAGAAAT CGCAACACCA AGTGAAAGCG TAATCGCAAA ACCTTGAATT GGGCCTGTTC 26802 0 
CTACCGCGTA TAGAATAATT GCGGTTAAGA TTGTGGTTAA GTTTGCATCA AAAATAGAAG 268080 
TAAATGCGCC GTTATAACCT TCATTAATGG CTTGCTGAAT TGAACGACCA TTACGAATTT 26814 0 
CTTCTTTAAT ACGTTCAAAA ATCAATACAT TCGCATCTAC TGACATACCT AAAGTTAAAA 26 8200 
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CGATACCCGC AATACCCGGC ATTGAAAGTG TCGCGCCGGG TAAAATAGAC ATTAATCCCA 268260 
CAAGTAATAC GATATTAATA ACAAGTGCAA AACTTGCAAT CACACCAAAC ATTTTGTAGT. 268320 
AAAACAACAT AAAGGCAATA AGAGCAACTA ATCCCCAAAG ACTCGCATTA ATCCCTTGCT 268380 
CTACGTTTTG CGCACCTAAT GATGGGCCAA TTGTGCGTTC TTCAACAATT TGAATTGGTG 268440 
CAATTAATGC ACCAGATTTC AATAAGGTAG AAAGATTATG TGCTTCCGCA ATGCTATCAA 268500 
CACCAGTAAT TTGGAAATTA GAACCAAAAC GTCCTTGAAT TGTTGCAACA TTAATCACTT 268560 
CTTCATGCTT TTCTAAAATA GTTTTACCAT TTTCATCTTT TTTACCGTTA TCTTTATATT 268620 
CAACATAAAG CGTTGCCATT GGTTTCTTGT AATATTTTTT AGTGGTCTGA GACATAATCT 268680 
CGCCACCTTC GCTATCCAAG GTTACACTCA CTTGTGGCGT GCTTGAATGC TGATCTAAAC 268740 
CAGAGCTTGA ATTAATAATA TGCTCCCCGC CTAATACGGC ACGTTTAAAT AATGCAACAG 268800 
. GATGACCTTG GCGATCATAT TTAACTTCCG AATCAGCTGG TAACATATTA CGAGAAATAG 268860 
CATCAGCCGT AACATTTTGA TTTACGATAC GAAACTCAAG TGTTGCCGTT GCCCCTAAAA 268920 
TTTCTTTTGC ACGTGCAGTG TCTTGAACAC CTGGTAATTC AATCACAATA CGCTCCGCAC 268980 
CTTGACGTTG AATTACCGCT TCTGCAACAC CTAATTCAGC AACACGTTTA CGTAAAATCG 269040 
TTAAGTTTTG CTCAATGGCT AAGTCGCGTG CTTCATTTAA TGCTGCAGTA GATAGCCCTA 269100 
AATTAATACT ATCAG CATCA GGCTCAGTAA TATCTAATGT TGGATGTAAT TGGCGAATAA 269160 
TTCGCTCAGC TTTAGCACGC TGGCTCACAT TAGCTAAGGT TATCAACGTA CCAAAATGCT 269220 
CAGTATTTTT AATGGCAGTA TATTGAATTT TTTCTTTACG AAGTTCGCCA CGCAAACTGT 269280 
CTTGTAATTG CTCTTGGCGT TTTACAAGTG TGGCATTCAT ATCGACTTCC ATCAAAAAAC 269340 
GAACCCCACC GCGTAAGTCT AATCCCCATT TCATAGGATT CGCACCAAAC ATACTTAACC 269400 
AAGCTGGAGT GGCTGGAGCA AGATTTAATG CGGTGGTGTA ATTATTGCCA AGACGTTCAG 269460 
CAATTTTATC TTTAGCAAGA AGTTGATCAT CGGTATTAGT AAAACGAGCT AGAATTGAGC 269520 
CATTCTCAAG CACGATAGAT TTGGTTGGAA GATTATTGGT TTTAAGCACA TCTTGAACTT 269580 
GTCCAAGCAC GCTAGTATTT GCTTCTTGAC CGCGTGTACC GGAAATTTGC ACCGCAGGAT 269640 
CTTCACCATA AATATTTGGA AGAGAATATA AAATCCCGAT GGCCACAATA AAAATAACCA 269700 
TCAAATTCTT CCATAATGGA TAACGGTTTA ACATAGTTTT CCTTTTCTTT TCTAACGCAC 26 9760 
AGAGCCACAA TGCGTGGCTC TGGAAAATAA TTTAATGTTA TTCTTAAAGT GATTTTAATG 269820 
AACCTTTAGG AAGAACGCTC ACAATGTAGT TACGATTAAT CGTAATTTCT GTCGTGTCGT 26 9880 
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TTAACGCAAT CACGATGCTA TCGCTACCTT CGGTTACTTT AGTAATTTTG CCGATTACAC 26 9940 
CACCAGCGGT TAAAACTTCA GTACCTTTTG CAAGCTCAGA CATCAATTTT TTGTGTTCTT 270000 
TATTGCGTTT AGCTTGCGGG CGATAAATCA TAAAGTAGAA AATTAAACCA AAGATCACGA 270060 
AAATAAATAG CGTGGACATT GGGCTTTGTG CTTCCATTGT GTTTTCCTTA TTAATTTAAG 270120 
TTAAAAATTT TGCGTAAAAT ACCATAAATT GCTTCATTGG GAAAGGCGAA CTAAGCCCAA 27018 0 
TATCCTACGT TATGGCGATT AATTTTATTT TTTCAAGATA ACGATAAATT C TTTTT CCGA 270240 
AGCGTAATAT TGCTCGACCA AAGCAACAGA ATTTTCTTCG GCAAAAATAG AAAAATTTTC 270300 
CACCGCACTT TCAAGGTTTA AGATCAACAT TAGCTCATCA TTTTTATCCA AATTTTTTAA 27 0360 

GGCTTTTTTA GCACTTAAAA GAGGAATGGG GCATCGAAGT GCGGTTAAAT TGAGCTGATA 270420 

TTTCATTCTT TAACTTGACG ACGAGCACTC ATGTGCTTGC CCATTTCAGT CAAAATATCC 2704B0 

GCACTTAAGC ATTCACGCCC CATTTCAAAT AACGGCTCTT CTAAGGCAAT ATGACGATCA 270540 

TAACCTTGAA TAAAGCGTTC AATTAAATGT TTATCAATAT CTTGACGTTG TTCAGAAATA 270600 

AGCTCTTCTA ACTGCACAGA TAATGCATTC CAATTTTCAT GCAAATATTC GTG CTGTTTT 2 70660 

TCTAATTCAT CAATGGAAGT TTGTGTTTGC GGAGCCACTT TGACTAATTG AGGGAAAAAA 27 072 0 

TCTAATTCTT CATCATCGTG ATGTAACGGT GCGGCACGAT TGAAATAGCT TAAAATCTGC 27078 0 

TCAACATCAT TTAATACAGC CTGAGTATAG CCGTG TTTTT CTAGATAATC AGGCAAAATG 2 7084 0 

CTTAACTGAC GACAAAAACG TTTTACCTTG CTATGACAGG CATAAAGCAT TTCAATAGGT 270900 

TCATTCCATG TGGCGAATTG TTGAGGTTCA AGAATTTGCA TAAGATTTCC TTTGTTAAAA 270960 

AGTGCGGTCA AAAAACGTTT TATTTTTCTA CCGCACTTTT ATTAATTATG ATTTATCCGC 2 71020 

TAATTGTAAT GGCGGAACAG GTTTGCCCAT GCGAGCATAG AATTCCACCA CAAAATCATC 2 71080 

AAAACGATCA TCTTCAATCG CTTGACGAAT TTCCGCCATT AAACGTTGAT AATAGCGTAA 2 71140 

ATTGTGAATG GTATTTAAGC GCGCACCTAA AATTTCACCG CATTTATCTA AATGATATAA 271200 

ATAAGCTTTG GTGTAGTTTT TACAGGTGTA GCAATCACAT TCAGGATCTA ACGGGCTGGT 2 71260 

ATCATCACGA TATTTTGCAT TACGGATTTT GACAATGCCG TCTGTAACAA ATAAATGGCC 271320 

ATTACGTGCG TTACGGGTTG GCATTACGCA GTCAAACATA TCAATGCCAC GACGCACGCC 2 713 80 

TTCCACTAAA TCTTCTGGTT TACCCACGCC CATTAAATAA CGTGGTTTGT CAGCTGGGAT 2 71440 

TTGTGGGCAA ATATATTCTA AAATTCGGTG CATATCTTCT TTTGGTTCGC CTACCGCTAA 2 71500 

ACCGCCCACC GCATAACCGT CAAAACCAAT ATTGACTAAG CCTTCTAATG ATACTTTACG 2 71560 
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TAATTCTTCA AATACACCGC CTTGGATAAT ACCGAATAAC GCATTTTTAT TGCCTAATTC 27162 0 
ATCAAAGCGA TCGCGGCTGC GTTTTGCCCA ACGAAGTGAC ATTTCCATAG ATTTTTTCGC 271680 
ATAATCGAAA GTCGCTGGGT AAGGAGTACA TTCATCAAAA ATCATCACGA TATCAGAACC 271740 
TAAATCATAT TGAATTTCCA TGGATTTTTC AGGCGAAAGG rAAATACGCT CACCATTAAT 271800 
TGGGTTTTGG AATTTTACGC CTTCTTCGGT AATTTTACGT AATTTACCTA AACTGAATAC 2 71860 
TTGGAAACCG CCACTGTCAG TCAAAATCGG ACGATGCCAT TGCATAAAGT CGTGCAAATC 271920 
ACCGTGTTTA CGCATGACTT CTTGTCCTGG TCGAAGCCAT AAATGGAACG TGTTACCCAG 271980 
TAAAATTTCT GCACCTGTCG CACGCACTTC TTCTGGCGTC ATGCCTTTTA CCGTGCCATA 272040 
AGTACCCACT GGCATAAATG CAGGGGTTTC TACACTGAAC GTGCCCTGTG GACGTTCAAA 272100 
TACCAAGCGA CCACGACGAG CATTGCCGCT TGTTTTATCT AATTCATACT TCATTTTTGC 272160 
TCCAACGAAT AAACAGTTCG AAGATTTTTT AAACAAAAAA GCCTGTTAAA AAATACAGGC 272220 
TTTGTGATAT CATATTTTCA ATGCTCTTTG AGCAGAGGCG GATCTACTAA GATAGTCCGC 27228 0 
CAGTTGCCGC TGTCGGGCTA TTTCGTAGAT CCTGAGTTTG TTAATCATAC TAAGGATAAA 272340 
AATATGACTA AATTTATGAT TAAGTTGGTC ATCATTATTC TACTTTGCCT GTTATTGAAA 272400 
AGTAGCACTG GCTATTAGTA GTTGATGCCG ACAAGAGATG GTTACCGCCA TCTCTTGTTC 272460 
TTTATTGTAG GTGCTGACTA ATTACAAGTC AAACAACTTA TTCCAATCCT CTCACATTAG 272520 
AATTTTTATT AATAAACATC GCATCGCCAT AACTAAAGAA ACGATATTTT TC TTTT ACTG 272 580 
CATGCTTATA TGCATTCATG GTATTTTTAT AACCAGCAAA AGCTGAAACT AACATAATCA 27264 0 
AAGTGCTTTC AGGTAAGTGG AAATTAGTAA TTAAGCAATC CACCACTCGG AATTTTTTCC 272700 
CTGGATAAAT AAAAATAGAG GTATCAGAAA AATAAGGCTC AATTAAATCT GGATTGCCAA 2 7276 0 
ATTCTTCCGC AGAAAGTGCC GCACTTTCAA TAGAACGAAC AGAAGTAGTT CCCACTGCAA 272820 
TTACACGTTT GCCCGCTTTT TTTGTTGCGA TAATCGCATT ACAGACTTCT TGAGAAACTT 27288 0 
CCACATACTC CGCATGCATT ACGTGATCTT CAATATTTTC CACACGAACA GGCTGGAATG 272 94 0 
TTCCTGCGCC TACATGTAAT GTAACAAATT CAAAATTCAC ACCCTTTGCT TTGAGTTTTT 273000 
CAAGTAAATT TTCATCAAAA TGTAAGCCTG CTGTTGGTGC TGCTACCGCA CCTGGTACTT 2 73 06 0 
TACTATAAAC CGTTTGATAA CATTCTTGAT CGGCTTCTTC ATCTGGGCGG TCAATATAAG 273120 
GCGGCAATGG CATATGCCCA ATGGTTTGCA ACACATCTAA AAGAGCGGTT GATTTATCAC 27318 0 
TTAATTCCAC TTCAAACAAT GCACCATGAC GCGCTTTCAT TACCGCTTTA ATGCCATTAT 27324 0 
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TTTCGCCTAA TTTATCTTCC CCTAAAAATA ATTCAGCCCC TTCTTTAGGG GATTTCGATG 273300 

AACGAATATG CGCTAAGAAA CGATGTTCAT CTAACATCCG TTCAACTAAA ACTTCAATTT 273360 

TCCCACCGCT GGCTTTACGC CCAAACATTC TTGCAGGAAT AACGCGTGTA TTATTAAAAA 273420 

TCAACAAATC GCCTTCATCA ATTAAATCTA ATACATCAGA AAAAGTGCGG TGAAAAATTT 273480 

CTCCGTTTTC GCCATTTAAC TGTAATAAAC GACAAGAAAC ACGATCAGTT TTAGGATAAC 27354 0 

GAGCAATTAA TTCATCGGGT AAATCAAAGT TAAAGTCTGA AACACGCATA ACAAAATTTA 273600 

GGTTAAATAA AATAGGCGGT AAGTCTAGTT TGAATTGAAA ATGATCTCAA GAAAAAATCT 27366 0 

CCCCTCGGGG AAGATAAAAT AACCAGCAAT TATGCTGGTC ATTTGGGATT AATTATAAAT 2 73720 

TTGCTTTTTT AGTTGCTTTT ACGTTTACAT CACAATTTTT AACGATGATG TTATCGCTAG 27378 0 

ATTTACCTTT TTGAATTAAA TTTACAGGCA CAACAGAATC AAATTTATCT AACGTTAAGC 27384 0 

CACTATCTAC ATTCCAAACA TAATCCCCAG AAACGAAACT TGTAAAGTCA TTTTGTGATT 273900 

TATCACGAGT AAAATCTTTC GCAATAATGC CATCGCCCAC ACTTACCATT GCAGCAACTG 273960 

GTTCTTGGTT TTCAAATTGA TACACAGCAG TCACCGTTTG TTTATTGCAG GAATATACAA 274020 

CTGTTTTATC AGTGATTGTT GGAAGTGTTT GCATTTCAGC TATTTGCGCA GATGATTTTG 274080 

TCATTTCAGG TGCATCCTTT GCACAAGCAG ATAATACGAC TGCAGCAGCA AATGCTGGTA 27414 0 

AAAGTTTAGT TAAATTCATT ATTAAATCCT CTTAATTAAT CCCCTATATG GGGTGCTACT 274200 

TAGATGCTCT TAATTAAATA AAGTTCCATT ATTGAAATAA AAAAGGTGGG ATCTGCCCCA 27426 0 

CCTTGTTTAT CAATAAACGA TACAATTATG TTGATTTTTA CCAACGATAC CCCAATTTCA 274320 

CGCCCACATT TTGCTGTTTG CCGAGTTGCG AACCTTGAGA TTTAGAAATA AAAGCAGAAA 274380 

GTTGGAAATG TAAAATTTCT GCCTTTAATC CCACTTCTTT TTGCCAATAA CGCCCAAATG 27444 0 

ATTGTkGCAA CATCGTGCTA TTTACAGTGG TTTGTACGTT AGCGTTTGAA ACATCAACAT 27450 0 

AATTGACAAA GAAATAAGGC TTAACGCTGA TATTATTTGT CGGGGTAAAT GTATAATCAA 274 56 0 

CTCGAATGCC AGCATTATAG CGATTAAATG CAAGGCTCGG TGTTTGCACT TTCACTTCTT 27462 0 

CAGATTGATA ATTTTCACGT TCAATAAAAT ATCGATTAAC ACCCAAATAA GGCTGAATAC 27468 0 

CCAATTGCCC TAAACGGAAC TGATAACTTG CATTCACTCC ATAATTTATC GCTTTTCGAT 27474 0 

GAATTTTTCG GCTTTGTTCT TCAGCCATTT TACTCGCACT AATTCCCGCA CCCACATTTA 27480 0 

CACCAAATTG TAAATCGCCC CATTGATATT GGGCAAAACC CGACATCATC GTTAATGTCG 274 86 0 

CGTGATTTTT AACCTGTTCG TCAAAGGTAT TATCTGAACG GCTATGCGAG AAAACCGCCC 27492 0 
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CAATTCGTCC ATTATCTAAG GCTTTTTGCA CCCCAATTTG ACGCAAGTnC GTTTTCTGCT 274980 
GATAAGCACG GAACGCATCA GAATCATAGC GTCTTTTATC CTGTGCGATA TTTGTCCACA 275040 
GGGCAGATTG TGCTtGATCT ACAAAAAGAC GATCCAATTC ATCTTGAACG GAAAACATAC 275100 
TATTTACTGT TGCAGACAAC TCCGATAACG CACTATTTGA GTAACGGCTG ATCAATTCTT 275160 
TTTGTTTGCC TTGTTCCTCT TGATCTTGAG GTTC TTTTTT CACTTGCGGT TGGGCATTAA 275220 
TAACCTCAAG TTTGACTTCG AATACCTTTA ACTGGCTTAG ATCAAACGGG GTATCAGAAA 275280 
ACGCTGCACT CAATGCTCTT TTTGACCGCC CTTTTTTTGT TTTTGGCTTA CTTGTTTGTG 2 75340 
TTTCAGTAGT CTGTTCAACT TGTTTGGCTT CTAATGCGTT TAACAGGCTT TGAGCAGACG 275400 
GGGTATCAGA CAACACCGCT CTTCTTGACC GCGCTTTTGC CTTAC TTTTT TGTTTTTCAG 275460 
CAGTCTGTTC AACTTGTTTG GCTTCTAATG TTTGTTCTGC TTGCTCTGCT CTTACTAAAT 275520 
CATTGAGCAA TTCCTGCTCT TTTATTGGGT TATGCAAGCG GAATTCGCCC TTATTCTTCA 275580 
CTAATTTATA ACGTAATGCA CCTGCATCAA CGTGGTCATT TTCTAAAGTA AATTTGAGCT 275640 
TATCTGATAA CGGTTTATTA TCTAAGCTTT CAATCAAAGT TAATTGCTCA AGGGTCACAG 275700 
GTTCTTTGCC TGTGTTGCGA ACAGATAATG TGTAATCGCC CTCAGCGTCA TTGGATAATT 275760 
TTAATTTATC GCTTTTATAG CCAAATAAAG ATGAAGTAAA TTGGAATGTG CCTTGCCCGC 275820 
TCAATTTACC ATTTACTGTC AATGTGTTGA AACGATGTTC TGCCGATGTT GGCGTTGTTT 2 75880 
CCGTCTCTAA TGAACGGCGG TGACGTGGCG CATTATTTGA GCTAGCTGAA TAAGCTGAAT 275940 
TTAACGTAAC AGTACTATTA TTTAGCGTTA AATTCTGCAA TGTAGTATCG CTAGGCATTG 276000 
TCCAAGTCGC ATTTTCCAAC GTCACTGTTG TGTCTTTGTC GCCCTGAATT TGGTGCCAAA 276060 
AATGGCTGTT TTTTAAAGAA AATTGAGCAG AATCCGTTAA ATGCACATTG CCGTTTAACG 276120 
TGGCATTATT TACCGTTGCA TTTGCGTGAT TTGAAAGTTT GATATTGCCT GTTTGGGTGG 276180 
CATTGTTGCT CAATGTAAAT TGGCTGTGAT CTATTAAAGT GACATTAC CA TTAAGTTTTG 276240 
CTAAACCATG AATATTCACT GTTGCATTAT TAGTTAAATT AATAGAGCCA TTAATTTGTG 2 76300 
TTATGGGTAT GGAATTAATA ACTTTTGTAT CGGTTAAATT AACTGTTTTA CAAGTCGTTA 276360 
ATCCTGTCCA ATCTGAACGC GTGCAAATGG TATTTTGTTA ATTTGGCACA ACAC CAAATG 276420 
TGGCATTTGC ATTATTGCTG ACTGTCCAAT TTCCCTCAAT TGAAGAAACA TTGCGAGAAA 276480 
CCACCGCACT TCCGCCTTTA ATTTGGAAGT TTTCAGCTTT AAATGTACGG TTGAwCCAAT 27654 0 
CGTAATCCCA CACAATTTCG CCTTGTGGGA TACCTTCCAT TTCTGACCAA CGTTTGTCTA 276600 
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AATGATTGTA GGCGTGGGGT GTCGGTCTAC CGCTGAAAAA TAGTTTACCT TTTGTTTGGG 27666 0 

TAATATCGCC TTTTAAGTTT GTGCCACCTG AAAGTAGCAA AGTACGATCT TCTGTGGTTG 276720 

GTTTATAAAT AAGGTTTAAT CGTCCATTGT GTTTATTTTT ATCTGTTTCG CCAAACCAAC 276780 

CGTTGTAGGC AATTTCTTTG CTGTAATCAA GTTTATTAAT ATTCTTTTTA TTAGATGGAG 276840 

CAGTAATACT TTCGTTCCCA GTAATAGTAA TATTAGCGAC TTGAGTTGTA TTATGGTTCA 276900 

CAATCATCGC GCCCTCGTCC GTATTTTGGA TACGCTTAAA GGTTAATGAA TGCCCGTTAA 276960 

GATCTAAGCG ACCACCACGA AATCCGAAAT AGATATTGTT AGGATCAACT TGATCTGTAC 277020 

TATTTAATTG AACTGTTGCT CGACCGCTTA CAATGCCAAC TTCTTTGAAA GCTTG TTTTT 277080 

GACCCGCTTC ATCTGCTTGT TGATCTAGAA TGACTTTGCC GTTACCCGCA CTTAAACTTC 277140 

CTAAATTCTT TCCCTTACCA TTGACTAATA AAGTGCCTAT ACCAATTTTA GATAAACGAT 277200 

CATTTTCAGG ATTGTGAACT TTCCATTCAA CAGTTGCATC TTGTCCAATA GATACGCCTG 277260 

CACCTTGCCA AGTTATATTA TTTTGCTTGC CTTTTACAAC AAAATTACCT TCAAAGTATA 277320 

ATCCACCAGC ACCTTGATTT ATATTATTTT CGATTGTTAA AGTTCCTTTT CCTTGGTCGC 277380 

CAAGGTAAAT ATTTTTTCCA TATTCCATTC TTGGTTGGTA AATATTATAG CCTGCTGCTG 277440 

CTTTAACATG TTCTTTAGCG GTTTGATTTA ACGATGGATT AAATAACTTC ACAGTTCCTA 277500 

CTTCTGATTT TGCTTTAGAG CCATCTTTAC TAGGTCTAGT TAAAGTTAAT TTACCTGTAC 27 7560 

CATCATTATT TGATACAAAG GAATAATGTC CATTTATTGG GGGAATATAtS CGTTGAAAAA 27 762 0 

CACTAGGGGT ATCAACCGCA AGAACTTCAT TATAAAACCA TTCTTCACGT ATTAACTGAA 277680 

ACCCATTACC TCTTCCGAAA AAAGGATGCC CAGTTTGTAA TACAGCATTT ATAAGCCATT 27 774 0 

GTTTCTTCTT CGCATCATAA ATAAACATTG GCGAACCGCT ATCGCCTTTA GAACCACCCG 277800 

TTGGTAATGG ACCATAATGA TTAGGGCTAA CTACATTACC ACTAAGATTG ACTGTACCAT 277860 

TACCATTTCC ACTCTGAGTA TGGGTATTTC CTGCAGTAAG ATAACGATAT GCACCTGAGA 277920 

CATAATATGA ACTATGTACA TTCGTTTCTT CATCTTTATC TGTACGCCAA TACTGACGTC 277980 

CTGAGCCTAT ACGTACACGC TCAGGATAGT TCTCTCTATC AGCATATACT TTTCCATCCA 27804 0 

TATTTGTTGT CATACCCACA GGTTCAGCTT CAGTTACAAA TTTATGTAAA CGAGGCATAT 27 8100 

GATAATCTCC ATCATAAGGA TGCTTTCTCT CCCAAGCTTG ATAATTATTT CTTTTTACAA 278160 

TTTGATAAGT AAAGCGGTGC TGATCAGGGT TTCGTCCTTC TGCACCAAAA TCAACATCGT 278220 

TATATCCGCC GTTATGTGCC ACGCTCACAA TATACTGATC GCCTACTAAT GCCGCCACGC 278280 
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CGTTACGCGA CACCACGGaA AAATCAATCA TCGGGGCTTT TGTCATTGAT GTGCCAACTA 27834 0 
ATTGCCCTTC TTTGTTATAA ACCTCAATAT TTTTAGCCCC AACTGTGAAC TTCCCTTTAT 278400 
TCTCGGCAAA ATCACGATAA TATTGGTAGT CAATCCCAAA ATAAGTATGA CCTGCCCAGG 278460 
CTTGTGATGC TATCCCTAAT GAAACACAAG CGGTTAAAAA ATTAAGACGA AATACAGTTT 278520 
TTTTCATAAT GTTTATTTAA TTAAGTAATT TTTCGTATTA AAAAATACGT GGTTAAACGA 278580 
CTATTGAACA ATAAAAGTGC GGTGATTTTC TAAGGGATTT CAGCTAAAAA ACGAACTAAA 278640 
AGGCACAAAA GAAAATAAAG CAGTAAAACT ATATAGTAAT TAAGCCAAAA TTTCTAGGTT 278700 
TTGGCTTAAT ACTTAGTGGG TAATCTTATC TTGCGATGGA TTAATATTAT ATGTCATTTA 278760 
TACAGATAAC TAAAATTAAA ACAATATCAC TAATAAAATA ACCGCACTTT ATGTGAGTTT 278820 
tCTCTGAAAG TGCGATCATT TTTtCTAAGG TTTTTCTAAA ATCGGTTTAA GGAAGCGAGC 278880 
GGTGTGGGAA CTTGTTACTT TAGCAACTTG TTCTGGTGTA CCCGTCGCAA TAATTTGTCC 27894 0 
GCCGCCACTG CCTCCCTCTG GGCCAAGATC GACAATCCAG TCTGCGGTTT TAATCACATC 279000 
AAGATTGTGT TCAATGACGA CGATAGTATT TCCTTGATCG CGTAATCGAT GCAATACTTC 2 79060 
AAGTAATTGC TTAATGTCAG CGAAATGCAA ACCAGTCGTC GGTTCATCTA AAATATATAA 279120 
GGTTTTACCT GTATCACGTT TAGAAAGCTC AGTCGCTAGC TTAACGCGTT GTGCTTCGCC 279180 
GCCTGAAAGT GTTGTAGAAG ATTGACCTAA TCGAATATAG GATAATCCCA CATCCATCAA 279240 
GGTTTGTAAT TTTCTTGCAA TCATTGGAAT CGCATCAAAA AACTCGCGTG CTTCTTCCAC 279300 
CGTCATGTCC AAAACTTGAT GGATGGTTTT ACCTTTGTAA CGAATTTCTA AGGTTTCGCG 279360 

v 

ATTATAGCGT TTACCTTTAC ATTGGTCGCA AGGAACATAA ACATCGGGTA AAAAATGCAT 279420 

TTCAACTTTG AGTACACCGT CGCCCTGACA GGCTTCACAG CGTCCACCTC GTACGTTAAA 279480 

GCTAAAACGC CCCGGATTAT AACCACGCGC ACGTGCCTCT GGCACACCTG CAAAAAGTTC 279540 

ACGAATTGGG GTAAATAAGC CTGTATAAGT GGCTGGATTT GAACGTGGCG TGCGCCCAAT 279600 

CGGGCTTTGG TTAATATCAA TAACTTTATC GAAATGTTCT AATCCCTCGA TAGATTGATA 279660 

AGGTGCGTAA TCCGTCTTTT CCGCTCTATT TAACGCATTT TGCGCAAGTG GAAATAAAGT 279720 

ATCATTAATA AGTGTGGATT TTCCTGAACC AGACACGCCA GTTACGCAAG TAAACAAACC 279780 

AACGGGAATA TCTAAATTCA CATTTTTTAA GTTATTACCT GATGCGCCTT TAAGTTTGAG 27984 0 

CCATTTTTTC TTATCAAGTG CGGTGCGTTT TTTAGGAATT TCGATTTTAT CTGCGCCCGA 279900 

TAAAAATTTT CCCGTGATGG AATTTGGATT GAGCATAATT TCATCGGCAT TTCCTTGCGC 279960 
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AATAACTTGT CCGCCATGCA CGCCAGCACC AGGCCCAATA TCAATAATAT GGTCAGCTGC 280020 

ACGAATCGCG TCTTCATCGT GTTCCACGAC AATTACCGTA TTACCAAGAT TACGCAAATG 280080 

AATTAACGTA TTAAGTAAGC GTTCATTATC ACGTTGGTGC AAGCCAATAG AGGGTTCATC 28 014 0 

TAATACATAC ATTACGCCAA CAAGTCCCGC ACCAATTTGA CTCGCAAGGC GAATACGTTG 2 8 0200 

CGCCTCCCCA CCTGAAAGAG TTTCAGCAGA ACGAGAAAGA GAAAGATAAT TCAAACCAAC 28 0260 

ATTGACTAAA AACTGCAAAC GCTCGCGGAT TTCTTTAAGA ATTTTTTCCG CAATTTGTGC 280320 

TTTTTGACCA GTGAGAGAAA GTGCGGTAAA AAATTCGAGG GTTTCGCCAA TGCTTTTTTC 280380 

CGCAATTATC GGCAAATTGG TTCTTC CAAT ATACACATTA CGCGCTTCGG GTCGCAAACG 28 0440 

AGAACCGCCA CAATCTATAC AAGGTCGATT GCTAATATTT TTCGCTAATT CTTCACGCrC 28 0500 

CGACATTGAT TCCGTTTCTT TATATCGGCG AG CCATATTA TTCAAAATCC CTTCAAAAGG 280560 

GTGCTTGCGA ATAACCACAT CGCCACGATC ATTCATATAT TGGAATTCAA TTTCCTCTTT 28062 0 

GCCTGAGCCA TGCATAATGA TGTGTTGAAT TTTCTTTGGC AAAGATTCAT AAGGGGCTTC 280680 

AACATCAAAA TGATAATGTT TCGCCAATGA TGTAAGCATT TGATAATAAT AGAAATTACG 28 074 0 

ACGATCCCAA CCTTTTACCG CACCACCAGC AAGAGAAATA GTTGGATTTT GCACCACACG 2 80800 

ATCTTCATCA AAATATTGCT GCACACCCAA GCCATCACAA GTTGGGCAAG CACCTGCAGG 280860 

ATTGTTAAAG GAAAACAAAC GAGGCTCTAA nTCTGGCACA GAATAACCAC AATGCGGACA 28 0920 

AGCAAAATTT GCCGAAAAAA CTAATTCTTC TGCTTTCGGA TTATCCATTT CTGCCACAAT 28 0980 

TGCAGTGCCA CCTGAAAGCT CTAATGCGGT TTCAAAAGAC TCTGCTAAAC GTGTTGCTAA 28104 0 

ATCTGACCGC ACTTTAAAAC GATCAACCAC TACTTCAATA GTATGTTTTT TCTGTAAGGC 281100 

TAATTTTGGC GGATCAGATA AATCGCAAAT TTCGCCATCA ATACGCGCAC GAATATAACC 2 8116 0 

TTGCGCAGCA ATATTTTCTA AAATCTTAAC GTGTTCACCT TTTCGATTTT TGACAACTGG 281220 

CGCAAGTAAC ATCATCTTGC TGTCTTCTGG CAAACTTAAT ACTTTATCCA CCATTTGACT 281280 

AATTGTTTGT GCCGTTAATG GAACATTATG ATCGGGACAA CGTGGCTCCC CTACTCGTGC 28134 0 

AAACAATAAA CGTAAATAAT CATAAATTTC CGTAATTGTT CCCACCGTAG AACGTGGATT 281400 

GTGTGAGGTA GATTTTTGTT CAATCGAAAT TGCAGGGGAA AGTCCCTCAA TAGAATCCAC 2 814 6 0 

ATCAGGCTTT TCCATTAAAG ATAAAAACTG GCGTGCATAC GCCGAAAGAG ATTCAACATA 281520 

GCGGCGTTGC CCTTCCGCAT AAAGTGTATC AAAGGCTAAA GAGGATTTTC CCGAACCTGA 281580 

AAGCCCAGTA ATCACCACAA GTTTATTGCG TGGAATAGTT AAATTAATAT TTTTCAGGTT 281640 
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ATGGGTTCTA GCCCCGCGAA TATCGATATT TTCCATAAAA TAACTCAAAA GTATGAAATA 281700 
AATGTAAATT TTGCGATCAT TATCGCATAT TTTAATATCT GTGCAAATAT CCAGTTAAAA 281760 
TATATAGATC TTTTAAAAAA TTTCAGGCAA AATAACCGCA CTTTTTTAGA TAAAAAATGA 281820 
GGTTTTTTTA TGGCTGGAAT TAATAAAGTC ATTATTGTAG GTCATTTAGG TAATGATCCT 281880 
GAAATTCGTA CTATGCCAAA CGGCGATGCC GTTGCAAATA TCAGCGTAGC aACCAGTGAA 281940 
AGCTGGAACG ATCGTAATAC TGGCGAACGC CGTGAAGTAA CAGAATGGCA CCGCATTGTA 28.2000 
TTCTATCGTC GTCAAGCAGA GATTTGCGGC GAATATTTAC GCAAAGGCTC TCAAGTGTAT 282060 
GTGGAGGGGC GTTTAAAAAC GCGTAAATGG CAAGATCAAA ACGGTCAAGA TCGTTACACC 282120 
ACAGAAATTC AAGGCGATGT AATGCAAATG CTTGGTGGAC GTAATCAAAA CGCAGGTGGT 282180 
TATGGTAATG ATATGGGCGG TGCGCCACAA TCTTCTTACC AAGCTCGTCA AACTAACAAT 282240 
GGTAATAGTT ATCAATCATC TCGCCCAGCT CCACAACAAG CTGCACCACA GGCTGAGCCA 2823 00 
CCAATGGATG GATTTGATGA CGATATTCCG TTCTAAATTA CATAGATTGA AAAGTAAATG 282360 
ATAAAAATCA AAGAGAAGCT GAATAAAAGA GAGCTTCTCT TTTTATTTTA CTAATTAAAA 282420 
GGACTAAACC TATGATTATA GATTTAGTCC TTAATTTTAT AGCTTTAGTT TTAGGGAAGA 282480 
TTAATTGCTA CCATTTATCT TCCATATCAC ATTTTATTGA AGAGTAAAAC TAATTTGCAC 282540 
ACTTAAACTC GAAGGAAATC CTGCGGGTCT TGTTCCAACA GAGCGAGATA CGTTAATAGC 282600 
GTCTAATGCC GCCTTATCTA AACTTTCATC GCCTGAGGAT TTTGTAACCT TAGCACCACT 282660 
TAACGAACCA TCAGCTCCTA CATTAAAAGA TACACTCACT TTTCCTTGTT TGCGCATTAT 282720 
CTTCGCTCGA GTTGGATAAC GTTTATGGCT TTCAATTTCA CGGCGGATTG CAGAACGGTA 282780 
AGCCGCTATT TCACTCGTAT CCGTtCCACT TCCTGCTACC TGTGCATTGC TATTAGCTGC 282840 
GCTTGTnGTA CTTGCTTTAT CATTTACGTT GGCACTTGAA TCAATATTTT CATCGCCTTT 282900 
TGGTAGCTCT TTATTGATTG GTTTCTTTTG TGGTTTAACC TCTTTTTTAG GTTTATtCTT 28 2S60 
CGGCTTTcCT TTTGGTTTTC CTTTGGGTTT TGGCTTTtCC TTTTCTGGTT CTTTGATTTT 283020 
TTTCGGTTCA GGTTTTATTG TTGGaTCTTC TACAATTTCT TGTTTTTCTG GTTCTGGCTC 2 83080 
TTTTTGTACA TTTCCTGGCT CTGGCTCTGG CTCTGGCTCT TTTTGTACAT CTTCTGGCTC 28314 0 
TGGAGCAGGT TCTTCCAACA CCATGCCCTG TAATAGCTCC ATAGAAATAC TTGTAGATAT 283200 
ATCGCCTTGT GCACTATTTG CGCTATCACT TGGCTCATTC CAATTCCATA AGATAAATCC 283260 
TATAACAATA CCGTGTGCGA TCAAAGAAAT AAGCAAACCC AATAGCGAAC GTTTTGTTTG 2 83320 
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CTGCATAATT ATTCCTTACG GCGTAGTTGG TACAGATTGG GAAGGAGTAG ATTCTTGAGA 283380 
ATTTTTACCC GCACTTTTTC CCTTATCTTT CATAGAAACA ATTGCCACAT TTTTGATTTC 283440 
ATTTTTAGAA AGCATATCTG TAATCGTCAC AAAATCTTGG AAAGAGGCTT CGGCATCAAT 283500 
TTTTAAAGTT ACTTTCTGAT CTTTATTCCA TTGAGCAATT TCTGCCTCTA GAGCTTCTTG 2 83 560 
AGAAATAGGT TTATCATTAA AATAGAGTTG TTTATCCGCT GTCACTGTCA ATAATTTAGC 28362 0 

TAGCTCGTCA GATTTAAATG CGACCGCTGT ACTAGCTTTT GGTACATTTA CTTGAATTTT 28368 0 

ACCTTGAGAG ATAAAAGATG CAGTAATAAG CACCACAGTA AGTAGCACCA ACATAATATC 28374 0 

AATGAAAGGG ATAATGTTGA TTTCATCGAA TTTTTTCACG AATTATTCCT TATCTTTTTG 283800 

TTCGCTTAAT ACTTTCCATT TTAAACGATT AACTTCAACT TTACGCCCCA AACCGTTATA 283860 

AAACACCATA GAGGGAATAG CCACTAGAAT ACCTAATGCA GTTGCTTTTA ATGCTAAAGA 283 920 

TAAGTGCAGC ATAATTACAC TTGGaTCAAT GTCGCCACCG CCGTGACCGA TTTGATAGAA 283980 

AGTTAATAAA ATCCCGATAA CTGTACCAAG TAATCCAACA TAAGGTGCGT TTGCACcGAT 284 040 

GGTAGAAATC ACTGTCATAT TACGGTTTAA ATCAATATCT AATGCGTGAA TAGTAGAATA 284100 

ATGTGCCACG CTTACCTTTC TTAAAAAAAG ATAACGTTCA ATTACCATCG CAAGCATAAT 284160 

AATGCTCATC AGTAATAATA AACCGATGAT AAAATAATCA CTGTACTGCT GTAAAAAATC 284220 

AAAAAGTTGT ACCATTTTTT TTCCTTGTTA TTTGAGAAAT TTCTTTGAGA ATATAATTGA 28428 0 

GAATGAATTT CAATCATACG GGGGATTTTA GCAAAGGCTA AATAATGCGT AAACCTTGAA 28434 0 

TTGAAAAATT TCTGAATTTT TTACCGCACT TTATGTGGAA AAGTGCGGtT ATTTTTTGAA 284400 

ATATTATAGG GAACGAAGAT AATCAATGAT CATTTGATGA TGGT CTTTTA TCTTAAATTT 28446 0 

ATCAAATACT TGCATAATAG TTCCGCTTTC ATTGATTAAA AAACTAATTC GATGAATACC 284 520 

GTCGTAAGTT CTCCCCATAA ATTTTTTTTC GCCCCATACG CCAAATTGCT CCGCAACTTG 28458 0 

ATGATCAGGA TCAGAAAGCA ATGTGAAATT AAGTTCTTTT TTCTCAATAA ATTGAGCTAA 28464 0 

TTTTTTCGGG GCATCAGGAC TAATACCAAG TACAACTAAA CCTAGTACAT CTAATTCGGA 284700 

TTTACTGTCG CGCAATCCGC AGGCTTGTGT GGTACAGCCT GGAGTGAGAG CCTTTGGATA 284 76 0 

AAAATAAATT AAAACTTTTT TACCACGAAA ATCACTTAAA GAAACAAATT TTTCTTGTTG 284820 

ATTTAATAAG GTAAAAGCAG GTGCTTGATT ACCAACAGAT AATGGATTCA TAAAAAACTC 28488 0 

CTTTAATGAA AAAAAATTTG CAAATTAACG TTATTTTAGC GACTATAACA AGTGAAACCA 284 94 0 

AATAATAAAA TTAAAAACCG ACGGAGGTTA TATGTCAGCG CAAAATTCTT TATTTTCGGG 285000 
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TAGCATAGTT GCCCTTGTTA CGCCAATGAA TCATTATGGC GAAGTCGATT TTTCCTGTTT 285060 

AGAAAAATTA GTAGAACACC ACATTGAAGC TGGTTCTAAC GCACTTGTTT CTGTGGGTAC 285120 

AACGGGAGAA TCCGCCACGC TAAGTATTGA AGAAAATGTA AAAGTCATTG AAAAGACTGT 285180 

TGAATTTGCC AAAGGACGTA TTCCTATTAT TGCGGGAGCG GGTGCAAATG CGACGAGTGA 2 B 52 40 

AGCAATTACA ATGACCAAAT TATTACGAGA CAGTGGTGTA GCAGGATGTT TATCTGTTGT 285300 

GCCTTATTAT AATAAACCAA CCCAAGAGGG AATGTATCAA CATTTTAAAG CCATTGCGGA 285360 

ATGTACTGAT TTACCACAGA TTCTTTATAA TGTTCCTAGT CGCACAGGCA GTGATATGAA 285420 

ACCTGAAACA GTTGCTCGTT TAGCTGAAAT TGAAAATATT GTAGGCATTA AGGAAGCAAC 285480 

GAGAGATGTT AGCCGAATAG TTAAAATTAA GCAGCTTGCA GGTAAGAaTT TTATTGTTTT 285540 

AAGTGGTGAT GATGCAACAG GCTTAGAAGC AATAAAATTA GGTGCTGAAG GAGTAATATC 285600 

AGTAACAAAT AACATTGCAG CAAAAGATAT GGCTGATATG TGCCGTTATG CACTTGCGGG 285660 

AGATTTTGAT AAAGCGGAAG AAATTAATGC TCGTTTAATG CGTTTACATC ACGACCTATT 285720 

CATTGAATCT AATCCAATTC CAGTGAAGTG GGCAGCTTAT CGCTTAGGCT TAATTAAATC 285780 

GCCACATTTA CGCTTGCCAC TTACAACACT TAGTGAAGAA ATTCAACCAA AAGTAGGAGA 28584 0 

TGCGCTwAAA ATCGCAGGAT TATTATAAAA ATAAAGGGGT AAGTAATTAC CCCTCACTTT 28 5900 

TATGTATTAT AGATCAGTAA AATGATCAAA AAGTGCGGTC AGAATTTATC AAATTTTCAA 285960 

TTTAGTTAAG GTTAATATAT GAAAAAAATA ATATTGAATT TAGTAACGGC TATTATTCTA 286020 

GCTGGTTGTT CGTCTAATCC TGAAACCTTA AAAGCAACCA ACGACTCATT TCAAAAATCT 28608 0 

GAGACGAGCA TTCCCCATTT TTCCCCTTTG GCTACTGGAG GGGTACAGTT ACCAAAAGCT 28614 0 

GATGATTCCT ATTCATTACC TAATATTGAA GTGAAAAAAG GGGAAGATAT TGATATTCGC 28 6200 

CCACCATTAA TCCCTCTCGC TATTATTCAA AATTCAATAA CAAAATTTGA TGGCGAACGC 286260 

TCGTTGATTG TCTATCCAAA ACaACAGGCA AAACTATATA ATCTTCAGCA AGTTGAGCGT 286320 

TTATTGAAAG AAGAGGGTAT TTCATCAACA ACAGATGGTT CGATTTTAAC GACTGATTGG 28638 0 

GCAAAAACAG AACGAATTGG CGATAAATCT ATAGAAATAA AATATCAAAT AGAACAAGTT 28644 0 

ATGACAGCTG ATGTAAGTGC GCTTACCGTA TCTATTTTAC ATATGCGCCG AGATGGTATT 286500 

ATTTTTACAC CAAATGTATC AGATAAACAA TATTATACTT CGGAACGTTT AAATCGCATT 286560 

GTTTTAACAC TCACTACCGC ATATAACAAA CAATTACGGG ATTTATCAAG CACTTTAATT 286620 

CAATAGGGCG TCATATAATA ATTTCTCTAA AATAATAAAT GTTTAAAAAT GAGACATAGA 28668 0 

-77.172- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



TCATCCTTTT GAAAATTACT CTGATATTTA TCTTTAAAAC ACTTGAAAAT CTAAAATAAG 285740 

AACACTATTT TGTTATTAAC TAGAATTTAA ATCACGCAAC AAAGAGGTAA ATGCTATGAC 286800 

ACTTAATATT ACCAGTAAAC AAATGGACAT CACTCCTGCA ATTCGTGAAC ACTTGGAGGA 2 B 68 60 

ACGCACTTGC GAAGTTAGGT AAGTGGCAAA CGCAGTTAAT TAGCCCACAT TTTGTTTTAA 286920 

ACAAAGTACC TAATGGATTT AGTGTCGAAG CCTCTATTGG CACACCCTTA GGCAATTTAT 286980 

TAGCCAGTGC AACTTCAGAT GATATGTATA AAGCAATTAA TGAAGTGGAA GAAAAATTAG 2 87040 

AACGTCAGCT TAATAAACTT CAACATAAAA GTGAATCTCG CCGAGCTGAT GAACGTTTAA 2 87100 

AAGATTCTTT TGAAAACTAA ATACTGTAGA TAAAATCTAA TCTGGCAGTC TTATTGTAAA 287160 

ATAATATGTC TGTCAGATTA ATTTTAGATG AAACAATTAA ATCACTAAAA ATTGATGATA 287220 

TTAACTCAAA ATATTAATAA ATTTTATTAA ATATAGATTA ATTTAACCTA TCCTGCACGG 2 87280 

CGATGTAAAC TTCAGTACAT TCACGCTTAT CCACTACAAG AACATAAACG ACAACTTTAT 2 87340 

CTTCAATAAC TTCATAAACT TAAACAATGC CCTAAGAGCG AAATTTTATT TtATAAAACA 287400 

CACCAAAAAA TCTAAAAAAC CGATCGGCAA ATACGTATGA nTTTCCTAAG CGTTTGATTA 287460 

ATTTTTTCTT AAATTGCTTT TAATAAAAAT AGAGACTAAT GAAAGATACA GATTAAATTT 28752 0 

ATATTTTTTA ACGAAATAGA TATTATTTGA CGGGATTAAT GGCGGTGAGA AAGGGATTTG 287580 

AACCCTTGAT GCAGTTTCCC ACATACACGC TTTCCAGGCG TGCTCCTTCA ACCACTCGGA 28764 0 

CATCTCACCG TAAAAGGTGA GCAAACTATA AAGATTTACT CTGGTTTAGT CAAGTTTTTT 287700 

ACTCTAAAAA ATAAAAATCT TTAAAAGATT AGTTAAAAAA TAGGCAATAA AAGCTATTGA 28776 0 

GCTAATTCAG AGTTAGAAGA TACTAATAAT TTAGTAAGAT GTAACCTTGA TAATTATTAA 287820 

AACAGTTGAT TTTAATAGAT ACCATATATT AATTaTCTTT TATTCTCTTT CTTAATCTTT 2 87880 

TTATTTTAAT TAAAAAAGGG ATTTtCTCAA AATGATCATA CCAAGATGAT GGTATATCAA 287940 

TAATTTTATC CATTTCTTTT AAAAGTAAAT TTCCTATATG ACAATTTAAG TGACTGCATT 288000 

TTTTGTGCCA AAATTTATTT GGACCACAAT AATGAGAAAT AACTATTGGC ATTTTTACGC 28 8060 

ATAATAAATT TTCtTTTTAA TCAAATCTCG ATCCGTTGGT GTAAAATTAA ATCTATTATT 2 8 812 0 

AATAAATTTt ACTTTTCCTT TACAGATACC ATTTAGAATA TCTtGATCTT GGTATTTCAT 2 8 818 0 

AACATTATTG TATTTATCAT CCAATTTATT GATTTTTGGa AAATATTTTC TTCTTTCCAT 28824 0 

TTATTTAAAT TAATTAATAA TATGCCCGCA TTAAAATAAG AATATCCTTC TAAACCAATT 2 88300 

GTTTTTTTAT AAGCTTCATT TTTTACATCA ATAAAAGTAT CTCGACATGC TGCCAAATAA 28 8360 
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TAGTtCGTTA TATCTATATT CCAAAGTTCT TGAAGTGAAG AGTTTGTTAA TGTGTCCACA 288420 
TCAATATAAA TAGCTTTTTC TATATTCTTT ATGTATTTAG TTAAATTTAG TCTAGCGTAA 288480 
GTAGCCAAAG ATATATAATC TATTGTTTTT GGAAAGTTTT GAAAATCTGA CTCACAAACG 28854 0 
GGCAAGAAAA ATACTTTACA AGAATATGCG CTTGCTAAAT TATTTATTAT GGTCTTATTT 2 B 86 00 
TCCTGATTTA TTTTCATATC AAGAnTATAA AAATTTATTT TTTTAGGTGT ATTTTTAATA 288660 
ATACTAAAAA TACTTACAGC TAAATAAGGG GCATAATAGT GGTCAGACGA AAATATAATA 288720 
TTCATTGTCT GACTGACAGT CCGTCCGTCT GTCTGTCTGT CTGTCTGTCT GTCTGTCTGT 288780 
CTGTCTGTCT GTCTGTCTGT CTGTCTGTCT GTCTGTCTGT CTGTCTGTCT GTCTGTCATG 288840 
AAATTATCTC TGATTAACGT GTGAATTATT ATTTTTTGGG TTATTTTTTT GATAGATTAA 288900 
ATAATTTTAT TTACTTTATA ATTTACTTTT TAAAACACTC AATGCCTTTG CTCGATGAGA 288960 
AATTTTTTTC tTCTCAGCTG TTTCTAATTC AGCAAATGTG CAACCTTGTT CTGGACTAAA 289020 
GAATAAACTG TCATAACCAA AGCCATTTTC GCC TTTTT CT TCAAAACCAA TCACGCCACA 289080 
ACACTCACCT TCGGCGATAA TTGGCGATGG ATCCGTTGGA TGCTGTAAAA ACACGATACA 28914 0 
GCTCACAAAT TTGGCTTGGC GTTGTTCTTG TGCAATATGA GCAAGCTCTG CCAATAATTT 289200 
CTCACGGTTT TTAGCATCAT TGCCCTCTTC ACCAGCATAA CGGGCAGAAT ACAGACCTGG 2 B 92 60 
TGCGCCATTA AGTGCGGAAA CTACTAAGCC AGAATCATCT GCAATAGCAG GTAAACCTGA 289320 
TTTCTCTGAG GCATAACGGG CTTTTAATAA GGCATTCTCT ACAAAAGTTA AGCCTGTCTC 289380 
TTCTGGGCTT TCAATGCCTA AATCTGTTTG TGCAATCACT TCAAAGCCAA AATCAGATAG 28 9440 
GACATCAGCC ATTTCTTTTA CTTTTCCTTT ATTGCCTGTA GCAAGTACGA TTTTTTGTTT 289500 
CATAATTAGt CCTTTTATTG ATGATAAGCT GACGTTAAAT CAGCCCAGTT TTGCTCGGTA 289560 
AATTGAATAT TCATTCGTCC AACTTCTTTT TCGAAGGAAC GTTTTAAACG GTTCAGATTT 289620 
TGCACTTTCC AAAAATCTGC AGATTTTTCG CCGCACTTAT CAAAATCCAG TAACCAACAT 2 89680 
TTTTGCCCTT GTTCAGTTTG TTGAAGCAAA ATATTATGTG CATTCAAGTC TGTATGGCAA 2 89740 
ATCTGTAAAT CATGTAGTTT TCGAATCAAA CGACCAATTT GCATCCAAGT TTCTTTTGGC 289800 
AATGTTTGTG TTTGTAAAAG TGCGGTTAAA TCCTGCGCGT TTTCGATTTT TTCCGTCAAA 289860 
ATATCCGCTT GATAGCAAAT ACCTAACTTG CCTTTTTGAA TACGTGCGGC AATGGGTTTA 2 89920 
GGCACAGGTA ACCCCGCTTC ATACAAACGT TGCAACAAAT GAAACTCAGC AAAACTACGG 2 8 9980 
GTAGTTTCAA GAGCAGAAAA ACGATAACGA TCTTTGTTCA GTTTACCCCA AAGTCCGCCG 29004 0 
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CGATAATAAT GACGCAACGC ACAATTTACA CCAAACCAAT CTTCAGTTTG CAAAAAATAA 2 90100 

GTGATGCCTC GACCTTTTGC ACTTCCTATC ACTCGTTCTT GTTTTTGCCA AAATTCCGCT 290160 

TGGAAAAACT CGGTTGCTTG CTCAAAAGTG CGGTCAAAAT TAAAGATAAA ATATTGGTTA 290220 

TCTTGTTGGA ATTGGTGCAT TGGAACGTTG TTATGAATAG AAAATGGACT TATTCTACTT 2 90280 

TAAAATAAGC ACAAATTAAA TGATAAAGGA ACGTCAATGC CAOTTTTTAC CGAAGCTCCA 2 90340 

AAATCCCTTT GTATTCTCCG ATTGTCAGCG GTAGGCGATG TCTGTCATGC CTTAGCGGTG 2 90400 

GTTCAGCACA TTCAAGAATA TTATCCCCAA ACAGAAATGA CTTGGATTGT AGGAAAAACC 290460 

GAAATGGGTT TGCTTTCAAG TATTCCTAAT ATCACGCTTA TTCCTTACGA TAAAAAAACA 2 90520 

GGATGGAAAG GCGTTTTATC ACTTTGGAAA CAACTAAAAA ATAAACAGTT TGATGCGCTA 2 90580 

TTAAATATGC AAACAGCATT TCGTGCATCA ATCCTTTCTT TAGGAATTAA AGCAAAATTC 2 9064 0 

AAAATTGGAT TTGGAGAAAA ACGTTCTCGC GAAGGGCAAT GGCTATTTGT AAATCGTCGC 2 90700 

ATCAGAGATC CTTTTTCCCC TCACGTATTA GATGGATTTA TGGCTTTCGC TGAATATATT 2 90760 

GGCGTGCCGA AAGCAGAACC GAAATGGGAA TTAGCTATCT CACAAGATGA TTATAAATTT 2 90820 

GCCGATCAAT TTATTGATTT CTCTCGTAAA AATTTATTAA TTTCCCCTTG TTCTAGCAAA 2 90880 

GCAGAAAAAG ATTGGCTAAT CGAAGGTTAT GCAGAGGTTG CCAATATTGC CCATCAGCAT 2 90940 

AATATCAATG TAATCTTCTG CAGTTCACCA GCCAAACGTG AATTAGAAAT AGTCGAAAAA 2 91000 

ATTACCGCAC TTTGCCATTT CACACCAACC AATATTGCAG GGAAAACAAA CCTAAAACAG 2 91060 

CTTACCGCTT TAATTTCTAA GGTTGATCTA GTACTTTCGC CAGATTCAGG CCCTGCCCAT 291120 

ATAGCGACAA CACAAGGTAC ACCCGTTATT GGCTTGTATG CCTATCACAA TCCTTTGCGT 2 9118 0 

ACTGCACCTT ATAATAATTT AGATAACGTG GTATCAGTAT ATGAAGaAAA TGCCCAAAAA 2 91240 

GAATTTGGCA AACCGTCATC TGAACTACCT TGGGCAACGA AACTAAAAGG GAAAAATTTG 291300 

ATGACAGAGA tTCAAGTGGA ACCCGTCATT GgACAAATGa AAAAATTGGG GTTATTTTGA 291360 

AAAAATAATC TGTATCTCAA AACTTAGATG GTTTTAATAT AGCCAACTTG AAAGTTGTTT 2 914 20 

TTGGAAAGTA AGGACTTTAG TTTTTTTAAG TTaAAAATCA ATAACTTGCT GTCAAAATAA 2914 80 

TTATATTTAG TCATAAAAAT CTATACCTTA ATCTCTCGCT TATTTAGTCC AATTTTTGCA 291540 

GGTACAGATT GAAATCCAAA ATTAGTTTGA ATTTTACGCA ATTAAATTCA AATGATTATA 291600 

AATAAACCAA TTGATTATT A TTATTATTAT TATTATTATT ATCGCCATTC TCCTCTTTTT 2 9166 0 

AATTATTACA ATAAGGAAAA CAGATGCGAT TTTCTAAACT TTCCCTTGCA ATTACAACAA 2 9172 0 
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CCTTAGTGAC AGCAAATGCG CTAGCGCAAT CCGTTGAATT AGACTCTATC AACGTTATTG 291780 
CGACACGAGA yCCAAGTAGG TTTGCTTATA CGCCAGAAAA ACAATCTAAA GATAGTCTTC 2 9X840 
TTTCTAAGCA AGCGACTAGT GTTGCAGATG CGTTAGAAGA CATTCCCAAT GTTGATGTTA 2 91900 
GAGGCGGTTC GAGAAGCATT GCTCAAAAAC CTAATATTCG AGGGTTAAGT GATAATCGTG 291960 
TTGTGCAAGT CATTGATGGC GTGAGACAAA ATTTTGATTT AGCACATAGA GGtTCTTATT 292020 
TTCTTCCAAT GTCACTCATC CAAGAAATTG AAGTAATCAA AGGACCAAGT AGCTCCTTAT 292080 
GGGGTAGCGG TGCATTGGGT GGTGTTGTGG CAATGCGTAC GCCAAATGCT TTAGACTTAT 292140 
TGAAAAATAA TGACAAATTC GGAGTTAAAA TTCGCCAAGG TTATCAAACT GCTAATAATT 292200 
TATCGGAAAA GGATGTTTCT GTATTTG CGG CAAATGACAA ATTCGATGTT CTTATTAGTG 292260 
GTTTCTATAA TAATGCGGAT AATTTACGCA CTGGTAAAGG CAACAAGCTA AATAATACCG 292320 
CCTATAAACA GTTTGGGGGC TTAGCAAAAT TCGGTTGGCA AATTAATGAT GCGAACCGCG 292380 
TGGAATTATC CCACCGCGAA ACTCGTTTTA AACAAACAGC ACCAAGCAAT AATGAGGTGG 292440 
AAAACGAACT TACTAATGAA CAAATTACAG ATCAAATCAA AAAGTTCCAC GGACAAAAAG 292500 
ACGATCTTCT TCCTCCTACA ACACAACCAT CACCATCAGA AAGATCAGAG TTTTACTCTA 292560 
AAGTGAAAAC ACGTTTAGGT AGTGTCAGTT ATTTAACTGA TCAACAAATT CCTGATCAAA 2 92620 
GCACGGTATT TAACTATTAT TTAACGCCAG ATAATCCTTA TCTAAATACG CATATCGCAC 29268 0 
TGTATAACAA TAAAACTATT GAGAAAGAAC AGCGTAAAGT CAGTGGTGTG AAAGATCAGA 29274 0 
CTAAATTGAC TACCCGAGGT ATAAATTTAC GTAATTCTTC CGAATTATCT CACATTTCCT 2 92800 
TTGTTTATGG GGTGGATTAT ATGCGAGATA AAATCCGTAC CGAACGAGGC ACAAACGGTA 292860 
GCGATGCGAA GTTTCGAGCG GACCCCTATA ATGCGAATTC AAACACTACA GGCGTTTATT 292920 
TAATCGCCCA TATTCCGCTA TTTGGGGAAA AATTGCTAGT TTCGCCAAGT GTACGTTATG 292980 
ACCACTACGA TACCTCAAGT AAAACCGTAA AATACAAGGA TAATCATTTA TCTCCTGCCA 2 9304 0 
CAAAATTAAC TTGGATAGTG ACCAATTGGT TAGATTTTAC TGCCAAATAT AATGAAGCTT 293100 
TCCGAGCACC ATCTATGCAA GAGCGATTTG TGAGTGGTGC TCACTTTGGG GCAAATACTC 293160 
TAGGGCTAGA TCACATCAAT AGATTTGTAG CAAATCCAAA TTTGCGCCCT GAAACAGCGA 293220 
AAAATAAAGA AATTACCGCA AATCTACATT TTGATAGTCT GTTTAAACAA GGCGATAAAT 2932 80 
TCAAAATTGA AGCGACTTAT TTCCGTAATG ATGTGAAAGA TTTTATTAAC TTAAAAATAT 293340 
TTAATGATGC AAAGACAAGT GCAAGTGCAG GTGCAAATCC AAATACAAAT GGAGCATTGT 2 93400 
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TGCCAAAAAA TTCCCAGTAT CAAAACATAA CTAATGCCCG TTTAAGCGGT ATTGAATTGC 293460 

AAGCTCAATA CCAAACAGAA CGTTTAACGC TATTTACTAA CTATGGCAGC ACCAAAGGTA 293520 

AAGATAAAGA TAGTGGCGAA GCTTTATCAA ACATTGCCGC AAGCAAAATC GGCGTAGGGG 293580 

TAAATTATGC TTTAGTAAAA GACAAATTCA CGGTGGGAGC GACAGTAACC CATTACGCTG 29364 0 

CTCAACGCCG AGTGCCTAAA GATCATAGTG TTACCTACCC AAGTTATATA CTGACCGATC 293700 

TTCGTGCTAC CTATGCACCA TTAAAAGGCG AATGGAAAAA CCTGCGTTTA GATTTTGCAC 293760 

TGGAAAACTT GTTTGATAGA AAATATCAAC CCGCGTTTAG TTTAATGGAA GGCACTGGTC 293820 

GTAATGCGAA AATTAGTGCG GTTTATAGCT TCTAAATTTA CTTTGGAAAA CGCCCTAAAG 29 3880 

CTGTTTTCCC TCAATTTTTG TAATTTTATC AATTAATAGG ACATAAGGAA TGAAAATGAG 29394 0 

ACCTCGTTAT TCTGTTATTG CAAGTGCGGT CAGTTTAGGC TTTGTTTTGA GTAAATCAGT 294 000 

GATGGCATTA GATCGGCCAG ATACTGGATC ATTGAACCGT GAACTAGAAC AACGTCAAAT 294060 

TCAATCAGAA GCCAAACCTA GTGGCGAATT ATTTAATCAA ACGGCAAATT CGCCTTATAC 294120 

TGCACAGTAT AAACAAGGAC TGAAATTTCC ACTTAAGCAA GTACAGATTT TAGATCGAAA 294180 

CAATCAGGAA GTCGTCACAG ACGAGCTTGC ACATATTTTA AAAAATTATG TAGGAAAAGA 294240 

GGTATCGCTG TCAGATTTAA GTAATTTAGC AAATGAGATC AGCGAATTTT ATCGTCATAA 2943 00 

TAATTATTTA GTGGCAAAAG CAATTTTACC ACCGCAGGAA ATTGAGCAAG GTACGGTAAA 294360 

AATTTTGTTA CTTAAAGGTA ATGTAGGCGA AATACGCTTG CAAAATCACA GTGCATTAAG 29442 0 

CAATAAATTT GTATCCCGTC TCTCTAATAC AACAGTGAAT GCGTCCGAAT TTATTTTGAA 2944 8 0 

AGATGAGTTA GAAAAATTTG CTTTAACAAT AAACGATGTT CCAGGGGTAA ATGCTGGTTT 2 94 54 0 

GCAACTCTCC GCAGGCAAAA AAGTCGGCGA AGCGAATTTA CTGATTAAAA TTAACGATGC 2946 00 

AAAACGTTTT TCTAGTTATG TTTCAGTAGA TAACCAAGGC AACAAATATA CAGGGCGTTA 29466 0 

CCGTTTGGCT GCGGGGACAA AAGTCAGTAA TTTGAATGGC TGGGGCGATG AATTGAAACT 294 720 

GGATTTAATG AGTTCTAATC AGGCTAATTT AAAAAATGCT CGTATAGATT ATTCCTCTTT 294 78 0 

AATTGATGGT TATTCTACGC GTTTTGGTGT AACTGCTAAC TATCTCGACT ACAAATTAGG 294 84 0 

TGGTAATTTT AAATCATTAC AATCTCAAGG GCATTCCCAT ACCTTAGGGG C7TATTTGTT 294 900 

GCACCCAACA ATCCGTACAC CAAATTTTCG TTTAAGTACT AAAGTGAGCT TTAATCATCA 294960 

AAACCTTACG GATAAACAAC AAGCGGTTTA TGTGAAACAA AAACGGAAAA TAAATAGTTT 29502 0 

AACTGCAGGG ATTGACGGTT CTTGGAATCT TATTAAAGAT GGGACAACTT ATTTTTCATT 2 95080 
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ATCTACCTTG TTCGGTAATT TAGCGAATCA AACTAGTGAA AAAAAACAGT ATACAAAAGA 295140 
GGATTTTCAA CCACAATCGC ATTTTACGGT ATATAACTAC CGCTTGTCTC ACGAGCAAAT 2952 00 
TTTACCAAAA TCTTTTGCTT TCAATATTGG TATAAACGGT CAGTTTGCCG ATAAAACCCT 295260 
TGAAAGCTCA CAGAAAATGT TGCTTGGTGG TTTGTCTGGA GTACGTGGAC ATCAAGCTGG 29532 0 
TGCGGCTTCT GTGGATGAAG GACATTTGAT ACAAACAGAA TTCAAACATT ATTTACCAGT 29S 380 
CTTTTCCCAA AGTGTGCTAG TTAGTTCATT GTTCTATGAC TATGGTTTGG GAAAATATTA 29544 0 
TAAAAATAGC CAATTTCTCG AAAAAGGCGT GAAAAATAGC GTGAAATTAC AAAGCGTTGG 2955 00 
TGCAGGACTT TCTCTTTCAG ATGCTGGCAG CTATGCCATC AATGTCAGTG TCGCCAAACC 29S56 o 
GCTTGATAAC AATATTAATA ATGCCGATAA ACACCAATTT TGGCTTTCTA TGATTAAAAC 295620 
TTTCTAAGGA GGTATGCAAT GTATAAATTA AATGTAATTT CTCTTATCAT TTTGACCACT 2956e0 
TACACTGGTG CGACATATGC CTCTGCACGG GATTTGCCAC AAGGTAGCAG TGTAGTTGTT 295740 
GGGGAGGCAA ATGTTTCTAC AATTGGAAAT AAAATGACGA TTGATCAAAA AACCCCAACA 295800 
ACTCAAATAG. ACTGGCATAG TTTTGACATC GGTCAAAATA AAGAAGTGGA ATTTAAACAG 295860 
CCTGACGCAA ATTCTGTGGC ATATAACCGT GTAACTGGCG GCAATGCTAG TCAAATCCAA 29S920 
GGGAAATTGA CGGCAAACGG TAAAGTTTAT TTAGCAAACC CTAATGGGGT TATTATTACC 295980 
CAAGGGGCAG AAATTAATGT AGCTGGTTTA TTTGCAACAA CCAAAGATTT AGAGAGAATC 2960 40 
AGTGAAAATG GCAATGGCAA TGGCAATAAA TTTACCCGTA AACTAAAAGA CGGTCAGGTG 296100 
GTAAAAGAAG GTCAAGTTAT CAATAAAGGG AAAATTAAGG CGAAAGATTT CGTGGTACTT 296160 
AATGGCGATA AAGTTATCAA TGAAGGGGAA ATTGACGCTA CAAACAATGG CAAAGTATAT 296220 
TTATCCTCAG GCTATAATTT TACATTTACC TTATCAGATA GCnGCATAAG TGTGGCATTA 296280 
GAAGATAATG CAGTACAGAG TATTGTTCAA AATGAAGGGA TTATTAAAG C AGGGGACATT 29634 0 
ACGCTAAATG CAAAAGGGCG TAATCAAGCA TTAGATAGCT TGGTTATGAA TAATGGTGTG 29*400 
TTAGAAGCAA CTAAGGTTAG TAATAAAAAC GGCAAGGTTG TGTTATCTGC TGACGATGTT 2964 60 
CAGTTGAATA ATAAAAGTGA TATTAAAGGG GAGAGTGAGG TTGTATTTAC TAACGAACCT 296520 
AAAAACAAGA TAAAAATCAC TTCTCAAACT GGCTCAAAAG TTACCTCGCC TAAAATCAAC 296580 
TTTACAGGCA AAAGCGTTAA TATCAATGGT GACTTTGGAC GTGACGATAG TAAAGCGCAC 296640 
TATAACGAAG AGCATAAAAG ATTAGATACA GAAGTTAATA TTGACGTGCC AGACAATGAA 29670 0 
AATATTCGTA TTGCGGAGAA AGATAATACG GGCACGGGTA CGGGTACGGA TTCATTTATA 296760 

-77.178- 

SUBSTITUTE SHEET (RULE 25) 



PCT/US96/05320 

WO 96/33276 

CAAACAGGGG CGTTAAGTTC ATTACTAGCT AATAATGGAA AAGTGAATCT TAAAGGAAAG 2 96 820 
GACGTTAATA TTTCAGGACG TATTCATATA GATTCCTTTA GAGGCTCAGA TTCGCTATTA 2 9S880 
AAGCTAACTA ACCAAGGTCA TATTAAGATC AATCATGCGG ATATTCATTC AACAGGTCGT 296940 
TTATTTTTTA TAACCAGTTT GCAGAATGAG AAAGATTCTC AATCAGATAT TACCATTACT 297000 
GACAGCAAAA TAAATCTTGG TAACGGAGCT ATGGGATTGG GGCGTAGTCT CGATAAAGAA 297060 
AACTGCGATA ACCAAAGATG GTGTAGAACG GAAACCTCAC AACGCAAGAa GTTTGATGTT 297120 
CATATGCGTA ATGTAGTATT TGATCAGGTT GATGATGTGG TTGTAGCAGG TGGATTTAAA 297180 
AAAGTTAATT TAGATAACAT CGTTGCCACA GGAAAAACGA ATTTTTACAT TGATGGGGGG 297240 
GTATCCCGTA ATAATTCAAG ATATGAATAC GGTGTGTTAG ATTTAGACAA ACGTACGCTG 297300 
TTATCGGAGT TAGATCAACG CAGACGCCGT TGGAAATATT ACAATGATTT AGATTTAGAT 297360 
ATGAATAAAG CTTATTGGCA TCGTTTTGAT ATGTTTGCCA CTAAAAATAC AGGGCGATCA 297420 
ACTATTAAAG ACACAGAAAT TAATATTTCT AACAGTAAGA TTAATCTGAA AAATGGATTT 297480 
GTACATTTAC TGGCAGAAAA AATTAAATTA GATAATAGCA AGATTGATAT TACTTTTGAT 297540 
AAAGATAATT CACAAGATAT TTCAACTCAA ATTAACCGTT TAGGAATGAA TGGTAAAGTG 297600 
TCAATGGTAA ACTCACATAT TAAAATCGTG GGCGATGAGA AAAGCGATAT ATCTGCAAAA 297660 
GCACCTTATG CTACGATGTT TTTAATCGGG GAATTAATAG GGGAAAAAAG TTCTATTTTT 297720 
GTGAAATCTC ATCAGGGTTA CACCTTTAGA ACTGATGGTG ATACAAAAAT TGCAGGTAAA 297780 
AACAGTAAAG ATGACTTGAA AATTACCGCA ATTAACACTG GAGGAAGAAC TGGGAAAGAA 297840 
GTGATCATTA ATGGTGCGCC TGGCTCAATT GATAATGATG CGAATATTGC CAATATGGCA 297900 
TTTACTATTG GTGATAACGC AAATACCAAA ACAACCATTG AAAATGCCGA CATCACTGCC 297960 
TTAGCACCAA ACGGTGGGAC AGCTTATTTA AGCTCCAAAG GGGTAGAAAT TGAGGTAAAC 298020 
CCAAATTCAA ATTTCACATT CTTTGAACTT CCTCGTGAGA AAAACTTTAA TCAAACAAAA 298080 
ATTAAAGGCG ATTCTACCAA ACTCAGTGAA CGTGGTTTTG CTAGACTTTA TGACAAAATT 298140 
AACGGTGTGC GAGCCAGCAA CTTGTCTGCT GAGCAATTGA ATGTGACGGA CGCAAGCGAA 298200 
AAAATCATTA ATACAAAGTT AGTGAGTAGC TTAGATGTTG AAAAACTTGT TTCTGTTGCA 298260 
GTTTGTGATG CAGGTAAAGG TTGCGAAGAA CAACAATTCG GCGATAAAGG TAATAATACT 298320 
AAAGTGAGTG TTGGAGAGTT AGAAACTGAA CAATAACTAT TCAGAACACA AGGTAAAAGC 298380 
ATAAAGCCAA TCTGACAGAC ATCAATTAAA TTGCATGCCT GTCAGATTTA TTAATAGCCA 298440 
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CTATCGCTAC ATTATTTTAA ACAACCACGA ACAATCAATA CGCCAACATT TCGAGCTTGA 2 98 5 00 
GCGACGGCTT TTGGTTTACT CAGTTTAATT TTTAATCCTT GAAGTTGATA ACGTGACTCA 298560 
AGCAAATCCG CCACTTCATA AGCCACTCGC TCAATCAGCA AGAAAGGTTT GCTTTCCACA 2 98620 
TAATCAATAA TCGCTTGACT CACTTCAGCA TAATTTAAAC AATATACAAC ATCATCCGTT 29868 0 
TCTGCCGCTT GTTTG CAATC CCAAGCCATT TCCAAATCAA ACACAAGTTT TTGCTTTATT 299740 
TGCTGTTCCC AATCATATAC ACCGATTTGT GCAAAAACAG TCAATTCTTC AATAAAAACA 2988 00 
CGATCCATAA GGTTTCCTCT AAAATTATTG TAGGCGTATG CTATCAATTT TGGGTAGAAT 29886 0 
AACGAACAGT TTTTCTTGCT GGAGTGCAAA ATGAGCCTTT TCGCCCTTTT TTATATGCTT 298920 
TTTGCCTATC TTTTAGGCTC AATTTCCAGT GCGATTTTAA TTTGTCGCAT TGCAGGCTTG 298980 
CCAGATCCTC GTCAAAATGG TTCACACAAC CCTGGGGCGA CAAATGTGTT GCGCATTGGA 299040 
. AATCGTAAGT CTGCCTTGGC GGTGCTTATT TTTGATATGT TAAAAGGGAT GATTCCTGTA 299100 
TGGGCAGGGT ATTATTTAGG TTTAACCCAA TTTGAATTGG GAATGGTCGC ACTTGGTGCT 299160 
TGTTTAGGGC ATATTTTCCC AATTTTCTTT CAATTTAAAG GTGGCAAAGG TGTTGCAACT 299220 
GCCTTTGGGG CAATCGCACC GATTTCTTGG GCTGTTGCAG GTTCAATGTT TGGTACGTGG 29928 0 
ATCTTTGTTT TTCTTGTTAG TGGCTATTCT TCATTAAGTG CAGTTATTTC TGCATTACTT 29934 0 
GTGCCTTTTT ATGTGTGGTG GTTTAAACCT GAATTTACTT TTCCTGTTGC ACTGGTATGT 2 99400 
TGCCTATTAA TTTATCGTCA TCACGATAAC ATTCAACGCT TATGGCGTGG TCAAGAAGAT 299460 
AAAGTTTGGG CTAAATTTAA AAAGAAATAA AAATTTTACC GCACTTTTCT AAATTTCCAC 29952 0 
TGGAGTTTCC TGTGTATACT AAAGGTTCCG TTTCCACTCG TATTGCGAAA TATTTATTTA 29958 0 
TCATTCTTAT CGTTGCTGGT GTGATTAGTT CTCTCAGTTT GGCAATTATG AGCAGTAATA 299640 
AATATGATGC CGAAGCCATT AATATTTCAG GTTCTTTGCG TATGCAAAGT TATCGCTTAC 299700 
TTTATGAAAT GCAAGAACAA CCAGAAAGCG TGGAAACGAA CTTACGCCGT TATCATATAA 299760 
GCCTTCATTC ATCTGCTTTA CTAGAAGTTC AAAATCAATT TTTCACACCG AATGTATTAA 29982 0 
AACATTCCTA TCAAAACATT TTGCAACGTT GGACGAACAT GGAAAAATAT GCGCGCCAAC 299880 
AGGATGTAAA AAACTATAGT AAGCAGCTTA CTGACTATGT GGCAGATGTT GATTATTTTG 29994 0 
TGTTTGAATT ACAACGTTTT AGCGAGCAGA AATGGATTTT AGGCGTTTCA GTATTAGGTT 300000 
TTGCGATGTT GTTAATTTTG CTGATGGTGT CTTATGTGAT TTGGTATACA AACCGAGAAG 300060 
TTGTGAAACC TTTGCATTTA ATGACAAAAG CCAGTATGCA AGTGCAAATG CGTCAATTCA 3 00120 
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ATCATATTCC ACTTGACACA AGGAAACAAA ATGAACTTGG CACACTGGCT CGCGTATTTA 3 00180 

CACAAATGTC CACAGAACTG GGACAGCTTT ATTCGCGTTT AGAAGAAGCG GTAAACGaAA 3 00240 

AAACGCAAAA GTTGCGTCAA ACTAACCGCA CTTTAAGCAC TCTTTATCAA AGTGCTCAAC 3 00300 

TTCTGAATAC AAACACAATT AACGATAAAA TTTTAAATCA AGTTTTAAAT TACATTTTTA 3 00360 

TTAGCGACCA TTTGAACTTC GTTAAAGTGG AAGTGATGGG GGCTGAACAT TGGGATATTA 3 00420 

CATTGGGTAA GCAAGATGCT AATAATGAAC TACAAATCGA AACCCTTTCT GTGGATAACG 3 00480 

AAGAATTAGG TGTACTCTCT TGGCAAGCAG GATTACCTTG TCCAGATCCC CGAATTATGC 3 00 540 

AAAATTTAGC GCAAATGCTT GCTCGTGCGC TTTATTTCCA TAAAAATTTA CGTCAGAAAG 300600 

AACAG CT'ITT ATTAATGGAA GAACGCTCAA TTATTGCGCG AGAGTTGCAC GATTCTTTGG 300660 

CTCAAGTCTT ATCATTTTTA CAAATTCAAC TTACTTTGCT CAAACATAAT CTGAAGAAAG 300720 

AAGACGAACA ATCAAAAGAA AAGAGTTTGG CAATTATTGC CAATTTTGAA CAAGCCCTTT 300780 

CTGGTGGTTA TGCACAGTTA CGTGAGCTTT TAGCCACTTT CCGTTTAACC ATACAAGAAG 300840 

CGAATTTACA GCTTGCACTA AAACAAGTGA TTGATTCATT ACGCTCGCAA ACAACAATGC 300900 

AAATGAATGT GAATTGTCAA TTACCATCGC AAAGTTTGAA CCCTCAACAG CTGGTTCACG 300960 

TTCTGCAAAT TGTACGTGAA GC CACCACCA ATGCGATCAA GCATTCTCAA GGCACGGTAA 301020 

TTGAAATTAG CGCAAGAATT AATGCGGAAG GCGAGTATGA AATTTTAGTT GAAGATGATG 301080 

GGGTTGGCAT TCCAAACCTT GAAGAACCTG AAGGGCATTA CGGCTTGAAT ATTATGGCGG 301140 

AACGTTGTCG TCAGCTTAAT GCACAATTGC ATATTCATCG CCGTGAACAA GGCGGCACAC 301200 

AAGTCAAAAT TACCTTGCCA CATACATTAT ATTAGGACAT CAAAATGCAA AATTTACAAC 301260 

CTTTTCACAC TTTCCACATT CAGTCTAATG CTCGTGAAAT TATTGAAGCA CATAGTATCG 301320 

AACAG CT ACA ACAAGTGTGG GCGAATTCTA AATCAGAAAA TTTACCCACT CTTTTTTTAG 3 01380 

GTCAAGGAAG TAATGTTCTA TTTCTAGATG ATTTTAATGG CATCGTGAtC CTTAATCGTT 301440 

TAATGGGGAT TACGCACGAA CAAGATGCAA ATTTTCACTA TCTTCACGTC AATGG CGGGG 301500 

AAAATTGGCA TAAATTGGTG GAGTGGTCTA TTAATAATGG TATTTATGGC TTAGAAAATC 3 0156 0 

TGGCTCTGAT TCCCGGTTGT GCAGGCTCTG CCCCCATTCA AAATATCGGT GCTTATGGCG 301620 

TTGAATTTAA AGATGTATGT GATTATGTGG AGGTACTTAA TTTAAATACG AACGAAACCT 301680 

TTAGACTCGA CACAGAACAA TGTGAATTTG GTTATCGTGA GAGTATTTTT AAACATCGTT 3 0174 0 

ATCAGCAAGG TTATGTGATT ACAGCGGTTG GATTAAAGCT AAAAAAAGAT TGGCAGCCTA 301800 
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TTCTAAAATA TGGTTCGCTT GTAGAGTTCG ATCCGAAAAC GGTCACCGCT AAACAAATTT 301860 
TTGATGAAGT CTGTCATATC CGTCAAAGCA AATTACCTGA CCCAAATGAA GTGGGTAATG 3 01920 
CAGGGAGTTT CTTTAAAAAT CCCGTTGTCA GTTCAGAACA TTTTGAAGAA ATCAAAAAAC 301980 
ATCACGAAAA TCTACCGCAC TTTCCACAGG CAGATGGCTC AGTGAAATTA GCGGCAGGCT 30204 0 
GGCTGATTGA TCAATGCAAT CTTAAAGGTT TTCAAATTGG TGGGGCTGCG GTTCATAAAA 3 02100 
AACAAGCATT AGTATTAATT AACAAAAACG GGGCAACAGG GCAAGACGTG GTCAAACTCG 302160 
CCCATCACGT TCGCCAAACT GTTGCAGrAA AATTTGGTGT ATATTTACAA CCTGAAGTAC 3 02220 
GATTTATCAG TGCaACTGGC GAAGTAAATA GTGAGCAAAT TATCACGTAA TTTTATAATA 302280 
ATTGAACTTT CAATTGATAA AATCTGTCTT ATTAACAAAT TGGTTCAATA AGATAGCTTA 30234 0 
TTGTGCTATA ACTAGGTACA TTGATTGGCA AAAGCCAAAA TAAAGAAGGG AAACGATGGA 3 02400 
TAAAGAAACA CAAATGATGT TAGTTCCTCA AGGCAGTATC GAaGGTTATA TTCGTGCAGC 3 02460 
AAATGAATAT CCGATGCTGA CCGCAGAGGA AGAAAAGGAA TTGGCAGAAC GTTTGTATTA 302520 
TCACGAGGAT TTAGATGCAG CGAAAAAACT CATTTTGTCG CATCTTCGTT TCGTGATCCA 302580 
CGTGGCGCGT GGCTATTCTG GCTATGGTTT GCCACAAGCT GACTTAATCC AAGAGGGCAA 302640 
TATCGGTTTA ATGAAAGCGG TCAAACGTTT TAACCCTGAA GTTGGTGTAC GCTTGGTGTC 302700 
ATTCGCTGTG CATTGGATTA AAGCTGAGAT CCACGAATAT GTTCTTCGTA ACTGGCGTAT 3 02 760 
CGTAAAAGTC GCAACCACGA AAGCTCAACG TAAATTATTT TTCAACTTAC GTAAAACTAA 3 02820 
ACAACGTTTA GGTTGGTTCA ATGAAAATGA AGTTGATATG GTCGCAAATG AATTGGGTGT 3 028 BO 
TTCCAAAGAA GATGTGATCG AAATGGAATC TCGAATGAGC GGTGCGGATG TCGGTTTTGA 3 02 940 
TTTACCCACT GATGATGCAG AAACAGAGAC CTATTCTCCA GCCCTTTATT TGGAAGATAA 303000 
AAGTTCTAAT TTCGCAGCAG AGCTGGAAAA TGAAAACTTT GAAAGCCAAG CAACCGAGCA 303 060 ' 
ATTAGGTGCG GCGTTACAAA GTCTAGATGC ACGTAGTCAG GATATTATCA AAGCTCGTTG 3 03120 
GTTAGATGAT AACAAAGCCA CATTGCACGA CTTGGCAGCA AAATATAATG TCTCTGCGGA 3 0318 0 
ACGTATTCGT CAATTAGAAA CTAATGCACT GAAAAAATTA AAAAGTGCGG TGAATTTTTA 3 03240 
AATAATTTAG AAAAAGAAAA CCTGCTGATT AGCAGGTTTT TTATTTCTCA TTTAACCGTA 3 03300 
ATTTCAAATC TTCAGCAGTT TGGCAAGTCT TAATCTTATC AAACACTTGG TTCGCTTCAT 3 03 360 
TATATTCCTT ATTCAAATAA CGTAACCATT GTTTAATTCG TGCCACATGn TAAAAACCGC 303420 
TGTCATATTC ATTTTCGACA TTCGCATATT TTtGCAAGAT TTTTTGAATC TCATACCAAG 3 034 8 0 
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GCATTTTTTC TGCATTTGAT TTCAGAACAT GACTTAAATT CGGAATATTC AACGCGCCTC 30354 0 
GTCCGACCAT TAAATCCTGA CAACCTGTTT GGGATAAGCA ATCTTGCCCA TCTTGCCAAT 303600 
GCCAAATTTC TCCGTTAGCA ATAACTGGAA TGGATAAACG CTCTCGGACT TCGCTAATTT 303660 
TTTTCCAATT AATTCGATCA GCACGATAAC CATCAGCTTT TGTACGTCCA TGAACTGTAA 303720 
TTTCGGTTGC GCCGCCTTGC TCTACCGCAT CAGCGATTTC AAAGGCTTGA GAAATATCAT. 3 03780 
CCCAACCTAA CCGCACTTTT ACACTAACGG GAAATTCACT TGGCACGGCT CTGCGTAAGG 30384 0 
CTTGAGTGGC ACGATAAATC AATTCAGGCT GTTTCAATAA TGCCGCACCA CCATTGCTGC 3 03900 
CATTCACTGT TTTAGAAGGG CAACCACAAT TTAAATCAAT GCCATGAGAA CCAAGATCGA 3 03960 
TCGCACGAAT TGCATTTTCA GCAAGGCATT TTGGATGCTG CCCTAGCAAC TGsACTCGCA 304 020 
CAGGCGTGCC AGAAGAAGTA AAGCCCTGAT TTTTTAATTC AGGGCATAAA CGATAAAATA 304080 
CTTTTTCAGG GAGAAGTTGA TCAACTACGC GAACAAATTC TGTTATACAT AAATCGTAGT 30414 0 
CATTCACTTC GGTGAGAAGT TCACGTACAA AGGGATCTAA AACCCCTTGC ATAGGCGCAA 3 04200 
GAATAACACG CACTATTTCC AGCCTTTTGC TTTACAAATT AAATCGTAAG CGGCTTGAAT 304260 
CTGTTGAGTT TTTTCTTTTG CCATTTCCAT CATTTCTGGC GGTAAACCTT TCGCCACAAG 304320 
TTTATCTGGA TGATGTTCAT TCATTAAACG ACGATAAGCA CGCTTAACCG TGCTTTGCTC 304380 
GTCGGACTCA GTCACACCCA ATACTTTATA GGCATCATTT AAAGTTGGGC CTGAAGCATG 304440 
TTGGTAACCA CCACTATTTT GTTGTTGATA TTGGTAGCCA CCTTGATAGG CACCTTGTTG 3 04 500 
ATATTTCTGA TAAAAACCGC CTTGAGTAAA AGCTCGAGCA GCCATTTCCA TCGCAATCAT 3 04 560 
TTGTTCAAAT TGCATACGAG AAAGACCAAG TTCTTCAGCG ATCACATAAA GCACTTCTTT 3 04 620 
CTCATTTTCG TGAAGTTCTG AATCGGCAAA AGCTGCTTGA ACTTGCACTT GTAAGAACAT 3 04680 
TCTCAATAAA TCAGCACGTT GCCCACAACC AATGCGAAAT TCACGGATAA CTTGACGAAT 3 04 740 
CGGGAAATCA GATTCTTTAC CACGACGAAA CGCATCTTGC GCTAATTTAC GCCCAGCATC 304 800 
ATCCAGTTTA AGsTGAATCA TTAATTGATT AG CTAATTGG ATATCTTCTT CTGTTACACG 304 860 
CCCTTTCGAT TTGCTTAAAT GCCCTAACAC CGCAAAGGAG GTTTGCATAA ACAAGTCTTG 3 04 920 
ACGCGTTGTT TTCTTTTTAA AGAAACTAGn ACTTACCGAG CCAAGnTCAT ACAATTTTTT 304 980 
ATCTGCAATA GAGCCTAAAA TGAGACCAGC AATCGCACCA AAAAATCCAC CAACTTTCCA 3 05040 
ACCTAAAAAT ACGCCTATAA TTTTTCCAAT AAATTCCATT CTTTCCTCTG TTAAGTCAAA 305100 
GTGCGGTTAT TTTTATAATG TTATTTATAA TGATGATAAA AATTTATTTC TCAAGTTTTA 305160 
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TACGCCAAAT TCGGCACGAT AAGCACGCAT TTCTGGCAAA TGGCTACTGT ATCGAGGATC 305220 
TTGTTCGATA AATTGCATCA AATCATCTAA ATCAATGATT GATAGCACTT GGCATTGATA 305280 
ATCACGTTCT ACTTCTTGAA TTGCTGAAAG CTCGCCTTTt CCTCGTTCCT TACGGTTTAG 305340 
AGCGATCAAT ACCGCCGCAA GTTCTGCCTG ATTTGCACTG ATTAATTCCA TAGATTCACG 305400 
AATTGCAGTG CCAGCCGTAA TCACGTCATC CACAAGCAAA ATTTTTCCTT GCAATGGGCT 305460 
ACCAATTAAA TTGCCGCCTT CTCCGTGATC TTTCACTTCT TTGCGATTAA AACACACGGG 305520 
TTTATCAATA CCATAACGAT TAAATAACGC CACCGAAACT GACGTGCCAA TTGGAATACC 305580 
TTTGTAAGCA GGGCCAAAAA CCACATCAAA ATCTACCGCA CTTGCTTGAA TTGCCGCAGC 3 0564 0 
ATAAAACTCG CCTAAACGCG CTAAATCTGC CCCCGTATTG AACAAACCTG CATTGAAGAA 305700 
ATACGGACTT TTACGCCCCG ATTTCAAAGT AAACTCGCCG AATTTCAATA CATTTCGGCT 305760 
• TAAAGCAAAT TCGATAAAAT CGCGTTTATA TTGTTCCATT TTTTAACTCC TATAAACTGT 305820 
GTTTATAAGC CTAACGCTTC GCGTTGAGCG ATAAAAATTT GATTACAGCC TTGTTTCGCT 305880 
AAATCTAATA ATGTTAATAA TTCTTCATGG CTAAATCGCT CGCCTTCTGC AGTGCCTTGC 30594 0 
ACCTCAATCA TGCGACCATC TTCCATCATC ACAACATTCA TATCGGTTTC CGCTGCAGAA 306000 
TCTTCCACAT ATTCCAAATC ACAAACAGCT TGACCATCAA CAATCCCTAC AGAAATTGCC 306060 
GAAACTAGCC CTTTAATGGG GTTAGTTTTT AACGTGCCAT TCTCAATTAA ACCATTGATC 306120 
GCATCACATA ATGCGACTGC AGCACCAGTA ATGGATGCAG TTCGTGTGCC GCCGTCCGCT 3 06180 
TGAaTAACAT CACAATCTAA AGTAATCGCA CGTTCACCCA GTGCTTTAAG ATCCACCATG 3 06240 
GCGCGCAAAG AGCGGGCAAT TAAGCGTTGA ATTTCCATTG TGCGTCCGCC TTGTTTACCT 306300 
TTAGCCGCCT CACGTTGCAT ACGACTATGT GTTGAACGTG GCAACATTCC ATATTCAGCC 306360 
GTTACCCAAC CTTGCCCTTG TCCTTTTAAG AAACGTGGCA CAGCATCTTC CACTGTTGCA 306420 
GTACAAAGCA CTTTGGTGTC CCCAAATTCA ACAAGCACAG AACCTTCAGC ATGCTTGGTG 306480 
TAGTTACGGG TAATTTTAAT TTGGCGGGGT TGATTATTTT CTCGATTATT TGGACGCATA 30654 0 
ATTATTCCTT GATATGGTTT CGAACGATGT AATAAAAAAG CGCACTATTC TAGCACGCTT 306600 
TAGTTTTTAT TTTTGTTAAA ATTCGCTAAG ATATTGATTA TTGATAATAA AACAGCAAGG 306660 
TGCTTTACCT TGCTTTATTA ATTTGGTGGA GATAATCGGG ATCGAACCGA CGACCTCTTG 306720 
AATGCCATTC AAGCGCTCTC CCAACTGAGC TATATCCCCA TAAAAGACAG CGACATGATA 306780 
AAATTTGACT ATGTGGCTGT CAATACGATT TTATTATGTG TTTGTTATCC GATTAAATAT 306840 
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TAAGCGTTTT GTGCATGAAT AAAATCAATA GCACGCTGAA TACGCGCAAG TACGCGATCT 306900 

CTGCCGATAC CGACTAGGGT AACATCCATT GATGGCGATT GACCAGAACC TGTCACCGCG 306960 

ACACGTAATG GCATGCCAAC TTTACCCATG CCCACTTCTA GTTCAGCAGC TGTTTGCTCA 307020 

ATGGCTTCGT GAATAGAATG TAAATCCCAG CTAGAAAGTG CGGTTAATTT TTCTTTCACT 307080 

TTTGCAAGCG CTTCAGCAGC ATTGCCTTTG AAATGTTTTT tCGCTGCGGC TTCATCAAAG 307140 

GTTTCAAACT CTTCAAAGAA GTAGCGGCTT GACCTTGCCA TTTCTTTTAA GGTTTTGCAA 307200 

CGTTCCGCAA GCATGGTGAC TATTTCAGTT AATGCAGGGC CATTGCTTGT ATCAATGCCT 3 07260 

TGATCTTTGT AATGCCATTC AAGGTGTTTA GCCACATATT CTGGCGGTAA TTCACGGATA 3 07320 

TAATGTTGAT TCAACCATTG TAATTTTtCG GTATTAAATG CGCTAgCTGA TTTGCTAACA 307380 

TGATCTAATT CGAAATAGTT GATCATTTCT TCGCGACTAA AAATTTCTTG GTCGCCATGT 307440 

CCCCAGCCTA AACGAACAAG ATAGTTAATT AAAGCTTCTG GTAAGTAACC ATCATCACGA 307 500 

TATTGCATTA CGCTTACTGC GCCATGTCGT TTAGAGAGTT TTTGACCATC ATCGCCATTA 307560 

ATCATAGAAA CGTGTGCATA GGTTGGAATT GGGGCACCAA TCGCTTTTAA AATGTTAATT 307620 

TGACGAGGCG TGTTGTTGAT ATGATCTTCC CCACGCACAA CATGTGTGAT ACCCATGTCC 307680 

CAGTCATCTA CAACTACACA GAAGTTATAA GTTGGAGAAC CGTCTGTGCG GCGAATAATA 307740 

AGATCATCAA GCTCACTGTT GCTGATTTCA ATACGGCCAC GTACGGCATC ATCAAATACC 307800 

ACCGAGCCTT CAGTTGGATT TTTAAAACGT ACAACGTGGG GTTCATCAGG TGAATGGTTG 3 0 7860 

TGATCGTGTA AGCAGTGACG GTCATAACGT GGTTTTTCTT TATTTTGTTC TTGAGTATGA 307920 

CGAAG TTCTT CTAAGTGTTC TTTAGTACAA TAACAACGAT ATGCTAGGCC TTGTTCAATC 307980 

ATTTCATCGA TCACTTGGTT ATAACGATCA AAGCGTTTAG TTTGGTAATA AGGGCCATGC 3 0804 0 

TCCCACGGAA GATTTAACCA TTCCATGCCT TCAATAATGG CAGCAGTGGC TTCAGGTGTT 308100 

GAACGCTCTA AATCAGTGTC TTCAATTCGT AATACAAATT CGCCGTTATT ATGTTTTGCG 3 0 8160 

TATAACCAAG AATAAAGTGC GGTACGTGCG CCACCTACAT GTAAATAACC TGTAGGGCTA 308220 

GGAGCAAAAC GAGTACGCAC TTTTACATTT GGATCTAAAT TAAAAGGAGC ATCTAGTTTC 308280 

ATTTTTATAA CCTATCTTCA ATAAAATATT AGTCGTTATT CTACTACGAC TTGTTTGACT 308340 

TCTAAATAAA AAAGCGGATT TTATGCTTAT TTTTACGACA ATTAAACAAA ATTTAATAAA 3 0 8400 

AAGGTATTGA CTGAAAATGC ATTCTCCCTA TAATGCCAAC CCACAACATT AAGGGCGATT 3 084 60 

AGCTCAGTTG GGAGAGCACC TCCCTTACAA GGAGGGGGTC ACTGGTTCGA' GACCGGTATC 308520 
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GCCCACCACT TCTCTAAAAA GTTTTCTTAA TTTTACTAAG TTTGACCAAG CGGGCGATTA 308580 
GCTCAGTTGG GAGAGCACCT CCCTTACAAG GAGGGGGTCA CTGGTTCGAG ACCGGTATCG 308640 
CCCACCACTT TTCTAAAGTG TCCTTTCCGC TCAAACTTTC CCTTTATATT TAAACGCTTT 308700 
CTAGTGGGCG ATTAGCTCAG TTGGGAGAGC ACCTCCCTTA CAAGGAGGGG GTCACTGGTT 308760 
CGAGACCGGT ATCGCCCACC ACTTAAAAGT GTTTAAATAA ACCGAAAATT TAGGGTTTTG 308820 
CCTTAATATT ATCGGGCGAT TAGCTCAGTT GGGAGAGCAC CTCCCTTACA AGGAGGGGGT 308880 
CACTGGTTCG AGACCGGTAT CGCCCACCAC TTTATTTTCA AATTATCCAA ATAATTTCCT 308940 
TTTCCCGTTC AATCTATTAC GTTTACGTGA TAAAGTGCGC AGGCATTGTC ATATCTAATT 309000 
TTAAACTGTT TATATATCAT AGGGAAAATT TATGATCGCT TATATTTTCT TAGCTTTATT 309060 
CACGATTGCG GCAGTGATTT TTATCGTAAA CTCCCATTAT CGTTGGACTT ATTTCTTTGC 309120 
TATTACGCTT TTTACTTTTT TATTTGGTGG CATGCTTATG GTTTCCAGCC AATGGCAACG 309180 
TGCTTTAAAT TTTTCATCTG TGCTTTTTGT GGTACTGATG TTATTTCACC GTTTAAAAAT 309240 
TCATTATTAC AAACAACCTT TGTTAATTTC AGATTTCTTT CTTGTGGTAG ATTGGCGAAA 309300 
TTGGGAAACC TTAATTCATT ATAAAGGTGC ATTGTTTGGC GTTATTGGGC TACTGGCGTT 309360 
ATTAGGTTAT GCGATTTTkG GTTTTAATGA TGTCGAGTCT TTAGGGGTAT TGGGTAACAG 309420 
CATTGGTGCT TTATTGTTTA TCGTTAGCTT TAGCTTGATG TGGCATTATT CTAAAAATCC 309480 
-AAGTGCGGTG CAAGTTTGGT TAGATTCTTT GCCTGATGAT GGTCGTGATG TGTTTTTAAA 309540 
TTTACCAATG TCTTGTCGCG GTATTTTTTT CAAAGTGCCA AATTTTGATG GCAATAGCCA 309600 
AAATTTTATT GAAAAAATGA CCGCACTTTC ATCTGATGCA AACAACCTAT CTGAAACAAA 309660 
ACCCGATATT GTTGTAACAT TAATGGAATC CACGCTGAAC CCTCATCAAT TTGCTTTTAG 309720 
TCAGCAATCT ATTCCACCAC TTTCCATGTT TGAACCCCAA AATGATACAG TATTTGCTTC 309780 
GCCGTTGCGT GTACATACTT TTGCTGGCGC AACATGGAAA TCAGAATTTG CTTTTTTAGC 30984 0 
CGGTGTGCCT TCAACCGATT TTGGGGCGTT AGcAAGTGGA GTTTTTTATT CTGTTGTACC 3 09900 
GCACTTGCAA TCAGGTTTAG TGAAAAATCT AAAAGCTCAA GGATATTTTT GTGTTGCCTT 309960 
GTCGCCTTTT ACAAAAGGTA ATTACAATGC AAAATCCGCT TATGATCATT TCGGGTTTGA 310020 
TTTGATGTTA CAGCCGCAAG ATCTTGGTTA TCCTGCACCT ATCAGTAAAA ATCTTTGGGA 310080 
TATTAGTAGT GAAGAAATGA TGAAATACAC CCGAATGATT TTGGAAAAAC AGCATCCAGC 310140 
GTTAGAAAAT GTAGATCAGC CAATGTTTGT TTATGTATTG ACTATGCGTG AACATGGtCC 310200 
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ATACGAATTA GGCATGGaAA ATACATTTAA TCnTCAAATG CCTnATTTAG GAGCnAAAAG 310260 

TAnnTCTGCA TTGAATGACT ATACTCAACG TATTGTTGCA TTGAATGATG CGATTGAAGG 310320 

AATAAATAAC TATTTACATG AACGTAAAAA GCCTTTTGTT CTAGGTTATT TCGGTGATCA 310380 

CCAAGTGGCA TTTGATAATG CGATCCCTCC GAAGAAAGGG GATTATGCAC AGCCTGATTA 310440 

TGTGACACAA TTTGTTGTAA GAAGTAATTG TGCAAGTCAA TTTAAGCAAG AACAAAAGTT 310500 

TTTAGATCTT G C TTTTGCTG GAGGTGTTTT GATGAATGTA GCTGGATTAT CAGCAGAAGA 310560 

TGAATTTATG AAAGCGAATA TGGCAATGTG TAAATTGAGT GATGGCAAAT TAGAAGATTC 310620 

TtCTGATATT CAGCTACTCA ATAATTATCG CCATTATTTA TACCAAACAT TGGCGATTGC 310680 

CAGATAATTT TCTTATnGAT CGAGCATTAT TGCTCGATCn GCTCGCCAAT TTCATCCAAG 310740 

GTTGAAGCTA ATTGCGCACC AACTAGCACC ACAAGCCAAC TTATTTGAaT C CACAAT AAC 310800 

. ATAATTGGTA AAGTTGCCAT TGCACCGTAA ATTAATTGAT AAGAGGGAAA AGTGACGATA 310860 

TACCAAGTAA ATGCTTGTTT ACCAAGAGTG AAAAAAATCG CGGCAAGAAA TGCACCGTAA 31092 0 

GCTGAATGCT TAATTTTCAC TT TTTTATTC GGTACAACCG TATAAATAAG CGTAAAAATA 310980 

AACCAAGTAA ATAAAAAAGG CACAAAACTG AGCAATTTTA AGCCTAATGA TAAATGTTCC 311040 

GATTGCTCAA ACATTATTTT AATATACGAA CTAATCCCAA TGCTCACGCC AATAATAAGT 311100 

GGGCCAAGTG TCAAAATCAT CCAATAAATC GCAAAAGAAG AAAGCGGAGA GCGAGATTGA 311160 

CTATTGTGCC AAATACTATT TAGTGTTCGG TCGATGTTAT TAATTAGCAT CAAGGCAACG 311220 

GCAATTAAAC TCACAATTCC CACCGCACTC ATTTTCTTTG AGTTTGATAC AAATTGATCG 311280 

ATATATTCGC CCACCATATC ACTCGCTGAT GGCGcAAAAT TAGTnAAAAT CATTTCTTTT 311340 

AATTCTCCCG TTACTTCATT GAATACAGGA AAAGCAGAGA AAATAGAAAA AATAACCATA 3114 00 

ACTAAAGGAA CCATTGCTAA CATTGTGCTA TAAGTCAATG CGCCAGCTAC TTGATTAAGT 311460 

TTATTTTCTG AAAAACGTTT CCAAAATAAT AATCCAAAAT TTTTTAATGA AATCATAGAA 31152 0 

ATCCTCCACA ACAATGTTTA AATTTTTTAC CCGAACCACA GACACAAGGT TGTTTCATTG 31158 0 

TCGGTAATGA TACGGTCGGA TCCACAAAAT ACCAACGATC TTCAATTTTC ACAAAAATTG 311640 

ACCGTTCTTG ATGGGCTTGC TCACATTCTT CGCCTTGAAA AATCGCCTTA AATTCCACCG 311700 

CACTTTGAGT TTTTGTAAGG CTTTCCGTTT TTAGAATTTC TAATCCTAGC CACGTAGTGT 311760 

TGTCAGCCCA TTCTTGCAAT AACCTAGGCT TTAATAAAGT TTGTTGGCTT GGCACAGTTG 311820 

TTACAACAAT ATAGGGAATA TTTTTTAACA CATAAGCCGT ATAACGTGAA CGCATAAGTT 311880 
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GCTCTGCCGT TTCGGGAAAT GCTTGTCTCA AATGAAATTT GCCACAACAA TCTGCGTAAT 311940 
GATGGCTAGA TTGACATGGA CAATTTTCTA AAGAAAGCGC GGTTGAAATT TCTGACATAT 312000 
TTATCCCTGT TGTTTGAATT TCGATATTTG CGATCGAATT GAGCGTTTAA AGGCTTCAGC 312060 
TAATACTTCA ATCTCTAATG CTGAATCTAA TTCAGCTTCA TTTTTT GGCG TAGATAACAA 312120 
GCGATTTAAA TGACGAATTG TTATTTGCGG ATAAGGACGG GCGAGTAATT TTAATTCATC 3 1218 0 
CTTTTGCTTA ATTGTTCCTG TTTCAATAAT ACGAACATAC CATCCACTGA GCCCAGTTTG 312240 
ATAAACAATA TCGCGAGTCT CTTCGTTTTC CGTGT TTTTT GATAAACGCT CACAAGGTTT 312300 
ACGTGGTTGA GATACTTCTA AAATGGTTGA GCCGATTTGA TAACGATCGC CAATACATAC 312360 
ATTGTCTTCA TTCAAGCCTG ACACGACAAA ATTTTCTCCG TATGTCGCAG TATCCATATA 312420 
AGGAAAAATC TTTATTTAAT AAAGCATTTA ATTCATTAAA AGAATCTGCC GACATAAAAA 3124BO 
■ AGAGAGCTTT ATCTACACCA CCGTGATGTT TTTTTAAACC AACATCGTTT CCTTCCGCAC 312540 
CAAGAGAATG AATTTTTACC GATGGCACAA C TTTTTT ACG AATCGCGCTT TCATACTGGC 312600 
TTCCATCGGA AAAGGTTAGG GTTTCAACTT GCCCCACTTT TATGACTAAA ATTTTTGCAT 312660 
TCATTTTATT TTTCGCTTGT TCTAGAAAAA ATTTACGTGG AATTATAACC GAAAACGTTT 312720 
AACTTTTTGA CCGCACTTCT TTTTTTACTT ATTATTCGTT ATCAGAAAAA CAAAAAAGAA 312780 
ATAATGAAAA TGTTTGAAAG AGAAAAAAAT TTTCTAAAAA TATTTTATTT CTTTTCTTGA 312840 
AAATAAGATT TTTCCTAAGG GCGAAATCAT CACGTTCAAT GATAATAAGG AGATTTATTA 312900 
TGTCAGGCGT ATTCCACCTA AACCTCACTA AAGCACAACT TAAAGGTGCA ACACTCGCTA 312960 
TTGTTCCTGG CGATCCTGCG CGTAGTGAGC GTATTGCGAA ACAACTTGAT AATCCAGAGT 313020 
TTCTTACAAG CACGCGTGAA TTTACATCGT GGTTAGGTTA TATCAATGGT CAGCCTATTG 313080 
TTGTATGTTC TACGGGTATT GGTGGCCCTT CAACATCAAT TTGTGTGGAA GAACTTGCTC 313140 
AACTTGGTGT TCGCACTTTC TTACGTATTG GCACAACGGG TGCAATTCAA CCGCACATTA 313200 
ATGTAGGCGA TGTTCTTATC ACAACTGCTG CTGTCCGCTT AGATGGTGCA AGCCATCATT -313260 
TTGTACCATT AGAATATCCA GCTGTGGCAA ACTTTGAATG TACAACCGCA CTTTATAATG 313320 
CCGCGAAAGC AAAAGGTATT GAGCCTTATG TAGGTGTAAC CGTATCATCT GATACATTCT 313380 
ATCCAGGTCA AGAACGTTAC GATACTTATA GTGGTAAAGT ATATCGTAAT TACCAAGGTT 313440 
TGCTTAAACA ATGGCAAGAT TTGAATGTCA TGAATTACGA AATGGAATCT TCAACATTGT 313500 
TTACTATGTG TAGCGCATTA GGTTTGCGTG CAGGAATGGT TGCAGGCGTG ATTGTAAACC 313560 

-77.188- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCTAJS96/05320 

GCACTCAACA AGAAATTCCA AATGAAGCAA CGATAAAACA AACAGAAGAA AAAGCTGTGT 313620 

CTGTTGTGAT CACAGCTGCA CAAGCATTGT TAAGTTAAAT TAATATTTAT TTGAAACAAT 313 680 

AAAACTTTAT TTTATTCTGC ACCTTAATTA GATTTATTTT CTAACGAAGT AAGGTGCAGA 31374 0 

TTTTTTATTA ATAAACTGCG ATCTTCTGAT CAATTTAATC AAAGTAGTCT ATTTACTTGT 313800 

TGGCATTGAA ACCTAAACTT GATATAAGTT CTAAATAAAC TACTTCTAAA GGCTAAATAA 313 860 

CCTAAAATAT TTACGACTAA AATTAGATTT CTGTTAAATC TACATTTTTA GTCTC TTTT G 313 920 

AGGCTAATAA TGC CAAGAAA GTCATTAATG CATTGATTGC TAAATAAATT CCTACACCCA 313 980 

TTACACCGAA TGACGCGTTA ATTTTTAAAG AAATCATTGC TGCAATTGTT GCACCAATAA 314040 

TTGATGCTAA ATTATACGCA AGAGAGGCAC CTGAATAACG GACTTCTGTT GGGAATAATT 314100 

CTGGTAATAG CGCAGCCATT GGACCAAATG TCATTCCCAT AATCGCCATA CCAATCACTA 314160 

AAAATGCAAA TACGCTAACT GGAGTGCCAT TTTCTAAGAA TAACGGCATT GCTAAACCAA 314220 

GCACGCCGAT AGCAATAGTC ACCCAAATCA ACCATTTACG ACGACCGATT TTATCGGCAT 3142 80 

AAAAACCGGA AATACTGATA AAAATACCAA ATACAATGGC ACTAATTAAT AACAAGCCAG 31434 0 

TAAATGTATT TGCTGGGATT CCTAAACCAA GTGCATAACC TGCTTCAGAA AGCTTTGGTG 314400 

CTGTTCGAGA ATATGCCTGC GCAAAAGCCG TCATAATGTA AAACAGAGAA TAAGTTGCCA 314460 

CCATAATAAA TGTGCCAATA ACCATTGGTT TTAAGTGTTT GGTAAACACA ACACTCACTG 314520 

GTGCATTCAA TTTTTTGCCT TTTTGCTCTG, CTTCCACAAA TACGTGGCTT TCGTGCAAAG 314580 

TTAAGCGAAC ATATAAACCA ACTGCAACTA ATAAAATGGA AGATACAAAT GGAATACGCC 31464 0 

ACGCCCATTC AACAAGTGCA TTATG AC CAA GCAAATAGCT AACTAAGAAG AACGTTCCAT 314700 

TAGCGACAAA TAAACCAATT GGTGCGCCTA ATTGAGGGAA AGTACCGTAC CAAGCTCGTT 314 760 

TTCCTTCTGG TGCATTTTCT GTTGCGACTA ACGCTGCACC GCCCCATTCG CCCCCAAGCC 314 820 

CAATACCTTG ACCAACACGG CATACGCAAA GCAAAATCGG CGCCCAGATA CCAATTTGAG 314 880 

CATAATTAGG AAGTAAACCA ATTACTACCG TTGAACCACC CATTAAAACA AGAGAGGCAA 314 94 0 

CCAAGGTTTT TTTACGACCA ATTTTATCGC CAAAGTGACC GAATAATGCC GAACCAATAG 315000 

GACGTGCAAA GAATGCTAAA GCAAGCGTAG AAAGAGAAAG TAAATCATTA GAAAGCGGAT 315060 

CATCGCTATG AAAGAATTGC GTATTGAAAA CTAATACAGC GGCAGCCGCA TAGATATAAT 315120 

AATCAAAAAA TTCGATTGCT GTACCGACCA TCGAGGCTAA CGCCACTTTC ATCGGATTAT 315180 

TACGAAGTTG TGTAGACATT GTGTTTCCTT AGAAGTTTAT TATAAAGAGA AAGGATTGAA 315240 
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TCCTAGCATT TTAACTAAGG TCTAACAATT TTTAATATGC AATTTTCTAT TTTTTTAGAG 315300 
AAATATTTTG AATTTTCTAA ATGTGAGTTA TGTCCAGCGC AGGGAATTGT CACTAAATCA 315360 
ATTTGATTTT CTTTGGCTAA TACTTGGAAC TTATGATCTC TTTCGCCACA AAAATAAAAA 315420 
AATGGCAAAG AACTTAACCG CACTTTTTCA CTAAAATCAG GTTGTTTGGA TAGACTTGTC 315480 
GCCAGCAACA TTTTGCCAAT ATTTTTCCCA CAATTTGATT TTCGTTTTTC AACCAACTGT 31S540 
AATCTTTCTT CTGTAGTCAA ATGAGAAAAC ACAGGTTGTT GATACCAATC ATTCAACACT 315600 
TTTTCTGGCG ATTCTTGCAT AAAACGTTGC GCCCAAGCAA AATCCTGCTG AAAACGAGCC 315660 
TGCTTTTCTT CGTCAGTTTT TAAACCTAGA TTCGCACCTT CTAAAATAAC GCCTTGCAAA 315 720 
TTAGATCGTT CCAGCTGAGC TTGCAGCGCA TAATACAAAG CAATCCTGCC ACCTAGAGAA 315780 
TACCCAACAA GAAAATAGGG TCCATTTTTC ACCGCACTTT TAATTTGCTG AGCCAAATAC 315840 
TCCGCCGAAT CTTCAAAATT TGTGACTTCA AGGTCTTTAG CTTGCCCGTG AAAAGGCAAA 315900 
TCTAGCGCAA TACAATTAAA GTGCGGTAGA TTTTCAATGA CTTTTTGCCA GTCATTTTTT 315960 
GTACCAAGAA GTCCGTGAAG AAAAATGATG TTTATCATTG AAGGGATTAT TGATAGAAAT 316020 
AATAAAATAT GGCGGACTAA AGCCCGCCTA CAGAATACTT AAGCACCAAT CACGGCGTGA 316080 
CTAATTTGCT CGATTAAGCG TTTATACAAA CTGCTACCAT CACTCGGATT CGTTTTAATT 316140 
TCAATTAACG TTGCCTTGCG ACGACTATAA GCCTGTTTCA CAACAGAATT GAGATCTGCC 316200 
CAAGTATAAG GATGAGCGTA TTTAAGATCG AACATTGCCG CGATTTGAGA AAAATCGCCA 316260 
TTATGCGGTA ATCGATAGAA CTGATCTTTG ACTTGTTCAT CCACAGGTAA CATATCAAAA 316320 
ATCGCGCCAC CATTATTATT GATCACAAAG ATTAGCGTTG GTTGCGTAAC GTTTTTGAAT 316380 
AATGCGAAAG AATTCAAATC ATATAAAGTG GACGTATCGC CAATCACCGC AACAACAGGT 31544 0 
TTATTTGAAC CAATACCTAT TCCAGCAGCA GTAGCCAACA AACCATCAAT TCCACTCGCA 316500 
CCACGATTGG TATAAACGGG ATAACTTTCT GGTAATTGCG TTAGCGCATC AACTAGACGA 316560 
ACAAGTAAAC TATTACCTAA AAATAAAACA CCGTTATAAG GTAAAAGTGT TGGTAAACGT 316620 
AATGCGAGCG AGGCTTCCGT TAAATTTCCG CCTACTTGCT GTTCAATAAA GGTCGCACAG 316680 
AACTTAGATA AAGCTAACGG CTCAAGCAAC CAAGGCTTTT GGCGTAAAGG TGGATGTGCA 316740 
CGCAACCAAT GATGTACTTT AGCATTAAAT CTTGTCAATG AATGATGGTA AGGATCTAAT 316800 
GCTTTACCGC TTTGTTCAAC TAGCCAAAAT TCCCCTTTAA ACGCTTGCAA GAATTGATTA 316860 
ATGCGTTTAC TAATAAAACG CGCGCCAAAT TGAATCACAA TATCAGCTTG TAGAAGTTTT 316920 
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TCACGAACAG TTTGGTTTGC CAGCCAAATA TCTTCATAAG GCGTCGTTGG AACAACACCA 316980 

GATTGAATAT CCGTCAGTAA CACCCAGCCC ATAGCACTTG CCCAAGAATT AATGCCCATC 317040 

GCTTGTTCTG CAGGTAATTG ACCAACCACA ACGACACCAC GTTTGGTACG CCAATGATCC 317100 

CAATTTTCAT GCATTAATAC TTCGTTTTGT TGCGCTTCTA CATTTATCCA AGACTTGTTT 317160 

TGAATTAACC AGCGTTGTAA CGGCTGTAGC CAACTATGGG AATTTACTTC CTCATCAGTT 317220 

GCATCATAAA GTGGCTCGGC AAATGGGACA TTAATATGAA CAACGCCACC TTGTTGTTTT 317280 

TGTTGGAAAA CTGCCTGTTC AAGTAGAGAA ATTAACCACT GCGCAGAATA ATCAGCATTC 317340 

GGTTTAGGTA AATTAACATT TGCAACTGGA TACTGACCAA ACATATTTTG TTGCAAAATG 317400 

GCCTGATTTG CACCGCACTC CCAAAGTTCT GGTGGACGAT CAGCAGTTAA AACAAATAAA 317460 

TTTACACCAG TTTGGCGTGC TTCAATAATG GCAGGATAAA GGTTTGCTGT TGCAGTACCT 317520 

. GATGTAACAA TAATTGCAAC AGGCGATTGA GTTGCCTTAG CAATACCCAA AGCAAAAAAA 317580 

CCTAAACCGC GTTCATCAAA ATGCGTATGA CAAGTGACTG CGCCCGCATT TTGCAAACGT 31764 0 

ACGGCTTCTA GAGTTAAAGG TGTCGAACGC GAACCTGGCG CGATACAAAG GTGAGAAACG 317700 

CCTTGGCGCA CCAAGGTTTC TAAAATCACT TTCGACCAAC AACGATTAAA CACGCTTACC 317760 

GACATTTTTT TTCTCCGTTA TCATTTTTCT TCTGCAAACA AGGAAATTAA CCCTGCTGCT 317820 

TTACGTTCAA TTTCTTTCCA TTCTTCCAAT GGCTGCGAGC CTGCCACAAT GCCCGCGCCA 31788 0 

GCAAATACTC GAATACGATG ACCTTCAATA AAAGCAGAAC GAATCGCCAC ACAAAACTCT 31794 0 

GAACATACAT CGCTCATCAC GCCCAATGTT CCCGCATACC AGCCTCGATC AAAGGTTTCG 318000 

ATTTCTGACA AAATCATTTT GGCTTGTTGC TGTGGCAAAC CAGATACTGC AGCTGTAGGA 31806 0 

TGAATCGCTT TTAATATATT TACATCTGCA TAATGTGCGG TCAAATTTGC ACGAATTTTA 318120 

CGAATCAAAT GTTGTACTTT ACGTAACGGT TTCAATTCCA CATTGCTTAC ATCAAAACTT 318180 

TCTACTTGCT TACGTAAATT CTG CGAAATA TCTTCTACAA CCAACCAATT TTCTTTTAAA 318240 

TTTTTCTCAT CATTTAACAA CCAATTGGCT TGAGATTGCG TTTCTTCCTC ACTTTCAGAA 3133 00 

ACCGATGCTG TCCCCGCCAA AGCTTCGGTT AGCAACAAAT TATACTCACG AGCAAATAGG 318360 

CGTTCTGGCG TAGAACCAAC AAAAACCGAA TGAGAATTTT CAGCCCATAA AAAATGATAA 318420 

CAACCTTGAT TTTG TTTTT C GCTTTCTGCT AAAAAATCGT ACGCATTAAT CGCTTGCTTT 318480 

AAATGAAAAG TGGTTTCATT GGCTAACACA ATTTTTGTCA GCTCTCCACT TTTAATTTCT 318540 

ACCAAAGCCT GATTTACCCA ATCACACCAA GTTCTTTCAT TGGCTCGAAG CTCTGTATGC 318600 
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AAAGGAATTT GTTTTGGCAA AGCAGAAAGT GCGGTGAGAT TTTCAAAAGT TTTGAGGTGG 318660 
GCTAAAGTAT CATTCGCACT TTGCTCATTT TTCACAAAAA AGGATACCAA CGTGCCTTTA 318720 
TTATCCTGTT CAACAAGCAT TTTAGGTAAT ACAAATTGTG CAGTGCCTTG AAATTGCAAA 313780 
CCGCCGACCA GTGGAAAACC ACTTTCTTCA ATAAACTCTT GCGCTAAATT TAACTGTGAA 318840 
AATGACTGCA CTGCCCCAAG CGCAGCCAAT GCTTTTTCTT CATCACGAAA ATGTAAATAA 318900 
AATTGAGGAT ACGCAGATTG ACCTTTCAGC CACGCCAACA AATCGACCTT GTCCAGTTTT 318960 
ACCTGAAAAC GGACAAGTTC ATTCGTTGAT TGCTGTAAAT ATGCGTGAAT TTGCGATTTT 319020 
AACTCGCCTA TTGCCTGCGC TAAATAACTC ATTAGATTTT GTTTTAAATA CACAAAAAAT 319080 
TAGCCATATT CTACCGCAGA TTGTTAATGA CAAAAAATTT TTTTACAAAA TCTTTTCAAT 319140 
ATTGAAAATT CAGCGTAAAT TAACCGCACT TTTCTCGAAA AATTTATTAG AAACAAAAGG 319200 
aTTTCACTAT GCGATTATTC CCAAAATCCG ACAAATTAGA ACACGTATGT TATGACATTC 319260 
GCGGACCTGT GCATAAAGAA GCACTACGCT TAGAAGAAGA AGGCAATAAA ATTTTAAAAC 319320 
TTAATATCGG CAATCCCGCA CCTTTCGGCT TTGAAGCACC AGATGAAATT TTGGTGGACG 319380 
TATTGCGTAA TTTGCCGTCA GCTCAAGGCT ACTGCGATTC AAAAGGATTA TATTCTGCTC 319440 
GTAAAGCCAT TGTTCAATAT TACCAATCAA AAGGGATTCT CGGCGCGACC GTCAATGATG 319500 
TGTATATTGG TAACGGCGTA TCTGAGCTTA TCACAATGGC AATGCAAGCA TTGCTCAATG 319560 
ATGGCGATGA AGTGCTTGTG CCGATGCCTG ATTATCCGCT TTGGACTGCT GCGGTAACCC 319620 
TTTCTGGCGG TAAAGCAGTG CATTATCTCT GTGATGAAGA CGCAAATTGG TTTCCCACTA 319680 
TTGATGATAT TAAAGCAAAG GTGAATGCGA AAACTAAAGC GATTGTCATC ATCAACCCGA 31974 0 
ACAACCCAAC GGGTGCTGTG TATAG CAAAG AATTATTACA AGAAATTGTG GAAATCGCGC 319800 
GTCAAAATAA TTTAATTATC TTCGCTGACG AAATCTACGA CAAAATTTTA TATGATGGCG 319860 
CGGTGCATCA TCACATTGCC GCACTTGCTC CTGATTTATT AACCGTTACA TTGAATGGGT 319920 
TATCAAAAGC TTATCGAGTT GCAGCTTCCG CCAAGGCTGG ATGATTTTGA ACGGCCCAAA 319980 
ACATAATGCG AAAGGTTATA TTGAAGGCTT GGATATGCTG GCATCAATGC GTTTATGTGC 320040 
CAACGTACCA ATGCAACATG CAATTCAAAC CGCACTTGGT GGCTATCAAA GTATTAATGA 320100 
ATTTATTTTA CCAGGCGGTC GATTACTTGA GCAACGAAAC AAAG CCTATG ATCTCATCAC 320160 
TCAAATTCCA GGCATTACTT GCGTGAAACC AATGGGGGCG ATGTATATGT TCCCGAAAAT 320220 
TGATGTGAAA AAATTCAATA TTCACAGTGA TGAAAAAATG GTGCTGGATT TACTCCGCCA 320280 
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AGAAAAAGTA CTACTTGTGC ACGGTAAAGG ATTTAATTGG CATTCACCAG ATCACTTCCG 32034 0 
TATTGTTACT CTTCCTTATG TGAATCAGCT TGAAGAAGCC ATTACAAAAT TAGCAAGATT 320400 
TTTGTCGGAT TACCGTCAAT AATGAATGCT TTGACAACAT TACAAAGGGG ACTAAATGTC 320460 
CCCTTTTTAT CGATATAAAT ATATTGCACT TTCCTTGTGT ACTACTATAA TAGTGCAAAT 320520 
TTATTTTAGA GGCATTTTAT GATACAACAA AAATCTCCTT CTCTCTTAGG CGGTGCAATG 320580 
ATCATTGCAG GTACAGCGAT TGGTGCAGGC ATGCTGGCTA ACCCAACTTC AACGGCAGGT 320640 

GTATGGTTTA TCGGTTCAAT TCTTGCTTTA ATTTATACTT GGTTTTGTAT GACAACCTCA 32 07 00 

GGATTAATGA TCCTAGAAGC TAATCTACAT TATCCAACAG GTTCAAGTTT TGACACTATC 320760 

GTTAAAGATT TATTAGGAAA AAGTTGGAAT ACTATCAATG GTCTTTCTGT TGCTTTCGTC 320820 

TTGTATATTT TGACTTATGC CTACATAACC TCAGGCGGAG GCATTACACA GAATCTGCTC 32 0880 

AACCAAGCAT TCAGTTCTGC TGAAAGTGCG GTAGATATTG GGCGAACTTC AGGATCTTTA 32094 0 

ATTTTCTGCC TTATTCTTGC AGCCTTTGTA TGGCTTTCAA CCAAAGCAGT GGATCGTTTC 321000 

ACAACCGTGT TAATTGTCGG GATGGTGGTT GCTTTTTTCC TTTCTACTAC TGGTTTATTA 321060 

AGCTCTGTAA AAACAGCAGT TTTATTCAAT ACCGTTGCTG AAAGTGAGCA AACATATTTA 321120 

CCTTATTTAT TGACCGCACT TCCAGTTTGT CTCGTGTCGT TTGGTTTCCA CGGAAATGTC 321180 

CCGAGTCTCG TCAAATATTA CGATCGTGAT GGTCGTCGCG TGATGAAATC GATCTTTATT 321240 

GGTACAGGCT TAGCATTAGT GATTTACATC TTATGGCAGC TCGCTGTACA AGGTAATTTA 3213 00 

CCACGCACTG AATTTGCGCC AGTCATTGAA AAAGGCGGCG ATGTTTCTGC ATTATTAGAG 321360 

GCTTTACATA AATATATTGA AGTGGAATAC CTTTCCGTCG CATTAAATTT CTTTGCTTAT 32142 0 

ATGGCAATTT CTACTTCATT CTTAGGCGTC ACTTTAGGGT TATTTGACTA TATTGCGGAT 3214 8 0 

CTATTTAAAT TTGACGATAG CTTATTAGGC AGAACAAAAA CAACACTTGT TACTTTTTTA 321540 

CCGCCATTAT TGCTAAGCCT GCAATTTCCT TATGGATTTG TGATTGCCAT TGGTTACGCT 321600 

GGATTGGCGG CAACAATTTG GGCTGCAATT GTCCCCGCAC TTCTTGCCAA AGCAAGCCGT 321660 

CAAAAATTCC CACAAGCAAG TTATAAAGTA TACGGCGGAA ATTTTATGAT TGGTTTTGTA 32172 0 

ATTTTATTTG GCATATTAAA TATTGTGGCG CAAATTGGGG CAAACTTAGG TTGGTTTGCA 32178 0 

AGTTTTACTG GGTAAGTTTT AAAAAATAAA TTTAAATTAT TAAATAG CG A TCTGCACTTT 321840 

AACAGTGGGT TATGTAGTCC AACTAATTCG TGTAGATCAG CCCCTTAATT ATTTTACTTT 321900 

TTATTAGTTA CAAACAATCT TAACTGCAAG TCCGCCTTGA GATGTTTCGC GATACTTGGC 32196 0 
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GTTCATATCT TTACCTGTTT CGTACATTGT TTCAATCACT TTATCTAAAG TTACTCTTGG 322020 
ATTAGTGGTA CGGCGTAAAG CGATACGCGA TGCATTGATT GCTTTAACTG AAGCAATCGC 3220B0 
ATTGCGTTCG ATACAAGGTA CTTGAACTTG ACCGCCGACA GGGTCGCAAG TTAATCCTAA 322140 
ATTATGCTCC ATTGCAATTT CAGCTGCGAT GCATACTTGT AGTGGATTAC CACCCAAAAT 322200 
TTCAGCTAGT CCTGCAGCCG CCATGGAACA GGCTACACCC ACTTCACCTT GGCAACCCAC 322260 
TTCTGCACCA GAAATAGAAG CGTTCATCTT ATAAAGTGAA CCAATCATCC CTGCGGCTAA 322320 
TAAATAGCGT TCAATGATTT CAGGTGTTAA TGGCGAGATG AATTTTTCAT AGTAAGCTAA 322380 
TACCGCTGGA ATAATCCCGC ACGCACCATT AGTTGGTGCC GTAACCACGC GTCCACCTGC 322440 
TGCATTTTCT TCATTGACAG CAAGCGCAAA CATATTGACC CAGTCGATTA CGCGCATTGG 322500. 
ATCGTTAGAT AAATTCGTAT TTGCTTGCAA CGCACGATAA AGTGAAGCTG CACGACGTGG 322560 
TACTCTTAAT GGGCCGGGTA AAATACCCTC TGTGTGAATG CCGTGTTCAA TACAAGCCTG 32262 0 
CATCGTTTTC CAGACATTCT CTAGATGAGC ACTAACAGCC TCTTTGCCAT TCAATGCGAT 322680 
TTCATTTTCC AACATCACAG TGGAAAGCAT TAAGCGTTAT CACTACAATG TTTCAAAATA 322740 
TCTTCGGCAT TTTTGTAAGG ATAAGGCACT TGGACTGTGT TTTTTT CTTC TTTGCCAAAA 322800 
TGGGCTTCAT CGACAATAAA ACCACCCCCA ATCGAATAAT AGGTTTGGCG ATAAAGCTCT 322860 
GTGCGATTTT CATCAAGAGC GGTAATTGTC ATGCCATTTT CGTGCAATTT TAAAAAAGTG 322920 
CGGTGGAAAA TGAGATTATT TTCAAAATCA AATTTTACTA TCTTTTGACC GACATTAATG 322980 
GGTAAAAGCG CAGTTTGTTT AACTTTCTCA ATGAAACCTG AAATCATATC AATATCCACA 32304 0 
TTATGTGGTA AATAACCCGC TAACCCCATA ATAATGGCAA TATCTGTACT GTGTCCTCGT 32310 0 
CCTGTCATTG AAAGAGAACC GTACACATCT ACGTGAATTT CAGTAGTTTG TTCAAATTGA 323160 
TTTCGTTTAA TTAAGTCGTC TATAAATTGT TTACCCGCTT TCATCGGACC GACCGTGTGG 323220 
GAACTGGATG GCCCAATTCC CACTTTAAAC ATATCAAATA CGCTAATCAT AAATTTCTCA 323260 
AAATTCGTTA AAAATTAAAG GCGATTATAA TAATCCATAA ACAACTGCAG AAATAGCAAT 323340 
TAGCCCCATA ATTGTTACAA ATACATTACT GAAACGTCCG CTGTAGCGTT TCATTGCTGG 323400 
GATTTTTCGA ATCGCGTACA TTGGCATGAT AAACAAAATC ATCGCAATGA TTGGGCCGCC 323460 
AAGAGATTCG ATTAAGCCTA AGATACTTGG ATTAATAATC GCAACGCCCC ATAACGTTAA 323520 
TAAGAAGAAA AGTGCGGTCG CATAATTGAG TTTTTTACGA TTTACTGCTT CACCTTTCAT 323580 
TTTTAAATAT AAACCTTCTA AGCCTTCACG TGCCCCCATA TAGTGACCGA AGAATGAACT .323640 
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AGTAATCGCT AAGAATGCAA CAAGCGGGCC AAAATAAGAG ATATATGGAT TATCAAATTT 323700 
ATTCGCTAAG AAAGACAAGA TACTAATATT CTGTTCTTTT GCTGCCACTA ATTCTTCAGG 323760 
TGTTAATGTT AATACACAGC TAAATACGAA GAACATTACG AAGAATAACA AAATCGTTGA- 323820 
GGCGCCTTTT TCTGTATGGC TGATATGGCG TTCTGCACCA TCGAAAGTTT TATATTCACG 323880 
GAATTGTGAG CAAGTGAAAG ATGAAATTGC TGGCGAATGG TTAAATGAAA ATACTAATAC 323 94 0 
GGGAATGGTT AGC CATAAAG TTGTTAAGAA ACCGCCTACT GTTGGAAATT CATATAATAC 324 000 
GGCACTATTC CATTCAGGAA TTAAGTAAAT AGAAAGrACA AATAAAATTA AGACTAACGG 324060 
ATAAACAAGC CATTCTGTGA TTTTTAACAT CA CTTTTT CA TTAAATAACA TCACGGAAAT 324120 
CAATACCGCA ATTAATACAA AAGAGAGAAT GACTCGATTT GGTGATGCCA TACCAAGTTG 324180 
ATTCACAATA AAAGAATCTA CGGTGTTCGT GATACCGTTA CCGTAAATCA ACAGAATAGG 32424 0 
GAAAATCGCG AAAAAATAAA GTAAGGTAAT AAGTTTACCC GCTGTTTTAC CAAAGTGTTC 324300 
TTCCACTACT TCAGTAATAT CGCTGCCAGG ATTTTTTGAT GAAAGTACAA AGTAGGCTAA 324360 
GCCACGGTGA GCAAAATAAG TCATTGGCCC GACGATAATT GCCATTAAAA CTAACGGCCA 324420 
AAATCCACCC ATCCCTGCGT TAATCGGCAA GAACAATACG CCCGCGCCAA CCGCCGTACC 324480 
GAAAAGGTTT AACATCCACG TTGCATCAAA TTTGTTCCAT TTGAGTTTTT CTGTTGATTT 32454 0 
CATAGTTTGC TCCAAAGCAT AAATTACTTA AATTTGTCAA TTTGTAGAGC AAAATCCGCT 324600 
CCAACTAAAT TTGAGTATTA TGTTATGCCA ATAAATAGAG AATCTCAAAG AGCAAATTCT 324660 
AAAATTGTGA TCAAGTTAAA ATTTTTTTAT AAAAAGTGCG GTAATTTTCA GCGACAAAAA 32472 0 
AATCGGTGCG ATGACGACAC CGATTGCGTA TAAAAATAAA TGAAATTAGA ACCGCACTTT 32478 0 
TTTCAATCTT AAGGCGTTCA TCAATACGGA AATTGAGCTC AACGCCATAG CAGCACCAGC 32484 0 
GATTATAGGG CTAAGAAAAC CGAAAGCGGC AAGGGGTATG CCGAGAATAT TGTAAATCAA 324 900 
AGCAAAAAAT AGATTTTGTT TGATATTTTT CAAGGTTGCT CTTGCAATAA AAAGCGCATC 324 960 
CACAAGTTGA TTCACCGAAT GTTG CATAAG CGTTGCAGAG GCTGTTTGTT CTGCAATATC 325020 
TGAACTTGAT TTCATCGCAA AACTGACGTT TGCAGAAGCT AAAGCAGGCG CATCATTTAT 325080 
TCCATCGCCT ACCATTGCGA CAATATGACC TAGATCTTTC AGCTTTTGGA TTTGTTCCGC 32514 0 
TTTATCTCTT GGAGTTAGTT TCCCAAAGGC TTTCTTAATG CCGAGTTGTT TCGCTATGTA 3 25200 
ATCCACGACA GATTGTTGAT CGCCACTCAT AATTACGACA TCAATATTTT GCTGTTGTAA 3 25260 
GCGTTGAATG GCGTGCAAGC TATCGTTTTT TAAAGTATCC GTCAGTGCAA ATGCACCGAT 325320 
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GGGTTCATCA TTTATGGATA CTGCGACAAT GCTCGCAATT TGCCAAATAT CCTCTAAATT 325380 
TTTAGGCAAG ATTAAACCGC AATAATCAGG TTTACCGACT TTTATTGTTC CCACTTGTTC 325440 
TAATTCGGCT TGAATGCCTT GACCCACTTC CATCTTTGAA AAAAGTGCGG TGGGAATTTC 323500 
TAACATTTTT nGTTCTGCTG CTTGCACAAT AGCTTTTGCA ATTGGGTGGT TAGCTTGTCG 325560 
TTCAACTGCT GCTGCAAAAC GATACAAATC GTCTTCAGAA TACACCGCAC TTTGTGGCTG 325620 
CCATAAAGCA GAGATTTCAA GCTCTCCTTT TGTTAATGTG CCAGTTTTAT CAAGTACAAC 325680 
GGTATCCACG TGGGCGGTTT CCTCCATTGC AGCCGCATCT TTAAACCATA CGCCAGCATT 325740 
GACTGCTTTA CCTAAACCAA CCATTATGGC TGCTGGTGTG GCTAATCCCA AGGCACAAGG 325800 
GCAAGCAATC ACAAGCACGG ATACCGCGTG AATTAGTGAA GACACACTAT CATTCGTCAG 325860 
AATATAAGTG AGTGCGAAAG TAACAAGTGA AATCACTAAA ACGACAGGCA CAAACACGGA 325920 
AGTAACTTTG TCAGCAAATC GAGCAATGGG TGCTTTTGAA CCTTGTGCAT CTGATAATGC 325980 
ATTCATCATA TCGCCAAGTA AGGTTTGGCT ACCAAGCTGA TTTGCTCGAT AGATAATAGA 326040 
ACCTTCTGTT ACCATCGCCC CCGCTAATAC TTTTCCACCT TTCTGTTTTT CTTCTGGGCG 326100 
AGATTCCCCC GTTAAATGGC TTTCATCACA CCAACCATTT CCACTTTCAA TTACGCCATC 326160 
TGCCGCAATA CGCTCGCCTT GATTCGCACG AATGATTTCG CCGATATTGA CTTGGTCAAG 326220 
AGCAATTTCA ATCCATTTTT CATTACGTAA AACAGTGACT TTTTTCGGTG TCAGTTGCAA 326280 
GAGCATACTT AAGCTATTTA GGCTGTGCTT TTTAGTGCGA TCTTCAAGAA ATTTTCCAAG 326340 
ACTGACAAAA CCAATTACCA TAACAGAAGC TTGAAAGTAC ACATGTCCCA TTGCATGATT 326400 
GGCGTGGTAA AACAACATGA AAGCAGAATA AAGATAAATA GTGAGCGTTC CTGTGCTGAC 326460 
CAGTACATCC ATATTGGTAA GTCCACCACG AATACTACCG ATTGCTCCGC GATAAAATGG 326520 
AATGGCTAAC CAAAGTTGCA CAATGCTCGC TAATGCAAAT TGCCAAATCG GCGGTAACAT 3265B0 
TAAGTTATGG GAGCCACCTA TCATACCAAG CATTCCAATC AGAAATGGAA TATTGATTAT 326640 
CCAAAGTACG ATTAATCGCC AAGGGATTGA TGTATTTTCT TCTATTGGTA ATTCGTTGGC 326700 
TTGTTTGATA TGGGCAGAGA AACCTGTTTT ATGGATAATC TCTATAATTT GAssTTCGCT 326760 
TGCTTGCGTA GCGTCAAATA CAACTTGTGC TTCTTCGGCA GCAAAATTTA CGCCTGCTTG 326820 
TTGCACAAAT GGTTTTTTAT TTAAAACTTT TTCAATGCGA TTGGCACAAG ATTGGCAGGT 326880 
CATCCCACCA ATCTGAATTG AAATTTTTTT ACTCTGTGGC GTCAAATCCA GCATCTTCAA 326940 
TGACCTCAAT CAACTGTGCA aCATTGACTC GATTTTCATC AAAAGTAATA TTTGCTTTAC 327000 
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CCTCTAATTG CACATCAGCA GATTGTACAC CATCTAATTC AGTTAAAACT TGAGTAAGAT 327060 

TTTTTACGCA ACAGCCGCAA TGTATGCCTT TTATGTTTAA TGTGATAGTT TTCATTTTTA 327120 

CTCCTTGTTA GTTGTTTTAT TGATGAATGC GATTGGCAGG CCATCCCACC AATCTGAATT 327180 

GAAATTTTTT TACTCTGTGG CGTCAAATCC AGCATCTTCA ATGACCTCAA TCAGCTGTGC 327240 

AACATTGACT CGATTTTCAT CAAAAGTAAT ATTTGCTTTA CCCTCTAATT GCACATCAGC 327300 

AGATTGTACA CCATCTAATT CAGTTAAAAC TTGAGTAAGA CTTTTTACGC AACAGCCGCA 327360 

ATGTATGCCT TTTATGTTTA ATGTGATAGT TTTCATTTTT ACTCCTTGTT AGTTGTTTTA 327420 

TTGATGGTTA AACTATAAAC CTTTACATAA GGTTAAGGTC AAGAAGTTTT TTATGAATAT 327480 

TAGTGAAGCC GCAAAATTAG TAGGTTTATC TACAAAACAA ATCCGTGATT ATGAAAAAAT 327540 

GGGGTTAATT AAACCCGCTG TTCGCAGTTT GTCAGGCTAT CGAAATTATG GAGAAAGTGA 327600 

TTTAGAAAGG TTGCATTTTA TTCGAcACTC ACGCAATGTT GGGTTTTCGT TACATCAAAT 327660 

CGGACAATTA TTAGCACTAC AAGATAATCC TAAGCGTAGC TGCCGAGAAG TGAAAGTGCT 327720 

AACTGCTCAA CATATTGCGA CATTAAATCA ACAAATAGAA CAGTTACAAA AAATGGTACA 327780 

AAAATTGCAG CACTGGCACG ACAGTTGTCA GGGCAATGAC AACCCTGAAT GTTTAATTTT 327840 

GAATGGCTTG AACGGATAAG TGAAAAGTGC GGTTAATATT CCCAGCTTTC TGGATCGACA 327900 

CCTAATTCAC GCATAAGCAC TTTGGCATCT TCAGGGATTT CATC ATT AC G CTCTTTCATT 327960 

AAATCTGCAT CGGTGGGTAA AGGTTGTCCT GTGAATGCAT GCAAGAACGC TTCACAAAGC 323020 

AATTCACTGT TAGTTGCGTG ACGTAAACTT TTTAATTGGC GGCGAGTGCG TTCATTCGTC 328080 

AAAATTTCCA GTACTTTAAT GGGAATGGAT ACTGTAATTT TTTTTACTTG CTCACTTTTT 32814 0 

TTGCCATGTT CTGCATAAGG GCTGATATAT TTTCCGTCCC AATTCGCCAT AATTTCCCTT 328200 

AAGTG CTTAT TGATAACCTT ACAAATTGTC CGTATTCTAA TTAAAAATCA AATAAATAAC 328260 

AATCTAGACG GCTAAACTTC CAAAATAAGT TCTTAAAAAA AGTGCGATGA TTTTTATATT 328320 

AAATGCTAAT AAAAGCTAGA CAGCGTAGGG TTTTAGTGGT AATTTACGTG CCATTCAAAG 328380 

GGTGCAAGCC CACCATTCGA ATAATCAATT CTTATTAATT CCAACATTTA TTCATTATGC 328440 

ATTTAACAGA ACTTAAAAAT ACGCCTGTTT CTGATCTTGT GAAACTCGGC GAGGAGCAAA 328500 

TGGGCTTAGA AAATTTAGCT CGTTTGCGTA AACAAGATAT TGTCTTTGCA ATCTTAAAAC 328560 

AGCACGCCAA AAGTGGCGAA GATATTTTCG GCGGTGGTGT GTTAGAAATT TTACCAGATG 32862 0 

GTTTTGGTTT CCTTCGTTCT GCCGACAGTT CCTATCTTGC AGGCCCTGAT GATATTTATG 323680 
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. TTTCCCCAAG TCAAATTCGT CGTTTTAATC TTCAAACTGG GGATAAAATC GAAGGTAAAA 32874 0 
TTCGTCCACC AAAAGAAGGC GAACGCTATT TTGCACTTTT AAAAGTTGAT CAAGTTAATG 328800 
ATGACAAACC TGAAGTTTCC CGTAGCAAAA TCTTATTTGA AAACTTAACA CCATTGCACG 328860 
CTAATTCGCG TTTAAGAATG GAACGTGGCA ATGGCTCAAC AGAAGATTTG ACTGCCCGTA 328920 
TTTTGGATTT AGCATCCCCA ATTGGTAAAG GCCAACGTGG TTTGATTGTT GCTCCGCCAA 328980 
AAGCAGGTAA AACCATGTTG CTGCAAAATA TTGCGCAAAG TATCACACAT AATTATCCTG 329040 
ATGTAGAGCT TATCGTGTTA TTGATTGATG AACGCCCAGA AGAAGTGACA GAAATGCAAC 329100 
GTTCCGTAAA AGGCGAAGTC ATTGCGTCTA CTTTTGATGA ACCCGCAACT CGTCACGTTC 329160 
AAGTGGCTGA AATGGTAATC GAAAAAGCGA AACGTTCTGT AGAACATAAA AAAGATGTGG 329220 
TCATTTTGCT TGATTCTATT ACTCGTTTAG CGCGCGCTTA CAATACAGTC ACTCCAGCTT 329280 
CAGGTAAAAT TTTGTCTGGT GGTGTGGATG CTAATGCGTT GCATCGTCCA AAACGTTTCT 329340 
TTGGTGCTGC GCGTAACGTG GAAGAAGGCG GCAGTTTAAC GATTATTGCA ACAGCACTAG 329400 
TTGATACGGG TTCGAAAATG GATGAAGTTA TTTTCGAAGA ATTTAAAGGT ACGGGTAATA 329460 
TGGAATTACA CCTTTCTCGT AAAATTGCAG AAAGACGCGT ATTCCCAGCC ATTGACTTTA 329520 
AACGCTCTGG TACTCGTAAA GAAGACTTAC TCACAACAGC GGACGAATTA CAAAAAATGT 3 2 95 BO 
GGATTCTTCG TAAGATTCTT AATCCAATGG ATGAAGTGGA TGCAATGGAA TTCTTGATTG 329640 
ATAAGCTGAT GATGGCGAAA ACCAACGAAG AGT TTTTT GA AGTGATGAAA CGTTCGTAAA 329700 
AGCAACCGCA CTTCTATGAA GAACAaGGGG AAAATATTAT GTTTTCCCCT TTTTAATATC 329760 
CGTAATATTT GACGAAATAA ATGATGACAG CTGATAAGTT CATAAAAGGG GCAAAAGGTA 329820 
AAAATTCTTT TTTCTTCCTA TGAATAAGCG AAAAACATAT TCCAAGCACT GAGGCTAATA 329880 
ATAAAAAGTG CGGTAAGGTT TCTAAATGAA TAAAACTTCC TAATGCCATT GCTAGCCAAT 32994 0 
AATCTCCCCG TCCAAAGGCT TCTTTTCCAT AATAGAATTT TGCAAGCCAA TAGATTACGT 330000 
AGAAAACAAT AAAAAAACTT GCCGCACTTT TTATGCTTTC AGATAACGTA AGTAATGAAA 330060 
AGTTATTGTC TGCTCCAAAT AATCCTAGAG TAAGTAACCA TAAACAGGGT GTCGTAGAAA 33 0120 
TAAGTTGATA GTGCCAATCA AGATAACTGA TTGTCCAAAG AATAATAAGT GTGAGTCCGA 33 0180 
tCCATACAGT AAAAATAGAA TCTTTGAAGG CAATTTGTAA AAATATAAAT CCAACCCCAA 330240 
TACTAAAAAA ATACCTCAAA ATATGrCCGC ACTTTTTTTG TTGAATAGAG GCAAAGTGCG 33 03 00 
GtTGAAATGG AGAACGGTTT TGTGGAAATA ATTCAACGTA AATCGCATAA ATATTTTGCT 3 3 0360 
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GCAAACGCGT AATAAAACCA GATAGGTAGA ACCACAATGC GATCCCTAAG ATACCGCCTA 33 0420 
ATAAAAACAT TGTGAAATAA ATCATTGAAT AACAGAACCC ATATTAAAGA TAGGTAAATA 330480 
CATTCCCATC ATAATAATTC CAATCAGACT GCCGATGATC ACCATCATTA ATGGTTCTAG 330540 
CATTTGTGAG AGTAAGTCAA TTTGATGATT AAGTTTTTCT TGGTAATTTT CAGCAATATG 330600 
CTCTAGCATC AAAGCGAGTT TTCCGCTTTG GTCGCCAATT TGTAGCATTT GTTGTGCTTC 330660 
CATCGGGAAA AGATCGCTAC TTACACTATT AGAAAACGCA TAGCCTTGAG AAACCCATTG 33 072 0 
CAAAATTGAC CGCACTTCTT TATCTAATAC GATGTCATTT ACAAGCGTTT TCTTGGTTTG 330780 

CCACGTTTGT GTGCGAGGGA GAAAACTGTC TAGTGCCTGA TTAAGCGGTA CGCCAGCTTG 33084 0 

CAACATAATT TGTAAACTTT GACTAAAGTT CACTAAACGT GAAAGCTTTT GAATTGTGCC 330900 

AAAAATAGGC GTGATAGAAA TAAGTTGATT TTyCTTTTGA TAAAACCAAG TCTGGCGTTT 330960 

TAGATAGAAA TAATAAAATA GAAAAAAACT CAAAACGAAA AATAGCAAAA TGCCAATATT 331020 

TTGCTTAAGG AAATTAGATA TTGAGAGCAA TATTGCGGTT ATTGTTGGTA ACTCCGCATT 331080 

GTTGCCACTG TACATTTCAG CAAATTGAGG CACGATAAAA AGCAGTAATG CGAGTGTCAA 3 3114 0 

TAATAGAGAA ATTCCCAATA CCATTGAGGG ATATAACATA ATTTtCTGTA ATTTACGTTG 3 31200 

TAATGCTAAA GATTGGCTGC GATGTGTGGC TATTTTTTTA CAAACTACGG CAAGTTTTCC 331260 

CGTCATTTCT CCCACTTGAA TCAGTTGAAT TTCTTGTTGT GTGAGATATT TCCCTTGTTG 331320 

TTCAATGGCT TGTGAGAATG CTAAACCAGA TTCAATAGAT TGAAGTAGTC GTTCAAGCCA 331380 

TTCATTGAGT ACAATTTGAG TACAATTTTG TTGCAAAATT TGCAGACTGT TTTTTAACGG 331440 

AATAGCGGAT TGTAGCAACG TGGCTAATTG ATTGAGTAAT TCGCTAATTT CTGAATTTTT 3 31500 

GGGCTTTGCC nAAATTGCCA GTTTTGTTGT AATTTGATGT GAGTAAGCCC GCGGCTTATT 331560 

AATTGAAAGT GTGCTTGTTG TTTTGTATCC GCAATAATTG AGCCTTTTTG TTTCTGATTT 3 31620 

AATGGGTTAC TAGCTTGATA ATAAAAGAGT TTTTTAGTCA TAAATTTTTA CCTAACACAC 3316 80 

GTTCAATTTC TTTCTCATCC GTTATGCCTT GGCTAACTTT TTCTAAACCA CTCGCACGTA 3 3174 0 

AATTTTTAAA ATCCGTTTGA TAGTCATTCT GCTGCCAATG TAGAAATTGA TACACGCCGA 3318 00 

TTCGACCTCG ATAACCTTGA TGGCAATCAC AAGAATTTGC TAAATTTCCA CCGCACTTTG 331860 

AACAAAGCTT TCGTACAAGA CGCTGTGCAA TAACGAGCAA TAAACTGTTT TTAATTTCAT 3 3192 0 

ACTGTTGAAT ACCGAGTTGT TGTAAGCGAG AAATAGCAGA AATTG CATCA TTGGTATGTA 331980 

AAGTTGAAAG CACCAAATGC CCAGTTTGTG CCGCACGTAA TGCAATCATT GCACTTTCTT 3 3204 0 
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CATCGCGAAT TTCG CCTAGC ATAATAATAT CGGGATCTTG ACGTAAAAAA GTGCGTAATA 332100 
GGCGGTTAAA ATCTAATCCA ATCTGTGGAT TAATTTGGCT TTGAATAATG CCATCAAGCT 332160 
CAATTTCAAT GGGATCTTCA GCAGTCATAA TATGTTTATC AGG CGTATTT AGCCATTGAA 332220 
GTGCGGTGTA. AAGTGAGATA CTTTTTCCAC TTCCTGTTGG GCCAGTGACT AAAATTAATC 332280 
CTTGTGGCTG GCTAAGCACA CGTTGAAATG CTTGTTGCTG ATTTTCTGTC ATACCTAATT 33234 0 
CAGAAAAGCT AAGTTCTACT GGTTTATTTT GTTGCGGTCG CAACACGATT TTCTCGCCCC 332400 
. AATGGGTTGG TAAGGTTGAA AGGCGAAAAT CAAGAATATC GGAAAAAGTC GTTTTAAATT 332460 
GAAATCGCCC ATCTTGTGGA AGTCGATTTT CACTAATATC TAATTTAGCC AGTAATTTTA 332520 
AGCGTGAAAT AATACGATTG GCGAATATTT TGCTTATTAA GGGTTGTGGT TGTAAAACTC 33258 0 
CATCAATTCT AAACCGCACT TGAAATTGAT CAGCCAAGGT TTCTAAATGA ATATCAGAGG 332640 
CATTTTTTTG TAAGGCAGAT TCAAAAATCT GATTAAGTAA GCGGATAACA GGTTCATCAT. 332700 
CTTCTTGTTC AAAATGGGTT TCTTGATGTT GATAGAATTT AACTTGTTCT TCCACTTGCA 33276 0 
TTTGGTTCGG AGTAAGTTGT TGTAACAGTT CTTTGAGTTG GCTGCTTTCT AACAAAATTG 332820 
GTTCGACAGG TTTTCCCGTT ATAAACGCAA TGGTTTCACA GGCTGAAAGA TTGGAGAGAG 332880 
AATCAACCCC TAGCCAGAGA CGATTATTTT CTTCTTTAAG TGGCAAAGCA AAATAACGTA 33294 0 
AGAGCAAGGA TTGTTGCTGC TGATTGCGTT CCCATAAATC TGGCGAGATC GTAAATACTT 333000 
CGCCATTTTT AGCGGTTACA CGCTGAGTAT GAAGTAAAGC ATAGCTCGTC ATTTTGTGAC 333060 
ACTTCCGCAA AAATTTGCTG GAAATAAAGA GGCATCCGTT CCTTTGCAGG TTGTTGTCCA 333120 
AGTTACACCT GCTGCAGCAT TACCTTTAGC TTGCAAAATA TATTCCATAT TTGCCAATGT 333180 
GCCATTCCCT TTTACTGTAA TACCACCTGA TTGAGTGATA ACTGAGGCTA CATAGCCTTT 333240 
TGCTGTCTTT ATATCCGCTG CAATACCATT TTTTCCCCCT GTACAGCTTG TTGTTTCATT 333300 
TGTGCTATAT ACACATAATT CCACATCAGC CTTATAAGGC GCAGACGCTT GCAGTAATTC 333360 
GGATACCGCA GCTTTTTTGG TATAATTTTG ATAAGAAGGA ATTGCGATGG TGGCTAAAAT 333420 
AGCAATAATT GCAATCACAA TCATTAGCTC GATTAATGTA AACCCTTTTT TCAAGGTTTG 333480 
CAGTGTTGTT AATTTCATTC ATTTTCCTTT TATTAAGCCT TTGTTGGCAA CGACATTGTG 333540 
AAAAGGAAAA ATTTGTTTGT AAAATTGACC GCACTTTTTC TGCGATCCTG ATCGCAAAAA 333600 
AAAGGAAAAA TGTATGCGAA AAATAAAAGA TATTGAGAAA GGATTGCTGA CCGATTGTCG 333660 
GCAAATTCAG TCACCTCACT TTGATAAACG CCCAAATCCG CAGGATATTT CCTTATTAGT 333720 
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TATTCATTAT ATTAGTCTAC CGCCAGAACA ATTTGGCGGC GGATATGTGG ATGACTTTTT 3 33780 

TCAAGGGAAA TTAGATCCTA AGATTCATCC TTATTTTGCA GAAATTTATC AAATGCGTGT 3 33840 

TTCAGCACAT TGTTTGATCG AACGAAATGG GCGAATTACG CAATATGTCA ATTTTAATGA 3 33 900 

TCGCGCTTGG CACGCAGGCG TATCGAATTT TCAAGGACGA' GAAAAATGCA ATGATTTTGC 3 33 960 

CATTGGAATT GAGTTGGAGG GGAGTAATGA ACAGCCTTTT ACCGACGCTC AATATTTTTC 3 34020 

ATTGCAAGaA CTTACCAATG TAATAATGAA AAGTTACCCG AAGATTACTA AAGATCGAAT 3 34080 

TGTTGGACAT TGCGATATTT CGCCGAAACG TAAGATCGAT CCTGGTCAAT ATTTTGATTG 3 34140 

GGAACGTTAT TTATCCAGTG TGAAATAATC TGTATAAAAA TTAAACATCA AATTTTGGGT 3 34200 

ATTCTGTGTA TTCTAAATGC GtTCATTCTT TTACTTCTAA CCAGTTGAAT TAAAAGGAAT 33426 0 

AAATTTAAAG CTGAAATTTT ATTAAAAAAG TTAATTTGAG TTATACAGTA TTATAGATTT 334 32 0 

TCTCAACCAC AATTTTATCC ACAGAAATAT TGAATAACTC AAAGAGATGG TAAAAAGATC 3 34 3 80 

TTTTGTGAAT AAAACCATTT TAAAAATTGT ATTTTTTTAC CGCACTTTAT TGCATTTTTG 3 34440 

TATGTAAAAA GTGCGGTTTA TTTTTATTTA AGATCTTTTG GTTACAAATA ACCCGATTTA 334500 

TTTTGAAGTT TGATGTGATA AGGATCTTTG CCCTCTTTTT ACGAGATCAA TTCACAATCA 33456 0 

AAAATCCATT ATTCACAAGT TATCCACnAC ATAGATACTT TTCGTCATAT AAACAAAATA 3 34620 

AGAATATTTT GTTGTCTAGA ATTTTCCCCT CTCCGTAAAA ATTGTGTATT TTTAACCGCA 334680 

CTTTAGGTTT AAACCCAATG TGCGGTTATT TTTTATTGAT TTTCCTCTTT TCGCGTTTTG 334 74 0 

CGATTTTTTC TAAAATATGA TAATTTTTCG CCGTCAATAA GACATCAAAC ACAAATCAAT 334 800 

ATGAACGACG AACAGCAAAA TTCAAACCAA TCTGAAAATA CAAAAAAACC TTTTTTCCAA 3 34860 

TCTTTATTTG GTCGC TTTTT TCAAGGCGAA TTAAAAAATC GTGAAGAACT TGTGGAAGTG 334 92 0 

ATTCGCGATT CAGAACAAAA TGATTTAATT GATCAAAATA CGCGCGAAAT GATTGAAGGC 33 4980 

GTGATGGAAA TTGCGGAACT TCGTGTTCGC GATATTATGA TTCCTCGTTC ACAAATTATT 3 3 504 0 

TTTATTGAAG ATCAACAAGA TTTAAATACT TGTTTAAACA CAATTATTGA ATCCGCTCAT 33 5100 

TCTCGTTTTC CTGTGATTGC CGATGCGGAT GATCGCGATA ATATAGTGGG CATTTTGCAC 33 5160 

GCAAAAGATT TATTAAAATT TTTACGTGAA GATGCGGAAG TCTTTGATTT ATCTTCATTA 3 3 5220 

TTGCGCCCCG TCGTGATTGT GCCAGAAAGC AAAAGAGTGG ATCGTATGTT GAAAGATTTC 3 35280 

CGCTCAGAGC GTTTTCATAT GGCCATTGTG GTGGATGAAT TTGGTGCGGT ATCAGGTCTT 3 3 3340 

GTTACCATTG AAGATATTTT GGAACAAATT GTTGGCGATA TTGAAGATGA ATTTGATGAA 33 5400 
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GAAGAGATTG CGGATATTCG TCAGCTTTCT CGTCATACTT ATGCTGTGCG TGCGCTCACA 335460 
GATATTGATG ATTTCAATGC GCAATTTAAT ACGGATTTTG ATGATGAAGA AGTGGATACC 335520 
ATTGGAGGTC TGATTATGCA GACTTTTGGT TATTTACCAA AACGTGGGGA AGAAATTATT 335580 
TTGAAAAATC TTCAATTTAA AGTAACTTCT GCAGATAGTC GTCGATTAAT TCAACTTCGA 335640 
GTCACAGTGC CAGATGAACA TTTGGCAGAA ATGAATAATG TAGATGAAAA ATCTGAATAG 335700 
GATTTTATTA TCAATTAAAT TTATGAATAA ATATTTTACT TATCTTATTG CGATTATATC 335760 
AGGTTTACTC GGCGTTTTTG CCTTTTCGCC ATTTGATTAT TGGCCTTTAG CCTATGTTTC 335820 
TTTACTCGGT TTACTTTATG TCGCTAAAAA TCCTAAAAAA TCCACCGCAC TTTTATCCAC 335880 
TTTCTTGTGG GCGATGGGAT TTTTCTGCTT TGGAGTAAGT TGGCTTAATG TCAGCATCCA 335940 
TCAATTTGGT GGTGCATCGT TAGGGGTAAG TTATTTCCTT GTCGGTTTAC TTGCGGCTTA 336000 
. TCTTGCACTA TACCCGATGC TATTTACCTA TTTAGTTCAT CATTTCAAAG TGCAAAGTGC 336060 
GGTAATTTTT GCCGTGATTT GGACATTGAC AGAATTTTTA CGAGGTTGGA TTTTTACCGG 336120 
TTTTCCTTGG CTTCAATTTG GTTATACGCA AATTGACAGC CCATTTTATG GCATTGCCCC 336180 
CATTTTTGGC GTAACAGGAT TAACGTTCTT TACTGTTTGG GCAAGTGCGG TCATTTTTAA 336240 
TCTCGTTTCC TCTTTGTTTA AAACGAAAAA CCTTAAATTA GTTTTAGCGA ATGCTTTGTT 336300 
ATTGATCATC GTGGGGGGAT TAAGTGCTTA TTCATCCCGA ATTCACTTTG TAAAATCTGT 336360 
TGAAGATAAG GCAATTTCAG TCACGCTTGC ACAAGGTAAT ATTGAACAAA ATCTTAAATG 336420 
GGATCCTAAT TATTTCTATT CTACTTTGGC GATTTATCAA AAATTAATCA CAGAAAATCT 336480 
TGGTAAAACC GATTTAATTA TTTTGCCTGA ATCAGCCTTG CCAACGCTTG AAAATGCGAT 336540 
TACGCCATTT TTTGAGGGAT TAGAGCGTGC AGCTAAAGAA ACGAAAACGG AAATTATGGT 336600 
TGGAACTGTA TTCCAAGATA CAAAATCTGG TAAGTTATTA AATTCAATTA TGACTGCTGG 336660 
AAACCCAGAT TTTCCTTATC AACCAAATAC GCAAAATCGT TATAATAAAC ATCATCTTGT 336720 
GCCTTTCGGG GAATATGTTC CGCTAGAAAG TATTTTGCGA CCACTTAATT CAGTGTTTAA 336780 
TTTACCAATG TCAGCATTTC AAAGTGGGGA GGCAGTTCAA CCCTCTTTAA TCGCAAAAAA 336840 
ACGTGCTTTT TCGCCAGCAA TTTGTTATGA AATTATTTTC GGTGAGCAAG TGCGACAAAA 336900 
TTTGAAACAA GATACGGATT ATTTGCTCAC GTTATCTAAT GATGCGTGGT TTGGCGATTC 336960 
TATCGGGCCT TGGCAACATT TACAGATGGC AAGAATGCGT GCTTTAGAGT TAGGCAAACC 337020 
GCTTATTCGT GCAACAAATA CGGGGATTTC AGTTTTTGTT GATGCGCAAG GTAAGGTATT 337080 
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AGCACAAGCC CCGCAATTTA TTGAAACAAC TTTGACTTAT AAAATTGCAC CTGCGGAAGG 33714 0 

CAAAACCCCT TATTCTGTGT TAGGAAATAT GCCTTTGTAT GCTTTATCTT TATTGTTTTT 337200 

ACTCTTGCAC AGTATGATGG CGTTTATTCG TCGTAAGATG AATATCTTAT AAAAACACCA 337260 

GTTAAAATGA CCGCAC TT T T TCATTCATAT AAATAAACAT TATGCGCATA CCAAGAATTT 337320. 

ATCATCCAAT ATCCCTTGAA AATCAAACTC AATGTTATCT TTCAGAAGAC GCGGCAAATC 337380 

ACGTTGCTCG AGTGTTAAGA ATGACAGAAG GCGAACAGCT TGAACTCTTT GATGGTTCTA 337440 

ATCATATTTA TCCAGCAAAA ATTATTGAGT CAAATAAAAA GTCCGTAAAA GTAGAGATTT 337500 

TGGGGCGTGA GCTTGCGGAT AAAGAATCCC ATTTAAAAAT . CCATTTAGGA CAAGTGATTT 337560 

CTCGCGGAGA ACGAATGGAA TTTACTATTC AAAAATCCGT AGAATTAGGG GTAAATGTGA 337620 

TTACGCCATT ATGGTCAGAA CGCTGTGGCG TAAAACTTGA CGCAGAGCGG ATGGATAAAA 3 37680 

AAATCCAACA ATGGCAAAAA ATTGCGATTG CAGCTTGTGA GCAATGCGGT CGTAATATTG 337740 

TGCCAGAGAT TCGTCCACTG ATGAAATTAC AAGATTGGTG TGCAGAAAAT GATGGTGCAT 337800 

TGAAATTGAA TTTACATCCA CGTGCGCACT ATTCTATTAA AACCTTACCG ACTATTCCTG 337860 

CTGGGGGTGT TCGCTTATTA ATTGGCTCGG AAGGTGGATT ATCAGCACAA GAAATTGCCC 337920 

AAACTGAACA GCAAGGATTT ACTGAAATTT TATTAGGAAA ACGTGTTTTA CGCACTGAAA 33 7980 

CTGCATCACT TGCAGCGATA AGTGCATTGC AAATTTGTTT TGGGGATTTA GGCGAATGAT 33 8040 

GGAATTACAA GGAAAATTTT TGATCGCAAT GCCACATTTA GACGATTATT TTAATCGCAC 338100 

GGTGGTGTTT ATGTGTGAGC ATAATGAACA GGGTTCAATG GGTTTGGTAA TTAATCAGCC 338160 

GACAGATTTA AGCATCGCGG AACTTTATTC AAAACTCAAT TTTATGATGA AAAATGACCG 338220 

CACTTTTGGT AATGAAATGG TGGTTGCGGG TGGGCCTATG CATACAGAAA GAGGGTTTAT 338280 

TTTACATAAG AATACG CTTA ATG CT TTTCA ACATACTTAC AAAGTCAGAA AGGAACTTTC 33 334 0 

AATGACAACC TCCGCTGATG TGGTGGAAAC GCTAGGTTCA ACTTTTGCAC CTGAAAAATA 33 84 00 

TCTTGTTGCG CTAGGATGTT CAAGCTGGGG GGCTGGTCAG TTAGAAAAAG AAATCAGAGA 338460 

TAATGCGTGG TTGGTGGTGT CATCTAACGA TCAAATTTTA TTTGATATGC CCTATGAAGA 338 52 0 

TCGTTATGCT GCAGCCAATC AGTTACTTGG TATTCATCCT TATAATTTTG CGTTAGCGCA 33858 0 

AGTGGGGCAT AGTTAATGGG AATTACCGCT CTGGCTTTTG ATTTTGGCAC TAAAAGTATC 33 864 0 

GGTTGTGCCA TAGGACAAAG TATTACTGGC ACAGCACAAG CCTTGCCCGC TTTTAAGGCG 3 38700 

CAAGATGGCA TCCCAAATTG GGAAGCGATC GAAAAATGTT TGAAAGAATG GAAACCAGAT 33B760 
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GTTGTCATTG TTGGTCTTCC TCTAAATATG GACGGAACAG AACAAGATCT CACTCTACGT 338820 
GCTCGTAAAT TTGCAAATCG TTTACAAGGT CGTTTTGGCG TTAATGTTCA TTTACAAGAT 338880 
GAACGATTAA CCACCACGCA AGCTCGTAGT GAGATTTTTG AACGTGGTGG TTTTAAAGCA 338940 
TTAAAAAAAG GCAAAATCGA TGGAGTGTCA GCTTGTTTAA TTTTAGAGAG CTGGTTTGAA 339000 
TACGCTGAAT ATTAGATTCA CATTGTAAAA ATAAACTTCA TTTTAGAATG ATTAAAGCGC 339060 
GATTTTATAA TCTCGCTTTT TCGCCACCAA ATTCATCTAA TAAATTTTCG GTGAGTTTGG 339120 
CTAAAATACC AGTCATCAGT ACAAAATCTG CATCGAAACG CTGTGCAAAA TCTTCTTTCA 339 180 
GAATATCATC ATTTTTTTCC CGTACAGTAT CTGCAAATTT TAAACGTTTG ATTGTGCAAT 339240 
CTTCGTTAAA AACGAAAGTT AAGGTATCTT CCCATTCTAA GGCTAATTTA CTTACTACTT 339300 
TTTTGCCATC TTGCAGAAGA GCGAGAATTT CTTCATTTTC TAAGGGTTGT TTTTTACAAC 339360 
GAATAACGCT GTCTTCCTGA CTGCCACGAA GCTCGGCTTC TTCTAATGCA AGTAACCAAT 339420 
G CGGCAAATT ATCTTGAAGG ATCCAATTGG TTAAAATCGT GCTGGGTTCA TTAGCAAAGG 339480 
CTAAAGGCAC GACAGGGAGC GAACCTAAGG ATTTACGCAG TAATGCGAGC GCATCTTCCG 339540 
CGCGTTTACT TGATGCGGCA TCAATATGAA TAAGATTATT TTCCGTATCA ATCCATAGTG 339600 
CCGTATGCTG ATTTTTACTA AATGCACGAG GTAATAAATT CATCACGACA TCATCTTTTA 339660 
ATGTTTGTTT TTCTACCTTT TTAAGTTTGC GATTTTCTTT TTGTTCAAGG CTTTCAATGC 339720 
GGTCATCTAA TTCACGTTTG ACCACATTTG CCGGCAAGAT TTTTTCTTCT TTTTTGGCGA 339780 
TTAATAGAAT TTGTTTTCCA ACAGAAAAAT AGAGTAAATC ACTTCCTCGT AATGGAG CAG 339840 
ACCAGCCAAA TTTACTTTGA TCTTGAGTGC CGCAAGGATG GAATTGACAA TCTTCCAGTT 339900 
GAGTTTGTAG CTGTGCAAGA TCCCAATCTA GCGGTTTAGT CAGTCTATAA GTCATTAAAT 339960 
TTTTGAACCA CATCGTAACA CTTCCTTCAA TATAGGGTAG AATGTGCGGT ATTATAGCCC 340020 
ATAAAAGTAG GAAAAACGAT GCAACACAAA TTGATTGCCT TTATTGGTGG CGGCAATATG 340080 
GCACAAGCTA TTATTCTTGG ATTATTGAAA CAAGGTTATC CTGCCGAGCA AATTATTGTG 340140 
AATGATCCAA ATGAAGAAAA AAGAGCATTT TTTGCTAATC TTGACGTGGC AACTTCAGAA 340200 
AATAATGTGG GAAGTGCAAT CAAAGCTGAG GTTGTGTTGC TTGCGGTAAA ACCTCAAATG 340260 
ATGGCTGAAG TTTGTTCGCC ACTAAGTGCG GTGGATTTTT CCGACAAATT GTTAATTTCC 340320 
ATTGCTGCGG GTATTTCAAC TGAACGCTTG AACGCATTAA TTCCAAGCGT AAAATCGATA 340380 
GTACGCGTCA TGCCAAATAC GCCCGCATTG GTGGGGGAAG GTATGGCGGG TTTATTTGCA 340440 
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CCGAAAAATA CGAGTGAAAA TTACCGCACT TTTGCACAAG ATTTATTGGG AGCAGTGGGA 340500 

AGAACGGTTT GGGTGAATGA TGAAACTCAA ATGCACGCAG TCACTGCCGC GTCAGGAAGT 340560 

AGCCCTGCCT ATTTCTTTTT AATGCTGGAA GCAATGCAGA AAGCCTTAAT CAAAATGAAT 340620 

ATTGATGAAA AAACAGCGCG TGAATTAGTC CAGCAATCTA TGCTTGGTGC AGCAAAAATG 34068 0 

GTGACAGAAA ATCCGCAAAT TGCACTTTCA ACTTTGCGTG AAAATGTTAC CTCGAAAGGT 340740 

GGCACTACTG CGGCAGCGTT AGCAGTATTT GACGCACAAC ATTTTAATCA AACAATAGAG 340800 

CAAGCTATGC AGGCTTGTTT GTCTCGTTCA CAAGAAATGG AAACTTTATT CTAATGCAAG 34 0860 

TCCGTCCTTT TTATTGGCTC GCACTGAGCT TTCTAGGTTA CTACTGCGCT TATGGCGTGT 340920 

TTTTGCCGTT CTTCCCCGCA TGGTTGAAAT CGCAACAATA TGGCGAAGAA ATGATTGGTT 34 098 0 

TGGTGATCGG TAGTGCTTAT ATTTTCCGAT TTGCGGGCGG ATTATTTTTT TCATCGCTGA 34104 0 

TTAAAAAAGC CAATCATATT ATTATTGCCT TACGCCTATT GGCGTTAGCA TCGGCAATTA 34110 0 

TTATGGCGGC TATGAGTTTA GTTGCGCATA ATTTTTGGCT GTTATTTATT GCTATCGGTT 341160 

TGTATGCTTC TGTGAATTCA GCAGGAATGC CGATTGGGGA TTCGTTGGCA TCCACTTGGC 341220 

AACGCCAAAT CGGCTTGGAT TACGGCAAAG TACGTTTAAT TGGCTCTGCT GCTTTTATCC 341280 

TTGGCGTAGT GGTGTTCGGC GGCATGATTG GCTGGGTTGG CGAGCAAAAT ATCGTGTGGA 34134 0 

TTTTAACCGC ACTTTTATCT TTCTATACCA TCATTCAGCT TTTAAAACCC ACCATTCCCC 341400 

CAAAAGATGA AATACCTGAA GATAGCGTTC AAAATGATGT TGGTTTTATT GCTTTACTGA 3414 60 

AAAATCCGAT GACATTGCGA GTTATGATAG CAGTAGGGCT GATTCAAGGC TCTCATGCGG 341520 

CTTATTATGT TTATAGCACG ATTTATTGGA CAAGTATTGG GATCTCCGTT TCTCAAACTA 341580 

GCTTACTTTG GGGCATTGGC GTATTAG CGG AAATTGTATT ATTTTTCTTC TCTCGTCGCT 34164 0 

TATTCCAAAA TATTTCTATC AGTGTGCTGC TTTATATTTC TGCGCTTGCG TGCGTTGGAC 341700 

GCTGGGCTGT AATAGGATAT ATTGAAGATT TCTGGTTGAT ATTCTTATTG CAACTTATGC 341760 

ACAGTTTAAC CTATGCCGTT TGCCATTATG CGATTGTTCG CTATATCACC ACGCAACCGC 34182 0 

AAAGCCATAT TGCGAAGTTA CAAGGTTTGT ATAATGGTTT ATCCAATGGT GTGCTCATTG 341880 

CTATTTTCAC T GCGATTGCT GGCATGATTT ATCCAACGTC GCCAGCGATG ACATTTGTAT 34194 0 

TTATGAGTAT CATTGCAGCT GCTGCATTTT TTGTGATTCC ACGTAAGTTA AATGCCTTTT 342000 

TGATTGTTCA GCATAAATAG GACGCATTGC TTTCCTTGTA GAAAAGTAAT ATGAAAAATC 34206 0 

TTGCGCTCAT TGATTTGTTT CTTAACGAAT ATTGGATTGA AAAAGGGCTT TCAGAAAATA 34212 0 
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CCGTTCAATC TTATCGTTTG GATTTAACCG CACTTTGTGA TTGGTTGGAT AAAAACGACT 342180 
TGTCTTTGGA AACTTTAGAT GCTGTTGATT TGCAAGGTTT TCTAGGAGAG CGTTTGGAGA 342240 
AAGGTTACAA AGCCACGAGC ACTGCGCGAA TGTTAAGTGC AATGCGTAAA CTTTTCCAAT 342300 
ATTTATATCG GGAAAAATAT CGAGTGGATG ATCCAAGTGC GGTGCTAAGT TCGCCTAAAT 342360 
TACCCAGTCG CTTGCCAAAA TATTTAACCG AGCAGCAAGT GTCAGATTTG CTCAATACGC 342420 
CAAATGTTGA AGTGCCTTTG GAGTTGCGTG ATAAAGCAAT GTTAGAGTTG CTTTATGCAA 342480 
CGGGG CTTCG TGTAACGGAG TTAGTTTCGC TTACGATTGA AAACATGAGC GTGCAACAAG 34254 0 
GCGTGGTGCG AGTGATTGGT AAAGGGAACA AGGAACGTAT TGTGCCAATG GGGGAAGAAG 342600 
CTGCCTATTG GGTTCGTCAA TTTATGCTTT ATGGTCGCCC TGTGCTATTA AATGGGCAGA 34266 0 
GTTCTGATGT TGTGTTTCCA AGTCAGCGCG CACAGCAAAT GACTCGTCAA ACTTTCTGGC 342720 
ATCGTGTAAA ACATTATGCC ATTCTCGCGG ATATTGATGC TGATGCACTT TCTCCTCACG 342780 
TTCTTCGCCA TGCTTTTGCC ACCCATTTAG TAAATCACGG TGCGGATTTA CGCGTGGTGC 342840 
AAATGTTGTT GGGTCATACA GATTTATCTA CAACACAGAT TTATACTCAC GTGGCAAAAG 342900 
AAAGATTGAA ACGATTGCAT GAAAGATTTC ATCCTAGAGG ATAATTTCGG GGTAAATTTT 342960 
TATAGTTTTA AAGATTGATT GTGGATTTCT TATTGATTAA TTAATTTGAC ACGCATCACA 34302 0 
AATTTTGAAT AAAAAATTAG ACAGCTCAAG CATATTTTGC TATCTTGCGA AAAATTTCGA 34 3 OB 0 
CATTTGTTCT ATCGAAAAGT AATTTTGGAT TCTAAAATGA AAAAAATCAC GCTTTTTTTT 343140 
ACCGCACTTT TATGCTTATT TTCAACTTCT GTTTTAGCCG AATCTAATTC AATACCTAAA 34 3200 
CAATGTGAAC AACTATTTAA AGAAACAGAG AATTTGATTG CCCAAGCAGA AAAACAACCT 34326 0 
GGAACCCACA TTCAAGTAAA TAAAATCAAA AGTAAACTAA ACCAAAGCAA ACAACAAATT 34 3 320 
CTTCAAATGG AATTAGCGAC TCAGTTAAAA AGTTGTGAAG TGGGTTTAGC AAAATTAAGT 343 380 
AACTTGAAAA GTTATAGTGA GTAATTAAAA AAGCCTTATT GAGTACAATA AGGCTTTTTT 34344 0 
AGTGGTTAAA TTTATCTAGT CTGATAATTT CTGGAAACCA AAATGACGAT AAGTTTGCGA 34 3 500 
TGTTGCAATA CGGCCACGTG GCGTTCTTTG TAGAAACCCC TGTTGAATCA AATAAGGCTC 343 560 
TAACACATCT TCAATGGTAT CACGTTCTTC GCCAATTGCA GCAGCAAGAT TATCTAGCCC 343620 
CACAGGGCCA CCATCAAAAC GCTCAATAAC TGCAGACAAC AACTTTCTAT CTAAATAATC 343680 
AAATCCAGCA TCGTCTACAT CTAGCATTGA AAGTGCTTGT TTTGCCACAT TTATAGAAAT 343740 
AATACCGCCA TTACGTACAT CTGCATAATC ACGCACACGT CGTAATAAAC GGTTTGCAAT 343800 
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TCGAGGCGTG CCTCGTGAAC GACGAGCCAC CTCAAAAGCG GCTTGTTGTT CTAATTCAAG 343860 
ATTTAAACAG CCCGCACTTC TTGCAACGAT AGATGTTAAA TCTTCTACAG AATAAAACTC 34392 0 
CAAACGTTGC ACAATACCAA AACGATCACG CAATGGAGAA GTCAAAGAAC CCGCTCTAGT 343980 
GGTCGCGCCA ACCAAAGTAA AAGGGGGCAA ATCTAATTTA ATGGAACGAG CAGCGGGTCC 34404 0 
TTCGCCAATC ATAATATCCA ACTGATAGTC TTCCATTGCT GGATAAAGGA CTTCTTCAAT 344100 
CGCAGGGGAA AGTCGATGGA TTTCATCAAT AAATAACACA TCATGCGGTT CAAGATTGGT 344160 
TAGCATTGCA GCCAAATCGC CCGC TTTTT C TAACACAGGC CCTGATGTCG TACGAATATT 344220 
CACGCCCATT TCATTTGCCA CAATATTAGC AAGGGTTGTT TTTCCCAAGC CAGGAGGGCC 34428 0 
AAAAATCAAT AAATGATCTA AGGCATCTTG ACGTAGTTTG GCTGCCTTGA TGAAAATATC 344340 
CATCTSSTCG CGsACTTGCG GCTGCCCAAC ATAATCTGCT AATAGTTTAG GACGAATAGs 344400 
ACGGTCAATA ACATCTTCAT CAACCTTAGC TTGCCCGCTA ATAATTCTAT CTGCyTCAAT 344460 
CATATTTTTC CTACAATGCG ACTTTTAATG CTTCACGAAT AACTTGTTCA CTGGTTAATT 344520 
CAGGTTTAGC AACGCGTTTT ACCATTTTTT CTGCTTCTAC AGGTTTATAA CCTAAAGCAA 344580 
TCAAGGCTGA AATTGCTTCA TCAGATGAAC TTTCCGAGTG GGATTCAATA GATGGGGATA 34464 0 
ATGGAATATG CGTACTTTCT ACAAAGAAAT CGCTTTGTTT TACGCCTTTA AATTTACCTT 344700 
TGAGCTCAAC TAACAAACGT TCAGCTGTTT TTTTGCCAAC ACCTGGAATT TTAGTAAGTT 344760 
TAGAAAGTTC TTCTCTCTCT ATTGCATAGG CAAATTGTTC GACCGACATG GCGGATAAAA 3 44820 
TCGCTAAGGC TAATTTAGGC CCCACCCCAT TTGTTTTAAT TAATTCACGA AATAAAGTGC 344880 
GGTCTGTTTT CTGGGCAAAT CCAAAGAGTA AGTGAGCATC TTCCCGAACA ACAAGATGGG 3 44940 
TGAATAAAGT TGTTTCTTGT CCAATTTCTG GTAAATCATA GAAACTCGTC ATCGGCAAAA 345 000 
GCAATTCATA GCCTACGCCT TGCACATTGA GTAAAATTTC TGGAGGTTGT TTTTCTAAAA 345060 
GAATGCCTTG TAAGCGACCG ATCATAATTC TTCCGAATGA TAAAAAAATT AACGCATAGA 34 5120 
ATAAAATAAA ACTGGACGAA CATCCAGTTA AATTTTTAAT CTAAAGCGTC CTCGGCTATA 3 45180 
TCTGGTCTTT AAAAGTGCGG TCATTTTTTC TTGCGTTTCT GTCATTTTCA CAGAATTGGC 345240 
AATATGTAAA GAATGTTGAA TAGAATGCGC GTGTGTAATC GCAATAGCCA ACGCATCCGC 345300 
TGCATCGGCT TGAGGTTTAT CTGACAACTT CAAAATACGA GTCACCATTT CTTGCACTTG 345360 
CACTTTATCA GCGGAACCAA TGCCCACCAC TGTTTGTTTT ACTAAACGTG CGGCATATTC 345420 
AAAAACAGGT AAATCATTAT TTACCGCTGC AACAATCGCC GTGCCGCGAG CCTGCCCAAG 345480 
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TTTCAATGCT GAATCCGCAT TCTTCGCCAT AAACACTTGC TCAATCGCAA ACATATTAGG 345540 
TTGAAATTGC GTGATGATTT CAGTTACTCC AGCATAAATG CGTTTCAAAC GGGTGGGTAA 345600 
ATCTTCAACT TGAGTACGAA TTGCGCCACT ACCGAGATAT TCTAAATGTT TTCCTGTTTG 345660 
ACGAATCACA CCGTAACCAG TTACGCGAGA GCCTGGGTCA ATACCTAAAA TAATGCTCAT 345720 
AATTTCTATA AAAAATGGGT AATTAAATTA CCCATTTATT GCATCATTAA AGTTGAGATG 345780 
CCACTTCGTC ACAGATTTCT CCGTTGTGAT ATACGTTTTG TACGTCATCA CAATCTTCCA 345840 
ACATATCAAT TAAACGAAGT AATTTTGGTG CAGTTTCAAT ATCAAGATCG ACGGTTGTTG 345900 
ATGGAATCAT CGTTACTTCA GCTTCTTGTA CTTTAAAACC AGCTGCTTCA ATGCCATCGC 345960 
GCACTGAACC TAAATCTTCC CAAGCAGTAT AGATTTCAAA TGAACCATCA TCTTGTGGTT 346020 
GAATATCATC AGCACCCGCT TCGATTGCCG CTTCAGTTAA GGCATCTTCA TCCGCTTCTG 346080 
CGATTAAGAT TAAACCTTTT TTGCTAAATA AATAACCCAC AGAACCTTCT GTTCCCAAGT 346X40 
TACCACCACA TTTAGTAAAA CTTGGGCGTA CTTGTGAGAT CGTACGGTTT GCATTATCAC 346200 
TTAAACATTC CACCATAACC GCTGTACCGC CTGGGCCATA ACCTTCATAG ATTTTGGTTT 346260 
CCATATTGGT ATCATCGCCA CCGCCTACAC CACGATCAAT AGCGCGGTTG ATAGTATCGC 346320 
GCGTCATATT GTTGCTAAGT GCTTTATCTA CTGCTGCACG TAAACGTGGG TTAGCACTCA 346380 
CATCGCCACC ACCAATTTTA GCTGCGGTAA CAAGTTCACG AATTAATTTA GTAAAAATTT 346440 
TACCGCGTTG TGCATCTTGT GCTGCTTTGC GGTGTTTAAT ATTAGCCCAC TTACTATGAC 346500 
CTGCCATTTT ATTTCCTTCT GTTTTGATCT TATTGATCTT GATTTAATTA AACGTTTTGA 346560 
CCTAGGCTAG GTATAGCCXA GGTTAGTAAA AGTGTTACCC CGTTGGGAGT GGATGTAGCT 346620 
TTTCCCAAAA GAGAACCGCT ATCACCATAA TTAGCTGTGA TTATACTTAC CTACGGAGAT 346680 
TAAAAAGATA TTTTTTAATA GCTTCCGCAT TATTCTGGGA TTTCGTCATT TCTACTGCTT 346740 
TTTTCGCCGA CACCCAGsAA AAATCTAAAT GCTCACTCAA TACTGGAATA AATTCTTTTT 346800 
CCACCTCACA CAAAAACCAA TGTTCTTTGC AGTGAGTAAT ATTCGGTGCG TATTTATAGC 346860 
GGAAATGTGG AAAAATTTCA AATTCTATGC TCTCATTGCA ATCAAAAAGT GCGGTGGAAT 346920 ■ 
TTTCCGAAAT GTCTAACCGC ACTTCTTCCC ATAGCTCACG AATTGCTGTT TTTTTTGGTG 346980 
TCTCATCACT TTCAATAGTG CCAGTAACAG ACTGCCAAAA ATCAGGATCA TCTTGGCGTT 347040 
GGAGCATTAA AACTCTGTTT GTATCTTTAG TGTAAATTAC AACGAGAACA GATTGATTAT 347100 
TTTtGTATTG CATCATTAAA AATGCGGTCA AATCTGACCG CACTTCATTC CTAATATTTC 347 160 
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AAACTTATTC TGCTTTAACG ACAGAAATTG CCAACTCTTC CAATGCTTGC GGATTTGCAA 34 7220 

AACTCGGGGC TTCCGTCATT AAGCACGCTG CTGCCGTGGT TTTCGGAAAG GCAATCACAT 347280 

CACGAATGTT TTCCGTGCCT GTTAAAAGCA TGGTTAAGCG GTCTAAACCG AATGCTAAAC 347340 

CAGCATGTGG TGGAGTACCA AATTTTAACG CATCTAATAA GAAACCGAAT TTCTCTCGTT 347400 

GTTGTTCTTC GTCAATACCA AGAATACGGA ACACAGTTTG TTGCATTTTC GGATCAAAAA 347460 

TACGCACAGA ACCACCACCC ACTTCGTAGC CGTTGATGAC CATATCGTAA GCATTGGCTA 34 7520 

CCGCACTTGT TGGATCAGCC TCTAATTGCT CTGGGCTGAA ATCTTTTGGT GAAGTGAATG 34 7580 

GATGGTGCAT TGCTGCAAGA TTACCTTCTT CATCACGTTC AAACATTGGG AAATCAATGA 347640 

CCCAAAGCGG TTGCCATTCG TCTAAACGAG TTAAGCCAAG ATCACGACCT AATTTCAAAC 347700 

GTAACGCACC CATTGCATCA GTGGTAGTTT GCCATTTGTC TGCACCAAAG AATAAAATAT 34 7760 

CGCCAGTTTG TGCATTCACA CGTTCTGCTA ACCCTTTCCA TACATCTTCA TTTAAGAATT 347820 

TCGCAATCGG ACTTTGCACG CCTTCAAGAC CAGCATTAAT ATCGTTTACT TTTGCCCAAG 34 7880 

CCAAACCTTT CGCACCGTAG ATGCCTACAA ATTGTGTATA TTCATCAATT TGTTTACGAG 34 794 0 

TAATTTCTGC ACCATTTGGT ACTCGAATGA CTGCAACACG GCCATTTGGA TTGTTTGCTG 34 8000 

GCTCATTAAA TACTTTAAAT TCAACATCTT TGACAATATC TGCTACATCT ACCATTTCTA 34 8060 

ATGGATTACG CAAATCTGGC TTATCAGAAC CAAAACGACG CATTG CTTCT TGCCAAGTCA 348120 

TCACTGGGAA TTTACCTAAG TCCACACCAA TGGTATCAAG CCATAAGCCG TGCACCATGC 348180 

GTTCCATAAT TTCGCGGACT TCTGGCGCAG TTAGGAAAGA AGTTTCCACA TCGATTTGAG 348240 

TAAACTCAGG CTGACGATCT GCTCGTAAAT CTTCATCACG GAAACATTTT ACGATTTGAT 34 8300 

AATAGCGGTC AAAACCAGAC ATCATTAAAA GCTGTTTGAA AAGCTGTGGT GATTGCGGCA 348360 

ATGCATAGAA TTTGCCTTTA TGCACACGGC TTGGCACTAA ATAGTCGCGC GCGCCTTCTG 348420 

GCGTTGCTTT GGTTAGCATT GGGGTTTCAA TATCAAGAAA ACCATTATCA TCCATAAAGC 348480 

GACGCACAAA GCTGGTGATT TTTGCACGGG TTTTCAAAcG CTGCGCCATT TCAGGACGAC 348540 

GTAAATCTAA ATAACGGTAT TTTAAACGTT GTTCTTCGGT GTTATTTTGG TTGAAGTCTA 34 8600 

ATGGTAAAAC GTCAGAAGCA TTGTAGATGC GTAATTCTTT CGCTAACACT TCCACTTCGC 34 86 6 0 

CTGTTGCCAT ATTTTTATTA ATTTGATTAT CAGGACGAGC GATCACCTCG CCTTTAATTT 348720 

GAATACAGAA TTCATTACGT AACCCAGCAG CCGCTGTCAA TGCATCTTGA TATTTAGGAT 34 878 0 

CAAAACAAAC TTGCACAATA CCATCACGAT CGCGCATATC AATAAAAATC AAGCCACCTA 34 884 0 
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AATCACGACG GCGATGAACC CAACCGCTTA ATGTTACGTC TTGTCCGATA TTGTTACGGT 348900 
TTAATGCTCC GCAATAATGT GTACGCATCA TTTCAAAATC CTTTGTACTC TTTTAATTAT 34 8 960 
GCTCAAAAAT CTGTCGCAAT TATAGCGGAA AACCAAGAGA GATAAAAAGG TTATTTATGC 349020 
TGACAAATCA ATCAAAAAAG CAAAGAAAAG TAATAAATAT TCAAAATAAA GG CTTTTTT G 349080 
TGCCATATCA TCAGATTTTT TGTTATATTA TGCCGCTTGT TGAGATTAAA TTACGTTAAG 349140 
GATAACCACA TGTTATTTAT CAATATTACT TTTGCCTGTA TTTTAGCGAT CCGTTTTTAC 343200 
AGTCTGTCTA TTTCAATTCG TCATGAAAAA GCACTCATTG CAAAGGGTGC AATACAGTAT 34 92 60 
GGTAAACGCA ATTCCACACT GTTGTCCATT GCCCATGTTG CATTTTATTT TGCGGCGATC 349320 
ATTGAGGCTA ATAAGCAAAA CCTGTCATTT AATAGCAGTT CACAAATAGG GTTGGCGATT 349380 
TTAATTTTTG CTATTGCAAT GCTATTTTAT GTGATTTATG AG CTAAAAGA GATTTGGACA 34 9440 
GTAAAAATTT ATATTTTACC AGAACATCAA ATTAATCGAT CTTTCTTGTT TAAATACGTA 34 9500 
CGTCACCCAA ATTATTTCTT AAACATTATT CCCGAATTAA TTGGTTTATC GCTTTTCTGT 34 9560 
CAGGCTAAAT ATACCGCATT GGTTGGACTA CCTATTTATT TGCTTATCTT AGCCGTGCGT 34 9620 
ATTAAACAAG AAGAGAGTGC CATGTCGCAT TTATTTCCrA AATCATAATT TATAAATTTC 34 968 0 
TTCTAAAAGA ACGACTCTTT CTCTCTGCCT TTAACACATT ATGGTAAAAG ATACTCTATT 34 974 0 
TTCTACCCCC ATTGCTAAAT TGGGGGATTT CATCTTTGAC GAAAACGTTG CTGAAGTCTT 34 9800 
TCCAGATATG ATTCAACGTT CCGTGCCGGG CTATTCTAAC ATTATTACTG CAATCGGTAT 349860 
GCTGGCTGAA CGTTTCGTCA CGGCTGATAG TAACGTTTAT GATCTAGGTT GCTCACGAGG 34 992 0 
AGCTGCCACA CTTTCTGCAC GTCGAAATAT TAATCAACCC AACGTnAAAA TTATTGGTAT 34 99 8 0 
CGATAATTmC TCAACCGATG GTTGAACGTT GTCGCCAACA TATTGCGGCA TATCATAGTG 350040 
AGATACCAGT AGAAATTCTC TGTAATGATA TTCGCCACGT TGAAATTAAA AATGCCTCAA 350100 
TGGTCATTCT CAACTTCACC TTGCAATTTT TACCGCCTGA AGATCGCATC GCATTGCTTA 3 5016 0 
CCAAAATCTA TGAAGGTTTA AATCCAAATG GCGTATTAGT ACTTTCTGAA AAATTCCGTT 3 50220 
TTGAAGATAC TAAAATTAAT CATTTACTCA TTGACTTGCA CCATCAATTC AAACGTGCCA 3 50280 
ATGGTTATAG CGAATTAGAA GTGAGCCAAA AACGCACCGC ACTTGAAAAT GTGATGCGTA 350340 
CAGATTCTAT CGAGACACAC AAAGTGCGGT TAAAAAACGT AGGATTTTCA CAAGTAGAAC 350400 
TTTGGTTCCA ATG CTTTAAT TTTGGCTCGA TGATTGCGGT TAAATAAAAC AACGGTAATT 3 50460 
TGATCnTCTT GCTTGCATAC AGCAATTGAA ATGATTAGTA TATACTTATT TAAATACATA 350520 
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GTATATACGA GAGGGTAAAT ATGCTTACTA AAGTGTTTCA AAGTGGTAAC AGCCAAGCTG 350580 
TTCGGATCCC GATGGACTTT CGTTTTGACG TCGATACCGT AGAAATTTTC CGAAAGGAAA 3 5064 0 
ATGGGGATGT GGTATTACGC CCAGTTTCTA AAAAAACAGA TGATTTTcTT GCGTTATTTG 350700 
AAGGATTTGA TGAGACCTTT ATTCAAGCAC TTGAAGCGCG TGATGATTTA CCGCCTCAGG 350760 
AGCGAGAAAA TTTATGATTT ATATGTTAGA CACCAATATC ATTATTTATT TAATGAAAAA 350820 
TCGCCCCAAA ATTATTGCCG AACGAGTATC ACAATTATTG CCTAATGATC GCTTAGTTAT 350880 
GAGCTTTATT ACTTATGCTG AACTTATTAA AGGCGCCTTT GGTAGTCAAA ATTATGAGCA 350940 
ATCAATACGA GCAATAGAAT TACTTACTGA ACGAGTGAAT GTACTATATC CCAATGAACA 351000 
AATCTGTTTA CATTATGGCA AATGGGCAAA TACACTCAAA AAACAAGGGC GACCTATCGG 3 51060 
AAATAATGAT CTATGGTTCG CTTGTCACGC ATTGAGTTTA AATGCCGTTC TTATTACACA 3 51120 
TAATGTAAAA GAATTTCAGC GAATTACAGA TCTTCAGTGG CAAGATTGGA CAAAATAGAT 35118 0 
AATTCTGATT TTTTATTTTA CTTATGACAT AATCTGTTTA ACTCAACTAA AAAAGGACAA 351240 
ACCAATGCAA ATTTTACACA CTATGTTACG CGTGGGCGAT TTAGATCGTT CAATCAAATT 3 513 00 
TTATCAAGAT GTTTTAGGTA TGCnCTTATT ACGCACCAGT GAAAACCCAG AATACAAATA 3 51360 
TACGCTGGCT TTTTTAGGTT ACGAAGATGG CGAAAGTGCG GCAGAAATTG AATTAACATA 351420 
CAACTGGGGC GTAGATAAAT ATGAACATGG CACAGCATAT GGACATATCG CTATCGGCGT 3 514 80 
GGATGATATT TATGCGACTT GTGAAGCCGT TCGCGCGAGC GGTGGTAACG TTACTCGCGA 3 51540 
AGCAGGGCCA GTTAAAGGTG GCTCAACCGT CATTGCTTTT GTTGAAGATC CAGATGGTTA 3 51600 
TAAAATTGAA TTTATCGAAA ACAAAAGTAC TAAATCTGGT TTAGGCAACT AAAGTGCGGT 351660 
CAATTTTTAT TGTATTTTTA ATAACGTAGG GATTCCTACG TTATTTTATT TTTAAGAGAT 35172 0 
AGATTATGTC CGATTCTCAA GAAATCCCTT ATCACAACCA ATTAAAAAAT CGCTTTCGTG 351780 
GCTATTTCCC CGTCATTATT GATGTTGAAA CTGCAGGTTT TGATGCAAAA AAAGATG CGT 351840 
TACTCGAACT AGCCGCCATC ACATTAAAAA TGGATGAAAA CGGTTATTTG CATCCTGATC 3 51900 
AGAAATGCCA TTTTCATATC AAGCCTTTTG AAGGCGCAAA TATTAATCCA GAATCCTTGA 3 51960 
AATTTAATGG TATTGATATT CACAATCCAC TACGTGGCGC GGTGTCTGAA CTTGATGCAA 3 5202 0 
TCACGGGATT ATTTCAAATG GTGCGTCGAG GACAAAAAGA TGCGGATTGC CAACGTTCTA 3 52080 
TCATTGTGGC GCACAATGCC GCTTTTGACC AAAGTTTTGT GATGGCTGCC GCTGAACGCA 35214 0 
CTGGCGTAAA GCGTAATCCC TTCCACCCTT TTGGCATGTT TGATACCGCA AGTTTAGCGG 352200 
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GCTTAATGTT TGGTCAGACT GTTCTCGTTA AAGCCTGCCA AGCGGCAAAA ATTCCTTTTG 35.3,30 
ATGGTAAACA AGCCCATTCA GCGTTATATG ATACGGAACG CACGGCGAAA TTATTCTGCT 35. 320 
ATATGGTCAA TCATTTAAAA GATTTAGGTG GTTTCCCACA TATIGCGTCT GAmCTAGAAC ,5.3,0 
AGGAAAAAAG AACTGAAAAA GAGACCGCAC TTTAAGAAAA ATAAAAAACT GG^CAATC 3 S2 «0 
GTTTTATTTT TCCAGTAGTT TAAAAGCAAT TCTTATTTGG AGATAAAAAA TGAACATTAT 35.500 
CCGTCGTCAC GATCATCACG ATTCAACTGA ATAATCTTTC AGGTTTTTGG TGTGCTTGGA 35.55, 
AGATTTCTTC CGAGCTGACA GGATAATAAA AATCTTACCC CTCGGAAGGC AACTTTCGAG 3S26 .0 
GGGTTTTGTT TTATTTACGA TATAGCAGGC ATTAATTTAG CGTTATTCTT TATTCAATAA 55.500 
AAATTTTAAA GTAAAGTATT TATCATTTAA TTTACAAGGA AAAACACAAT GTTATCAAAC 
CCTGTTGTTA TCTCAATCAT CGTTTTGGTG GCACTTAGTT TGCTACQCAT CAACGTTATT 55.000 
ATCGCACTGG TGATTGCTGC GCTTACCGCA G9ATTTATCG GTGATTTAGG TTTAACTAAA 35.0=0 
ACCATGGAAA CCTTTACAGG CGGCTTAGGT GGCGGTG™ AAGTCGCAAT CAACATGCA 35 . 920 
ATACTTGGAG CG3TCGCCAT TGCTATTTCT AAATGAGGAA TTACTGATTT AATCGCTTAT .=.,00 
AAAATCATCA CAAAAATGAA TAAAACACCA ACTCCTGGCA ATTTAACTTG GTTTAAATAT 353000 
TTCATTTTTG GGGTATTGGC ATTGTTnJCC ATCTCCTCTC AAAACTTACT TCCAGTGCAT 3 = 3X00 
ATTCCTTTTA TTCCAATCGT TGTACCACCA CTACTTTCAA TCTTTAACCG TTTAAAAATT 3S31£ „ 
GACCGCCG3, CAGTAGCTTG CGTACTTACA TTTCGTTTAA CTCCTACCTA TATATT.™ 5550,0 
CCAGTAQGCT TTGGAAAAAT CTTTATH3AA AGTATTTTAG TTAAAAACAT TAATCAAGCT 3532S0 
GGCGCAACCT TAGGTTTACA AACAAATGTA GCACAAGTTT CTTTAGCAAT GTTGTTACCT 3S33<0 
GTTATTGGAA TGATTTTAGG CTTACTCACA GCCATATTTA TTACCTACCG TAAACCACGT 3 = 3.00 
GAATACAATA TCAATGTTGA AGAGGCAACA ACTAAAGATA TTGAAGCTCA CATTGCTAAT 353000 
ATTAAACCAA AACAAATTCT TGCAAGTTTA ATCGCGATTC TCGCGACCTT CGCAACACAA 3555.0 
TTAGTCACAA GTTCAACTAT CATTGGCGGT TTAATTGGCT TAATTATTTT CGTACTATGT 5=35.0 
GGCATTTTCA AACTAAAAGA AAGCAACGAT ATTTTTCAAC AAGGCTTGCG CTTAATCGCA 3S364 „ 
AIGATTGGCT TTGTAATGAT TGCTGCTTCA GGTTTTGCAA ATGTGATTAA TGCCACCACT 553,00 
GGCGTAACAG ATTTAGTACA AAGCCTAAGT TCTGGTGTTG TGCAAAGTAA AGGTATTGCC 3 = 37=0 
GCATTATTAA TGCTTGTCGT TGGTTTATTA ATTACAATGG GTATTGGCTC ATCATTCTCT 3 = 30.0 
ACAGTACCGA TTATTACATC AATTTACGTA CCACTCTGTT TATCTTTTGG TTTTTCTCCA 3 = 3000 
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TTAGCGACAA TTTCTATTGT AGGCGTAGCA GCGGCTTTAG GAGATGCAGG TTCGCCCGCA 3 53 94 0 
TCAGACTCAA CATTAGGCCC AACATCTGGC TTGAATATGG ATGGCAAACA CGATCACATT 3 54 000 
TGGGATTCTG TTGTACCTAC CTTTATTCAC TATAATATTC CATTATTGGT ATTCGGCTGG 3 54060 
ATTGCAGCAA TGTACCTTTA ACGATTATAA TCCCCCACTT GGGGGATTTT TTTATGACTG 3 5412 0 
TTCAACAACT TATCCAACGC TTAGATCAAA AAGTTCAACA ACTTTATCAA GCTCATTTAT 354180 
CCAAACGAGA AGAAAAAATC TTCGCCAAAT TTGACCGCAC TTTGTTCAGT GAAAATGGAC 35424 0 
AAAATGTTTC CTTTTATCTA AAAGAAATCA ATCAAACGCT AGATAGAATA AAGACATTAG 354300 
AGTCTAACGA TTCTAATCAC TATAATTTTC TAGCTGAGCG TTTACTCGCC AATGTTCCGT 3 54360 
TCTTTCGGAA GCTTTAGTTC GCAAAAATAC TCATCTAACT GAATCCCAAA CAACAACGAA 3 5442 0 
ACAAACCATT CAAAAATCTC AACATAGCAT TCATAAATTA CCACCAAGAG AACGCCTAGA 3 54480 
AAAATATTAC GAAGCACGAG AACAATTGAA TAATCTTTAT CGACAGCATA AAGATTTAGC 35454 0 
ACAAG CTGAA AAAAATAATG ATGAGaAAAT ACGTTATGCT CAACTTGCAG AAGTTTATAA 3 54600 
AAAACGCCAG CAAAAATGCC AAGATGCAAT CGATCTTTTA GAAGAATATT TGGTGTTTAA 354660 
AGAAGAAGTG GAAAACCGTG AAAATACGGA AAACAAATGA TTAGAAATAA AAAACTAATT 354720 
CTTCCGAATT AGTTAGCTCG TAAAAATTGA TGGCGGAGGA ATAGGGATTC GAACCCTAGG 3 547B0 
AGGGCGTAAA CCCTCGCCGG TTTTCAAGAC CGGTGCCTTC AACCACTCGA CCATTCCTCC 3 5484 0 
GTGATTTAAC GAGCGTGAAT AATACGTTCT CTAATAAAAA CCGTCAAGTA GAAATAATCT 3 54 900 
CATTTTTATC AAGTGATTAT TTTTACCACA GCTTATAAAA AATGCCTTTC CTATTTATGA 3 5496 0 
ACGGAAAGGC ATTTTTGTTG AATGAATTTC AGTGC TTTTT ATTACTACAA TATATCG CAG 3 5502 0 
AAATTAACCG CACTTTTGTC ATCTAAACAA TTATTTTACG CGAGAGACGT ATTCGCCAGA 355080 
GCGGGTATCA ACTCTGATAA CTTCGCCGAT TTGGACGAAA AGCGGCACTT TTACAACTGC 3 5514 0 
GCCTGTGCTT AATGTTGCAG GTTTACCGCC AGTGCCTGCG GTATCGCCTT TAAGACCTGG 3 55200 
GTCTGTATCG ACGATTTCTA ATTCAACAAA GTTTGGTGGC GTAACAGTAA TTGGTGCGCC 3 5526 0 
ATTCCATAAA GTCACGATAC AATCTGCTTG GTCTAATAAC CATTTTTCTG CATCGCCTAC 35532 0 
GGCTTTTGCA TCTGCAGAGT ACTGTTCAAA TGTTTCTGGG TGCATAAAGT ACCAGAATGC 3553 8 0 
ATCGTCTTTG TATGAATAAG TTAAGTTAAG AtCCATAACA TCAGCTGCTT CAACCGAAGT 3 55440 
GCCAGATTTA AAGTTTACGT CTAATACTTT GCCTGAAATT AATTTACGAA TACGAGTACG 3 5550 0 
AGTGAATGCC TGACCTTTGC CTGGTTTTAC AAATTCATTT TCAACGATGA CACAAGGCTC 35556 0 
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GCCGTCTTGC ATAAATTTTA GACCTGGTTT GAAATCACTG GtAGTATATG TAGCCATATT 355, 2 0 
TGAAATATCC TAAAAATGAG AGATGGTTTG AAAAGTGCGT ATTTTACCCC AAGAACCCGT 355 6 80 
CATTAGAGAA GAACAAAATT GGCTCACAAT TCTAAAAAAT GCCATTTCAG ATCCTAAATT 355740 
ATTACTAAAA GCCTTAAATT TACCAGAAGA TGATTTTGAG CAATCCATTG CTGCGCGGAA 35S800 
ACTTTTTTCG CTCCGCGTGC CACAACCTTT CATTGATAAA ATAGAAAAAG GTAATCCGCA 35,3,0 
AGATCCCCTT TTCTTGCAAG TGATGTGTTC TGATTTAGAG TTTGTGCAAG CGGAGGGATT 355 920 
TAGTACGGAT CCCTAGAAC AAAAAAATGC CAATGCGGTG CCAAATATTC TTCATAAATA 355*80 
TAGAAATCGC TTGCTC™ TGGCAAAAGG CGG^GTGCG GTGAATTGTC GTTATTGCTT 35,040 
TCGCCGACAT TTTCCTTACG ATGAAAACCC AGGAAATAAA AAAAGCTGGC AACTGGCGTT 35,100 
AGATTACATT GCGGCACATT CTGAAATAGA AGAAGTGATT TTTTCAGGTG GCGATCCTTT 35,a,0 
. AATGGCGAAA GATCACGAAT TAGCGTGGTT AATAAAACAT TTGGAAAATA TACCGCACTr 35, 220 
ACAACGTTTG CGTATTCACA CCCGT^GCC TGTTGTGATT CCGCAACGGA TTACTGATGA 35, 2 80 
ATTTTGCACT TTATTAGCAG AAACTCGTTT GCAAACAGTT ATGGTGACAC ACATTAATCA 35,340 
CCCGAATGAA ATTGATCAAA TTTTTGCTCA TGCGATGCAA AAATTAAACG CCGTGAATGT 35,400 
CACGCTTTTG AATCAATCTG TTTTGCTAAA AGGCGTGAAT GATGATGCGC AAATTCTAAA 35,460 
AATATTGAGC GATAAACTTT TTCAAACAGG CATTTTGCCT TATTACTTGC ATTTGCTGGA 35, 520 
TAAAGTTCAA GGGGCGAGCC ATTTTTTGAT TAGCGATATT GAAGCTATGC AAATCTATAA 35,5,0 
AACCTTGCAA TCTCTGACTT CTGGCTATCT TGTTCCTAAA CTTGCACGAG AAATTGCGGG 355,40 
CGAGCCAAAT AAGACTTTAT ACGCAGAATA AGATCCGATA AAATACACAT AATTTTTTCG 35,700 
CCGCACTTTT GAGCTTCTCA ATTTTGTGGC TAATTAATAT AAATAAGAAC AAGCATCAGA 35,7,0 
GGCAATCCAG TGAATTCTAT GGATAAAAAT CaACAATCAT CTCAAAATGA ATTGGATTTA 35,S 20 
GGGCTTAATC AAGAGCCAAT TACACCAAAG AAAACAATTC AGCCAAGTTC GTCAATTTTA 35,8,0 
GGTAAAGCAA AAGGGTTATT TGCCAAAAAA AATCACGTGC AAACTAACTT TCAGCAACGT 35, 9 40 
AAAGAACCTA CTTTTGGCGA TTCATCAACG CAAGAAAATG ATCCTTTAAT TCCGAGTGAA 357000 
AATTTGAAAA AAGTGCAAAA GCCTGTTCTT CAAACTTCTT CCACAGAAGA AAATATTTCT 3570,0 
GCGGTTGATG AAGAAATCAG TGCTGAAAAT AACGCGGATG AACCCGTCGA AAAGGCTGAA 3571 20 
AAACCTATTT TAGCTCAACC AGAAAAATGG AAAATATTAC AAGTATTGCC AGCAAAACAT 357X80 
CGCCGTTTAT TTATGGCTAT TTTTGTGTTG GTTAT™ TGATTATTTT CTTCGCATTA 357240 
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AAACCAAGTT CTGACACCGT TGAGTCTTTT ACTCAATCTA ACAGCAATGA AGTTCCTGTG 357300 

CAGTTCCAAT CGTTAGATCA AAGTCAGCCA CTGGAAACCA CGATTTTAGA TAATCCTCCT 357360 

GCACAAAATC AAATGGCTGT AGAACAAGCT AACCAATCTG AATTTGCACC AAAAGCAGAG 357420 

GAAGCGGCGA ATAATACGAC GGCTCAAAAC CCATTAGTAG AAAATGCGCC AATGCAACAA 357480 

AATGTTGTTC AATCTCCAAG TCAAATGCCA AATGAAATGG CTGCGGCATC TGTTGCGCCT 357540 

ATGCAACCAG CTCAAGCGGA ACAGCCAAAA GCAACTGTGC CAGTTCAGCC GATGAAAAAA 3S7600 

GCGGTAGAGC CACAAGTTGC GCATAAAGAT ACAGTGAAAA AAGAAGTGAA AGTGGCGGAG 357660 

AAAGCACAGG CTCCAGCAAA AGCAACGGAA CAAAACGTCG CTAAAACAGC AGGAAACGCA 357720 

CCGATTGTTG AAGCCAAACC TGTTCAAGCT AAAAAAGAAA AGAAAGTTCA AATCGTTGAT 357780 

GCAAAACCTG TGAGTAAATC TACAGCTTCT CGCCTTTCAG CAAAAACATT AACTGTGCCG 357840 

AAAGGTGTTT CGCTGATGCA ACTCTTCCGT GATAATCAAC TTAATATTTC . CGATGTAAAC 357900 

GCAATGAGCA AAGCGACAGG GGCGGGAAAT GTTTTAAGTA GCTTTAAATC TGGCGATAAA 357960 

GTAACGGTAT CTGTGAATAA TCAAGGGCGA GTAAATGAAA TGCGTTTATC CAATGGTGCG 358020 

CGTTTTGTGC GTCAGTCTGA TGGTTCTTAT CAATATAAAA AATAATTTTT TGGGCGAGTA 358080 

ATCGCCCcTT TTTCTTTTTA AGTTCTTTTC TCAAGGTAGG ATTTATGTTG AAAAAAACAT 35B140 

CTCTTATTTT TACCGCACTT TTAATGACTG GCTGTGTGCA AAAtGCGAAT GTAACAACAC 358200 

CTCAAGCGCA AAAAATGCAA GTAGAAAAaG TGGATAAAGC CTTACAAAAA GGCGAAGcTG 358260 

nTCGATATTT ATGTCAAGAT GATAGAGTTG TTCGTGTTGT ACACGCCACG CATAAAAAAT 358320 

ACAAAAAAAA TTTGCATTAT GTTACTGTCA CTTTTCAAGG CGTATCAGAA AAACTAACCT 358380 

TAATGATTTC TGAACGTGGT AAAAATTACG CCAATATTCG TTGGATGTGG CAAGAGCGTG 358440 

ATGATTTTAG TACGCTAAAA ACGAATCTCG GCGAAATTTT AGCAACGCAA TGTGTCTCAC 358500 

AAACAAGTGA ACGCTTATCT GGACAATAAT CGTGCAAAGC GAACTTCAAC GTGGTTTTGT 35B560 

TTTGCATCGT CGCCCTTATA GTGAAACGAG CTTATTGGTA GATTTATTCA CTGAAGAAAG 358620 
TGGGCGTTTA ACCGTGATTG CAAAAGGGGC GCGGGCAAAG CGTTCATCTT GGAAATCGGT 358680 
TTTGCAACCT TTCACACCTT TATTGTTGCG TTGGACGGGA AAAAGCACAT TGAAAACCCT 358740 
CACTAAAGCT GAACCTGCCG CAATTACACT GCCTTTACAA CAAATCGCCC TTTATAGTGG 358800 
ATTTTATGTA AATGAATTAC TCACTCGAGT TATTGAGTCT GAAACGCCAA ATCCTGCACT 3 58860 
TTTTCAACAT TATTTAAAAT GCTTAACGGG CTTGGCAACG GAAACTAATA TTGAGCCAAC 358920 
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GTTGCGTCTT TTTGAATTTC AACTGTTACA AATTCTTGGT TACGGCGTGG ATTTTCTGCA 358980 
TTGTGCTGGT TCTGGCGAGC CAGTGGATTT CTCAATGACA TACCGTTATC GTGAGGAAAA 359040 
AGGTTTCATT GCGTCTTTAG TGAAAGATAA TCTCACGTTT TACGGCAGAG ATTTGTTAGC 359100 
CTTTGAAGCC . CTTGATTTTT CCGATGATGC GGTACGTCAA GCGGCAAAAC GTTTTACTCG 359160 
TATTGCACTG AAACCTTATC TTGGCGATAA ACCGCTAAAA AGCCGAGAGT TATTCACTCA 3 59220 
AAATATTTTA CTTTTAAAAT AATGGTTCTT CTTTATACCC CAAAGCAAAA AACAAAAAAT 359280 
GTTCAAACCA TTACGGCTGA TATTCTTGAT TTAGATTATC AAGGTTTAGG CGTGGCGAAA 3 5934 0 
ATTAATGGTA AAACTTGGTT TATTGAAAAT GCGCTTCCGC ACGAAAAAGT GGAATGTCGT 359400 
ATTTTGGAAG ATAAACG CCA ATATGGACAC GCCATTGTAA AAAAATGGCG TGTAAAAAGC 359460 
CCTGAACGTT TAGAACCTAA ATGTGCTCAT TTTATGCGTT GTGGTGGTTG CCAAGGACAG 359520 
CATATTCCTA TTGAAATGCA GAGAAAAGCG AAAGAATCTG CATTGTTTAA AAGATTAAGT 359580 
AAATTACAGT CAGAACCGAT TTCATTTCAA CCTATGATTT GTGGCGATGC TTGGGCGTAT 35964 0 
CGTCGTCGTG TGCGTTTGAG TTTATGGTTT AACCCAAGCA CAAAACAAAT CGAAATGGGC 359700 
TTTCGTCAGA AAAATACCAA CGATTTAATA CCCGTTCAAT CTTGCGAAGT AGCAGAACCT 359760 
GCAATTAATT ATTTACTGCC TAAATTAACC GCACTTTTAG AAAAATTTTC AGCACCGAAA 359820 
CAGCTTGGGC ATATTGAATT GGTGGCTGCC GATAATGGTG TCGCAATGTT GTTACGTTAC 359880 
ACCAAAAACC TTGCGGAAAT TGACCGCACT TTATTGCTTA AATTTGCTGA ACAAGAAAAG 3 59940 
TTAATGCTGT TTTTACAAAG CGACAAAGGC ATTGAACAAA TCTATGGCGA TGCACCTTAT 3 60000 
TATCAATTTT CTGATGGCAT AAAATTACAT TTTGATATTC GTGATTTTAT TCAAGTAAAT 360060 
AGTGCATTAA ATGAACCTAT GGTCAATACA GCGTTGGATT GGCTTGAATT GAGCCAACAG 36012 0 
GATTGTGTGT TAGATTTATT TTGCGGCATG GGAAATTTTA CGCTTCCTCT CGCCAAACGC 360180 
GTGAAAAGTG CGGTAGGAAT TGAAGGTGTT TTTGAAATGG TACAAAAAGC AGCGCAAAAT 360240 
GCCGAGAGAA ACCAAATCAA AAATATTGAA TTTTTCCAAG CGGATCTTGA CCAATCCTTT 360300 
GTTGAACAAC CTTGGG CTAA TCAGTCGTTC AATAAAATTT TGCTTGATCC TCCACGCAGT 360360 
GGCGCAGCTT TCGCGTTAAA TGCGTTGTGC GAGTTGAAAG CAGAGnAAAT TTTATATGTG 360420 
TCTTGTAATC CCGCAACATT AGTGCGCGAT GCGGAAATTT TATGTAATTT TGGCTACAAG 360480 
ATTGAAAAAA GTGCGGTGAT AGATATGTTC CCTCATACGG GGCATTTGGA ATCGATAACC 36054 0 
TTATTCACTA CAAAATAACT CGGTTATTCG GTACAATATC CACCCAAAAT AAAAGCGACA 360600 
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GGAAGTTGCT TGCTCTTCAT CAACAAGGGG GTATTATGGT TGCTGTTCGT GGTTCTCATT 360660 
TGTTAAATCC GCAGGATTTT GTGATTGAAC AATGGTGCAC TGGCTTAAAA CTAGCAGaAC 360720 
AAACAGAAAA AAGTTTGAnC GATGCGTGGT ATTACGCACG TGATTTAATG AATGCCTACC 360780 
CCGATGAAAT GAAGAATGCG ACCTTGATGC TGCAGTCTGG CGTGGAAATG GTAGAAATTT 360840 
TGCACGAACT TAATATGGAT GCGGAAACAT TGCTTACTGC CATGTTGTTT CCTATTGTTG 360900 
CAAATAAATT AACAGACTGG GAAAGTCTAA AAGAAAAATT TGGTGCGAAA ATTACTAAAT 360960 
TACTTAAAGG CGTGTTGGAG ATGGATAATA TTCGCCAACT TAATGCCAGT CATTCCGCTA 361020 
ACGCTCTGCA AGTGGATAAT GTTCGCCGTA TGTTGTTGGC GATGGTGGAC GATTTCCGCT 361080 
GCGTGATCAT TAAACTTGCC GAACGTATTA CTTTCTTGCG TGATGCAGAG CATCGTTGTG 361140 
CAGAGGAAGA CAAAGTCCTT GCCGTCAAAG AATGTTCTTA TATTTATGCC CCTCTTGCCA 361200 
ATCGTCTTGG AATTGGTCAG CTGAAATGGG AGTTAGAAGA TTACTGCTTC CGTTATCTTC 361260 
ATCCTGAACA ATATCGCGCT ATTGCTAAAT TATTGCAGGA ACGTCGTCTT GATCGTGAAC 361320 
ATTACATTGC TGATTTCGTC AGTGAGTTGA GCGGTTATTT ACGTGAAAAT ATCGAGCAAG 361380 
TGGAAGTCTA TGGTCGTCCG AAACATATTT ACAGCATTTG GCGTAAAATG CAGAAAAAGC 361440 
ATCTTGAATT CAGCGGTTTA TATGACGTAA GAGCGGTCAG AATTATCGTG CAAAAATTAC 361500 
AAGATTGTTA CACCGCACTT GGGATTGTTC ATACTCAATT TAAACACTTA CCCAAAGAAT 361560 
TTGACGATTA TGTGGCGAAC CCGAAACCGA ACGGTTATCA ATCTATTCAT ACTGTTGTTT 361620 
TAGGTAAAGG TGGCAAGCCA ATTGAAGTGC AAATTCGAAC CCAACAAATG CATGATGATG 361680 
CAGAGTTAGG TATGGCGGCA CACTGGAAAT ATAAAGAAGG CAATACAGGC AGTATGTCTG 361740 
CCTATGAAGA AAAAATTGCG TGGTTGCGTA AATTGTTAGC TTGGCAAGAT GATATTACGG 361800 
ATTCAGGCGA AGTGCTGGCA GAGTTGCGTA nCAAGTGTTT GATGATCGTg TATATGTGTT 361860 
TACGCCAAAG GGCGAAGTGG TGGATTTGCC AACGGGATCT ACACCATTAG ATTTTGCTTA 3 61920 
TGCCATTCAT AGTGAAATTG GTCATCGCTG TATCGGGGCA AAAGTGGCGG GGCGTATTGT 361980 
GCCATTTACC TATCAGCTAC AAATGGGCGA TCAAATTGAT ATTATTACCC AGAAAAATCC 362040 
GAACCCGAGC CGTGACTGGC TAAACCCAAA TTTAGGATTT ACTCACACCG CAAAATCTCG 362100 
AGCCAAAATT CAAGCGTGGT TTAAAAAACA AGATCGCGAT AAAAATATTC CAGCGGGTAA 362160 
AGAATTACTC GATAATGAAC TCGCGCTTTT GAATTTAAGT ATTAAGCAAG TGGAACCTTA 362220 
TGCGTTACCA CGCTATAACT TGAAAAATTT GGACGATCTT TATGCGGGCA TTGGCAGTGG 362280 
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TGATATTCGT TTAAATAACT TAATCCATTT CTTGCAAAGT AAATTGATTA AAGTGACTGC 362340 
TGAAGAGGCT GATCAAGAAA TTTTACGTCA TGTTGCTAAC AAAAGTGCGG TCAATTCTCA 362400 
GCAGAAATCT GAAAAGAACA ATGGCTGTGT GATTGTGGAG GGTGTGGACA ATCTTATGCA 362460 
TCATATTGCG CGTTGCTGCC AGCCGATACC AGGCGATGCG ATTGTTGGCT ATATTACAAT 362520 
GGGACGTGGT ATTTCTATTC ACCGAGCGGA TTGTGAACAA TTCTTAGATT TGCAAGCGGC 362580 
TCATCCAGAA CGCGTAGTGG AATCAATTTG GGGCGAAAAT TACGCAAGTG GTTTCCATAT 362640 
TAATATCCGT ATTGTGGCAG GCGATCGCAA TGGCTTATTG CGTGATATTA CAACGGTTCT 362700 
AGCAAATGAA AAAATTAGCG TATTAGGGGT CTCAAGCCGT GCTGATACCA AAAAACAGCT ' 362760 
TGCTACTATT GATATGGAAA TTGAACTTCA TAATGTTGAA AGTTTGAGTA AAATATTGGC 362820 
TCGATTAGCA AAATTAGATG ATGTTATCGA AGCGAAGCGT TTATAAAAAT AGGAAAAwTT 362880 
ATGTATAAAA CGACGGGGCT AACCCATTTA ATCAACTCCA CTAAATATTC ATTACAAGGC 362 940 
TTAAAAAGTG CGTTTAAAAA TGAAACGGCT. TTTCGCCACG AATGTTTTTT AGCCTGCATT 363000 
TTAATTCCTC TTACTTTCTT TTTAGGCGAA ACAAAAATTG AAATTATATT GATGATTTCT 363060 
TCTGTTTTGC TTGTGATGGC GTTAGAACTT TTAAACAGTG CGGTAGAGAC AGTTGTTGAT 363120 
CGCATTGGTA CAGAACGCCA CGAACTTTCA GGACGTGCGA AAGATCAAGG TTCTGCATCG 363180 
GTATTTATTG CCCTTTGTAT TGTCGGTATC GTTTGGGGCG GAATTTTATT CTTCTAACCC 363240 
TCCAAAAGTG CGGTAAGTTT TTACCGCATT TTTGATTTAT CCAATCACGT CAAAATCATT 363300 
TATAAAAATA AGGAAAAATA TGACCGCACT TTTAAAAATT GGTCTGGTGT CTGTTTCTGA 363360 
TCGCGCATCA GCAGGCGTGT ATCAAGATCA AGGTATCCCA GAATTACAGG CTTGGTTAGA 363420 
ACAAGCGTTA GTAGATCCTT TCCATTTAGA AACAAGATTA ATCCCCGATG AACAGCCAGT 363480 
TATTGAACAA ACCTTAAAAG AGCTGGTGGA TGAaCAAGGT TGCCATTTAG TGCTGACAAC 363540 
TGGTGGAACT GGGCCAGCAA AACGCGATGT AACGCCTGAT GCAACCCTTG CGGTAGCGGA 363600 
TCGAGAAATG CCAGGTTTTG GCGAACAAAT GCGTCAAGTG AGTTTGCATT TTGTGCCTAC 363660 
CGCAATTTTA TCTCGCCAAG TGGGTGTAAT TCGTAAGGAA AGCCTGATTT TAAATCTTCC 363720 
TGGGCAACCT AAAGCGATTA AAGAAACCTT AGAGGGCGTA AAAGATAAAG AAGGAAATGT 363780 
GCTTGTAAAA GGCATTTTTA GCGCAGTGCC TTATTGTTTG CAACTGATTA ACGGCTTATA 363840 
TATTGATACC AAGCCTGAAA TCATCGAAAG TTTCCGTCCT AAATCTGCAA GACGCGAAAA 363900 
TCTGGAGAAA TAGCATGAAA AAAATCGAAG CAATGATTAA ACCCTTTAAA TTAGACGATG 363960 
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TGCGAGAAAG TCTTTCAGAT ATTGGTATTT CAGGTATGAC AATCACAGAA GTACGCGGAT 364 020 
TTGGTCGTCA AAAAGGTCAT ACAGAACTTT ATCGTGGTGC GGAATATATG GTGGATTTTC 364080 
TGCCGAAAGT GAAATTGGAA GTGGTAGTtC CTGATGAGCT TGTGGATCAA TGTATTGAAG 3 64140 
CGATTATTGA AACGGCACAA ACAGGTAAAA TCGGTGACGG CAAAATTTTT GTTTATCACG 364200 
TTGAGAGAGC CATCCGCATT CGCACGGGCG AAGAAAACGA GGATGCGATT TAGTGCAAAA 3 64260 
TAATTTAAAT TTACACCGCA CTTTGCTTGG CATTGCTGCG GTGATTATTA TCTTAGCTGG 364320 
CGTAAAATTG GCGGCAGAAA TCGTGGTGCC ATTCTTGCTA TCACTCTTTA TCGCGATAAT 3643 BO 

TTGTTCGCCG ATAATTAAGG CGATGACCCA ACGCCGCGTC CCGCATTGGT TAGCCATTAC 3 64440 

TTTGCTTTTT GTCTTGATTT CTTTGGTATT TTTCTTCTTA GTCGGGTTGA TTAACAGCAC 3 64500 

GGCAAGAGAA TTTACCCAAT CTATTCCACA ATATAAAGTT TTGCTTTCAC AACGCGTGAG 364 560 

TGATTTAACT GGATTGTTGC AACGTTTCAA TCTGCCTTTC AcgCTTTCGC GTGAAACTAT 3 64 62 0 

CCAAGAAAAT TTTGACCCAA GCATCATTAT GAATTTTGTA AGCCGAGTAT TGCTGAATTT 3 6468 0 

CTCTGGTGTA GTGAGTAATG TGTTTGTTTT AGTGTTGGTC GTGATTTTTA TGCTTGCCGA 364 74 0 

AGCACCAACG ATGAAACATA AATTTGCAAT GGTGATTAGT TCAACCCCTC ATGACGTAGC 364800 

CAAAGAAGAA CGCCATATTG ATCGCGTTTT ACAAGGTGTA ATTGGTTATC TTGGCATCAA 364860 

AAGCATCACG AGTTTATTGA CTGGTGTTGG AGTGTTTATT TTGTTGGAAG CCTGTAGGGT 364 92 0 

TCAATATGCG ATTTTGTGGG CAACCTTGAG TTTCTTGCTG AATTATATTC CCAATATTGG 3 6498 0 

TTCTATCATC GCGGCTATTC CGATTATTGT GCAAGCCTTA TTACTGAATG GTTTTGGCAT 36504 0 

TGGCTTTGGC GTGGCAATCG GTGTTATTGC GATTAATATG GTTGTCGGTA ACATTATTGA 3 65100 

ACCTAAAATG ATGGGGCAAC GATTAGGGCT TTCAACTTTA GTGGTGTTTC TTTCATTACT 3 6 516 0 

GTTTTGGGGA TGG CTGCTTG GAACCGTGGG AATGCTACTG TCTGTTCCTT TGACGATGGC 365220 

ATTAAAAATT GCCTTGGAGT CCAGTCCCAA TACAGCGAAA TATGCCTGTC TATTAGGAGA 3 65280 

TGTCGAAGAT TTCAAATAGA TTTTAGAGAT AAAAGTGCGG TGAATTTTCA CCGCATTTTT 36534 0 

TATGATAAGT CTTGCGGATC GACGTCCAAA ATTAACCGCA CTTGGCTGTT TTTTTCTAGT 3 6 5400 

TCGGCTTGTT GATATTCTCT TAATGCTTTT TGCAACGTCA TTCTTGATGG ATGCTGCAAT 3 65460 

AATAACTGCC AGCGATATTG CCCCGCTTTT TTGCTGAACG GTGCAGGCAT TGGGCCAAGC 365520 

ATTTGTAATC CCGTAATTTG CTTCGATTGA AAAAAATCTG CAATTTGGCT TAAGCAATTT 3 6 55 BO 

TCTGCAAGAT CAGAATGTCG AGCCTGTGCT TTGATTAACG CCTGAAAAGT AAAAGGCGGC 3 6 564 0 
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AATCCCATTG AATGGCGTAA TTGTAAGGTT TCTTTTGCAA AAGCTTGGTA GCCATTTGCC 365700 
AATAAAGTGG TAAGCAAAGG ATGATCTGGA TAATGTGTTT GTAGCACCAC TTCACCTTGT 365760 
TTATCGGCAC GTCCTGCACG TCCAGCAACC TGAATATAAA GTTGAGCTAA ACGTTCTTCT 365820 
GCACGAAAAT CCAGTGAAAA TAATGCACTA TCTACATTCA CTAAGGCAAC GAGAGTAACA 3 65880 
TTCGGGAAAT GATGTCCTTT CGCAAGCATT TGTGTGCCAA TCAAAATTTG ACTTTTGCCT 365940 
TGTTGAATAT CTTCTAAATA ACCTTCCAAT TTTCCTTTAC GCGAAGTGCT ATCGCGGTCG 366000 
ATTCGAGCCA CAGAATAATG AGGAAATAGA GTTTTCAAGG TTTCTTCTAA TTGTTCTGTG 366060 
CCGAGACCTG TAGTGACTAA ATGAGTCGAG CCACAATCAC CACATTGTCG AGGAATAGTT 366120 
TTCTGTGCAC CACAATGATG ACAACGCAAT ACATTTTGAT GCTGATGATA GGTATAAGGT 366180 
TTTTCACAAT GCGGGCATTG TGCGAtCCAA CCACATTCAT GGCAAAGCAA TACGGGCGCA 366240 
AAGCCACGAC GATTCAAGAA AAGCAACACT TGATTGCCTT TTTCGAGGTG GGCTTTCATT 366300 
CGTTCCAACA AGGGTTTTGA AAGCCCGTTT TGTATATTTT GATTTTTCAA ATCAATAACG 366360 
AAATGACGAA GTGCGGTAGA ATTTCCCGCt CTTTTTGATA AAACTAAATG TTGGTATTTG 366420 
CCGTTTTGTA CATTATTAAT ACTTTCTAAA CTTGGCGTAG CAGAACCCAT TAATACTGAA 366480 
ATGTTCAGTT TTTGAGCCAG TACAATCGCC AAGTCTCGCG CGTGATAACG CCAACTGTCT 366540 
TGCTGTTTGT AAGACGAATC GTGTTCCTCG TCCAAAATAA TTGCACCAAG ATTAGAAAAT 366600 
TGCGTGAACA ATGCCGATCT AGTGCCAATC ACAATAGCAC TTTGTCCAGA GCGGGCGCGA 366660 
TCCCATACAT AAAGCCGTTG CGTATCGGTT AAATTAGAAT GCAGCACATC AATTTCTACA 3 66720 
TTGAAACGCA CTTTGAAACG TTGCACCGTT TGTGGTGTTA GCCCGATTTC GGGTACAAGC 366780 
ACTAATACTT GTTTGCCCGA TTTTAAAATT TCTTCAATAT ATTGCAGATA AATTTCTGTT 366840 
TTGCCTGAAC CAGTCACGCC ATCGAGCAGC CATACATTGA AACCAGAATG GAAGAGCAGT 3 66 900 
TGGCTGAAGG CTAAGGCTTG CTGCTTATTT AAGGTTAAAC GATTTTCAGC ATTAACAATT 366960 
GGGTTATTGC CTAATCTTTG TTGCCAGCTT AGGGGATTTG TTTGGATAGT AATTTCTTCA 367020 
ATAAACCCTT TGGCTTTTAA GGCTGACCAA ATGGCAGAGG AAAAATCATT ATTG CCTTTT 367080 
TCAAGATCAG TTTCAGATAA GTATTGTAGG GCTTCAGCTT GCTTTTTCGA GCGTTTTAAT 36 714 0 
TCGCCTTGTT TAAGGGCATT TTTCCCCGCA TCCGTAATTC GCCAAAAAGT GCGGTCATTT 3 67200 
TTTACCGCAC TTTCGCCGTT ACGCAATTTC ACAGGTAAGG CTTGAAATAA CACATCGCCT 367260 
AATCCCGCTT GATAATAATT TGCTGCCCAA TGAAGCCAAT CCCAATAAAT GGGCGTAAAA 367320 
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AGTGGGGCTA AATCCAATGG TTGAAGAATA GCCTTGAGTT TATCCTCTGG CACGTCCGAT 3 6 73 BO 
TTTGTCGGAA AATCAGCCAC AATGGCGACA CGTTTTTGAG TGCCAAAAGG CACAAGAACA 367440 
CGCATACCGA TTTGTAATGA AACATCATCG GGGACGAAAT AATCAAATAA GCGAGGAAGC 367500 
GGCACAGCCA GTGCCACTCG GACAATTTTC ATAATCAACC TTGGAAAAAA TTTGCCCTAT 367560 
TATACGAGAA AAATTGGTAT AATCGCCGCC AATTTTTTCA CGAACAAGAT TTTTATGACA 367620 
CAAACTTTTG CCGATCAAAA ACGTAAAACC GTTGAAACCG CAGAATTTAC CGAAGATGGC 367680 
CGCTATAAAC GCAAAGTCCG TAGTTTTGTT CTCCGCACAG GTCGTTTGAG CGAATTTCAA 367740 
AGAAATATGA TGAATGATAA CTGGGGAACA CTTGGTTTAG ATTACCAAAC GGAACCTTTT 367800 
GATTTTGCGA AGATTTATGG CAATGATAAT CCAGTTGTAT TAGAAATTGG CTTTGGAATG 367860 
GGAAAATCGC TCGTGGATAT GGCTTTTGCT AATCCTGACA AAAATTACCT TGGCATTGAA 3 67920 
GTTCATACTC CTGGCGTTGG TGCTTGTATT GCTTATGCAG TGGAAAAAGG CGTAACGAAT 3 67980 
TTACGCGTGA TTTGTCATGA TGCAACGGAA ATTTTACGTG ACAGTATTGC AGATGGTGCG 368040 
CTTGGCGGTT TGCAGTTATT TTTCCCCGAT CCTTGGCATA AAGCAAAACA TCATAAACGT 368100 
CGTATTGTTC AACCGCACTT TGTGACACAA GTTATACAAA AATTAGGTGA AAATGGTTTT 368160 
ATCCATATGG CGACAGACTG GGAAAATTAT GCAGAGCAAA TGCTAGAAGT ATTAAGCGCA 3 68220 
AACACCGATT TAGTGAACAC CTCGAAAAAT GGTGATTATA TTCCAAGACC AGATTTTAGA 3 68280 
CCTTTAACTA AATTTGAAGC CAGAGGTTAC AAACTTGGAC ATGGTGTTTG GGATTTATAT 368340 
TTTGTGAAGA AATAAATCAG TTTTAGGCAA ACTCGATGCC TAATTGATGA ATTTAATATA 368400 
GAATATGCCT TCAAATATAA CCTTAATAGG AGAAATACAA TGTCTAAATC TTACAATCAA 368460 
CGCCAACGCA AAAAACTTCA TCTCGCGGAA TTTCAAGAAC TGGGTTTTCT TGTAAATTTC 3 68520 
CAATTTGCAG AAGGCACTGC GATTGAAACT GTAGATGAAA CCGTTGATCG TTTTATTAAC 36858 0 
GAAGTGATTC AACCAAATGG ATTAGCTTAT GAAGGTAGCG GTTATTTACA TTGGGAAGGT 368640 
TTAGTTTGCC TAGAAAAAAT TGGCAAATGC GATGAAAGCC ATCGTGAAAC TGTGAAAAAA 368700 
TGGTTAGAAA CAAATGGTTT GCAACAAATT GAAGTAAGCG AATTATTTGA TATTTGGTGG 368760 
GAATATCCAA CAAAAGTAGA ATAATCTAAA TTGAAAACAG CATAGTCAAA ATTGCTATGC 36882 0 
TGTTTTGTTT TAATCCCTTG CAAAATTCAT TAAACCTTAG ATTTTTTGAT CTATAACAAA 368880 
TAAAGTTCAA ATAATTGAAA AACTACCTAT TTTGGGTTGT TTTCATTCAT TCATCGTAAA 36894 0 
CACATAATCC GTTGCCTACA GAAGCATTCA GAAATATTTG AAAGACATTA TGACCGTTGA 369000 
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AAATTTACCT CGCAGACAAT TTTTACGCGG TAAATTTTCA ACATTGAGCT GTTTAGAAAA 3 69060 
TAATCAAAAA CAGAATTTTG TGGGTATTAG GCCGCCTTGG TCTGTGGAAA ATTCTATTTT 3 69120 
TGTAGCACGG TGTACGCGCT GTGGCGACTG TCTTTCTGTC TGTGAAACCA ATATTTTGGT 3 69l80 
■ AAAGGGCGAT GCTGGTTTTC CTGAAGTGCG TTTTGATAAT GGCGAATGTA CTTTTTGTGG 3 692 40 
GAAATGTGTA GATGCCTGTA AACAGCCTAT ^TTATCCG CGTGACCAGT TACCTTGGTC 3 69300 
ACATAAAATC GACATTAGCG TAGTTGTTTA ACATTGCACC GTATTGAATG CCGAACTTGC 3 69360 
CAAGATAATT GTCCAGCTAA TGCGATTCGT TTCAAATTAC AAATGGGTGG CGTAGcACAA 369420 
CCTTTAGTTA ATTtCGATGC TTGTAATGGC TGTGGGGCTT GTGTACAAGG CTGCCCCGTG 3 69480 
AATGCAATAA CAATGAATGA TCTAAAACAA AATGAATAAT ACaAATTTAa TATTAGAAAA J<>>40 
TGCGAGAGAT TGGCACGTnG TTGGATTGAT CGTGCAAGGT AATCCAAAAA AATTATCAGC 3 6960 0 
AATTCAAACC GCACTTTTAG CGATTGAGCA TACTGAAATT CCGACTCTTG ATGAAAAACT 3 69660 
TGGAAAATTT GTGGTGGTAA TGCAATCGAA CGATCAGCAT CTCTTGCTTG AAAAAATGGA 36972 0 
AAGTGTGAAA GATATCGACG GTGTGATTAA TGTATCGTTG GTGTATCACG AGCAAGATGA 3 69780 
ACAAAATAAA TAGTTTTAAA ATCAAACGTT TAACGTGGGG GAAAACGCGA TGAATTTAAG 36984 0 
TCGTCGAGAC TTTATGAAAG CCAATGCGGC TATGGCAGCC GCAACGGCAG CGGGGCTAAC 3699 00 
CATCCCAGTC AAAAATGTGG TTGCGGCTGA ATCCGAAATT AAATGGGACA AAGCAGTATG 3 69960 
TCGTTTCTGT GGTACCGGTT GTGCAGTATT AGTTGGTACT AAAGATGGAC GTGTTGTGGC 3700 20 
ATCTCAAGGC GATCCTGATG CAGAAGTAAA CCGTGGTTTA AACTGTATTA AAGGTTATTT 3700.0 
CTTGCCAAAA ATTATGTACG GTAAAGACCG TTTAACGCAG CCGCTTTTAC GTATGACAAA 370X40 
CGGAAAATTT GATAAGAACG GCGATTTTnC GCCAGTTTCT TGGGATTTTG CCGTTCAAAA 370 200 
CAATGGCTGA AAAATTCAAA GAAGCGTTCA AAAAGAACGG TCAAAATGCA GTAGGTATGT 37 0260 
TTAGTTCTGG TCAGTCTACC ATTTGGGAAG GCTATGCAAA GAACAAACTT TGGAAAGCAG 3703 20 
GTTTTCGTTC TAACAACGTA GACCCGAATG CGCGTCACTG TATGGCATCT GCAGCGGTTG 3703 8O 
CGTTTATGCG CACCTTCGGT ATGGATGAAC CTATGGGTTG TTATAACGAC ATTGAACAGG 370440 
CAGATGCTTT TGTTCTTTGG GGCTCAAATA TGGCGGAAAT GCACCCAATT TTGTGGTCGC 370500 
GTATTACTGA TCGCCGTATT TCTAATCCTG ATGTTCGTGT CACTGTACTT TCTACTTACG 370560 
AACATCGTAG TTTTGAACTT GCCGATCACG GTTTGATATT TACACCGCAA ACTGATTTGG 370 620 
CAATTATGAA CTACATCATC AATTATCTTA TTCAAAATAA TGCGATTAAT TGGGATTTTG 3706S0 
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TTAATAAACA TACCAAATTT AAACGCGGAG AAACGAATAT TGGCTATGGT TTGCGTCCAG 3 70 74 O 
AGCATCCATT AGAAAAAGAC ACGAATCGTA AAACAGCTGG GAAAATGCAC GATTCTTCTT 37080O 
TTGAAGAATT AAAGCAACTT GTATCAGAAT ATACAGTGGA AAAAGTATCG AAAATGTCTG 370860 
GGTTAGATAA AGTCCAGTTA GAAACTTTAG CGAAACTTTA TGCTGATCCA ACGAAGAAAG 370920 
TGGTTTCCTA CTGGACAATG GGCTTTAACC AACATACACG TGGTGTGTGG GTAAACCAAT 370980 
TAATCTACAA TATTCATTTA CTTACTGGAA AAATTTCAAT CCCAGGTTGT GGGCCATTTT 371040 
CATTAACTGG TCAGCCTTCT GCTTGTGGTA CGGCGCGTGA AGTAGGTTCA TTCCCTCATC 371100 
GTTTACCTGC CGACTTAGTG GTAACTAATC CGAAACACCG TGAAATTGCT GAACGTATTT 371160 
GGAAATTACC AAAAGGTACG GTTTCTGAAA AAGTGGGGTT ACACACAATT GCACAAGACC 371220 
GTGCAATGAA TGATGGCGAA ATGAATGTGT TATGGCAAAT GTGTAACAAT AATATGCAAG 371280 
CAGGGCCAAA CATTAATCAA GAGCGTTTGC CAGGCTGGCG TAAAGAAGGC AACTTCGTGA 37134 0 
TTGTTTCAGA TCCTTATCCA ACTGTATCCG CACTTTCTGC TGACTTAATT CTTCCAACGG 371400 
CAATGTGGGT GGAAAAAGAA GGGGCTTACG GCAATGCAGA ACGTCGTACC CAATTCTGGC 371460 
GTCAGCAAGT CAAAGCACCG GGCGAAGCAA AATCAGACTT ATGGCAATTA ATGGAGTTCG 371520 
CAAAATACTT CACGACGGAT GAAATGTGGA CAGAAGACTT ACTTGCACAA ATGCCTGAAT 3 71580 
ATAGAGGTAA AACTTTATAT GAAGTGCTTT TCAAAAATGG TCAAGTAGAT AAATTCCCAT 3 7164 0 
TGAGCGAACT TGCTGAAGGC CAATTAAACG ATGAATCAGA ATATTTTGGT TACTACGTTC 371700 
ACAAAGGTTT ATTTGAAGAA TACGCTGAAT TTGGTCGCGG TCACGGTCAC GATTTAGCTC 3 7176 0 
CATTTGATAT GTATCATAAA GCGCGTGGTT TACGTTGGCC AGTTGTGGAG GGTAAAGAAA 37182 0 
CCTTATGGCG TTACCGTGAA GGCTATGAtC CGTATGTTAA AGAAGGGGAA GGCGTGGCTT 37188 0 
TCTACGGTTA TCCTGATAAG AAAGCGATTA TTCTTGCGGT GCCTTATGAA CCACCAGCTG 37194 0 
AGTCTCCCGA TAATGAATAC GATTTATGGT TATCAACAGG TCGTGTTCTT GAACATTGGC 372000 
ATACGGGGAC AATGACACGC CGTGTACCAG AATTGCATCG AGCATTTCCA AATAATTTAG 3 7206 0 
TATGGATGCA CCCATTAGAT GCACAAGCAC GTGGTTTACG TCATGGCGAT AAAATTAAGA 372120 
TTTCATCTCG TCGAGGCGAA ATGATTTCTT ATTTAGATAC TCGCGGACGT AATAAACCAC 37218 0 
CTCGTGGCTT AGTATTTACC ACTTTCTTTG ATGCAGGTCA GCTTGCAAAT AGCTTAACAC 3 72240 
TAGATGCGAC AGACCCAATT TCAAAAGAAA CCGACTTCAA AAAATGTGCG GTAAAAGTGG 3 72300 
AAAAGGCTGC GTAAAAACCA TGTAAAAATC AACCGCACTT TATTTTCTCC CATCAATAAA 37236 0 
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AGAGGAAGAT GAAAGTGCGG TTAAAATCTA AAAAGAAAAT GAAGAAACCC GCACTTAATC 372420 
CTGAACGTAG AAAATTTCTT AAAGAAGCAA CCCGTACTGC GGGTGGTTTA GCTGGCGTTG 372480 
GGATTTTGTT GGGATTGCAG CAAAATCAAA GTCTTGCGCG CGAAGGTGTG CCATTACGCC 372540 
CTCCATTTGC TTTGCAAGAT GCGAAAGCGT TTTCTGCCGC TTGTATTCGT TGCGGACAAT 372600 
GTGTTCAAGC CTGTCCTTAT GACATGCTGC ATTTAGCCTC TTTATTATCG CCAGTAGAAG 372660 
CGGGAACGCC GTATTTTATT GCGCGTGATA AACCTTGTGA AATGTGTCCT GATATTCCTT 372720 
GCGCAAAAGC CTGTCCTAGT GGTGCATTAG ATCGTCAAGC AACAGATATT AATGAATCGC 372780 
GTATGGGGCT GTCAGTACTG TTAGATCACG AAACTTGCTT AAATTATCAA GGATTACGTT 372840 
GTGATGTTTG TTATCGAGTT TGTCCATTAA TCGATAAAGC GATTACATTG GAAACACAAC 372900 
ATAATCCACG TTCTGATAAG CATGCCTTAT TTATTCCAAC AGTACATTCT GATGCCTGCA 372960 
CGGGATGTGG AAAATGTGAG CAAGCTTGTG TGTTAGAAGA AGCAGCGATT AAGATTTTAC 373020 
CAATGGATCT GGCAAAAGGT ATGTTAGGTA AACATTATCG TTTAGGTTGG GAAGAAAAAG 373080 
CGAAAGCTGG CCATTCTCTT GCACCTAAAG ATATGATTTC ATTGCCAACT CGAACACCAG 373140 
AAGGAACAAC TGTAATTCCT GAACCAGCAG AACCCGTGCT TGCGCCTATT TTAGGGAGTG 373200 
GCAAATAATG GCAAATGCAC CAAAATTTGC AGGGAAAGAA tCGCGCGAAA AATGGGGCTG 373260 
GTGGTATGCA AACCGCTTTT TGTTTTGGCG TCGATTAAGC CAACTTAGCA nTCTTGCGAT 373320 
GTTTTTGAGT GGCCCTTATT TTGGCGTGTG GATTTTAAAA GGTAATTATA GTGGTAGTTT 3 73380 
ATTACTCGAT ACTAXTCCAC TAAGTGATCC TCTAATTACC GCTGAAAGCT TGGCTGCAAG 373440 
ACATTTACCA GATGCTCTCA CTTTAATTGG TGCTGCAATT ATTGTGTTAT TTTACGCAGT 3 73500 
ACTTGGTAGT AAAGTGTTTT GTGGTTGGGT ATGCCCACTA AATGTTGTGA CTGACTGTGC 373560 
AGCGTGGCTT CGCCGTAAGT TAGGCATTCG CCAAACAGCA AAAATTTCGC GCGGTTTACG 3 73 620 
TTATGGTATT CTTGTGCTTA TTTTACTAGG CAGTAGTGTC AGCGGAATGT TGCTTTGGGA 373680 
GTGGGTTAAT CCAGTGGCTG CTCTTGGTCG CGCCTTTGTA TTTGGTTTTG GTGCAACAGG 373740 
CTGGTTATTA CTTGTTATTT TTCTTTTTGA TTTATTGATT GCTGAACACG GCTGGTGTGG 373800 
ACATCTTTGC CCAATTGGTG CTGCTTATGG TGTGATTGGT GCAAAAAGTT TAATCCGTAT 373860 
TAAAGTGATT GATCGCGCTA AATGCGATAA TTGTATGGAT TGTTACAATG TTTGTCCCGA 373920 
AGCCCAAGTG TTACGTTCGC CTTTACACGG AAAAAAAGAC GAAAGCCTAC TAGTGCTTTC 373980 
CAAAGATTGC ATCAGCTGCG GACGTTGTAT TGACGTTTGC GCTGAAAAAG TTTTTAAATT 374 040 
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TTCGACCAGA TTCGATCATT CAGGGGAGTG ATTAATATGA CTAAACAGGT ATCTAAAATT 374100 

TTAGCGGGAT TATTTACCGC ACTTTTTGCT GGCTCACTGA TGGCATCTGA TGCACCAGCA 374160 

GTGGGAAAAG ATTTAACTCA AGCGGCAGAA AATATTCCAC CCGCATTTCA TAATGCACCG 374220 

CGTCAAGGCG AATTACCCGC ATTGAACTAT GTAAATCAGC CTCCAATGGT TCCACATAGT 3742 80 

GTGGCAAACT ATCAAGTGAC AAAAAATGTA AATCAATGTT TAAATTGCCA CAGCCCAGAA 374 340 

AATTCTCGTT TGAGCGGTGC AACTCGAATC AGCCCAACTC ACTTTATGGA TCGTGATGGA 3744 00 

AAAGTAGGTT CAAGTTCATC GCCACGTCGT TATTTCTGTT TACAATGTCA CGTTTCTCAA 3744 60 

GCAAACGTAG ATCCGATTGT TCCAAATGAT TTCAAACCGA TGAAAGGTTA CGGAAACTAA 374520 

TTTAAGAGGT CTATATGTCT GAGAAAAAAC CAAATATCTT AAAGCGTTTC TGGCAATGGT 374580 

TTAGAAAACC AAGCCGTATG GCGATAGGTA CAATTATTAT CTTATCGGCT ATTGGCGGTA 3 7464 0 

TTCTTTCTTG GGTTGGTTTT AACTATGGTT TAGAAAAAAC CAACACTGAA CAGTTCTGTG 3747 00 

CAAGCTGCCA TATG CAAGAT GCTTATCCAG AATATTTACA TAGCGTGCAT TATCAAACTC 3 74760 

GTACTGGTGT GGGGGCAAGT TGTCCAGATT GTCACGTACC ACACGAATTT GGTGCAAAAA 37482 0 

TGAAACGTAA AATTATTGCA GCTAAAGAAG TATATGCGCA CTATACTGGA AAAGTGGATA 374880 

CCTTAGAAAA ATTCAATGCA CATCGTTTAG AAATGGCTCA AAATGAATGG GCGCGTATGA 374 94 0 

AAGCTAACGA TTCTAAAGAA TGTCGTAATT GCCATAATGT AGATCGTATG ACCTTCAATG 375000 

ATCAACGTTC TGTGGCGGCA CGTATGCACC AAAAAATGAA AACTGAAGGT AAAACTTGTA 37506 0 

TCGACTGTCA CAAAGGTATT GCACACCAAT TACCTGATAT GAGTGGCGTT GAGTCAGGCT 3 7512 0 

TCAAAGACGA GAAGTGATTT TCTAAAAATA GGCTGAAAAA ATATCGCACT TTTTTCAGTC 37518 0 

TATTATAAAT TTGGGTAGTT TATAAAAAAA TCTGCACTTT AATTCGCTGA TTTATTCAGC 375240 

CTTTAAGGTG CAGATTAATT ATATTTTCTA AAGTGCGGTT AATTTTTAGA TTATTTTTAG 3753 00 

CCTAAGATTT TATCTAACTC TTGGCTAACT TCTTCCACTT TTTGTGTACC GTCTAAACGG 375360 

AAATATTGAG TATTCCCCGC TTTCGCTTCT GCTTGGTAAT AATCAATTAA TGGGCTAGTT 37542 0 

TGTTTATGAT ATACGGCTAA ACGATCTAAT ACAGTTTCTG GTTTATCGTC TGCACGAATA 375480 

ATTAAATCTT CGCCTGTTAC ATCATCCTTA CCTTCCACTT TTGGTGGATT ATAAACGATA 37554 0 

TGGTAAGAAC GACCAGACGC TTGGTGTACG CGACGGCCAC TCATACGTTC AACAATCACT 375600 

TCGTCTGGCA CATCAAATTC TAAAACAAAG TCAATTTTAA CACCTGAATC TTTCAGTGCA 3 75660 

TCCGCTTGTG GAATAGTACG AGGGAAACCA TCTAACAAGA AACCATTTGT GCAGTCAGCT 375720 
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TGAGCAATAC GATCTTTTAC AAGGGCAACG GTTAATTCAT CTGGCACTAA TTTACCTTCA 375780 

TCCATTAATG CTTTAGCTTG TTTGCCAAGT TCAGTCCCCG CTTTGATTGC AGCACGGAAC 375840 

ATATCACCAG TTGAAATTTG CGGGATACCA AATTTGTTCA TAATAAATTG TGCTTGAGTG 375900 

CCTTTACCTG CACCCGGTGC ACCTAAAAGA ATAATTTTCA TAAAAAATCT CCATTAATAC 375960 

AAAACGTGAT TAAGATACTG ATAAAGCATA GTGCGGTCAA ATTTTTTATA A TTTTT ACCG 376020 

CACTTTTATA CTGAGCTGGT CTTATTATTT TCTTGCTTCA AAGGTGCTAC CCAAAATAAA 376080 

CAAAGCATGC CGGGAATCGC TAAAAATAAA CAAAACCAAA AATACTGATA ATACCCCACT 376140 

GCTCCCACAA CATAACCAGA AAGTATACCT AAAACTTTAC TTGGCAAAGC TGAAAGGCTT 376200 

GTAAAAAGTG CAAGCTGTGT TGCAGTATAA AGAGGATTAC TCTCACGCGC CATAAAAGCC 376260 

ACAAAAGCAG CGGTACCAAG TCCAACGCCG ATATATTCTG CTGCAATCAC AACACCTAGT 376320 

TTCCATAACT CGGCAGATGT AATAACATCA AAATGTCCAA AAGCAGCCAA CCAAATAAAC 375380 

CCACCAATTG TTACCATTTG TACAAGCCCA AATAGCCACA ATGCACGATT AATACCCAGT 376440 

TTTAGCATTA TCATACCACC AGCAAGCCCA GATAAAATGC TTGACCAAAG TGCGGTACTT 376500 

TTTACAACAA TAGCAATATC CTCTTTGCTA AATCCCATGT CATAAATAAA TTTGGTTTGT 376560 

AACGTTGTGG CAAAAGAATC CCCGAACTTA TACAAAAACA AAAATAGTAA AAAACCGATA 376620 

GCCTGAATGA CGCCCTTACG CTGGAAAAAT TCTTGTAATG GAATCCAAAA TGCTTGATAG 376680 

AACGGCTGAT TAGTTTGCTG CATGTCTATT TTTGGCTCTT TGGCTAAAAA TAGTGTCATG 376740 

AAGATGCCTG CTAACATACA AAGTGCGGTC CATAAAAAGA CGGTTTCCCA AGGATAAATC 3 76800 

GCCGCCAAAT ATAGCGATAA TCCCCCTGGA ATTAATCCCG CAATTCGATA AGCATTAATA 3 7686 0 

TGAATAGTGT TTCCTAAACC TAATTCATGA TCACTCAAAA TTTCACGACG ATACGCATCC 376920 

AACACGATAT CTTGTGTAGC TGAAAAAAAG GCGATAAGCA ACGCAATATT TGCTACTGTA 376980 

CCCAGTTGTG TGAGCGGATC AAACAGGCTA ATGATGTAAA GTAAAATCAA TAATGCCACT 3 7704 0 

TGTGAAAGCA ACATCCAGCT ACGACGACGC CCTAAAAAAC TCGGGAAATA ACGATCTAAT 377100 

AATGGTGCCC ACAAAAATTT CAATCCATAA GGCAACATCA CACCCGTTAC TGCACCAATA 377160 

AGCTCAATTG AAAGATGTTT ATCTGTCAGC CAAACAGGCA ACATTTGCGA CAATACAAAT 3 77220 

AATGGCAAAC CAGAATTAAA ACCTGTGAAG GCGCAAATTA ACATCTTGCG CGTAAAAATT 377280 

TGAGAAGAAA GGGAATTTGA CATAAAGTGC GGTTAATTTT AGTTGTATTT TAGAAATTTC 377340 

GCCTTTCAAT TAAAGGATTT TTGTAAAAAT TAGGGGATTT TTAATCATTC CCCTAATGTT 377400 
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TAGCATTCTT CTTCCTAAAA AAGAAAAACA AATATTAGAG AATATTAATC TCTATACCCT 3 77460 
TTTGGATTAT TTTTCTGCCA GTTCCACGTG TCTTGCATCA TTTTTTCAAG ACCACGTTCT 3 77520 
GCCACCCAAC CAAGCTCTTT TGCCGCTAAA CTAGGATCAG AATAGCAAGT GGCAATATCG 3 77580 
CCAGAGCGGC GTTCTACAAG TTTATATGCA ATTGTAATAT TGTTGGCTTT TTCAAAGGCT 3 77640 
TTTACCATAT CTAATACGGA ATAACCATGG CCCGTACCAA GGTTATAAAT ATGTAAGCCA 3 77700 

GCGTCATTTT CATGACGTTG AAGCGCTTTT AAATGCCCCA CAGCTAAATC CACTACATGA 377760 

ATATAATCAC GCACACCTGT TCCATCATGA GTGTCGTAAT CACTACCAAA TACAGAAAGT 3 77820 

TGTGCTAATT TACCGATAGC AACTTGGCTA ATATAAGGTA ATAAATTATT TGGAATACCA 3 778 80 

TTTGGaTCTT CACCAATCAA GCCACTTTCA TGCGCCCCAA CTGGATTAAA ATAACGCAAG 3 77940 

ATAGTCATGC TAAATTTTGG TTCCGCTTTT GCTGTATCGC GTAAAATCTG CTCAACCATA 3 78000 

TATTTAGATG TACCATAAGG GTTGGTTGTA CCGCCGACTT CACAATCCTC TGTAATTGGr 3 78060 

ATAATTTTTG GnTCGCCGTA AACCGTTGCA GATGAGCTAA ATACAAAGTT CCAAACACCT 37812 0 

GCTTTTTTCA TTTCTTGAAT TAATACAAGG GTGCCAGCGA CATTGTTCAT GTAATATTCT 3 78180 

GTCGGCTTTT GAACACTTTC CCCTACGGCT TTTAACCCTG CAAAGTGAAT AACCGAGTTA 378240 

ATCTCATTTT CTGCAAAAAT TTTTTGTAAC AAAGCACGAT CTAAAATATC GCCTTCATAA 37B300 

AACTTTGCTT CTTTGCCTGT AATTTGTTTT ACGCGCTCAA GGGATTTTGG CGATGAATTG 3 78360 

CAAAGATTAT CTAATACCAC CACCTCTTTG CCAACATTTA ATAATTCTAC AACTGTGTGA 3 78420 

GAACCGATAT AACCAGCGCC ACCCGTCACT AAAATGGCCA TAATGATTTC CTTGTTAATT 3 784 80 

ATTGAGACTA AAAAATTATA TCACTATTTT GTGTGGTAAG AATGGTGATT TTCAATAAAA 3 78540 

TAAAAAACCT GTTGCTAAAA AGTATTGTTG TAGCGAGTGA GATAACCTCT CATATTTAGG 3 78600 

GCTATGTCCA TTAGTTGTGT GATATAAGGT TATCTAATCC CATTTTCTTG ATTTTAAGGC 378660 

GTGTTTTATA TCATTAGGTA AACGTAATAT ATCCCAGATC AACCGAAAAA TCAGATTTTG 378720 

GTAAATTCTT GGTTTGGAAT ATATACCAAT TTTTTTATAT ACAAACTTCG GCGGAATTAA 3 78780 

AATATCTTGT GTGTAATTTT TCTTTTCTTC GAGAATAAAA GTAATTGGGT TATTCAGTGG 3 78840 

TGATAAAGGA AAATAATTAC ATAGAGGACT TTCTGGCGAA ATGCAATAAA TATTTACTCC 378900 

ATAATGTTTT TGTAAAAAAT AAAGTGCATT TAAATCATAT TCCATAGAAT GGATATCGCT 3 78960 

TTGACTTTTA TTTTGTGAAA AAGAAGGTAA TAATTTAATA ATATTTTCTT TTTGATGATG 3 79020 

AAATG CGTAA GGATTCCCTT TTTCTTGATA AAAATCAATA CCTGTTAAAT AAAGATCTTT 3 79080 
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ATAACCCATT ACAGTTGCCA CTGCACACAT ATAAACGCCT GATGTAATTC TCTTATTTTC 379140 
ATATAATTCG TTATATTGTA AATAGGCATC AAAGGCGGGT AGCTTGTTTA AATAATAATG 379200 
TCCAATATCA ACTTGTGTTA GTAATTTTTG TACATTTTTA ATTTTCTTTA ATTCTGAATC 379260 
TCCTAAATTG ACAAAAGATG ATAAAATAAT ATCAGCATAT TCATATTCAT TATTTTTAAT 379320 
TAATTGCATA AAAGTATAGT ATTGCtCAAA AATTGTAGAA CAATTAAAAA ATACtTTTTT 379380 
TATTTTCTTG CCAAGAAAAT AATGATCTTC AAAATAAAAT TGATTGCAAC GGAAAACATC 379440 
ATAATCTTTA GGTAATAAAC TATAGTCAAT TGATTTTAAA CTTOTTCCAT TACCTGCAAT 379S00 
AATGACAGAC TTTGATTGAT TGATTGATTG ATTGATTGAT TGATTGATTG ATTGATTGAT 379560 
TGATTGATTG ATTGATTGAT TGATTGATTG ATTGATTGAT TGATTGATTG ATTGATTGAT 379620 
TGATTGATTG ATTGATTGAT TGACATATTG TACCGTTCAT TGAATAAAAT AGAAGTTATC 379680 
CCTziAAAAAT nATAAACATT ATATAGATTT ATAGAACTTT TTACTAAACG TTGATTATAC 379740 
CTTCCtAAAA nTATTATCTA ATATCAGTTG TACGATCTCC GTTGTATCTT AGCAAGAGAA 379800 
ATTTAAAAAT GCTTTTCTTG TTCCATTCGG ATAGAAACCT AATTGCTTGT TTTTTCTACC 379860 
AAACAAGCGT AAACTTACCA ACAGTTTTTA GTCGGGGTGC CGAAAGGCTG AGATGATACC 379920 
CGTGAACCTG AAACAGTTAG CACTGACGTA GGAAACTAAT ATGCCAAAAA ATCCATTTTC 379980 
TTTTCATTCC ATTTCTTATC CTTTCTTTTT TATTACGCAC TCCCTTTAAT CATTGAGGCG 3,80040 
AGCAATGGTG CGTATTCAAG ATTTGAGTCT TGCCTTTAAT GGGCAAACGT TATTTGAGCA 380100 
TCTTAATTTA ACCCTGTTGC CGAACGAATG GGTGAGCTTG TTGGGCAGTT CAGGCGTGGG 380X60 
AAAATCGACA CTTTTGCGAC TACTGGCGGG CATTGAAACG CAAGGCATGG TGCAGGGGAA 380220 
AATCCTATTT GAACCGAAAG TTCGCATTGC GTGGTTGCCA CAAAAAGAGA CACTTTATCC 380280 
GTGGTTGTCA ATTGTCGATA ACGTGCAGTT GCAAGCGGTC TTATTTGGGC GAAAATCTGT 380340 
AAAAACCACT GAAAAAGCTA AAATGTTGCT TGAAAAAGTG GGAATGGCAG CACATTGGCA 380400 
CAAGCCTTGT TCGCAGCTTT CGGGCGGGCA AAAACAGCGG GTTGCCTTGG CACGCACCTT 380460 
AATGCAAGAG GTGGATTTGA TTTTGCTTGA TGAGCCTTTT TCCGCTCTTG ATGCCATCAG 380520 
TCGCCATCAA CTTCAAGATT TAGCCTTTGA ACTGCTCGAA GATAAATCAG TGCTGCTCGT 380580 
OACCCACGAT CCACAAGAGG CATTACGGCT AAGTCAGCGT ATTTTTGTGT TGCGTTCGCC 380640 
TGAAACTCAT CAAACAGCAT TATCGGCGGT GATTCTGCCC GAAGGTAACG CCCCGCGTGA 380700 
GTTGCATCAA GCCAATTTAT GGACGTTGCA GCAACAATTA TTGCAGGAAT TAGGGGGCGA 380760 
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ACAATGAAAA TTCGCCTACT TAAAGCGCTT TTAATTGTTG GCGTGTTGTT GATGATCTGG 380820 

CAAATGGTCG CAACCTTGGG CAGCTTCCCA CACTACATTT TTCCCTCACC GCAAGCTGTA 380880 

AGGCAGCAGT TATTCACACA CGCTGAACTG CTTTGGCAGC ATACGCAAGT CACGTTGTTA 380940 

GAAATCTGCT TAGGGCTGTT GTTAGGCTTT CTATTTGGGT TGATTTCGGC GTTGTTGCTC 381000 

TCATTTTCTC GTCAAATTTC TGCCGTCTTA TTGCCGATTT TGGTCATTTC GCAAGCGATT 381060 

CCCGTGTTTG CTATTGCGCC GTTGTTGGTG TTGTGGTTTG GCTATGGAAT GGCATCCAAA 381120 

ATTGTGATGT CGGTGCTGAT TATCTACTTC CCCGTCACGG CAGCTTGTTA TGATGGACTA 381180 

CGCAACACCC CACAAGCGTG GCTCGATTTG GCGAAAACCT TTAACATTTC CCCCTTGCGT 381240 

TTATTGCTTA AAGTGCGATT ACCTGCGGCT TTGCCTGCTT TTGCTTCGGG CTTGCGAATT 381300 

GCCGTTTCGG TCGCCCCGAT TGGTGCGGTG GTGGGCGAAT GGGTAGGTTC ATCTGAAGGC 381360 

TTGGGGTATT TGATGATTCA CGCCAATGCC CGAATGCAAG TCGATTTAAT GTTTGCCGCC 381420 

TTACTGATTT TAGTGTCAAT TTCACTCTGT TTATATTTCA GCATTGATTG GCTATTACAC 381480 

CGTTTTATTT GGTCTGTTTA ACTTTTCATT AAAGGAGAAA AAATGAAGAC AATCATCCGT 381540 

TATTTCAGCT TTGTAATGGG GCTAATGCTC ACTCTTCCTA GCTTTGCAAA AGAGAAAATC 381600 

AGCATAATGC TAGATTGGTA TGTAAACCCC GATCATGCAG CCATCATTGT GGCTCAACAA 381660 

AAAGGCTTTT TTGAAAAAAA TAACTTGGAG GTTGAAATTA TCGAACCTGC TGATCCTGCA 381720 

TTACCGCCGA AATTAOCTGC GGCAGAAAAA GTTGATTTAG CCGTGAQTTA TCAGCCTCAG 381780 

CTTTATCAAC AAGTGGCAGA AGGCTTGCCT TTAGTGCGAG TGGGTTCACT GATTTCAAAT 381840 

CCATTAAATA GCGTAGTGGT ACTAAAAAAG AGCAATTTGA AAAGCCTTGC TGATTTAAAA 381900 

GGTAAAAAAG TOGGGTATTC TGTCAGCGGT TTTGAAGATG GATTACTTGA TACAATGCTT 381960 

CATTCTATTG GTTTAAGCAA TAAAGATGTG GAATTAGTGA ATGTAAATTG GTCGCTTTCG 382020 

CCCTCTCTTT TAACTGGACA AGTGGATGCT GTGATTGGTG CATTTCGTAA TTXTGAACTC 382080 

AATCAGCTTG CTTTAGAAAA GCAAGAAGGT ATCGCATTCT TCCCTGAACA ATATGGCGTG 382140 

CCTGCTTATG ATGAGTTGAT TTTAGTTGCT AATAAAAACA GCGTAACAGA TAAAAAAACA 382200 

TCGGCATTTT TGACCGCACT TQAACAAGCC ACAAGCTATC TACAAGCTCA CCCCAATGAA 382260 

GCGTGGCAAG CCTTTGTCAG CTATAAACCA AACGAACTCA ACACGCCATT AAACCAACTG 382320 

GCGTGGAAAG ACACGCTCCC CTTTTTAGCC AATAAACCTC GCCAATTAGA CGCTAAACGT 3823B0 
TATCAACAAA TGGCAGAATT TATGCAACAA AAAGGCTTAA TTCCAAAAGC CTTAGCCTTG 382440 
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AAAGAATATG CGGTAGAAAT TGAATAAGGA AAAAAGATGA TTGAACAACT CATTCAACAA 382500 

GCTCAGCCTT ATTGGCAACA ATATATTGAA CACGAATTTG TGCAACAGCT CGCAAAAGGT 382560 

ACGCTACCAA AAGCTTGTTT TCAGCATTAT TTGAAGCAGG ATTATCTCTA TCTTTTTCAT 382620 

TACAGCCGAG CCTTTGCCTT AGGTGTATTC AAGGCAAAAA ATTTCGCTGA AATGGAAACA 382680 

CCTCGTAAAA CCTTAGAGAT TCTTTGCCAA GAAATTCAAC TACATTTAAA TTATTGCCGT 382740 

GAGTGGGGAA TTAGTGAGCA AGAGATTTTT ACCACCCAAG AGAGTGCCGC TTGCATTGCT 382800 

TATACTCGCT ATTTGCTTGA TTGCGGCATG ACGGGCAGTT TGGCTGAGCT TTATGCAGCT 382860 

GTAACCCCTT GTGCTTTGGG TTACGCTCAA GTTGCTCGTT ACATTACTCA GCATTATCCT 382920 

CGCTTACCGa ACAATCCTTA TCAAACGTGG ATTGACACCT ATGCGAGTGA GGAATTTCAA 382980 

CAAGCCGCCC AAGAAACCGT TG ATTTTCTT ACCGCACTTT GCAAACCACT AAACCCAAGC 383040 

CAGCTTGCTG AGATTCAACA GATTTTCACC ACCGCAACTA GAATGGAAAT TGCGTTTTGG 383100 

CAAATGGGGT TGGATTTGGC TTAGGCTTAG ATTGGCGATT AGACGAATAA CTTTATTTAT 383160 

CTCCAAACGG ATAAATTTAT TGCGATTTTC TACCTCCTCT TTGAGAAAAG AGGGGTAGAA 383220 

AAATTATCTT ATTCTAATCT TGCTATAAGC TAATGCTATA ACAAAAAATG CGGCTTGCAG 383280 

AAGAATAATA CAAGCACCTG TTGAGGCATC AAAATGATAG CTCAATATTA CGCCAATTAA 38334 0 

GCTTGATGCA ATGGAACTTG CAATAGCAAC CCATAACATT TTATCAAAAG ATTTAGTAAG 3834 00 

AGTAAGTGCG GTAATTCCTG GTGCAATTAA CATTGCCACC ACCAAAATAA CACCTACCAC 383460 

TTGCATCGTG CTTACAATGG TTAAAGCAAG TAGAATTAAT AAACCATAAT GTAAAATTTT 383520 

AGGAGAAAGT CCTGCAACAC GGGCGTGACT TGGATCAAAA CAATAAAGCA GAAAGTCTTT 383580 

ACGTTTAAAG ACAATCAGAC AAAAAATTAT CGCAGAAATG ACCGCACTTT GAATAAGTTC 383640 

TTGATGACTT ACACCCAACA CATTACCAAA CAAAATATGG GTTAAATGCT CTTCTGTTTG 383700 

AATTTTGGTA AACATAACAA GACCAATGGC AAACATTCCA GAAAATACAA TGCCCATTGC 383760 

GGTATCTTCT TTTATACGGC TATTTTCTTT CAAATATCCC ACACCAAGCG AACAAAAAAT 383820 

ACCCGAGAAA AATGCACCAA TGGCTAAAGG AATTCCTGCC AAATAAGCAA GTACAATACC 383880 

AGGTAATACA GCGTGAGAAA TTGCATCACC CATTAATGAC CAACCTTTCA AGACTAAATA 38394 0 

GCAAGAAAGT AACGCACAGA TAATCGAAAC AATCAATGCG GTCAATAAGG CATTTTGCAT 384000 

AAACTCAAAT TGTAGCGGTT CTAAAAGCCA ATCAAACATT TTCTACCGCC TTTTTATTAC 384060 

GAGTTAATAA GCCATATTTT GGTGAAAATA AGAAAGCGAC TAAAAACAAT AATGTTTGCA 384120 
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ATGTCACAAT 


CACACCGCCT GTGGCACCAT CTAAATAATA GCTAATATAA 


ACACCAACAA 


384180 


AACTTGTCAC 


CGCCCCTAAA ATAATAGCGA TGATTGACAA GGTTTTGAAT 


TTATCTGTGA 


384240 


GTAAATATGC 


TGTCGCACCT GGGGTAACGA CCATCGCAAT CACTAAAATC 


GCGCCTACAG 


364300 


TTTGCAAGGC 


AGCAACCACA CAAGCACTCA ATAATGTGAA AAATAAAATT 


TTATAAAATA 


384360 


ATGGAGAAAG 


ACCGACTGTA ATCGCTTGTG TTTCATCAAA AAAAATCAGC 


AGTAAATCCT 


384420 


TCCAAAATAA 


TAAAAGCAAT ACTAAACAAA CACCGATGAT AATTGCCACT 


TGATAAATAT 


384480 


CTTCATCAGC 


AATGCCTAAA ATATTACCTA AAATGATATT TTGCACATTT 


ACTGCGGTTG 


384540 


GATTTAAAGA 


AACGATTAAC AAACCTAATG CAAAGAAAGT ACTGAAAATA 


AACCCGATAA 


384600 


CGGCATCTTC 


TTTCAGTTTA GAAATAGATT TAATCCAAAG AATGGAAAGT 


GCGGCTAAAA 


384660 


TTCCGGCAAA 


AAATGCACCA AGTGCATAAG GCAACGCAAA AGCATAGGCA 


ATTGCAACAC 


384720 


CGGGTACGAC 


AGAATGGGAA AGTGCATCAC CAATTAGAGA CCAGCCTTTA 


AGCATTAAAT 


384780 


ATGAAGACAA 


AAAAGCACAA ATGCCACCCA CTGCGGTACT CAAAATCATC 


GCCTTGAGCA 


384840 


TATAATCATA 


GGAAAAAGGT TCAAGCAATA AATCTAACAT TACCTAATCC 


CTCTTATTTT 


384900 


TAACTGCACT 


TTTATAAGGG CAATCTTCAA AATGACAATT TTGTGTTGTT 


GGCGCAGGTG 


384960 


GATCTTGCTT 


AGTTTCGCCA TAGAATACAA CGGCTTTTTC ATCATCTGTT 


AAGACGGTAA 


385020 


CAGAACGTTT 


ATCTTCATCA TTATGTAAAT TTTCGCCCAA TAATTTAATA 


TGACGCAACA 


385080 


CCCCACCAAA 


TACAATTTCC AAATTATGTT GGTTAAAGGT GTCTTCTGTT 


TTTCCTGCGG 


385140 


CGATGACTGT 


GCGATTAATC ATGACCACTT GATCACAAAA ATCAGGAACA 


GAACCTAAGT 


385200 


TATGGGTTGA 


AACAAGAATC AGATGACCTT CTTCTCGAAG CTGTTGAAGA 


AGATCAACAA 


385260 


TGGCATTTTC 


AGTTTTCACA TCAACGCCAG TGAAAGGTTC ATCCAATAAA 


ATAATTGGAC 


385320 


TTTGTTGTGC 


TAAAGCGCGG GCCAAAAACA CGCGTTTTTT CTGCCCGCCA 


GATAACTCGC 


365380 


CAATTTGACG 


ATGCGCAAGA TGCTCAATAT TTACTCGCTG CATCGCCTCT 


TGAACTTTTT 


385440 


GTTTATCAAT 


CGCTTTGGGG ATACGAAGAA AATTCATATA CCCATAACGT 


CCCATCATCA 


385500 


CGACATCATA 


CACTGACACC GGAAATTGCC AGTCCACTTC TTCTGATTGT 


GGCACATAAG 


385560 


CAACCAAATT 


ACGTTTCAGT GCTTGGGAAA TTGGCAAATC ACAAAGTTTA 


ATTTCGCCTT 


385620 


GTTGTGGCTT 


TACAAGCCCC ATTATGCTTT TAAATAATGT GGACTTGCCA 


CTTCCATTCA 


385680 


CGCCAACTAA 


CGCACAAATA GTTCCACTAT TGAGTGAGAA CGTCATATTG 


TGAATAGCAG 


385740 


TATGACCATT 


GTTGTAACGA ACAGTTACAT CATTAACCCA AATTGATGTC 


GAGAAAGAGT 


385800 



-77231- 

SUBSTTTUTE SHEET (RULE 25) 



WO 96/33276 PCT/US96/05320 



CCATTATTTT CCGAATCCTT TAACAATAGT TGATACAGTG ACGTTAAGCA AATCAATATA 385860 
AGTTGGCACA GGGCCGTTTT TCGCAGAAAG TGAATCAACG TACAATACGC CACCGTATTT 385920 
TGCACCACTT TCTTTAGCTA CTTGTTGTGC AGGTTTGGCT GAAATTGTAC TTTCACTAAA 385980 
CACAACTGGA ATATTGTTTT TACGAACTAA ATCAATCACT TTACGCACTT GTTGTGGTGT 386040 
GCCTTGTTGT TCAGCATTGA TTGGCCATAA ATAACCTTCT TTTAAGTTGT AATCTTTCGC 386100 
CAAATAACTG AAAGCACCTT CACTTGTTAC AAGCCAGCGT TGCGCTTCTG GAATTTGTGC 386160 
TAATTTTGCA CGAAGCGGTT CATCAAGTTG TTTAATTTTT TGAGCATAGT CAGCGGCATT 386220 
TTTTTCATAC ACAGCTGCAT TTTGTGGATC GTATTTCACT AACGCATTCT TAATATTTTC 386280 
AATATAAATT AAAGCATTAG ATGGCGACAT CCAAGCGTGT GGATTAGGCG CATCTTTATA 386340 
CGGGCCTTCA TAAATAGATA ATGGTTGAAT ACCTTCTGTT ACTACCACAG CAGGTTTATC 3 86400 
TTTAACATTT TGGAAGAAAC GCTCAAACCA ACGTTCTAAA TTTAAGCCGT TCCATAAAAT 3 86460 
TAAATCAGCA GATTGTGCTT TTACAATGTC TTTTGGCGTT GGTTCATATT CGTGAATTTC 386520 
AGCACCTGGT TTGGTAATAG ATTCCACTGT TGCCGCATTG CCTGCCACAT TTTOCGCAAT 386580 
ATCTTGAATC ACGGTGAAGG TGGTAACAAC TTTGAATTTT GCATTAGCTT GCATTGCAAA 386640 
TAAACCAAGT GCAAGTGCGG TCATAATTTT GAATGAATTT CGCATAAGAT GTCCTTATTT 386700 
AAAAAAGATA GATTGAATGC CTGAATAATT GTTCAATAGC TCAACAATTA TTCATCGGAG 3 86760 
ATAATAGTAC TACTTTTTAT ATTGTTTTGG AATGGGAATG ATTATCAAAA TAATAGATTT 386820 
ATTTATAATT ATTTCGTACA AAATGTATTG AATGTATGAA AAAAGAACAA AACATTTTGG 386880 
TTAGTATTAA GTTCAGCAAT AGTCTTGGCT GCTTGTGATG ATAAACCTAA AATGACAGAA 386940 
CAAACCAAAA CAACTGACCA AGAAAAAGTC ACTGTAGAAC AGCCTGCTCA TCAGCTAAAA 387000 
AATGCGAGAT AAAACAAACT GTTATCTCGC ATTTTTATGT TTATGAACAT TATTTTGATA 387060 
ATTTCTGAAT TAGCGTATTA AATCCCACTT CATCATAGCC ATCTTCATAT TGGGCTTCTC 387120 
CTGCTACATC ACGAATTGTT CTTCCATTTA ATGCCGTGCA GCCGAATTTT TCTAATTTGC 387180 
TTTTAGTAAA ACTAGAACGA TACGCTGAGG AAGTGTTATT TAAACTAATT ACGCCAATAG 387240 
TTGCATTTTT GCATCGGTGT TTATTAATGA AAACGAGATT ATAACCAGAT TCTTGAATGT 3 8 73 00 
AGCCTGTTTT ATTCACTGCC GCATCAAAAA TTTCATCACG CACTAACTTA TTGGTATTTT 387360 
TAATATAAAG TTTTTGTTTC CCTGCTTGGA TATAAGTTGC ACTAAGATTA GATAAACGTT 387420 
TAATGTCCGA TTTATTTAAT GAATATTTGG CGAGCTTAAC TAAATCCATT OGGCTGGAAA 387480 
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TATTATAGCT AGATAATCCT GAACTATCGT OAAAACGAGT AGAATACATA CCAAGTTGAT 387540 

GGG CTITTT C GTTCATTTTC TTAATAAATT GGCOACGACT TATTCCCGCT GCACGAGAAA 387600 

GCGCGTGGGC GGCATAGTTA TCAGAATGGA CAAGCATTGC TTTCAATAAT TCGTTACAAG 387660 

AAATAGGAAT ATTTTTAGGT AATTTTGTTC CAGTGCCTTT AATTCGATCC GTATCCTCTT 387720 

TTGTGATTGC GATTCGACAA TTAGGATTTT TATTATTCTC TAAAAATACA TTAGCCGTCA 387780 

TTAATTTTGT TACAGAGGCA ATAGGCTGAA TACTATCAGA CGCGTGGCTT TCCAACACTC 387840 

GATTATGGGT AAAATCATAC ACAACATAAG ACTGTGCCAA CGCAAAAGAA GGACACAAAG 387900 

ATAAAATAAA TAAAGCTTTT TTAAACATTA TTGGTCACCT TAAAAAATAG GCTGATATTT 387960 

TACCGCACTT TTTCCGCTGT AATTGAAAAT ATTTGCGATC TAGATCGCAA AAAAGTGCGG 388020 

TAAGATTTTC TATCGTTTTT CAATTCCGCT AGATTATGCG GTOACAAATC TGTACAATCG 388080 

CCGTTCATTT TTTAATTGCG AATTTTTCGT TGTGAGTTTT TGATAAAAAC ACCTGCACAA 388140 

TGCTATCGCC ACAATGTGTA ATAACGAGGC TAAAATGTCA GAATTATTGT CTGTGCAATC 388200 

AGATGCACCC GCTAAAAAAA TTAATCTAAT GGATTTAACG CGCCAACAAA TGCGCGAATT 388260 

TTTTAAAGAA CTCGGCGAAA AACCATTTCG AGCAGATCAG TTAGTTAAAT GGATTTATCA 388320 

TTTTGGCGAA GATAATTTCG ACAATATGAC AAACATTAAT AAAAAATTAC GTGAAAAACT 388380 

TAAGGCGGTT GCAGAAATTA AAGCCCCAGA A0TTGCCGTT GAGCAGCGTT CAGCCGATGG 388440 

CACGATAAAA TGGGCAATGC AAGTGGGCGA GCAGCAAGTT GAAACTGTGT ATATTCCCGA 389500 

AGCAGATCGC GCGACGCTTT GTGTATCTTC CCAAGTTGGC TGTGCCTTAG CTTGTACCTT 388560 

CTGTTCAACC GCACAACAAG GCTTTAACCG CAATTTAACG GTTTCAGAAA TTATCGOTCA 3 8 862 0 

AGTATGGCGA GCCTCTAAAA TTATTGGCAA CTTTGGCOTA ACTGGCGTTA GACCCATTAC 388680 

AAATGTGGTA ATGATGGGAA TGGGCGAACC CTTATTGAAT GTTGCTAATG TTGTTCCTGC 388740 

AATGGAAATT ATGTTAGATG ATTTTGCCTA CGGTTTATCA AAACGTCGTG TAACCTTATC 388800 

OACTTCTGGT GTTGTGCCAG CATTAGATAA TTTGAGCAAA ATGATCGATG TGGCTTTGGC 388860 

TATTTCATTA CATGCCCCAA ACGATGAATT ACGTGATGAA ATTGTGCCAA TCAACAAAAA 388920 

ATACAATATC AAAACATTGA TTGACTCGGT AAATCGTTAT TTAAATGTAT CAAATGCAAA 388980 

TCATGGCAAA GTGACGATTG AATATGTGAT GCTCGATCAT GTAAATGATG GCGTAGAACA 389040 

CGCTCATCAA CTTGCAGAAG TATTAAAAAA TACGCCTTGT AAAATTAATT TAATTCCGTG 389100 

GAATCCGTTC CCAGAAGCAC CTTATGCAAA AAGCTCGAAT ACGCGTATCG ATCOCTTCCA 389160 
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AAAAACCTTA ATGGAATATG ATTTTACCGT GATTATCCGT AAAACCCGTG GAGATGATAT 389220 
TGACGCAGCC TGTGGGCAAT TAGCGGGAGA TGTTATCGAT CGTACTAAAC GTACGGCAAT 389280 
GAAACGCCAA TTTGGACAAA ATATTGGGGT GACAGAAGTT AATTAATATT CTAGGTATGT 389340 
GAATTAATCA AGTTCACATA CCCCTATGTT- TTCATACAAA TTAAAGCATA TTAAGTATTT 389400 
CTTCCTGCCC AATTAAAaGG AGGAaaAATG AAAACAATAA GTAAACAACT AAGTGCGGTT 389460 
ATTTTCCCTT TCATTTTTTC TGCCTGCGTT TCACAATCTG CATCTAGCTT AAATCATCAA 389520 
ACTGCCGCTA AAGCGCGTGT GGAACTCGCT TTGAGCTATC TTCAGCAAAA TAATCCTCAA 389580 
CTGGCTAAAA TCAATTTAGA CAAAGCACTT CAACACGATA AAAATTACTA TCTCGTGCAT 389640 
TCAGCACTTG CACATTATTA TCAACAACAA GGGCAAATAG AAAATGCCTT TCGTGAATAT 389700 
GAAATAGCCG TAAACCTTAA TCATAAACAA GGCGATGTGC ATAATAATTT TGGTAGGTTT 389760 
CTATGTAGTC AAAAGAAATT TGAACAAGCT CAGCAACAAT TTGAATTAGC ACTTAATTCG 389820 
CCGAATTATT ATCATCAAGC AGATACATTT GAAAATATCG TGCTTTGTGC TTATTCCGCG 389880 
CAAAAAATGG ATATTTATCA GCAAACATTA GAAAAATTAC GTCAAATCGA TGGAAAACGT 389940 
GCGGAAAAAT TCAATAGCCT AAAATAAAGC ATTGCCAAAT CAAGTATTGG ACTTTAAAAT 390000 
TTAGCCTCCA TTTACCGCCT AATTATTTGA TTAAATTTAT GAATCCAACT ACTGAGCAAG 390060 
TGCTTTCCCC TGGTGAGATT TTTCGTCAAA CACGCGAAGC CTTAAATCTT TCTCTTGAAG 390120 
ATGTCGCTAA AGAAATCACG CTACGCCCTT CTATATTAGA GCAACTTGAA AATAATGAAT 390180 
TTATTCAAAA ATCTACCCCT GCAATCTTTG TAAAAGGTTA TGTGCGTAGC TATGCAAAGT 390240 
TCTTACGTTT GCCAGATTCT GTGTGGGAAA ATATTGTTTT TGCTGAAACA GAAAAAAATG 390300 
ATTTAGGGAA AAATGCACGT TCAACCCGTG CCGTTAATCA ATATTCCTCT CACAATCGTT 390360 
GGATCGGGCG TTTAACCGCA ATAGTATTCA TGATTGTAAT TGGTATGACT GGGCTTTGGT 390420 
GGTGGCAGAG TTATCAACAA AATACTCAAG AACGCGATGA TTTAGTGCAA AGCTATGTTG 390480 
CCTCTACCGA AAACAATCAG CCCGCCACCG CTCTTGTGAC AACAGAAGAA AGTAATAAAA 390540 
CTGTACCAGA AACAGCAGCA CCAGTCTCAC AACCAGTAGA AATAACAAAT AATCTGTTAC 390600 
CAGAAATAGC ACAAGAAAAT AGCGTTTCAC AACCCAAAAA CGATGAAAAA TCAGTTTCAG 390660 
AAATTCAAAG TGCGGTCGAA AATCCAAGTA TTTCTCCAAC ATTACCTATA GCAAAAGGCG 390720 
ATTTAGTGAT TGAAATACTA ACAAATAGCA GTTGGATTAG TGTAAAAGAT AACGCTCGCC 390780 
ACGTATTAGC ACAAAAAGAA TATAAACAAG GCGAAATATT AACCTTTAAT GGCAATGAAT 390840 

-77.234- 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

TTTCATTAAT TGTAGGCGCG CCAAGCAATG TGCGCATCAC TTACAAAGGC GAGAATTATC 390900 
CTCTGAAAGT GGATGGTCGT GTAGCAAAAT TCAAACTTTC ACAACCTTAG GGAAAAATAA 390960 
TGTCAGCTTT TCAGCCAACT ATTAAGCGTC GTGAATCGAC AAAAATTTAT GTGGGAAATG 3 91020 
TACCAATTGG TGGGGATGCG CCTATTGCCG TGCAATCAAT GACAAATACT CGCACCACTG 391080 
ATGTGGAAGC GACAGTTGCT CAAATTAAAT CATTAGAACG TGTTGGTGCA GATATTGTTC 391140 
GTGTATCTGT TCCAACAATG GATGCTGCGG AAGCATTTAA ACAAATTAAA CAACAAGTGA 391200 
ATGTTCCGCT CGTAGCAGAT ATTCATTTCG ACTATCGTAT CGCGTTAAAA GTCGCAGAAT 391260 
ATGGAGTGGA TTGTTTACGT ATCAATCCTG GCAACATTGG TCGTGAAGAT CGCGTCCGTG 391320 
CCGTTGTTGA TTGTGCGCGA GACAAAAATA TTCCGATTCG TATTGGTGTA AATGCAGGCT 391380 
CTTTAGAAAA AGATTTGCAA GAAAAATATG GCGAACCAAC GCCAGAAGCC TTGTTAGAAT 39144 0 
CCGCATTGCG TCATGTAGAA ATTCTAGATC GTCTTAACTT CGATCAGTTT AAAGTGAGCG 391500 
TAAAAGCCTC CGATGTATTC TTAGCGGTTG AATCTTATCG TTTACTGGCT AAAGCAATTA 391560 
AACAGCCTTT ACATTTAGGC ATTACAGAAG CAGGTGGCGC ACGCGCTGGT GCAGTAAAAT 391620 
CTGCAGTGGG TTTAGGAATG TTATTAGCTG AGGGCATTGG CGATACACTA CGCGTCTCTT 391680 
TGGCGGCAGA TCCTGTAGAG GAAATCAAAG TCGGTTTTGA TATTTTGAAA TCTTTACGGA 39174 0 
TTCGTTCAAG AGGAATTAAC TTTATTGCTT GCCCAACCTG TTCTCGCCAA GAATTTGATG 391800 
TAATCGGTAC AGTAAATGCG CTAGAACAAC GCCTTGAAGA TATTATTACA CCAATGGATG 391860 
TATCTATTAT CGGTTGTGTA GTGAATGGTC CTGGCGAGGC ACTCGTCTCC GATCTCGGCG 391920 
TAACGGGCGG TAACAAAAAA AGCGGTTATT ATCTTGACGG AGAACGCCAA AAAGAGCGTT 39198 0 
TTGATAACGA AGATATAGTG AACCAATTAG AAGCAAAAAT TCGTGCGAAA GTCGCACGAC 392040 
AAGATCCAAA AAACAGAATT ATTTAAGGAA AGCTCGTGGC AAAAACAATT CAAGCAATTC 392100 
GTGGTATGAA CGATTGTGCC CCAACAGAAT CTCCATTATG GCAATGGATT GAAGCACAAG 392160 
TACGCAATGT ATTAAATAGT TATGGCTATT CGGAAGTGCG TATGCCAATT GTAGAAAGTA 3 92220 
CGCCATTGTT TGCGCGTGCA ATCGGCGAAG TAACTGATGT TGTCTCAAAA GAAATGTACA 392280 
CATTTTGGGA TAACGATGAA CAATTAACCT TACGCCCTGA AGGCACAGCA GGTTGTGTGC 3 9234 0 
GAGCAGCCAT TGAACACGGT TGGATCTATA ATAATGAACA ACGCTTATGG TATATCGGGC 392400 
CAATGTTCCG TCATGAACGT CCACAAAAAG GGCGTTACCG TCAATTCCAT CAAGTAGGTG 392460 
TTGAGGTATT CGGTATTGCA AATCCAGAAA TCGATGCCGA ATTAATCATG CTTACCTATC 392520 
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GTTTATGGAA AGCATTAGGT ATCGATCAAC ATGTTACACT TCAACTTAAC TCAATTGGTT 392580 
CTTTAGAAGC TCGAGCAAAT TATCGTTCAG CTTTAGTTGG ATTCTTAGAA AACCATCAAG 392640 
ATTTAATGAG CGATGAAGAA AAAGAGCGTT TAGTAAGAAA TCCGCTTCGT ATTTTGGATA 3 92700 
CAAAAAATCC AGAATTACAA AAAGTATTAG ATAACGCGCC TAAATTGCTT GATTATTTAG 392760 
ATGATGAAAG CCGTACGCAT TTTGAACAAT TATGTTCATT ATTAGATGCA GTGGGTATTC 392820 
AATATGAAAT TAATCCTAAA CTCGTTCGTG GCTTAGATTA TTACAACAAA ACTGTATTTG 392880 
AATGGGTAAC CTCTGCTCTT GGCGCACAAG GTACCGTGTG TGGCGGCGGT CGTTATGACG 392940 
GTTTAGTGGA ACAACTTGGC GGACACGCAA CGCCAAGTAT CGGATTTGCG ATGGGATTAG 393000 
AGCGTTTAGT CTTGTTGGTG CAAGAAGTTA ATCCAAATGT TCCTGCGAAA AGTGCGGTGG 393060 
ATATTTATGT TGTTTATCAA GGCGAAGGCG CAACATTAGC CGCTTTTGAA TTAGCGGAAA 393120 
AAGTACGCTC GGAATTACCG CACTTAAATA CCATGTTGCA CTGCTCTAGC GGTAATTTTA 393180 
AAAAACAATT TAAACGTGCA GATAAATCTG GTGCAACATT GGCATTAGTT ATCGGCGAAA 393240 
GCGAAGTACA AAATAAACAA GTCGTTGTTA AACACTTACA AGGTGGCACA GATCAGCAAA 393300 
CCTTAGATTT AGTGAATATA ATCGACTATC TTCAAACTCA ATTTTAATTT AAAAGGGGAA 393360 
AACATGGCTT ATTCCATTGA AGAAGAACAA GAGATTAACC AGTTAAAAGA CTGGTGGAAA 393420 
GAGAATGGCA AAACAATTAT TGTCGCTTTT ATCTTAGGTG TGGGTGGTAT GTTTGGATGG 3 9348 0 
CGTTATTGGC AAACTCACCA AGCAGAACAA ATCGCTCAAG CTTCTGCACA ATACGATACT 3 9354 0 
TTAATTAATT CTGTGCAACA AGACGAACAG GCTAAAAAAG CAAATATAGA ACAATTTGTG 393600 
CAAGCGAATA GCAAAACTGC ATACGCTGTA TTTGCTTTGT TAGATGAAGC GAAAAAAGCC 3 93660 
ACTGAAAAAC AAGATTTTTC AGCAGCAGAA GCAAATTTAA ACCAAGCATT AACCCAATCT 39372 0 
CAAGATGAAG TATTAACATC TATTGTTGCA TTACGTCTAA GTGCGGTGCA ATTCCAATTA 393780 
GGCCAATTAG ATAATGCTTT AAGCACATTA AACCAAGTGA AAGGCGAAAG TTTTAATGCT 393840 
CGCAAAGCGA TTTTAACGGG CGATATCCAA GTTGCAAAAG GAGATAAAGT TGCGGCGAAA 393900 
AACAGCTTTG AGCAAGCACA ACAAAGTGGT AGCCAATTAG AACAACAAAT GGCAAAAATG 393960 
AAATTAAACA ATCTTTAAAA AATAATACCC GCATCAAAGT GCGGGTATTT TTTCAATCAA 394020 
ATTTCTGATT ATTCAAATTC ATCTAACCAT TTTAATAAAA TAGCCTCAAG AATTGATTCA 3940B0 
TTTGATTTAT TCGGATCATC GTCAAAATTC TCAAGTTCAC AAATCCATTT ATGTAAATCA 394140 
GTAAAACGAA CTGTTTTTGG ATCTAAATCT. GGATTACGAT CGTAAAGTTC TTCTGCAATT 394200 
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AATTGGGCGT CTGTCCATTT CATTAGTGAG CCGCCTCATT TGCGTGATTA AGGTTATATT 394260 
TTGGAATTTC TACCACAAGA TCTTCATTTC CCACGACGCA TTGACAAGAT AAACGGCTAT 394320 
CCATTTCTAA TCCCCAAGCC TTATCTAGCA TATCTTCTTC TTGATCACTC GTTTCATTTA 394380 
AAGAATCAAA CCCCTCACGA ACAATCACGT GGCAAGTTGT ACAAGCACAA GAACCATCAC 394440 
AAGCGTGATG AATTTCTACT CCCGCATTGT GAGCAACTTC TAATAAGTTA TCTCCTGTTG 394500 
CAGCATCAAC GACCATACCT TCAGGACAAA AATCTTCATT AGGTAAAAAA ATCACTTTTG 394560 
GCATAATACT TTCCTCAAAA TTATTTAATA TCTGACTGCA GTTTTACGGA TTTTCAATGT 39462 0 
CTGACAGATT TTTACCTGTC AAAGCTTTAT TAATTGATGC ATTCATTCGG CGAGCAGCAA 3 94680 
ATTCTTGGGT AGCAGTGTCT AAGGCTTTAA TTCCTTGCGC AATTGCATCG CGATCTGAAC 394740 
CTTGTTTTAC ATCCATTAAT TGTTTTAACA CAGTTTCAAT ATGATGAAAT TCATCTGTGC 3 948 00 
TAAGCAATTC AGCCCCATCT GCTTGTAGCG CAACAATCAC GCTTTCAATA ACACGATCTG 3 94860 
CTTCCACACG CTGCTCTGCC AATTCACGTG CTTGTAAATC TTCTTGTGCA TTATCAAAAG 3 94 920 
AAGATTTAAT CATTGCGGTT ACTTCTTCAT CAGTTAATCC ATAAGATGGT TTAATTTGTA 3 94980 
TTGAAGCCTG TACTTTTGTC GATTTTTCCA TCGCTGTAAC GCTTAATAAA CCATCTGCAT 3 9504 0 
CCACTTGATA AGTCACTCTA ATATGGGCTG. CCCCCGCCGC CATTGGTGGA ATACCTCGTA 3 95100 
GAGTAAAGCG TCCTAAAGAA CGACAATCAT CGACTAGCTC TCGTTCACCT TGTAGCACAT 3 95160 
GAACAGTCAT TGCCGTTTGC CCATCTTTAA AAGTAGTAAA CTCTTGCGCA CGAGCCACAG 3 95220 
GAATTGTTGT ATTACGTGGA ATAATTTTTT CCACTAATCC GCCCATCGTC TCAATGCCTA 3 95280 
AGGAAAGCGG GACAACATCA AGTAATAACA TATCAGAATC AGTTTTATTC CCGACTAAAA 3 9534 0 
TATCTGCTTG AATTGCAGCA CCAAGTGCCA CAACTTTATC AGGATCGATT GAGGTTAATG 3 95400 
GTGTTTTACC AAAAAACTCT CCAACTTGTT CTCTTACATA AGGCACGCGA GTTGAACCAC 3 95460 
CAACCATTAC TACGGCTTGT ACTTCTTCGG ATTCTACATT GGCATCTTTC AATGCCCGAC 395520 
GACAAGTTAG CAATGAACGT TTTACAAGCG GATAAATTAA TTCATTGAAT TGTTCCCGCG 3 95580 
AAATCTCTAC TGAAAAATCT TGCCAAGAAA TAACCGCACT TTTTTCATTA GTCAAGGTAA 3 9564 0 
TTTTAGCTTG GTTGGCAAGG GTTATTAGCT CACGCTGTTG ATTTGCTGTT TGTGG TTTTA 395700 
GCTTAGTTTG TTCTATTACC CAATCTGCAA TTAAATGATC AAAATCATCT CCACCTAATG 395760 
CAGTATCTCC CCCCGTTGCT AAAACTTCAA AGATACCTTT TGATAAGCGT AAAATTGAAA 3 95820 
TATCAAATGT GCCACCGCCT AAATCATAAA CCGCAATAAT GCCTTCTTGC CCACTATCCA 3 95880 

-77.237- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 

PCT/US96/05320 

' ATCCATAAGC AAGTGCAGCT GCAGTAGGTT CATTCAATAA ACGTAATACA TTTAGCCCAG 395940 
CTAAACGCGC AGCATCTTTA GTACTTTGTC GTTGAGCATC ATCAAAATAA GCTGGAACCG 396000 
TAATCACAAC CCCAGAAAGC TCACCTCCAA GGCGTTGTTC TGCAATGTGA TTTAAGCGCG 396060 
ATAAAATATC TGAAGACACT TCAATTGGAC TTTTAGCCCC CTGTGCCGTA ATAATTAAAG 396X20 
GTAATCCATT TTCACTCGCC ACAAATTCAT AAGGCAAACT AGAATAACGA GACTGAACAT 3 96130 
CAGAAAGGCT GGGACCAATT AAGCGTTTTA CTGAAATCAC CGTATTTTTG GGATCAAGTG 396240 
AGGCTTGTTC AAAGGCTTCT AAACCAACTT TCTTCTCTTC AACGCCATAA TGAACAACTG 396300 
ACGGCACAAG ACTGCGTTCT TGTTCATCAT TAAGAATCAC GGATTGCCCA CTACGCACGG 396360 
ATGCAACCAA AGAATTGGTT GTTCCCAAAT CAATCCCAAC GGCTAAACGA TGTTGATGCG 396420 
GTGCCGCAGC TTGTCCTGGT TCTGCAATTT GTAATAATGC CATATGCTAT TTTTCTACTA 396460 
GTTATGCGAC GGAATACGCC AAATCAAATT TATTTTTTTC TGCAAAGTTT GCTTGGTAAT 396540 
GGGTTTCAAT ATTGACTTCC TGTTTTTGAC GTTCATCAAT TGCTATTTTT CTGTCTTGGT 396600 
TTAAATCAGG CGTAAATACA AAAACTTGGT TACCATCTAA TTGTTTTACA TCATCTTGCC 396660 
AATTTTTCCA AAATAGCCCT TGATAAAAGG CCTCTACATC GCCATTCAAT ACCCAAGCTA 396720 
AAAATTCTGT GTAAGTAAAA TTTAAATTAT GCCAAGTAAG ATCTTTTGAT GAATAGTAAT 396780 
AAATTTTTCC AATATTATTG CCTAACGAAC CACCATTTAA CGCAAAATAA CCACCAATCA 396840 
CATCATC^C AACTAATAAA TATTTTGGTT TTTCGCCTGA CTCACTAAAA GATTTACTGA 396900 
AATTCCAATC CATCAAGCCA CGCGGTAATT TAAAACTTCC AGAACCTAAA ATACGTAACC 396960 
AACCATAATG AATTAAAATT CCACCTGTTT CATAGATTAC TGCACCCATT GGCGAGGATG 397020 
TTGGCATTTG CATAGTAAAA AGCTCACGCT CCGCACTGGA TTGATCTTTT TTAATTACTT 397080 
CACAATGATT GCGAGCGTTA TCAATCCATT GGGAAAGGGT TATCCAAGCA GAATGTTCTG 397140 
GGCTAGTGAG CTGTTCAAGA GTTTGCATAG TGTTATTTAT TCACATCTCG TAGGGGCAAA .97200 
TTACATTTGC CCCCACATTT AATCTAATTC AAAAATTCGT TCTTCCACAC GTTCAATTTC 397260 
TTCAGAAAGT TTATGGGTAA AACGTAATTT ATCACAGTAT TGAGATGCTC TCGCCCATTG 397320 
TTGAGATTTC AAACTCTCAA AAAGTGCGGT CAATAATGAT TGAGTTTCTT GTTTAATTTC 397380 
TTTAGCAAAA GCATTTAATG CTCTTTCATC TTGCTGGCGT TCAACTTCTT CTAATTGTTC 397440 
GCGCCATTGT AATTGTTGCA TTAAAAACGC CACATCTTGC GTGCTTTTTT GTTCAAGATC 397500 
TAACTGCTCA CCAGTATTAA GAGCAATGAT CGCTTCAGCT CGCAAAATTG GGTCTTTTAA 397560 
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CGTTTTTAAG 
ATTACTTGAG 
TAGTACTTTT 
CATCAGATTA 
TGGATTATTA 
ATTGAGATAA 
TTGATCTTCG 
TGATGTTTTC 
CACTCGCTGC 
AATGCGGTCA 
GCAATTGCTG 
AATTCTAATT 
CCTTTTACCC 
TTGAATTTTG 
TCACCACAAG 
GATCCCACAT 
ACTTTCCTTT 
GAGCTGACCA 
ATAATGCACG 
CTTCAGTAGT 
AGCCAAGTGC 
AAGAGACAGC 
TAATATTTAA 
TATCTTTTAA 
CCATTTCTTC 
ATGTACCTGA 
CACGAGGTTT 
TAGACATCGA 



GCATCATTCA 
ACAAAATTAT 
TCATCCAGCT 
TTACCTTAAA 
TATTTAAAGC 
ACGAGACTTT 
GAATTTAAAA 
ACACCTAAAC 
GCTGCTTTTT 
AAATTGACCG 
CTTTAATTGC 
CTTCAGCAAT 
ACTCAGTAAT 
CATCTTCAAT 
CTGGCGCACC 
TACGTGGATT 
TTTCAATTCT 
CTCAATGGTA 
AaGTTTTTCT 
ATAACGACCT 
GCGCAATACA 
AATATCGCGC 
ATTGCTATCt 
GCCATTATAT 
TTTTGCAATT 
ACGCATACCA 
ACGACGAACA 
CATTAAATCA 



CTTCGGTAGA 
CTGGATGTAG 
GAAAATCAAC 
CGTGGAAACT 
CTTCATTTAG 
TTGGATCGAC 
CATCTACAAA 
GTAATCCAAT 
CTGTTAATGT 
CACTTTTTCA 
ATCTTCTGCT 
TTGGCTATTT 
TAATGAACTA 
AATGCCATTA 
AACCATTCCA 
TTCATAATGA 
AGTGAATGCC 
TTTAAATCAA 
ACCGCACCCT 
AATGTGAAAC 
TAAGATGGCT 
AACGCCATCA 
AAACGATGTT 
AAACGATCAC 
CGATATGCCT 
CGTTCGTGAC 
TACAATGCGC 
ACAGCTAATT 



TTTTTGCATC 
GGCCTTTTGT 
TGGCAAATCA 
TTCGCCACAA 
GCCTTCTTTT 
AATAATATTA 
CTCAAGTACA 
ACCTTTACCA 
AATACCCATC 
CATGATTAGC 
AAAATAGAGC 
TTAATTGCTC 
GATGCAATCG 
TCATCTACTT 
GTACCAACAT 
TCAATTACTT 
ATTGTCAGAT 
TACCTTCTTT 
TCATTAAATT 
GAATTGAACT 
CTAAGCTAGC 
TTAAGGATTC 
CCATTGAACC 
GAAGTGCTTT 
CTCCCATTCC 
CACCACCATG 
CAACACCTTT 
CTTCCAAATT 



GCAACACGTT 
AATTTTAAAT 
AAAATTTGAA 
CCACAAGATT 
ACATAATCCA 
ACACCGTACT 
TAAGCTAAGC 
CGATTATCCA 
TATCCCCCAA 
CTTGTTTT GC 
AATGCACTTT 
CAGCTTCTTC 
CAGAACCACA 
TGATTTGTAG 
TGCTATCTTT 
TTTCGCTATA 
AATGGCAACT 
AAACATATCC 
AATTGTGTAA 
GTGCGCCAAT 
AGATGTACAA 
CCCCTCAACA 
ATTTACATAA 
TAAACGCGGC 
TACGATTTGA 
AATAATCGCC 
TGGCCCGTAA 
AATTTCAACT 



GATCTAAAGC 
AACGTGCATT 
AAGGATTGAA 
CTTTTACATT 
GCTCAATGCC 
GCTCAAAAAC 
CAGAACAACC 
AAAAGGCTTT 
CACCGCTAAA 
TTTATAATCA 
CACTGGCGGT 
TAAAGATTTA 
GCCGTAAGTT 
TTGCATAACA 
TTTATCCAAT 
AGCCATTTTA 
AAATATTAGT 
CATAATGGCG 
TCAATTTCTT 
TCATCATTTA 
GCAGAACCAG 
TAGTTAAAAC 
GTTTCTTCAA 
ATTTCTGATG 
TGAACAGGTA 
TCTAAACGTA 
AGTTTATGGC 
TTACCAACAC 



397620 
397680 
397740 
397800 
397860 
397920 
397980 
398040 
398100 
398160 
398220 
398280 
398340 
398400 
398460 
398520 
398580 
398640 
398700 
398760 
398820 
398880 
398940 
399000 
399060 
399120 
399180 
399240 
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TTTGAGTTGC ATCCACATGG AAAATTGTTT TATTTGCACG ACAAAGTTCG CCAATAGCTT 399300 
TAATATCTTG TAACACACCA ATTTCATTAT TAGCGTGCAT AATTGAAGCT AAAATTGTAT 399360 
CTGGACGAAG CGCAGCTTTG AATTTTTCTA AATCAATTAA ACCATCAGCT TCTGGAGACA 399420 
AATAAGTGAC TTCAAAACCT TCTCGTTCTA ATTGACGGCA AGTATCTAAC ACTGCTTTAT 399480 
GTTCAGTTTT ACAGGTAATA ATGTGTTTAC CTTTAGTTTG ATAGAAATGC GCCGCACCTT 399540 
TAATAGCGAG GTTATCGGAT TCTGTCGCAC CAGAAGTAAA GACAATTTCA CGAGAATCTG 399600 
CGCCAATGAG ATCAG CGATT TGATTACGCG CAATATCAAC AGCTTCTTCT GCTTGCCAAC 399660 
CAAATTTATG TGAGCGAGAG GCTGGATTAC CAAATGTGCC ATCGATGGTT AGAAACGCCA 39 9720 
TCATTTTTTT CGCAACACGT TCATCGACTG GACAGGTCGC TGCGTAGTCT AAATAAATAG 399780 
GTAATTTCAT TTTCACTCCT AAATTATGCT AAATATAACC GCACTTTTTT ATTAAAAAAT 399840 
ATACTGCTTA TCTTTTTTAT TGATTAACTA ATAAATTATT AAAATCACGA TGAGATTGAC 399900 
GTTTTACATT ACGCTTATTT ACCAGCTCTG CTAACGTAAT CTCATTTAAA AAACTTTCAA 399960 
TACGTAAACT TAAATCTTCC CAAAGTTCGT GAGTTAAACA TTCCACACCA TTTTTACAAT 400020 
TTTCACGCCC CAGACATTTC GTTACGTGAA TATTTTCATT TACTGCCGCA ATAATCATTC 400080 
CTACAGAAAT TTGTTCACTT GGTAGCCCTA ACTGATAACC ACCTCCTGGC CCGCGAACAC 400 14 0 
TTTTGACTAA ACCGTCTTTA CGTAATTTAG CAAAAAGTTG CTCTAAATAA GATAAGGAAA 400200 
TATGTTGGCG TTCAGAAATA TCCGCAAGGC TTACAGGCCC GCCATCTGCA TTTAAAGCAA 400260 
TATCTAAAAC GGCTGTAACT GCATAACGAC CTTTCGATGT AAGTTTCATA AAGAATCCCT 400320 
AAAAATTAAT TGCGCAATAC TTACATATCT GACTAATTTA GTCAATTATC CTCTTTTGTT 400380 
AAATCAATTC GTTTTTCAAC CGCACTTAGC ATGCCATTTA AAATATTTAA TTCGTTTTTC 400440 
TCTAATTTTG CACGATAGTA TAAACGCTTT AATTTACGCA TAACTCCTTG ATTTTGAATA 400500 
AATCCAAGAG ACTGATATAT ACGTTCTGTG TAGTCAAAAA AATAAGCTAA CTGATCTGTT 400560 
GTTGGATAGT TTTTCTCTAT TAAAGAAAGT GAATTTTTCT TATTATTTTG AACTAAGAAA 400620 
GCCAkACGCA ATTCATAACT TACCAGCTGC ACAGCCATTG CTAAATTTAA AGAAGAATAA 400660 
TCAGGATTCG CTGGAATATT CAAGTGATAA TGACATTTCA GCAGTTCTTC ATTGGTTAAT 400740 
CCAATACGCT CACGACCAAA CACAATAGCT ATCTTGCCTT TATACGCTAC AACTTTCTCC 400800 
GCGCATTCTC GAGGCTCGAT CAATGTATTT TGTAAATGAC GTAAGCGAGC ACTTGTTCCA 400860 
ATTACCAAAG GGCAATCATC GACGGCTTCA TCAAAACTAT CGACAACCCT AGCATTTTTT 400920 
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ACAATATTTT CTGCGCCAGC TGAAAGGGCA TAAGATTGTT CATCAACAGA TTTAGGTGAA 40098 0 

ACAAGACAAA GCTGGGTCAA TCCCATCGTT TTCATTGCTC TAGCCGCAGA ACCAATATTA 401040 

CCACTGTGCG AAGTTTCAAT TAAAACAATA CGAATATTTT CCAACATAAT GATACCCGAC 401100 

TAAAATTTAA GGGTATTCTA CCACAATAAC CGCTAAAAAT AGTCAAGAAT TTAAGCTAAT 401160 

TAAAGAAATT TAAAATATTA GGGATGAATA ATAAAAATGG TGGGTTGTGA GAGACTAGAA 401220 

CTCTCGACTG ACGGATTAAG AGTCCGCTAC TCTACCAACT GAGCTAACAA CCCAACTGGA 401280 

CAACTAAATC AGAGAGTGGT GGGTCGTGAA GGATTCGAAC CTTCGACCAA CGGATTAAAA 401340 

GTCCGCTGCT CTACCGACTG AGCTAACGAC CCCACTGTAT TAAATGGATT TATGATAACG 401400 

CATTTGCTCT AGAACCGAAA GAATAAATTC ATTCTTTCAA GCTAATTGGT TAAATTACAA 401460 

ACGATGAAAA CAAAACAGGA nCCAATAAAA AATGGATCCT GTTTTTCAAG TATTAGAAAT 401520 

ACTAAGAATT AGTACGCTAA CACTGCACGA CGGTTTTTAG AATATGCAGC TTCATCATGA 401580 

CCTAATACTG CAGGTTTTTC TTCACCGTAA GATACTGTGC CTAATTTACC AGCATCAACA 401640 

CCTTTACCAG CTAAATAACC TTTAACTGCA TCTGCACGAC GTTGGCCTAA TGCGATGTTG 401700 

TATTCTGGTG TACCACGTTC ATCAGTGTTA CCTTCTACTA ATACTTTAGC AGCTGGCGTT 401760 

GCATTTAAAT ATGCAGCGTG CGCGTCTAAG ATTTGAACGT ATTCACCAGT AATGTCATAT 401820 

TTATCAAAAC CGAAATAAAC GGTATTGTAA CGTTGTTGAA GATCAGCAAC AGAGTAACCG 401880 

CCAAAAGTTT GAGCAGCACC ATTGCCTGCA GCATCGTTGT TAGATGAACT ACAAGCTGCT 401940 

AATGCAGCTA CAGAACCTGC AACTAATAAT GATTTAACAA ATTTGTTCAT TAGATTTCTC 402000 

CTAAATGAGT TTTTTATTTA GTTAAGTATG GAGACCAAGC TGGAAATTTA ACTTGACCAT 402060 

CACTTCCTGG AAGGCTCGCC TTAAAGCGAC CATCTGCGGA AACCAATTGT AGCACCTTTC 402120 

CTAAGCCCTG TG T AGAACT A TAAATAATCA TAATTCCATT TGGAGAGAGG CTTGGGCTTT 402180 

CGCCTAGAAA AGATGTACTA AGTACCTCTG AAACGCCCGT TGTGAGATCT TGTTTAACTA 402240 

CATTATTGTT ACCATTAATC ATCACAAGTG TTTTTCCATC TGCACTAATT TGTGCGCTAC 402300 

CGCGACCACC CACTGCTGTT GCACTACCAC CGCTTGCATC CATTCGATAA ACTTGTGGCG 402360 

AACCACTTCT ATCGGATGTA AATAAAATTG AATTTCCGTC TGGCGACCAC GCTGGTTCAG 402420 

TATTATTACC CGCACCACTC GTCAATTGAG TAGGTGTACC GCCATTTGCT CCCATAACGT 402480 

AAATATTCAG AACACCATCA CGAGAAGAAG CAAAAGCTAA ACGAGAACCA TCTGGCGAAA 4 02540 

AGGCTGGTGC GCCATTATGC CCTTGAAAAG ATGCCACTAC TTTACGTGCG CCAGAATTTA 402600 
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AATCCTGTAC AACAAGTTGT GATTTTTTAT TTTCAAACGA TAeATAAGCC AAACGCTGGC 402660 
CGTCTGGAGA CCAAGCTGGA GACATAATTG GTTGGGCACT ACGATTGACG ATAAATTGAT 402720 
TATAGCCATC ATAATCTGCT ACACGAACTT CATAAGGTTG CGAACCGCCA TTTTTTTGCA 402780 
CAACATAAGC GATACGAGTT CTAAAGGCAC CACGGATCGC AGTTAATTTT TCAAAAACTT 402840 
CATCGCTCAC AGTATGCGCG CCATAGCGTA ACCATTTATT TGTTACTGTA TAGCTATTTT 402900 
GCATTAATAC AGTCCCTGGC GTACCTGATG CACCAACCGT ATCAATTAAT TGATAAGTAA 4 02960 
TACTATAACC ATTACCCGAT GGAACCACTT GCCCAATTAC AATTGCGTCA ATTCCAATAT 403020 
TCGACCAAGC CTCAGGATTT ACCTCTGCAG CTGAAGTTGG GCGTTGAGGC ATTTGAGAAA 403080 
CCGCAATAGG ATTAAACTTA CCACTGTTAC GTAAATCATC TGCAACAATT TTACTAATAT 403140 
CTTCTGGTGC AGAACCAACA AATGGCACGA CAGCAATAGG ACGCGCACCA TCAACCCCTT 403200 
CATCAATGAC AATGCGTACT TCATCGCCAG CGAATGCATT GCTTCCAACA GCAAGTACAA 403260 
TCGCGAATAC GCTCACTAAA CGTTTTAATA ATTTCATTTT GTTACCTTTA AAATTTAACA 403320 
ATAAATTTTT CTAAAGAATT ATCGAATATC AAAGTCAATA ATTGGTGATT TATATTTTTC 403380 
ATAAATTTCA TCTGATGGCG CAGCTGGAAC TTTTTTCGTT CTAGCCACCG CACTTAATGC 403440 
AGCTGAACAA ATATCATCAG AGCCTGAAAT TTTTTGATAC CCCAAGATTG TGCCATCTCG 403 500 
ACCTAATTGA ATTTTAATAC GACAAACCTT TCCTGCAAAA TTTGGATCTT TTAAGAAACG 403560 
ACGTTGAATC TCTTTCTTAA TTACACCTGC GTATTGATCC CCAACCTTAC CACCATCGCC 403620 
AGAGCCAAGT GCAGCACCGC TACCTTGAGT TCCACCTTTA TTTGTGTTTC CCCCTTTAGA 4 03680 
TGCACTACCG CCACCAATAT CTCCGCCATT TAAGAAATCA TCTAGGCTTG CTTGATCTGC 403740 
TTTACGTTTC GCTTCCGTAG CAGCTTTAGC TTCTGCATCA GCTTTTGCTT TTGCCTCTGC 403800 
TGCCGCTTTC GCTTTTGCCT CCGCTTCAGC CTTTGCTTTA GCTTCAGCAA CGGCTTTTGC 403860 
CTTAGCTTCG GCTTCTAGTT TCGCCTTAGC TTCCGCCTCT TGTTTTGCTT TTTGAGCAGC 403920 
AATTTCTGCT GCTTTCGCTT TAGCCTCTTC TTCAGCTTGT TTTGCCGCGG CAGCTAAACG 403980 
TTTAGCCTCT GCATCTGCTT TTAATTTTGC AGCTTCAGCC GCTTGTTTAG CCTTAGCCTC 404040 
TTCAGCTTGC TTCTGTTTTT CCAACGCTTC TTGACGAGCT TGCTCTTGTT GTTTTTTTAT 404100 
TTCTTGCTGA CGTTGCTGTT CTTGCTGACG TTTTAACTCT TCTTGTCGTT GAACTTCTTG 404160 
TTGATGCTTA ATCTCTTCTT GATTAGGCTC AGGTGGTTTT TCTTCCACAA CAGGTTCTGG 404220 
GCGTTTTTGT TTATCCGCTT GCCCTTTTTT TTGTTGTTGA ATACGCCCCC ATTCCTGAGC 404280 
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AGCCGTACCA GTATCAACAA TCACTGCCCC TATTACATCT CCTTCACCTT CTCCACCACC 404340 
CATAATTTCA ACAGTGTGAT AAAGTGAGCT TAAAATCAAT AAGCCAAACA AGATAAAGTG 404400 
CAAAAGGATA GAAATAGCAA AAGCATTGAT TC CTTTCTTT TGTCGATTAT TTTGCACGTG 404460 
TTACCTACTT AGCTAAATGG GATTTGTCAT TAAACCTACA GATTTAATGC CTGCAAGATG 404520 
AAGTAAATTC AATGCCTTAA TCACTTCTTC ATAAGGTACT TCTTTAGCTC CGCCTACTAA 4 04580 
AAATAGCGTA TTATTATCCT TATCAAATTC CTGTCTAGAT AATTGAGTAA CCATTTCTTC 4 04640 
TGTTAAACCT TCTTGACGTT CTCCGCCAAT AGAAATCGCA TATTTTCCAA TGCCTGCCAC 404700 
TTCAAGAATG ACGGGTACTT TATCTTCATT AGAAACCTCT TGGCTTTGCA CAGAATCAGG 404760 
CAATTCAACT TGAACGCTTT GACTAATAAT AGGGGCGGTT GCCATAAAAA TTAACACTAA 4 04820 
AACTAAAAGC ACATCTAAAA AAGGCACAAT ATTAATTTCA GATTTAATTG CTTTACGCTG 404880 
ACGACGAGCC ATATATTCCT CTAAAATTTT AACTTATTTT TAGCGCACTT TTTCTTCAAA 4 04 940 
GTGCGGTCAA TTTTCCCTAT ATTTTAGTGA GGGGCTTTAC CAAAGGCTTG ACGGTGTAAA 4 05000 
ATCGTCGTAA ATTCATCAAT AAAATTACCG TAATCTTGTT CAATGGCATT CACTCGTAAG 4 05060 
CTTAAACGGT TATAAGCCAT TACTGCAGGA ATTGCGGCAA ATAAACCAAT CGCAGTGGCA 405120 
ATCAAGGCCT CAGCGATACC TGGCGCTACC ATCTGTAACG TTGCTTGTTT TGCACCACTT 4 05180 
AATGCCATAA AAGCGTGCAT GATACCCCAA ACAGTGCCGA ATAAACCAAT ATAAGGGCTA 4 05240 
ACAGATGCCA CTGTGGCTAA AAATGGAACT CGGTTTTCCA AACTTTCAAT CTCACGGTTC 405300 
ATCGCAAGAT TCATCGCGCG CATTGTGCCT TTAATAATCG CTTCAGGTGC ATCTGGATTT 405360 
ACTTGTTTTA AACGTGAAAA TTCTTTAAAT CCCACGCAAA AAATTTGTTC GCTGCCCGTT 40542 0 
AATCCATCGC GACGATTAGA TAGCCCTTCA TAAAGTTTAT TTAAATCTTC TCCTGACCAG 405480 
AAACGATCTT CAAACGTACG CGCTTCTTTT AAGGCATTCG TTAAAATACG ACTACGTTGA 4 0554 0 
ATGATAATTG CCCAAGATAT GATTGAGAAA GAAATCAAAA TCACAATTAC CAGTTGCACA 4 05600 
ACAATACTTG CTTTTAGAAA AAGATCTAAA AAATTCAATT CTGCAGTCAT TGCATACTCC 4 05660 
GAAAAATTAT TTTAAGTGAT GAAACGCCGC TTTAACTTCT TTGGGAAACG CCACTGGTTT 405720 
CATCTTGCCT AGATCAACAC AGGCTACCTT AACAGTAGCC TTTGATAACA TCAGGGTGTT 405780 
GCGCATCAGT CTCTGTTCAA AAAGGATTGT AGCCCCTTTT ACTTCTGAAA CCTCTGTTTC 405840 
CACCATAAGT AAATCATCCA ATTTTGCTGC CACGCAATAA TCAATGGCGA GCGTTTTGAC 4 05900 
AACAAATGCG AGTTGTTGTT CCTCTAGTAA GGTTTGTTGC GTAAAATTTA ATGTACGCAA 4 05960 
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ATATTCTGTT CTTGCTCGTT CAAAAAAATG CAAATAGCGA GCGTGATACA CTACGCCACC 406020 
TGCATCAGTA TCTTCATAAT ACACACGAAC AGGAAAAGAA AAGCCATTAT CCAACATATT 406080 
CTCACCCAAT TGGTCGCAAT AAACCGTGTA TTCTAGAACC AGTTTTTGGG ATAAGCAAGC 406140 
TATCTATGAA AAACTCAATA AGATTTTATT CATTTTAAAA . CATCTAAAAT TTTTACCGCA 405200 
CTTTTAGCCT GACTAGCAAA AGATAAGGTA ATGACAAATC ATTTTTAACC TTTCTCATTG 406260 
AGTAAAATCT ATTCAAAACA TAACCGTTCT TTAAAAATAG CCTCTATGTA ATCTTAAGCC 406320 
ACCAGTATTT TTATTCTTGA TATTTAGCGT TTCTATGCGA CAATCTTTGC GGTTATTTAC 406380 
TTTAAAAATA TGTTTTACTA GATGGATTAC GAAAATCAAA TTGCCAATAT TTTCTCACTA 406440 
AATGGCGAAT TAAGCCAAAA TATCAAAGGT TTTCGTCCTC GAGCTGAACA ACTTGAAATG 406500 
GCATATGCTG TAGGTAAAGC AATTCAAAAT AAATCTTCCC TTGTTATTGA AGCTGGAACG 406560 
GGTACAGGAA AAACCTTTGC ATATCTCGCA CCTGCTTTAG TTTTTGGTAA AAAAACCATT 406620 
ATTTCTACAG GATCTAAAAA TCTTCAAGAT CAGCTTTTTA ATCGAGATCT TCCAGCTATT 406680 
AAAAAAGCCC TTAATTTCAC GGGAAAAATT GCGTTGCTAA AAGGTCGGGC AAACTATCTT 406740 
TGTTTAGAGC GTTTAGATCA AGTGATTGCT CAAGGTGTGC TTGGAGATAA GTCTGTTTTA 406800 
GCTGAATTAA GTAAAGTACG AAAATGGAAT AATAGTACTA AAACAGGCGA TTTCACAGAA 406660 
TGTATCGAGC TTGCAGAAGA TAGCCCAATT ATTCCTCAAC TGACGAGTAC AGCGGAAAGT 406920 
TGTTTAGGCA CCGATTGCCC TAATTATTCA GAATGTTATG TAGCAAGTGC GCGTAAAAAA 406980 
GCATTAAATG CGGATTTGGT TGTAGTTAAT CATCATTTAT TTTTTGCTGA TATGGCTGTG 407040 
AAAGAAAGTG GTTTTGGCGA ACTTATTCCA AATGCAGAAG TGATTATTTT TGACGAAGCT 407100 
CATCAGTTAC CCGATATTGC CAGTCAATAT TTTGGTCAAT CTTTAACATC ACGCCAGCTT 407160 
TTTGATTTGT GTAAGGATAT TAATATTGTT TACCGCACAG AACTTAAAGA TATGCAGCAG 407220 
CTTGGCACAA CATCTGATAC CTTACTGAAA GTGGTACAAG ATTTTCGTTT ATTACTGGGT 407280 
AATGGGAGTA ATGTTCGAGG AAATTGGCGT GAGCTTTACA CGCAAAGTGC GGTGAAAAAA 407340 
GCCTTTGAAT TATTACAAGA GAAAATAGAT TTTTTATCTG AAGTAATTAA ATTAGCACTT 407400 
GGTCGTTCCC AAACTTTAGA CAGTATTTTT GAGCGTGTTG AGTCCATTAA AATCCAACTC 407460 
AAACGTTTAT CTGAAACAAA TATTGTGGGT TATTGTTATT GGTATGAAGG AAATGGTCGC 407520 
CAGTTTGGTT TACATATTAC GCCATTGACA GTAGCTGATA AATTTGGTGC TCAGCTCGAA 407580 
GCGAAAGAAG CCGCTTGGAT ATTCACATCT GCGACATTAG AAGTGGGGGG AACTTTTAAT 407640 

-77.244- 

SUBSTITUTE SHEET (RULE 26) 



PCT/US96/05320 

WO 96/33276 

CATTTCTGCC AACGTTTAGG CATTGAAAAT GCGACACAAA AAATTTTATA TAGTCCCTTT 407700 
AATTATCCTG AACAATCTTT GCTTTGTGTG CCTCGATATT TGCCGAATAC CAATCAAATG 407760 
AATACATTAA ATTCACTAGG CGAAATATTA TTACCCGTGA TTGAAGCAAA CAAAGGGCGT 407820 
TGTTTTGTTC TTTGCACTTC CTATTCAATG ATGCGTGGTT TAGCTGAATA TTTCCGTGAA 407880 
AAAAGTCATC TTTCGATTTT ATTACAAGGC GAAACCTCAA AAGGCAAATT ACTCGAACAA 407940 
TTTATAAAAG AAACGCATAG CGTTTTGGTG GCAACTTCTA GCTTTTGGGA AGGTGTAGAT 408000 
GTGCGAGGCG ATGCACTTTC TTTAGTGATT ATTGATAAAC TTCCTTTTAC TGCGCCAGAT 403060 
GAGCCTTTGT TGAAAGCTCG CATTGAGGAT TGTCGTTTAC AAGGTGGCGA TCCATTCAAT 408120 
GATATTCAAA TTCCTGAAGC GGTAATTACC TTGAAACAAG GCGTTGGACG TTTAATTCGT 408180 
GATGTTACAG ATCGTGGCGT TGTGATTATT TGTGATAATC GATTAGTGAT GCGCAATTAT 408240 
GGCGAAACTT TTTTGAAAAG TTTACCTAAC TCAAGTCGTA CCCGTGATCT CAACAAAGTG 408300 
ATACAATTCT TACAAAATAA GTAAACGAGA ATAAGAATGC AAAATTTAAC TTTATTGGCG 408360 
TTGGACACCT CTACTGAAGC CTGTTCTGTC GCTTTATTGT ATCGTGGTGA GAAAACACAT 408420 
ATTAATGAAC TTGCCCAACG CACACACACT AAACGAATTT TACCTATGAT CGATGAAATT 408480 
TTGGCAAATT CGGGTTTAGG TTTAAATCAA GTTGATGCTT TAGCTTTTGG GCGTGGGCCT 408540 
GGTAGTTTTA CTGGTGTTCG TGTTGGTGCT GGGATTGCAC AAGGTTTAGC GTTTGGTGCG 408600 
GATTTGCCTG TCATTCCAAT TTCAAATTTA ACCGCAATGG CTCAGGCAGC ATTTGAATTA 408660 
CATCAAGCAG AAAATGTTGT TGCCGCGATT GATGCGAGAA TGAATGAAGT CTATTTTTCT 408720 
CAAGTAGTGA GAGAAAAAGT GCGGTCAGAT TTTGGGGAAT TTTTTCAATG GCGAGAAATC 408780 
ATTAGCGAAC AAGTTTGTTC TCCAGAACAA GCGATTAACC AGCTTCAAAA TGATAACGCA 408840 
TTTAGAGTCG GAACAGGCTG GGCTGCTTAT TCTCAATTTA CTGAAAAAAA TCTAACTGGC 408900 
TCAGATATAG CATTGCCTAA TGCCTTATAT ATGTTAGAAC TTGCGCAGGT AGAATACTTG 408960 
CAAAAACACA CAATTTCAGC TTTAGAAATT GAACCGATTT ATTTGCGCAA CGAAGTTACT 409020 
TGGAAAAAAT TACCAGGGCG TGAATAAGTT TAAATAACTG GAGGATAGAA AATGAAAGGA 409080 
AAAATCACCT TATTTTTTAC CGCACTTTGT TTCGGATTAA CGGGCTGTAT TGCACCACCA 409140 
AAAGGGTTAG AAAAAGAGCG ATTCTCAATT AATTCCTATC GCGAGATTTC CCCTCAGGAT 409200 
TTGACCTGTC ATTGTAAAAC AGTTCGACTT GGAGGAAAAA TTGTCAATAC TACCGTTTTA 409260 
GCAAATCAAA CAAAAATTGA AGTGTTAAGT TTACCCGTAT CATCAATTTC AGCTAAACCA 409320 

-77.245- . 
SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

TTTGTTGAAT TGCAATCCGA TGGTCGCTTT ATCGTGTATT TCAACGGTTT TGTTGAGCCT 409380 
GAAAATTTAA AAGAACGTTA TATTACTGTA GGTGGTCAAT TAGCTGGAAC AGAGAAAGGC 409440 
AAAATAGAAC AAGCTGATTA TACTTATCCT GTTGTTCAAG CGGATAAATA CCGTATTTGG 409500 
ACACTCAGTA CCACCTATGA TTATCCAACA GATGATTGGG ATGAAGACGA TGATTGGGGA 409560 
TTTTTTAGAT GGAGACATCG CCTTTGGTAT GTTCAGCCTG AAATTCACTA TTATTTGAAT 409620 
TAAATGATAA AATCTTAAAG ATTTTCCAAC AAATTAGGAT AAAAAATGGA AAAAATTTGG 409680 
TTTCAAAATT ATCCAAAAGG TTCTGAAAAA TTTCTAGATA CCTCAAAATA TGAATCTATT 409740 
TTGGATATGT TCGACAAAGC AGTGCGCGAA CATCCAGATC GCCCCGCTTA CATTAATATG 4098O0 
GGGCAAGTAC TTACTTTCCG TAAATTAGAA GAGCGCAGTC GTGCATTTGC CGCATATTTG 409860 
CAAAATGAAT TTAAACTTCA ACGTGGAGAT CGCGTGGCAT TGATGATGCC AAATTTATTG 409920 
CAATATCCTA TCGCACTTTT TGGTATTTTG CGTGCTGGCT TAATTGCAGT AAATGTCAAT 409980 
CCTCTTTACA CACCGAGAGA ATTAGAGCTC CAGTTGCAAG ATAGTGGTGC GGTAGCGATT 410040 
GTCGTGGTAT CAAATTTTGC TTCTACCTTG GAAAAAGTCG TTTTCAATAC CAATGTTAAA 410100 
CACGTTATTC TTACCCGAAT GGGCGATCAA CTTTCTTTTG GTAAACGTAC TTTAGTCAAT 410160 
TTTGTCGTAA AATATGTGAA AAAACTGGTG CCGAAATATA AATTACCGCA CGCAGTGACG 410220 
TTCCGAGAAG TATTGAGTAT TGGTAAATAT CGCCAATATG TTCGTCCAGA AATATCGCGT 41028 0 
GAGGATTTAG CCTTTTTACA ATACACTGGC GGTACAACTG GCGTGGCGAA AGGTGCAATG 41034 0 
CTAACGCACG GAAATATTAT AACCAATGTC TTCCAAGCAA AATGGATTGC AGAGCCATTT 410400 
ATTGGCGATC ATTCTCGCAC TCGTTCAGCT ATTTTAGCCT TGCCT CTTT A TCACGTATTT 410460 
GCCTTAACGG TAAACTGCTT ATTATTTTTA GAGTTAGGTG TCACGGCGAT CTTAATCACC 410S20 
AATCCGAGAG ATATTGAAGG ATTTGTGAAA GAATTGAAAA AATATCGTTT TGAAGCAATC 410580 
ACTGGTGTGA ATACCTTATT TAATGCGTTG TTAAATAATG AAAATTTCAA AGAAGTTGAT 410640 
TTTTCTGCGT TGAAACTTTC TGTGGGTGGC GGTATGGCTA TTCAACAATC AGTGGCAACA 410700 
CGTTGGCACG AATTGACGGG CTGTAACATC ATTGAAGGTT ATGGAATGAC GGAATGTTCG 410760 
CCATTAATCG CCGCTTGTCC GATTAATGTT GTGAAACATA ATGGCACTAT TGGTGTGCCA 410820 
GTGCCAAATA CAGATATAAA AATCATTAAA GATGATGGCT CTGATGCAAA AATTGGCGAA 4108 BO 
GCTGGCGAAT TATGGGTGAA AGGCGATCAA GTAATGCGAG GTTATTGGCA ACGACCAGAA 41094 0 
GCAACCAGTG AAGTGTTAAA AGATGGTTGG ATGGCAACTG GCGATATTGT CATTATGGAT 411000 
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GAATCATATA GCTTACGCAT TGTAGATCGT AAAAAAGATA TAATTTTGGT TTCTGGCTTT 411060 

AATGTCTATC CAAATGAAAT TGAAGATGTC GTTATGCTGA ATTACAAAGT GTCTGAGGCT 411120 

GTGGCAATTG GTGTTCCTCA CGCAGTTTCT GGCGAAACGA TAAAAATCTT TGTGGTGAAA 4111B0 

AAGGACGATA GTTTAACTCG TGATGAACTT CGCAACCATT GTCGTCAATA TCTCACAGGC 411240 

TATAAAGTGC CAAAAGAAAT TGAGTTCCGA GACGAACTAC CAAAAACTAA TGTTGGCAAG 411300 

ATTTTACGTC GGGTTTTACG CGATGAAGAG ATCGCAAAAC GTCCAAAACA TTAATGTCAA 411360 

AATGGGATAG CAATATCCCA TTTTTGTTCT TTTCAAATAA AAAAATCACT ATGATAAAAG 411420 

AATGTCAAAA TCCACCGCAC TTTAGGGTCG TTACGGATAA TACTGCGCTA TTAGAAGTTT 411480 

GTAATTTAGC CCAACAGAAA AGTGCGGTCG CCTTAGATAC AGAATTTATG CGTGTTTCCA 411540 

CTTATTTTCC CAAGTTGGGA TTAATCCAGC TTTATGATGG AGAGCACGTC TCTTTAATTG 411600 

ATCCTTTAGC GATTACGGAT TTTTCGCCTT TTGTTGCATT GTTAGCCAAT CCTAAGGTAT 411660 

TAAAAATCTT ACATTCTTGT AGTGAAGATT TATTGGTTTT CTTACAAGAA TTTGATCAGC 411720 

TTCCACGCCC AATGATTGAT ACGCAAATTA TGGCACGATT TCTTGGGCTT GGCACATCAG 411780 

CAGGATTGGC AAAATTAGCA CAACAATATT TAAATGTAGA AATCGATAAA GGCGCAACTC 411840 

GCACCAATTG GATCAAACGC CCCCTTTCTG ATATTCAACT TCAATATGCC GCAGGCGATG 411900 

TTTGGTATTT GTTGCCACTT TATCATATTC TTGAAAAAGA GTTAGCGAAA ACACCTTGGG 411960 

AACAAGCAGT AAGAGATGAT TGCGAACTTG TTCTTGCTAA AACG CATAAA TTACAAGAGC 412020 

GAGATTCAGA AAAAGCGTAT TTAGATATTC CAAATGCTTG GAAATTAAAT CCATTAGAAT 412080 

TGTCTCGTTT AAGAGTTTTG GCACAGTGGC GACAAAACGT GGCAATAGAA CGTGATTTAG 412140 

CACTTTCTTA TATTGTGAAA TCAGAACATC TTTGGAAAGT GGCAAAGaAT AATCCACGTA 412200 

ATACATCTGA AATGTTAGAA ATGGGATTAA CTGAAAATGA AGTGCGTGTA CGTGGTAAGG 412260 

AAATTCTACA ATTACTTTCT CAAGCAAGAC GTATTTCGTC TAATGACTAT CCAAAATCTA 412320 

TTGAACGTAT TTCTGAAGAT CCTCGTTATA AAAAAACAAT TCGATTATTA CAAGAAAAAG 412380 

TGAATAGCTT AACACCAGAA GGTTTAACCC CTGAAATCGT TGCAAGTAAA CGCACTTTGG 412440 

AAGAATTGAT TAAATGGGTT TGGAAATATG ATTGTTCTCA AGATAAACGA CCAGAGTTGC 412500 

TGATTGGCTG GCGAAAACCT ATTGGTGAAA AGTTAGTCGA TGCACTTAAG TAGATATAAA 412560 

AAAGCGTTGA GTAAATAGCT CAACGCTTTT CGTTTCTACT CGTAGAGTTT TTTCACTTGT 412620 

TCAGGTGTCA TCACTCGTTG GTATTTACTA AAtTCTTTTG CCATATAGTA AGCACCAAAA 412680 
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TTTGTTAAGT GATCTTGATC CCCATACAAG TATTTTCCTT CTGCCATAAC GCTATCTTTT 412740 

GGTAAATACT GTTGAGCATC TACCCAATAA ACATTAGGAA TATCTTTGAC TAAATCATGA 412 800 

ATAATTTTGT TACTCGCATC AATATCGCCC ATTCTACGAA TTGGTTCTAA ATATTTTTCA 412860 

AGGCCATATT TTCCCAGTAA ATATCCACGA ATAGGCGATC TGCTAATAGA ACTGTTATTT 412920 

GCAAAGATAT AAACTGATTT TGATTTAGCC AGTAATTTTA CAGTTTCAAC AAAGCGAGTT 41298 0 

TTGAAGTTAT CAATAAAGGA AGCCTGAGCG TTAAATCGGG GAACAGGTTG TCCTCCCATT 41304 0 

CTTAAATCAT AAAATCCAGA AATAAAAATA GCTTTATATT TAGGTGAATT AATCTCATCA 41310 0 

AGTAACCCTT GACACTCAGG TGTTATTTTA TTGTTTTTAT CCACTAAAAC AAAACAATCC 413160 

TTCCCATCAG TTATGCTTAA AATAGTTGAC TTCCATCCTT CTTGCTTACC AAGATATTTT 413220 

AAAAAATAAG TAAGATGACC AGCATGAGAA TCCCCTATTG TTAAAACTGT AGTTGGGAAG 41328 0 

TTATTCTCTA AATTAACAGA TAAAACATCT TGTTCAATAT GTTCTTTTTC TTTTCTAATC 413340 

TGTTTTCTTT CATAAGTGTT ATAACCAATA ATAAAAAGAG ATGGAATTAG ATAAAGATAG 413400 

ATAAATGCCT GTTTAAAGTT TAATTTTGAT TTTCTTATAG GTTGCTCAAT TAAATAATAA 413460 

CTTGTGATAG AAAAAATAAT AGTTAATATA ACAACAATTA AAACTGTAAT GCCTTGAATC 413520 

TGCTTGCTGC CAGTAATGTA ATAAGCAAAC GCAATAAAAA TCCAATGATA TAAATAAnGA 41358 0 

GAATAAGGAn ATTTTnCCAA TAAACACTAT TGCTTTATTA GGATAAnCAT TATTTAACGG 41364 0 

ATGTTATTTT GTGATGTGGT ATGAATAATT AATGGTGTAA AAATACAAGG AAGAATTAAA 413700 

GTAATACCTG GAATAAATGC AATATTATTA TTCATTAAAA ATAAGCAGGA AAATAATAAT 413760 

AATGTACTTA AAATAGCCAG AATATTATTT ACTTGCTTAC TCAATTGAnC CTTGTTTGAA 413820 

AGATTATGAT AAATTGCCAA CAAAGATCCT ACAAGTAATT CAGGAAATCT TAGGTTAGAG 4138 BO 

AGATAATAAA TATTAGGCTG GTGCAATACT TCTTTGTAAA AGTTAGCTGA AACAAAAGAT 41394 0 

GTCGCAAGTA AAATAAAAAA CAAAATTAGC GTTATAATAA ATAATACTTT AACTTCTCTA 414000 

AATTTTTTAT AAG CTAAAAT GAGGATTAGT GGAAAAATAA GATAGTATTG TCCTTCTACG 414060 

GCTAAtGACC AAATATGTAA TACAGGGTTT TCATTTGCAC TTAAATCAAA ATAACCTTGT 414120 

GTTAATCCTA GATAGAAATT AGATAGGAAT GCAATAGCTA ATTCAATGGT TTTCCTTAAT 414180 

TTATTGAAAT CATTATAAAT AAAAnTAGCA GACGCAATGA AAGACACTAA TGCCATTACT 414240 

GTAATAAAAG CAGGATAAAT TCGTTTAATT CGTCGAGTAT AAAATTGTTT AAGCGAAAAA 414300 

GAATTCTGTT GAATTTCTGT GATAATAATA CCCGTAATCA AAAATCCAGA AATAACAAAG 41436 0 
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AAAATATCCA CCCCAAGAAA ACCACCAGAT AACCAGTTTT CATTAAGATG ATAAATAATG 414420 
ACTGAAATAA CAGCAATTGC GCGTaGTCCA TCAATTTCTG GACGTATTTA ATAGATGACA 414460 
TAATATTCCT TTTATAAAAT ATCGACCGCA CCTTGATTTA TGCGTCAAAA GTGCGGTGAT 414540 

TTTTTATGTG TTTTTATACG TTGAATCGGA AATGCATTAC ATCGCCATCT TGTACGATAT 414600 

AATCTTTGCC TTCTAAACGC CATTTACCTG CTTCTTTTGC ACCGTTTTCA CCGTTGAATT 414660 

GGATAAAGTC TTCATAAGCG ATAACTTCTG CTCGGATAAA GCCTTTTTCA AAGTCAGTGT 414720 

GGATTACAGC TGCTG CTTTT GGTGCGGTTG CGCCGACTGA AACTGTCCAA GCTCGTACTT 414780 

CTTTTACGCC AGCAGTGAAA TAAGTTTGAA GATTTAAAAG TGCGTAACCA GCACGAATTA 414840 

CTCGGTTCAA TCCTGGTTCT TCAATGCCTA AATCTTGTAA AAACTCGACT TTTTCTTCAT 414900 

CATCAAGTTC TGCAATTTCA GATTCAATCG CCGCACATAC TGGAACAACT ACCGCCCCTT 414960 

CTTTTGCAGC AATTTCACGA ACGCGATCTA AATATGGGTT ATTTTCAAAG CCATCTTCAT 415020 

TTACGTTTGC GATATACATT GTTGGTTTTA ACGTTAAGAA GTTGTAACTC TTGATTGCTT 415080 

GCAATTCTTC TTTATCTAAC CCAACAGAAC GAATCATTCC TGCATTTTCC AGCACAGGAA 415140 

GGATTTTTTC CATAACGGAA AGTTCAAATT TAGCTTCTTT ATCGCCACCT TTTGCACGTT 415200 

TTTGTAAACG TTGGATTGCT CGTTCACAAC TGTCTAAGTC TGCTAAGGCT AATTCAGTGT 415260 

TGATAGTGTC AATATCATCA AGTGGGTCAA TTTTCCCTGC AACGTGTACA ATGTCATCGT 415320 

TTTCAAAACA ACGCACTACG TGACCAATTG CATCGGTTTC ACGAATATTT GCTAAGAATT 415380 

TATTACCCAA GCCTTCGCCT TTGCTAGCAC CTGCAACTAA GCCTGCGATG TCCACGAATT 415440 

CCATCGTAGT AGGTAATATG CGTTCAGGCT TAACGATTTC TGCCAATGCG TCTAAACGTG 415500 

GATCTGGCAT TGGCACGACA CCCGTATTTG GTTCGATAGT ACAGAATGGA TAGTTTGCGG 415560 

CTTCAATGCC AGCTTTAGTG AGTGCGTTAA AAAGAGTAGA TTTGCCGACA TTTGGCAATC 415620 

CCACAATACC ACATTTGAAT CCCATAATTT TTCCCTTATT TTGAGTAAAA CGGTTGTAAA 415680 

ACTAACCGCA CTTTTAAATT TTAAAACTGT TTAAACGATT GGTCGCTTTG ACCATTCCAT 415740 

CTCTGAAAAT CATTTCTACA CAATCAGTGG CTTCATCTAG CACTTTTTCA AGTGCATCGC 415800 

GATCTGCTGG AGATGGTTTA TTTAAGACAT AACCTGCCAC TAAATCACGA TGGCCAGGAT 415860 

GCCCAATGCC AATACGTAAA CGGTAGAAAT TATTGTTATT GCCTAATTGA GCCACAATAT 41592 0 

CTTTTAAGCC GTTATGCCCA CCATGTCCAC CGCCTTGTTT GAGTTTCGCA GTGCCTGGTG 415980 

GTAAATCTAA TTCATCATGA ATCACTAAAA TTTCTTCAGG TTTAATACGG TAAAAACTTG 41604 0 
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CCAATGCGCC AACTGCTTTA CCGCTTAAAT TCATAAAAGT TGTTGGCACT AAAAGGCGTA 416100 

CT T CTT TT CC ATTCACTAAA GTGCGGGCAG TTTTTCCGAA GAATTTACTT TCTGGATTTA 416160 

GTGAAACGTT AAAACGACGA GCCAAGCGTT CAATAAGCCA TTCGCCTGCA TTGTGGCGTG 416220 

TATCTGTATA TTTATCGCCA GGGTTGCCTA AACCAACAAT AAGTTTTATT TCTGACATTT 416280 

TTATTTGATG ATGTAAAAAA TAGTGGCGTA TTGTAGCGAA AAAGCCTTAA ATTCTCAATC 416340 

TATAAGGCGG AAACAAAGAG GTAATTTATT GCGCGTGATT TATCATTAAA AGTCACCGCA 416400 

CTTTTCCGTT ATAATGGCTA AAATTTTTTA ACAAAGAAGT AAAAATGAAT CAGATTAACA 416460 

TTGAAATCGC TTATGCTTTT CCCGAACGTT ATTATTTGAA ATCTTTTCAA GTTGATGAAG 416520 

GAATTACCGT GCAAACGGCG ATTACGCAAT CAGGGATTTT AAGCCAATTT CCAGAGATTG 4165B0 

ATTTGAGCAC AAATAAAATT GGGATTTTCA GTCGTCCAAT AAAATTGACT GATGTATTAA 416640 

AAGAGGGCGA TCGTATTGAA ATTTATCGTC CATTACTTGC AGATCCGAAA GAAATTCGCC 416700 

GTAAGCGTGC AG CAGAGCAA GCTGCAGCCA AAGACAAAGA AAAAGGAGCT TAAAAATGAC 416760 

CGCACTTTCA TCTGTTGATT TTTGTTTACC TGAACATATC ACGCCAGAAA TTTTTCTACG 416820 

TGATTATTGG CAGAAAAAGC CACTTGTGAT TCGGAACGGT TTGCCTGAAA TCGTTGGGCA 416880 

GTTTGAGCCA CAAGATATTA TTGAGCTCGC . GCAAAATGAA GATGTGACAG CTCGTTTAGT 416940 

GAAGACATTT TCTGATGATG ATTGGAAAGT TTTTTTTAGT CCTTTGAGCG AAAAGGATTT 417000 

CCAAAAATTG CCAGAAAAAT GGTCGGTGTT AGTTCAAAAT TTGGAGCAAT GGTCGCCTGA 417060 

ATTAGGACAA CTTTGGAACA AATTTGGCTT TATTCCTCAA TGGCAACGTG ACGACATTAT 417120 

GGTGTCTTAC GCACCGAAAG GAGGTTCTGT CGGTAAGCAT TATGATGAAT ATGATGTATT 417180 

TTTAGTGCAA GGCTATGGTC ATCGTCGTTG GCAAGTGGGT AAATGGTGTG ATGCAAGCAC 417240 

TGAATTTAAA CCCAATCAAT CGATCCGAAT TTTTGACGAT ATGGGCGAAT TAGTCATTGA 4173 00 

TGAAGTGATG AATCCTGGGG ATATTTTGTA TATTCCAGCC CGTATGGCGC ATTATGGCGT 417360 

GGCTGAAGAT GATTGTTTAA CCTTTTCTTT TGGCTTGCGT TATCCAAATT TAAGCAATTT 417420 

GATTGATGGC ATAAGCAAAG GTTTTTGTCA TCAAGATCCT GATTTGAATT TAAGCGAGTT 417480 

TGATTTACCG CTACGTTTAA GCCAGTCTGA ACAACGTACA GGTAAACTTG CAGATGAAAA 417540 

TATTCAAGCG ATGAAACAGC TTTTATTAGA TAAATTGGCT CATTCAGAAG CTTTTGATAC 417600 

GTTATTTAAA CAAGCAGTGG CGAGTGCGGT AAGTTCTCGT CGTTATGAGT TATTGGTTTC 417660 

TGATGAAATG TGCGATCCTG ATGAAGTGCG GTCAATTTTA GAAGAAGATG GCGCATTCCT 417720 
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TTCTCAAGAC AACAATTGTA AATTGCTTTA TACCGAAAAT CCGCTGCGAA TTTATGCGAA 417780 

TGGCGAGTGG TTAGATGAAC TTAATATAAT TGAGAGCGAA GTATTGAAAC GTTTATCTGA 417840 

TGGCGAAAGT TTAGATTGGG CGTTTTTATC TGATTTAGCC AATAAAACAG AAGATCCTGA 417900 

AACCTCAATG GATTTGTTGT TGGATTCCAT TTGTAACTGG GTTGATGATG GGTGGGCGTT 417960 

AATTGAATAA TATGTCAGAC AATATTTATT CCGTCTCTCA ACTGAATTCT GCCGCGCGTC 418020 

AGATGCTTGA GGGTAATTTT TGCCAAATTT GGCTAACGGG GGAAATTTCC AATTTTACCC 418080 

AACCTGTGTC TGGACATTGG TATTTAACGC TGAAAGATGA AAATGCACAG GTGCGTTGTG 418140 

CAATGTTTCG TATGAAAAAT TTGCGTGTAG CTTTTCGTCC ACAAAATGGA ATGCAAGTGC 418200 

TTGTGCGTGC CAATGTGAGT TTATATGAGC CTCGCGGCGA TTATCAGCTT ATTATTGATT 418260 

CTATGCACCC AGCAGGCGAG GGATTATTGC AACAGCAATT TGAAGCGTTA AAAATGAAGT 418320 

TGGCTGCGGA AGGATTGTTT GCTCAAAATC TTAAGAAAAC TCTACCGCAC TTTAGTAAAG 418380 

CAGTGGGGAT TATAACTTCT TCTACAGGTG CGGCATTGCA AGATATTTTG CATATTCTGG 418440 

CACGCCGTGA TCCAAGTTTA AAAGTCGTCA TTTATCCCAC TGCGGTTCAA GGCAAAGAGG 418500 

CAACTGCAGA AATTGTGCAA ATGATTGAAC TTGCTAATGC GCGACAAGAA GTAGATGTAT 418560 

TAATTGTGGG GCGTGGTGGT GGTTCATTAG AAGATCTTTG GTGTTTTAAT GAAGAAGAAG 418620 

TGGCGCGAGC GATTTTTCGT TCAACCTTAC CTATTATCAG TGCGGTGGGA CACGAAACAG 418680 

ATGTGACGAT TGCCGATTTC GTTGCAGATC TTCGTGCGCC AACCCCCTCT GCTGCGGCTG 418740 

AGTTAGTTAG TCGTAATCAA GATGAATTAT TGCAACAACT TCGCCATCAA CAGCAACGTT 418800 

TAGATATGGC ATTTGATCGT TTATTTACGC GAAAAAGCCA GCGTTTGAAA CAGCTTGCCT 418860 

TACGATTGCA AAATCAACAT CCACAGAATC AGCTACGTGC TCAACAAGCG AAAAATGAAC 418920 

AGCTTACACA TCGCTTGCAA CTTGCAATAT TGCGTCAGTT TGAAAATACA CAACAAAAAT 418980 

TCACCGCACT TTCTGTTCGT TTAAAACAAA ATCCATTGCC ATATCGCATA CAACGTTATC 419040 

AACAAGGCTT AGAGCAGTTA AAAGTGCGGT TAAATTTTTG CGTAAATCGC CAAGTGACGG 419100 

AACGTCAAAA TAAACTGGCA ACATTATGCG GAAAACTGGA TGGCTTAAGC CCATTAAAAG 419160 

TCTTGGCGAG AGGTTATTCC ATTGCGGAAA ATCCGCAAGG TAAAGCCATT GTTAGCGTGA 41922 0 

AAGATGTCAA TCAAGGGGAC TTCATTACAA CTCAAGTGGC TGATGGAAAA ATTGTGAGTA 419280 

AGGTTTTGTA AGATGCTTAT TTTGTAAAAA TGGAGTGAAA TACTGTTTCA CTTACTTCTA 419340 

AAAAAGAATG CTATGACTGT TGAATAAATA ATCATGGCAT TTTGTTTTTT TGTGACTCAC 419400 
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TTCAAACTCT CAACAAAAAG TGGAAACCTT CTATTTTTTT TGTAGtCTTT TAAGCGTATG 419460 
ATTTTGCGTG CAGTTTTGGA GAAAACAGAT GTCAGAAATT CAACATTTTA GCCAACAAGA 419520 
TATAGAAATA TTGGGCGAAC AAACTTTGTA TGAAGGTTTT TTCACGCTTA AACGAATCCA 419 580 
ATTTAAACAT AAACTTTTTG CTGGGGGACA AAGTGGCGTC GTAACCCGAG AATTACTGAT 419640 
TAAAGGTGCC GCCTCAGCGG TTATCGCTTA TGATCCAAAA GAAGATTCGG TGATTTTAGT 419700 
CGAACAAGTT CGTATTGGCG CGGCTTATCA TCCTGAATCT CATCGTTCGC CTTGGTTACT 419760 
TGAACTCATT GCAGGTATGG TGGAAAAAGG CGAAAAGCCA GAAGACGTTG CTTTGCGTGA 419820 
GAGTGAAGAA GAAGCAGGGA TTCAAGTCAA AAATTTAACA CATTGTTTAA GTGTGTGGGA 419880 
TAGCCCAGGT GGCATAGTGG AGCGGATTCA TTTATTTGCA GGCGAAGTGG ATAGCGCACA 419940 
AGCAAAAGGC ATTCACGGTT TGGCTGAAGA AAATGAAGAC ATTAAAGTGC ACGTAGTAAA 420000 
ACGTGAACAG GCGTATCAAT GGATGTGCGA GGGGAAAATT GATAATGGCA TTGCAGTGAT 420060 
TGGATTGCAG TGGCTTCAAT TAAATTATGC TCAGTTACAA CAAAGTTGGA AACGTAGCTA 420120 
GGGGGCATTA ATGAAAAATA CGTTTGTTTA TCAGGCGGAA AAGCCTGTTA TAAAGTTATT 420180 
ACAAATTACC GATCCCCATT TATTTAAAGA TGAAAGTgCG GAATTATTGG GGGTAAATAC 420240 
ACAAGCAAGT TTTGCTCAAG TATTAAAGGA AATTCAGCAA GAAAATAACG AATTTrATGT 420300 
AATTCTTGCT ACAGGCGACC TTGTGCAGGA TAGTAGCGAT GAAGGTTACA TTCGTTTTGT 420360 
AGAAATGATG AAACCTTTCA ATAAACCTGT GTTTTGGATT CCAGGAAATC ACGACTTTCA 420420 
GCCTAAAATG GCAGAATTTT TAAATCAGCC ACCCATGAAC GCAGCAAAAC ATCTTCTATT 420480 
GGGCGAGCAT TGGCAAGCCT TATTGTTGGA TAGCCAAGTT TACGGTGTAC CACATGGGCA 420540 
ACTAAGCCAG CATCAACTCG ATTTATTAAA AGAAACCTTA GGAAAAAATC CTGAACGCTA 420600 
TACCTTGGTT GTATTACACC ATCATTTATT ACCAACTAAT TCCGCGTGGC TTGATCAACA 420660 
TAACCTTCGT AATTCTCACG AATTGGCAGA AGTGCTTGCG CCTTTTACCA ATGTGAAAGC 420720 
TATTTTATAT GGGCATATTC ATCAAGAAGT AAACAGTGAA TGGAATGGTT ATCAAGTGAT 420780 
GGCAACGCCA GCGACTTGTA TTCAATTTAA ACCTGATTGC CAGTATTTTT CTCTTGATAC 420840 
CTTACAGCCT GGTTGGCGTG AAATTGAGCT ACATTCAGAC GGTTCAATTC GTACGGAAGT 420900 
AAAGCGTATT CAGCAAGCGG AATTTTTCCC GAATATGCAA GAAGAAGGGT ATTAAATTTT 420960 
GTGGACGTTT TAAAAATCAC TTTCATAGTA AGCATTTTTA AAACGTCCAC TATTCTAACC 421020 
CAATAAAAGT GCGGTCGAGT TTCAGATTAT TTTTAACGAT TCGCCAGTTC AAAAATCATC 421080 
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GCTTCTGCTT GGCAACTAAA AGTGAAAGAA GCATTTAATT GAACGCCGTT TTCAACTGCC 42114 0 
ACGATTTCGC TTTTAATTTC GCAAGGATCG CTTTCTGTAT TGCGCGCTTT CTTTGTTAAT 421200 
CGTTCAAGCA CTGCATTGGC ATCAGCTTCA GTGCTATAAA ATTGATGTAC TTCTACGCTA 421260 
CAGTCAGAGC CATCAATAAT AGTGCCTACA TCAACACAGC TACAAGTTAA GGATTCTTCT 421320 
GCTTTGCATT TTACGGTCAT TTTCTTTnCC TTATATGAAT ATTTTTGTGC ATTTTATCAT 421380 
TTT T CTTTTT CCCCATAAAT GACAAAAATT CAACAAAACA ATCCATTAAA TGCAAAAAGC 421440 
TCCTGCTAAC TAGTCGTAGC TCTAATAAAA ATAAGGAATA GAGTTGCACT CAATAGATTC 421500 
GGGCTTTATA ATTGCCCAGA TTTTTATTTA TAACAAAGGG TTCCAAATGA AAAAATTTAA 421560 
TCAATCTCTA TTAGCAACAG CAATGTTGTT GGCTGCAGGT GGTGCAAATG CGGCGGCTTT 421620 
CCAATTGGCG GAAGTTTCTA CTTCTGGGCT TGGTCGTGCC TATGCAGGTG AAGCGGCGAT 421680 
TGCAGATAAT GCTTCTGTCG TGGCAACTAA CCCAGCTTTG ATGAGTTTAT TTAAAACGGC 421740 
ACAGTTTTCC ACGGGTGGCG TTTATGTTGA TTCTAGAATT AATATGAATG GTGATGTAAC 421800 
TTCTCATGCT ACAATAATAA CATCAAGTAG TGGAATTAAA GCAATAGAGG GCGGCTCAGC 421860 
TTCAGCGCGT AATGTTGTTC CTGGTGCTTT TGTGCCAAAT CTTTATTTCG TTGCACCAGT 421920 
GAATGATAAA TTCGCGCTGG GTGCAGGAAT GAATGTCAAT TTCGGTCTAA AAAGTGAATA 421980 
TGACGATAGT TATGATGCTG GTATATTTGG TGGAAAAACT GACTTGAGTG CTATCAACTT 422040 
AAATTTAAGT GGTGCTTATC GAGTAACAGA AGGCTTGAGC CTAGGTTTAG GGGTAAATGC 422100 
AGTTTATGCT AAAGCCCAAG TTGAACGGAA TGCTGGTATT ATTGCGGATA GTGTTAAGGA 422160 
TAACCAAGTA AAAACTGCAC TCACAGTACA GCAAGAACCA CTCAAATTTC TTGATAAGTA 422220 
TTTGCCCTCT AAAGACACAT CTGTTGTGTC ATTACAAGAT AGAGCAGCTT GGGGCTTTGG 422280 
CTGGAATGCA GGTGTAATGT ATCAATTTAA TGAAGCTAAC AGAATTGGTT TAGCCTATCA 422340 
TTCTAAAGTG GACATTGATT TTnCTGACCG CACTGCCACT AGTGTAGAAG CAAATGTTAT 422400 
CAAGGCAGGT AAAAAAGGTG ATTTAACCCT TACATTGCCA GATTACTTAG AACTTTCTGG 422460 
TTTCCATCAA TTAACTGACA AACTTGCTGT GCATTATAGT TATAAATATA CCCATTGGAG 422520 
TCGTTTAACA AAATTAAACG CTAGCTTCGA AGATGGTAAA AAAGCTTTTG ATAAAGAATT 422580 
ACAATACAGT AATAACTCTC GTGTTGCATT AGGGGCAAGT TATAATCTTG ATGAAAAATT 422640 
GACCTTACGT GCGGGTATTG CTTACGATCA GGCTGCATCT CGTCATCAGC GTAGTGCTGC 422700 
AATTCCAGAT ACCGATCGCA CTTGGTATAG TTTAGGGGCA ACCTATAAAT TCACGCCGAA 422760 
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TTTATCTGTT GATCTTGGCT ATGCTTACTT AAAAGGCAAA AAAGTTCACT TTAAAGAAGT 422820 
AAAAACAATA GGTGACGAAC GTTCACTTAC ATTGAATACA ACTGCAAATT ATACTTCTCA 422880 
AGCACATGCA AATCTTTACG GTTTAAACTT AAATTATAGT TTCTAATCCG TTAAAAAATT 422940 
TAGCATAATA AAGCACACTT CCACACCAAG TGTGCTTTTC TTTTTATAAA ACAAGGCGAA 423000 
AAATGACCGC ACTTTATTAC ACTTATTACC CCTCGCCAGT CGGACGGCTT TTGATTTTAT 423060 
CTGACGGCGA GAGCATTACA CATATTGATT TTGAAAAAGA GCAATATGCG CCTAATCCAA 423120 
AATGGCACAA GCAAGATGAA TTGCCTGTTT TTCAAAAAGT GCGGTTAGCT TTTGAACGAT 423180 
ATTTTAATGG CGAAGTTGAG TGTTTTTCAA ACATTCCCTT AAAACCAGAA GGCACCGCAT 423240 
TTCAACAAGC CATTTGGCAA GCCTTGCGAG AAATTGATTA TGGCGAGCTT TCAACTTATG 423300 
GAGAGCTGGC GTTACGGATT AATAATCCTA AAGCTGTTCG TGCCGTGGGA GGCGCGGTAG 423360 
GGAGTAATCC GATTAGTATT ATTATTCCTT GTCACCGCAT TTTAGGCAAA GATCGTACTT 423420 
TAACTGGTTT TGGTGGTGGC TTAGAGGCAA AAC GTTTTTT ATTGCAGTTA GAGAAAATTC 423480 
CCTATATTGA TAAAGGCACT GAAAACACGA AGCCTCGCTT TTTTAAGAAA TATCACGAAT 423S40 
GATTCCACAA ACCCTTGAAC AATTACTTTC CCAAGCGCAA TCAATCGCTG GCTTAACTTT 423600 
TGGGGAGTTA GCTGATGAAC TGCATATTCC TGTCCCGATT GATTTAAAAC GTGATAAAGG 423660 
CTGGGTGGGG ATGTTATTAG AGCGCGCTTT AGGCGCAACG GCAGGGAGTA AAGCTGAACA 423720 
GGATTTTTCT CATTTAGGTG TTGAACTTAA AACATTGCCG ATTAATGCGG AGGGTTATCC 423780 
TCTTGAAACC ACCTTTGTGA GCCTTGCCCC GTTGGTACAA AATTCAGGGG TTAAATGGGA 423840 
AAATTCCCAC GTTCGTCATA AACTTTCTTG TGTACTTTGG ATGCCCATTG AAGGCAGCCG 423900 
CCATATTCCA TTACGTGAAC GCCATATCGG CGCGCCAATT TTCTGGAAGC CAACCGCTGA 423960 
GCAAGAACGT CAATTAAAAC AAGATTGGGA AGAATTGATG GATTTAATTG TACTTGGCAA 424020 
ATTAGATCAA ATTACCGCTC GAATTGGTGA AGTTATGCAA CTTCGCCCAA AGGGTGCAAA 424080 
TAGTCGCGCT GTGACAAAAG GCATAGGAAA AAATGGCGAA ATTATAGATA CCTTGCCTTT 42414 0 
AGGTTTTTAT CTAAGAAAAG AATTCACCGC TCAAATTCTG AACGCATTTT TAGAAACAAA 424200 
GTCGCTTTAA CTTGATTTTA AAACACGAAA AAAACCGACC GCACTTTTTA GCTCGTTGCC 424260 
ATAAAAAATT AAGGGGATTC GATTTCGTTC CCAAGGTGGC ACGCCTAATT CTTGCCAGAT 424320 
rTTTTTTATA TCTTCTCTTG GGCGTTTCGG ATAATGTTTC ACTTTGCCCG AATAGCCAAA 424380 
ACGAATAGAA ATAGGCAAGT TC GTTTTTT C CAGCGTAACA GAGTAATCCT GCCAGTAGAA 424440 
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AATCAGATTA TGTTCATTTT CTTGAACTGT GAGATTGCCT AAATCATCGG GTAAATTTAG 42450 0 
CGTATTTTGT TCTAATTTTA GGGTGCATTT GGTTAGATCA GAAAACGGCT TAGTTAAATA 424560 
TAAACTATCT TGATAACGTC GAATAACTTT ATTTACAAGC TGAAATTGAG GATTTGCCTC 424620 
TTCTTTTGCA AAAATGACAT CATTAATAAG CTGTGTAAGC TGGCGTTTAC TTGGCATTTC 424680 
AAGCTGGTTT TCGGCAAGCC ACATACGCAA AAGTGCGGTC TGTTTTGCGA GAGAATATTG 424740 
GCGGAACTGG CACAGTTTAA ATTGGTTTTT AATTTGACAA TGTTCTGTAA AAATTTCGCT 424800 
CAATAAATCA TTAATTAGCT GTTGTTGCTC AAAACAATGT TGTGCTGAAC GTTGCACGGC 424860 
TAAATCAAAA TGAGCCCAGC GTTCACGTAA TTCTGGCAAA ATTTCATTGC GTAAGAAATT 424920 
ACGATCGTAT CGATTATCTT CATTACTTTC GTCTGTAATC CAGTTGAGTT TTTCTTTTTG 424980 
CGCGTAATTT TCTAACTGGG TGCGAGTAAA GCCTAACAAA GGGCGTAAAA TTGGCATGCC 425040 
GAATAATACA CTTTGTTGTT GCATTGCGCC TAAGCCTTTT AGCCCACTGC CACGTTTTAG 425100 
GGCTAAGAAA AAGGTTTCAG TTTGATCGTT TAGATGATGC GCTGTGACCA GCATTTCTTG 425160 
TGTTTGAAGA TATTTTTTGA TGGCTTGATA GCGTGCTTCA CGTGCGCCAG CCTCAATACC 425220 
ATTAGTTTTA TCTACTTGTA CTCGCTCAAT AATCAATGGA ATTTGAAATT GATCGCATAA 425280 
GTCTTGACAA TGTTTAGCCC AACTGTCGGC ATTGGGGCTT AATCCGTGAT GAATATGGAT 425340 
TGCTCGTATT GATAAAGGCG GTAAGTGCGG TTGTTTTTGA CAAAGTTTTG CAAATAAAGA 425400 
AAGAAGTACA GTGGAATCTA AACCACCACT CAAGGCAATA AGAAATGCTT GAGCGGTGGC 425460 
TTTTTGGAGT TGTTTTTCAA TGTCTGAAAG TAAATCCATT AGGCAACTTT TTCAGCTTTA 425520 
TAATTGCTGC TTGGATTAAG AATTTCAAAA CGTGCAGCAA TCGTTTGTAA TTCGTAAGAA 4255B0 
CCCAGTTCAA AGGTGGTTTT CATTACGCCT GCCACTTCAT TATTCATTGC TTCAAAAGCT 425640 
TCAACATCAG ATTTTCCATT GAGCAAATTC GCTAAGAATG TACCTGCGAT TAAATCGCCC 425700 
ACGCCCACTG GTTCAAAGTT GAATTGATAA AGTGGACGGC TTAAATGCCA AACACCCTCT 425760 
GGGGTTGCCA TAATAATTTC AAATGTATCA GGATCGTTGA TTTTACCCGC ACTGCCTAAA 425820 
TGTTTAACGA GAACTTTCTT CACGCCTTTT GCAATCAACG CATTCACTGC TTTTAATACA 425880 
TCGTCAAAGG TATTAATTGG GAATTCGGTT AGCTGACGCA ATTCGTGTAA GTTTGGCGTC 42594 0 
ATAATATCCG CCACTGGAAT GGCTTTTTCA ATAAGTGCTT CGCGAACGCC ATTGGCAACT 426000 
ACGCAGATTT TTTTCGGATG TGGCATTACA GGGTCGCATA AATAAAGCGC ATTGGGATTA 426060 
CGCAGTTTGA TTTGTTCTAA GGCAAAAAGA ATTTGATCGA CTTGTTCCGC AGATCCTAAG 426120 
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TAACCTGATA GTAAGGCATC ACATTCTTGT AGTTTTTCAA TATTATCAAG TCCAGTTACA 426180 
ATTTCTCGGA TTTGTTCTTG TGGAATGACC ATACCTGTCC ATTTTCCGTA TTGTGTGTGA 426240 
TTAGAAAATT GAACGGTATT TAATGCCCAT ACATCTACGC CTAACAACTG CATTGGAAAA 426300 
GTCGCGGATT TGTTACCTGC AAAACCATAG ACTACGTGGG ATTGGATCGA AAGTACGTTT 426360 
TTCATTATAT TTTCTCCTTT GTTGTATATT TAGATCAAAA AAGAGCGGTA AAAATCACCG 426420 
CTCTTTTAGA ATGTTAGTTA GCAATAACCG TAAGACATTA AACGTTCATA GCGTCTATTT 426480 
AATAATTCTT CTTTGCTTAG TTCATCGAGT TCAGCTAAAT CTTCTTTTAA ACGAAGTTTT 426540 
AAGTTTTCAG CTATTTCTAG ATAACTACGA TGTGCACCAC CTAAAGGTTC TTGCACAATG 426600 
CTGTCGATGA GATTTAATTC TTTTAAACGG CTTGCGGTTA ATCCCATTAC TTCTGCTGCT 426660 
GTTGATGCCT TTTCCGCACT TTTCCAAAGA ATAGAAGCGC AGCCTTCAGG CGAGATCACT 426720 
GAATAAGTGG AATACTGCAA CATATTAACT TTATCGCCCA CGCCAATAGC TAACGCACCG 426780 
CCCGAACCGC CTTCGCCGAT AACGGTACAA ATAACAGGAA CGGTAAGCTG TGCCATTTCG 426840 
CGTAAGTTGC GAGCGATAGC TTCCGCTTGA CCACGTTCTT CTGCGCCGAT ACCAGGATAA 426900 
GCTCCTGGTG TGTCAATAAA TGTGATAATT GGCAATTTAA AACGTTCAGC CATTTCCATT 426960 
AAACGTAACG CTTTACGATA GCCTTCAGGT GCTGGCATAC CAAAATTGCG TTGTACTTTT 427020 
TCTTTTACAG AACGACCTTT TTGATGACCG ATAACCATCA CTGGACGACC ATCTAAACGC 427080 
GCCAAGCCAC CAACAATCGC TTTATCATCA GCAAAAGCGC GATCCCCTGC AAGTTCTTCA 427140 
AATTCCGTAA AAATATGTTC GATATAATCT AATGTATAGG GGCGGTTTGG ATGACGCGCC 427200 
ATACGTGAAA CTTGCCAAGC ATCGAGGTTG GCAAAGGTTT TTTTAGTGAG TTCGTTACTT 427260 
TTCTTTTGTA AGCGTTTGAT TTCATCAGTT AAATCAACTT TATCATCTGA TGCTGCTCGT 427320 
AATGCTTCAA TTTTTGCTTC TAATTCAGCA ATCGGCAATT CAAAATCTAA ATATTCTTGG 427380 
TTCATTTTGT TATCCTAAAA AGACCGTAAA AATCGACCGC ACTTTATCAA GGAATTAAAC 42744 0 
TGTGGCGCAA ATGGTTTTCA CTGGTTGGGC AAGCTTATAA TCGCTCTCTT TTAAAGAGCG 427500 
ATAAGACAAA TAAAAACGCG GAACAAATCA CAACAGAAGG CCCAGCAGCA GTATCATAAA 427560 
AGGCTGATAA GATTAGTCCA CCTATAATCG ATAACATACT CATAATAATC GCCCAGCCCA 427620 
CCATAGATTC TGGTGTTCTT GCAAAGCGAC GAGCGGTTGC CGCAGGGATT ATTAATAAGG 427680 
ATGTGATAAT TAATGCACCG ACAAATTTCA TACTCAAGGC AATAGTCAAT GCGGTTAATA 427740 
TCATTAAAAT AAAACGCATT TTTTTGATAT TAATACCTTC AACTTGCGCG AGTTCTGGCG 427800 
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ATACGGTGGT GGAAAGTAAG GATTGCCAAA AGTAAATTAA TGTTGAAAGC ACAATTATCA 427860 

CGCCAATGCC GATATAAATT AAATCCGTAT AATTAATCGC GAGTAAATCC CCAAATAAAT 427920 

AATTCATTAA ATCTACCCGT ACATTCCGTA ATAATCCTAC TGTCACAACC CCGAGAGATA 427980 

AACAGCTATG GGCGATAATA CCGAGCAAGG TATCAATAGA AAATTGCGTA TTGCTTTCTA 428040 

ACCACACCAT TGCGATAGCA AGAATTAAGG TAAGCACCAC AATCGCAATG TAAGGATTGA 428100 

CTTGTAAGAA AAT AC CT AAT GCTACACCGA GCAAGGCAGA ATGAGAAAGG GTGTCGCCAA 428160 

AATAAGCCAT TTTACGCCAC ACCACAAATA CGCCAAGTGG CGCGGTAATA AGCGAAAGCA 428220 

CAATGCCTGT TAAAAGGGCA GGAAATAAAA TTTCAAACAT TATTTATCCT TATTTTGACA 428280 

ATGGACTGCT GATGAATTAC AACCGCACAC ATCTCCGTGT AAAGTGTGAT GATGATTGTG 428340 

ATGATGGGTA TAAAAGCCGA CATTTTGTGC GATCTGATTT CCCCATAAAC GCATAAATGT 428400 

TGGATCATTT GAGAGAACAT CAGGCGTACC TGCACAACAA ATATGTTGGT TAATACACAA 428460 

TACTTCTTTA CTATCCGCCA TCACAATGTG TAAATCGTGT GATACCATCA ATACAGCACA 428520 

ATTTAATTTT TGTTGGGTCT GATGAATGAG CTGATAAAGT TCTGCCTGAC CAGTAATATC 428580 

TACGCCTTGA GTGGGTTCAT CTAGCACAAG TAAATTTGGT TTATTTAAAA TTGCACGCGC 428640 

CAATAATACG CGTTGCATTT CGCCACCAGA TAGTTTTTGC ATATTATTTT TGCGTAAATG 428700 

TGAAATTGAA AGTTGCTCAA GTGCGGTGGA AATTTCTTGT GTTTTAATGC CTTTTTTTAG 428760 

CGAAAGAAAT CGCTCAACCG TAATAGGCAA ACTATGATCC AAATGGATTT TTTGTGGCAC 428820 

ATAGCCAATG CGAACATTTT TACTGTAAAT GACCTCGCCA GAAGTGGGCG TTTGTAGTTT 428880 

TAATAAGGTT TTTAATAACG TAGATTTGCC ACCACCATTT GGCCCAACAA TAGTGATAAT 42894 0 

AGAATTGGGA TAGATATTTA AATTAATATC TTGCAGAGCG GTTTTTTGTG CGAAAACCAC 429000 

ATTGATATTT TTTAATTGAA TGAGCGGTTG TTGGTTTTGC TCGTTGCGAA TGGCTGTGAT 429060 

ATTCATAAAA TCGCCGTGTT TTCAACAATG GTTGGGGAAA ATAACGCATT TTTATAGAAT 429120 

TCTCAAGATT TTCTCTCTTA TGTCGAATAT TTAAGCGTTT GAATAATGCT TTTTCCATAG 429180 

GAATGAATTT TCTTTATAAT CTGTAGTCTG AATGCTGAAA ACTTTTTTAT TTTAGGGATG 429240 

CCAGTGCAAC ACGTAAAATT AGCTCGAGAT AGACGAAAAA AACGCGCATA TATAAAAGTA 429300 

GGCGTGTTTT TTGTTGCTAT TTTGCTTATT TTGACAGGCA TTTTACTGAC AATAAAAAGC 429360 

AAACCTGAAG AAAACTCCAT ATTTTCCACC TTTGACAGTG GGGAATATCA CGAGTTAAAT 429420 

ACATCGCCAA ATGAAAATTC CACCGCACTT CAACCTGATG AAAACGCCAC CTCTTATGAT 429480 
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GATGAGCTAC AAGCAAAAGA TGACGAAGTT GATGAAGTAA AACTATCTTC AGATGATCTC 429540 
GATACTTTAC CTCAACACGC ACAAGACGCA CTCAATGGTT TATTAGACGC AGCCGATCAA 429600 
GCCATAAGAA TTACTGATCA ATTTAGCTAT ACGGTAACCG AAGGGGATAC GTTAAAAGAT 429660 
GTTTTAGTTT TGTCAGGTTT AGATGATTCA TCAGTACAAC 3ATTGATTGC GCTTGATCCC 429720 
GAATTAGCCC ACTTAAAAGC AGGTCAGCAA TTTTACTGGA TTTTAGATAA AAATGATAAC 429780 
TTGGAATATT TAAATTGGCT GGTTTCTGAA AAAGAAGAAC 3TATTTATGA ACGTCTCGAA 429840 
GATGGGAAAT TTAAACGCCA AGTTATTGAA AAGAAAAGTA 7TTGGCGAAA AGAAGTATTA 429900 
AAAGGCGAGA TTCAAAATTC TTTAAATAGT AGTTTAAGAG AAAAAGGTCT TGATACGCGT 4299S0 
CAAATTAGCC AACTTAGTAA CGCCTTACAA TGGCAAGTGA 3TTTGAGAAA ACTAAAAAAA 430020 
GGAACTCAAT TTGCCATTTT AGTTTCTCGT GAATATTTAG GCGATAAACT TACTGGTCAA 430080 
GGTAATGTTG AGGCGTTACG TATTTCATCT GGTGGTAAGA ATTATTATGC TGTGCAAGCT 430140 
GCAAATGGTC GTTATTATAA TCAGCAAGGA GAAACCTTAG 3CAAAGGTTT TGCTCGTTAT 430200 
CCATTGCAAC GCCAAGCACG CGTATCCTCC CCTTTTAATC CAAATCGTCG TCATCCAGTA 430260 
ACAGGACGTA TTCGTCCGCA TAAAGGTGTG GATTTCTCCG TTTCTCAAGG CACACCAGTT 430320 
ATTGCACCAG CAGATGGCAC AGTTGAAAAA GTCGCTTATC AGGCTGGCGG TGCAGGACGT 430380 
TATGTTATGT TACGTCACGG GCGTGAATAT CAAACTGTTT ATATGCATTT GAGCAAATCC 430440 
CTAGTAAAAG CAGGGCAAAC AGTTAAAAAA GGCGAACGTA TTGCACTTTC TGGTAACACG 430500 
GGGATTTCTA CGGGGCCGCA TTTACATTAT GAATTTCATA TTAACGGTCG AGCAGTGAAT 430560 
CCTCTTACTG TTAAATTACC CGGTACTAGC AGTGGTATGA CTTCAGCTGA ACGGAAACAA 430620 
TTCCTTGTTC GTGTTCGTGA AGCAGAAAGA ATGTTAAAAC CTTAGCGATA TAAAGTGCGG 430680 
TCAAAAATGG TCGCATTTTT ACCTTATGTA AAATAATATT TACACTTTGT TGTAAAGAAA 430740 
TTATCATAGC CATATCTTAA TTATCTCCAT TCCCTGAATA 73ACGATTTC TAAATTTAAT 430800 
CCTCAAAAAC CTTTCGAGTG TTTTATTGTA CAAAGTGAAG C3ATGAAAAG TGCGGTAGAA 4308G0 
AACGCGAAAC GTTTTGCTAT GTTTGATGCG CCTTTGTTAA TTCAAGGCGA AACGGGGAGT 430920 
GGAAAAGATT TGTTAGCGAA AGCCTGCCAT TATCAGAGTT T3C3TCGCGA TAAAAAATTT 430980 
ATCGCAGTAA ACTGTGCGGG TTTGCCTGAT GAAGATGCGG AAA3TGAAAT GTTTGGTCGA 431040 
AAAGTCGGAG ACAGTGAAAC CATTGGTTTT TTTGAATACG 3TAATAAAGG GACAGTTTTA 431100 
CTCGATGGCA TTGCCGAACT TTCATTAAGT TTACAGGCTA AATTATTGCG TTTTTTAACG 431160 
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GATGGATCTT TCCGTCGAGT AGGCGAAGAA AAAGAGCATT ATGCAAATGT GCGCGTGATT 431220 
TGCACATCAC AGGTTCCACT TCATTTGCTT GTTGAGCAAG 3TAAAGTACG TGCTGATTTG 431280 
TTTCATCGCT TAAATGTTCT CAC7ATTAAT GTGCCTGCAT TACGAGATCG CATGGCTGAT 431340 
ATTGAGCCAC TGGCACAAGG TTTTTTACAG GAAATCAGTG AAGAATTAAA AATTGCAAAA 431400 
CCAACTTTCG ATAAAGATTT TCTTCTTTAT TTGCAGAAAT ATGATTGGAA AGGGAATGTT 431460 
CGAGAGCTTT ATAACACTCT TTATC3CGCT TGTTCGTTAG 7ACAAGATAA TCATTTAACT 431520 
ATCGAAAGTT TAAATCTTGC TCTGCCACAA AGTGCGGTGA TTTCTTTGGA TGAATTTGAA 431580 
AATAAAACCT TAGATGAAAT TATTGGTTTC TATGAAGCAC AAGTCCTAAA ATTATTTTAT 431640 
GCAGAATATC CAAGCACGAG AAAATTGGCT CAACGTTTAG GCGTCTCCCA TACTGCCATT 431700 
GCGAATAAAT TGAAACAATA TGGAATTGGA AAGTAGTTTT CACATTTGAG ATGAAAAAAA 431760 
GTGCGGTTGA AATTTCCTGA GAATTTTCAA CCGCACTTAA TAAATATTGA TTACCCATTA 431820 
ATGGTATTGT GATTACTCTG CTTGAGTTTC CACGTTTTCA ACTGCTTCTG TTGGAGCAGT 431880 
ATGATGATTG TTATTGTGAT GGGAAACTGA ACGAGCAGGC ACAACGGTTG AAATTGCGTG 431940 
TTTATATACC ATTTGATTCA CGGTGTTTTT TAATAAAATC ACGAATTGAT CGAATGATTC 432000 
AATTTGACCT TGAAGTTTGA TTCCGTTTAC AAGGTAGATT GATACAGGAA TGCGTTCACG 432060 
ACGAAGCGCA TTTAAATAAG GwTCTTGTAA AGATTGTCCT TTTGCCATTT TGCTATCCTT 432120 
TGTTGTCGTT ATTATGAAAT TTGTTGATAG AAACGAGTTG TGTCCGTGTG TAAGTGTAGC 432180 
AATAAACAGA AATATTGTCT ATTTGCTTTC CCGCAACTTT TGCAAAATTG CTTTCATTTG 432240 
ATGATCTAGT GACGCATTGA AACGTAGTGT TTCGCCATTT TTAGGGTGTT CAAACCGAAT 432300 
TGAAAAAGCG TGCAAAAACA AACGATTCAA TCCTAATTCA TTCATTTGTT TATCAAAATC 432360 
TTTATCGCCG TATTTATCAT CTAATGCAAT AGGATGCCCA GCATATTGTG TATGCACACG 432420 
GATTTGATGG GTTCGCCCTG TGACTGGTGA AGCCTTCACA AGCGTAGCAT TTATATAGCG 432480 
TTCTTCAATG CTGAAGCGGG TTTCAGATGG TTTTCCTTGC TC3CTGACAC GCACAATGCG 432540 
CTCTCCGCTA GATAATTCAT TTTTCAAAAG AGAGGCTTGA ATAACTTTTA TATGGGATTG 432600 
CCATTGCCCA CGTACTAACG CTAAATAATC TTTTTGAACG 3TTTTGACGC GAAGTTGTTC 432660 
GTGCAAATTG CGTAATGCTG AACGTTTTTT GGCAATTAAT AAAATGCCTG ATGTATCGCG 432720 
ATCTAAACGA TGAACCAGTT CTAAAAAGCG TGCTTCTGGG C3TAATGCTC GTAAGGCTTC 432780 
AATCACACCA AAATTTAAAC CACTCCCGCC ATGCACCGCG ATTCCTGAGG GTTTATTTAA 432840 
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AATAATCAAG CAATCATCTT CAAACAAAAT TTGGTTTTCA AGTGCGGCAA CTTTATTGAG 



432900 



ATTTTTTGAA ATCGGCGCAT CATTTTTTTC AGCCACACGC ACTGGCGGAA TGCGTACAAC 432 960 

ATCGCCTGTT TGCAGTTTAT ATTCTGGTTT AATTCTGCCT 77GTTTACTC GCACTTCGCC 433020 

TTTACGCACA ATGCGATAAA TTAAACTT77 GGGTACACCT TTGAGTTTTG CTAATAAATA 433 080 

ATTATCAATT CGTTGCCCAC TTTCATC77C ACTAATTGTC AGCATTTTTA CGGATGAATT 4 33140 

AATGATTTTT TCATTTTGTT TTGTCATTTT TTTTCCTTTT GAAAATCGCT GCAAATCATA 433200 

TCATAAAGGC ACTATAAACG TAATATGAAC GTCACTCTAT GAACGCAAAT TCGCCTTGCT 433260 

AATTAATCGT TTTCTATGGA TAATAGAGCC TCTTTTTGCG CCTAAGAATT TGCGTAAAAA 43 3320 

AGGATAAGTT TTGTTGGTGA AAACTCAATG CAGCAATTGG CATAAGACAT TGATAATCAA 433380 

CATTTTTCTT AAAATAAATC AGCCGTTTGC AACGCGTGCG GAATATCGCG TTGTTTTATC 433440 

AAGCAAATAT TTATGCTTAA TAACGTTATC AATGCACCCA GCAACATACA GTCGTGAGAT 433500 

TGACTGGCGC GAGAAACACG AGGTCGATAA TGAAGCAAAG TGCGGTTTAT TTTGAGGTTT 433560 

TTTAAATATT TAATAAGAGA ATTGACAATG AAAAGAATGT 7AATCAATGC GACTCAAAAA 4 3362 0 

GAAGAGTTGC GTGTTGCGCT TGTCGATGGA CAACGCCTTT TTGACTTGGA CATTGAAAGT 43368 0 

CCGGGACACG AACAAAAAAA AGCGAATATC TACAAAGGAA AAATTACTCG CGTTGAGCCA 433740 

AGCTTAGAAG CGG CTTTT GT AGATTATGGT GCAGAACGTC ACGGTTTTTT ACCTTTAAAA 433800 

GAAATTGCCC GTGAATATTT TCCCGATGAT TATGTTTTCC AAGGTCGTCC GAATATACGC 43 3860 

GATATTTTGG TTGAAGGACA GGAAGTTATC GTTCAAGTTA ATAAAGAAGA AAGAGGAAAC 43 3920 

AAAGGTGCAG CCTTAACTAC TTTTGTTTCT CTTGCTGGCA 377ATTTGGT ACTTATGCCG 43 3980 

AATAATCCAC GGGCAGGAGG AATTTCTCGC CGTATTGAAG GCGATGAACG TACTGAACTA 434040 

AAAGAAGCAT TAAGTTCATT AGATGTGCcT GACGGTGTAG 3777AATCGT CCGTACTGCT 434100 

GGTGTGGGAA AATCGCCAGA aGAATTACAA TGGGATTTAA AAGTATTATT ACATCATTGG 434160 

GAAGCGATCA AACAAGCTTC ACAAAGCCGT CCAGCTCCAT 7C77AATTCA TCAAGAAAGC 43422 0 

GATGTGATTG TACGTGCTAT TCGTGATTAT TTGCGTCGTG A7A7TGGCGA GATCCTTATT 434280 

GATAGCCCAA AAATTTTTGA GAAAGCGAAA GAACATATCA AAC7TGTGCG TCCTGATTTC 434340 

ATCAATCGCG TGAAACTTTA TCAAGGCGAA GTGCCACTTT 7CA3CCACTA TCAAATTGAA 434400 

TCTCAAATTG AATCCGCATT CCAACGTGAA GTACGTTTAC C77CTGGCGG TTCAATCGTT 434460 

ATTGATGTAA CTGAAGCATT AACCGCCATT GATATTAACT CCGCACGTTC TACTCGTGGT 434520 
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GGCGATATTG AAGAAACCGC ATTAAATACC AACCTTGAAG CGGCAGATGA AATCGCGCGT 43458 0 

CAATTACGCT TACGTGACTT AGGTGGA7TA GTTGTCATTG ATTTCATTGA TATGACACCA 434640 

ATTCGCCATC AACGTGAAGT AGAAAATCGT ATTCGTGATG CGGTTCGTCC AGATCGTGCC 434700 

CGTATTCAAA TTAGCCGAAT TTCTCGTTTT GGTTTGTTAG AAATGTCACG TCAGCGTTTA 434760 

AGCCCATCAT TGGGCGAATC TTCGCACCAT ATTTGCCCTC 3TTGTCAAGG AACAGGCAAA 434820 

GTGCGTGATA ATGAATCTCT TTCTTTATCT ATTTTGCGTT TGCTGGAAGA AGAAGCATTA 434880 

AAAGAAAACA CCAAGCAAGT G CAT AC CAT T GTGCCAGTAC AAATTGCCTC TTATCTTCTT 434940 

AACGAAAAAC GCAAAGCAAT CAGTAATATT GAAAAGCGTC ATAATGTCGA TATTATTGTT 435000 

GCCCCAAATG AAGCAATGGA AACACCGCAC TTTAGTGTTT TCCGTTTACG TGATGGCGAA 435060 

GAAGTAAATG AATTAAGCTA TAACTTAGCG AAAATTCACT GCGCTCAAGA TGAAAATACT 435120 

GAAGAATCAC TGCTTTCTCG TAATGTGGAA ACAACAGCTG TTATTGAACA ACCAGCGGTT 435180 

GAAAGTGCAG TAGTTGCACT TTCTATTTCA GAAGCAGCCC CAACGCCAGT TGAGCGTAAA 435240 

TCAAATGAAC CCTCTTTGTT AGCTAAAATT ATTGCGAAAA TTAAAGGTTT ATTTGCGACT 435300 

AAATCTGAAG AAAACAAACC GAAAAATAAC CGCACTTCGC GCAATCCTAA TCGTAATCAA 435360 

CGCCGTTCAC AGGATCGTCG TTCTTCTCGT CGTCCACGTT C7GAAAATAA CGAAACAGAA 435420 

AGAACCGAAG AACAGGTTCG TAATGTCCGT GAGCGTAATC AACGCCGTCC GCGCCGTAAC 435480 

TTAGTGGAAG AAAGTATCGC TGAAAGTGCG GTAAATTCTA CACCTGTTTT TGAGGCTAAA 435540 

GAAGAAAGAA CTGAGCCTGT AACTCAACGC CGCCAACGCC GTGATTTACG TAAACGCGTG 435600 

CGCGTTGAAG ATAATGAAAC AGTTGTTGAA AATAACTTCA 3CACGACTGA AAAAATGCCA 4 35660 

GAAGTGGATG TAATTACGGT TCAAAATAAT GATGAAAAAC CCGTTCATCA GAACCAACGT 435720 

TCTGAACGTC AAGAGCGTCA GCGTCGTACT CCACGTCATT TACGTGCAGC GAATAATCAG 435780 

CGTCGTCGCC GTGATCAAGA GCCAAAATCG CCAATGCCAT TATTTGCTGC GGTGGTTTCG 4 3 584 0 

CCTGAATTGG CAAGTGGCAA GGCTTGGATT GATTATTCAA C3GTAAATCT GCCAAAAGAA 435900 

AATCATTTCT TATCTGTGGA TGAATTGCTT GAGCAAGAGA AAAC7AAAAA AGGGTTTATC 435960 

ACGCCAGCAA TGGGAATTGT TGTTGAAGAA AAATCCCCTG .VTGTAAAACC TGCATTAGAT 436020 

TTTATTACTC AACCAGCTAA TGAATCGGTA CAGAAAAAAG TACAAGAATC TTTAGACCGT 436080 

TTAAGTTCAT ATAAACCTCA AGAAGTTGTT GAATCTATTG ATCCTGCAAT TAATGTAGAT 436140 

GAACCTGAAA CGCTCGAGAA AGTATCAAAA TTTGTCCGCA CTTATGAATT TAATGGACGT 436200 
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TTAGGTACAA TTTCTTCAGT ACCCCATACA AAAGCGGAGA 7GACTTTAGC GAAAGCAAAT 436260 
GATGAAATGC CAGAGGATTT CCCAATTAGG GCTTGGCAGG ATTCTCGTTA TTATTTCTAT 436320 
GGAAAAGGCG CGGCAGGACA TCATTGTGCA ATTAGCCACG TTTATTCTGA ACCAACCCGC 436380 
ACAAAATCAG AATAATCAAA AATAAAAATA. GAATTGACGT AACCAACATT ACGTCAATTC 43 644 0 
TTTTTATTTT ATAAATACAG TTTGATTGAA AGCATAAAAA ACCAATCAGT CAAATTTTGC 436500 
TGTTATTTTA TGCTTTAATT AAAACATTTT TACTTATATT ATAGAACAGA GTAAGTTGGG 436560 
CATGTTGCTA CCAGCGGTTA CACAAAAGAT GAATTTACAA CAAAACTTAC ATTTAAGACT 436620 
AACAATATGC CAATAGGCGG AGATG7GAAG GCGGATCAGG AAACATCAGG TTCTAGAAGC 4 36680 
ATAAAACGCA TTGGCTTTGG TTTTATTGGT GGTATTGGCT ATGACATTAC ACCGAATATT 4 36740 
ACCTTAGACT TAGGTTATCG TTATAACGAT TGGGGACGTT TAGAAAACGT GCGTTTTAAA 436800 
ACTCATGAAG CCTCTTTCGG AGTGCGTTAC CGCTTTTAAT TAAACAAATT TAGTTTTCTA 436860 
TTTAAGCGGT CAAATTCTTC TCATTATTTG CAAAATGAGG 3AAAAATTTG ACCGCTTGTT 436920 
TTTTCTTGAA AAGAAGCGTA AACTTCTTTC GACTTTTAGT C3GGGTGCCG AAAGGCTGAG 436980 
ATGATACCCG TGAACCTGAA ACAGTTAGCA CTGACGTAGG AAACTAATAT GCCACATATT 4 37040 
CAACCTTTCT CTATCACGAT TTTATCCTGT TTATTTTCCC AATTTTCTAC ATTTTATTAC 437100 
ACCTGCTAAT TGCTCACAGT GAATAGCGGG CATTTTTGTT TATTTTATAT TCAACACAAG 437160 
GAATGCTTAT GCAATCAATT TATCTCTCCA AAATCCGTGA GCAGAATCCG CTCATTCATA 43 7220 
ACATTACCAA TATTGTAGCA GCGAATTTTA GTGCCAATGG CTTGTTGGCA TTAGGAGCCT 43 7280 
CGCCTTTGAT GTCGGCGAAT GTTGAAGAAA TGCAGGAAGT A GCG AAAATC AGTCAAGCAT 437340 
TGGTCATTAA TATTGGTACG CTGATTGGTA AAGATCGGGA GGCGATGTTG CAGGCAGGAA 437400 
AAACAGCAAA TGAGGTTGGA ATTCCTGTAG TGTTAGATCC T3TTGGTGTG GGGGCGACCA 437460 
GTTATCGCCG TGAGACCATT CGTGAGCTTT TAGCCGAGGT AAAATTCGCA CTTATTCGTG 437520 
GTAATGCAGG TGAACTGGCT GCCATTGCAG GCGAGACGTG GCAGGCAAAA GGTGTAGATG 437580 
CAGGGCAAGG CGAAGTGGAT TTAAAAGCCG TTGCCGAGAA A3TGGCTCAA CGCTATGGCT 437640 
GTACGGTGTT GATTAGCGGG GCGGTGGATA TTGTCAGCGA 7GGCACACAA ACTGCGACCG 437700 
TTCACAACGG CACGTCATTG TTCCCGAAAG TTACGGCTTC GGGCTGTTTA TTGAGTGCTG 4 37760 
TGTGTGCGGC ATTTTTAGCA GTAAGTGAAG GGAATTATTT TTCTGCGACA TTAGAAGCCT 437820 
GTGTAGCATA CACCATTGCA GGCGAGTGTG CGGCGCAAGG ZTTAACCACA CAAGTGGGAC 437880 
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AGTTCCAAAT CCGTTTGTTG GACGAGCTTG CTGCCCTTTC 



CCCTGAAACC ATTGGACAAA 4 37940 



GAGGGCGCAT CAATGAGTAA TGTGAAACAA GTTTTAACCA TCGCAGGGTC AGACAGTGGC 4 38000 
GGTGGTGCAG GCATTCAAGC GGATCTTAAA ACCTTCCAAA TGCGCGGCGT GTTTGGTACA 4 38060 
TCAGCAATCA CGGCAGTTAC GGCACAAAAC ACACTTGGCG TATTTGATAT TCACCCTATT 438120 
CCACTGAAAA CAATTCAAGC GCAACTGGAA GCGGTCAAAA ATGATTTCCA GATTGCAAGT 4 38180 
TGCAAAATTG GTATGTTGGG CAATGCAGAA ATTATTGAAT GCGTCGCAGA TTTTCTTGCT 438240 
GATAAGCCTT TCGGCACGCT GGTGCTAGAT CCTGTGATGA TCG CCAAAGG TGGCGCACCG 438300 
TTATTGCAAC GGCAAGCGGT GAGTGCGTTA AGCCAAAAAT TGCTGCCGTT GGCGGACGTG 438360 
ATTACACCGA ACATTCCCGA AGCGGAAGCA TTAACGGGGA TTGCGATTGT GGACGACATC 438420 
AGTATTCAAC AAGCCGCAAA AGCGTTGCAA AAACAAGGAG CGAAGAATGT GATTATTAAG 438480 
GGCGGACATT CGCTCAATTC GCAAAGTGAG CTGTGCCAAG ATTGGGTTTT ACTTGCAGAT 438540 
GGTCGTCATT TTACTTTGCA AAGCCCCCGT TTCAACACGC CGCATACACA TGGTACGGGC 438600 
TGTACCTTTT CTGCCTGTTT AACCGCAGAG TTGGCGAAAG GCGAACCGTT GCAAAGTGCG 438660 
GTAAAAACAG CGAAAGATTT TATTACCGCT GCAATTTCTC ACCCATTGAA TATTGGGCAA 438720 
GGACATGGAC CAACCAATCA TTGGGCTTAC AGTCGCCTTT AAGGATTGAA AGATGAAAAA 438780 
TATTCAAAAA ATCTTACCGC TTTACTTTGT GGCAGGCACG CAAGATTGCC GTCATTTGGG 438840 
CGAGAACTTG TCGGAAAATT TATTATTCGT GCTTAAACAA GCGTTAGAAG GCGGAATTAC 438900 
CTGCTTTCAA TTTCGGGATA AAGGCAAATT TTCGTTAGAA CATACGCCCT CAGCACAGAA 43 8960 
GGCACTGGCG ATTAATTGTC GTGATTTGTG CCGTGAATAT GGCGTACCGT TTATTGTAGA 43 902 0 
CGACAACGTT GATTTGGCGT TGGAAATCGA GGCGGATGGC ATTCACGTTG GGCAAAGCGA 43 9080 
TATGCCTGTG CAAGAGATTC GCGCTAAAAC AGATAAACCG CTAATTATTG GTTGGTCGGT 43 914 0 
GAATCGTTTA GACGAGGCAA AAATTGGGGA AAATTTAGCA GAAATTGATT ATTTTGGAAT 43 9200 
TGGTCCGATT TTCCCAACGC AATCAAAAGA AAATCCCAAA 3CAACACTAG GAATGGCATT 43 9260 
TATTCAAACT TTGCGAAATG CGGGCATAAC TAAACCGCTT 3TGGCAATTG GTGGGGTGAA 43 9320 
ATTAGCTCAC GTTAAAACCT TACGAGAATT TGGGGCGGAT 33TGTGGCAG TGATTACTGC 43 9380 
AATTACGCAC GCCGATAATG TGCAAGCCGC AACAAAAGCA T7AC3GGAGG CAAGTGATGA 4 3 944 0 
ATACGCAAAA TAGTTTAAAG CAAGTAGCAA CAGCGACGAT 3G7C3GCACT GCAATTGAGT 43 9500 
ATTTCGATAA CTACATTTAC GCAATGGCAG CGGTATTGGT A7TTAACCAT CAATTCTTCC 439560 
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ATGCCGTAGA TCCACTTTGA GGGCAGAT7G CGGCACTTTC CACTTTAGCA CTTACTTTTA 439620 
TTGCTCGCCC TTTGGGAGCA ATA77G77CG GGCATTTCGG 7GACCGTTTC GGGCGGAAAA 439680 
ATACTTTTGT GATGAGCTTG CTGTTGATGG GTATTTCCAC 737GG7TATC GGTTTGTTGC 43 9740 
CAACCTATGA CAGCATCGGT ATTTG3GCGA CAATTTTGCT CTGTTTATGC CGTATTGGGC 439800 
AAGGTATCGG TTTAGGCGGA GAGTGGGGCG GTGCAGCGTT AGTTGCGGTT GAAAATGCTC 439B60 
CAGAAGGTAA ACGAGGTTGG TATGG7ACTT TCCCTCAACT GGGAGCCCCG CTTGGCTTGT 439920 
TGTTGGCAAA TGGCGTATTC TTAGGCATTA CTGCGATTTT CGGGCAAGAA GCTATGACTG 439980 
AATGGGCGTG GCGGATACCG TTTTTATCTT CCGTTATCTT AGTAGCAATT GGCTTATATG 440040 
TTCGCCTAAA ACTGACTGAA GCCCCGATTT TCCTCGCGGC ACT7AACAAG CCAAAACCTA 440100 
AACGCTTACC AATGTTGGAA GTTGTCACTA CTCATTTTAA 3CCGTTTTTC TTAGGAATGT 440160 
TGGTTTGCAT TGCTGGCTAT GTGCTGTTCT ACATTATGAT T3CCTTTAGC CAAATTTACG 440220 
CCAAATCTGC TCCAACGGTT TCAGAGGCAG GATACGCAAT GGGATTAGGA TTTTCCCCGC 440280 
AAATTTTTAC CGCTTTATTG ATGGCAAGTG CGGTTTCTTT GGCAATAACG ATTGCCGCTT 440340 
CGGGTAAATA TATCGACAAA ATTGGACGAA GAACTTGGTT AATTTGGACA ACTGTTGGAG 440400 
TTGCGATTTT TGGTTTATCC TTGCCGTTAT TTCTCGAAAA CGGTACAACT ACCAGTCTGT 440460 
TTTGGTTTTT ATTCATCGGT ATGGGGTTAA TTGGAATGGG CTATGGGCCA TTAGCGAGTT 440520 
TTTTACCTGA ACTCTTCCCT ACTCACGCCC GCTATTCAGG 7GCG7CACTC ACTTACAACA 440560 
TCGCAGGCTT ATTCGGGGCA AGTGTTGCGG CAATCATTGC CTTACCACTG AATGCTCACT 440640 
ACGGCTTAAA AGGTGTGGGG ATTTATTTAA CCCTAAACGC 7G73TTGAGC TTGGTTGGAT 440700 
TATGGTTTAT TTCAGAAACG AAAGATAAAT TACTATCCTA AGA7TTGAGG AATTAAATAC 440760 
AACCTATTAA GCGGTTAAAT TTTATATAAA ATTCCACTAA GAATTTAACC GCACTTTCCT 440820 
TTACAAGCCA AATATTTTCT CTACAATACC CCACCTAACG AT7TACCTTG AGTAAGTCCC 440880 
TGACCTGAAA TCAGACAAAA GAGAATATTA TGACAACCCA A77CAAACCA GAATTACTTT 440940 
CCCCTGCAGG CTCTCTTAAA AATATGCGCT ATGCGTTTGC 77A7G3TGCA GATGCGG7TT 441000 
ATGCAGGCCA ACCTCGTTAT AGCTTACGTG TACGCAATAA 7GAA7TTAAT CACGCCAAT7 441060 
TGAAAATCGG GATCGATGAA GCCCAT7CCC TTGGCAAAAA A77C7ATG7A GTGGTAAACA 441120 
TAGCGCCCCA TAATTCCAAA C7CAAAAC77 TTATTAAAGA 777ACAACCT GTCATCGATA 441180 
TGAAACCAGA TGCTTTAATT ATGTCTGATC CAGGCTTAA7 7A7377GG7G CG7GAAAATT 44124 0 
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TCCCTAATAT • TGATATTCAC CTTTCTGTAC AAGCCAATGC 3GTAAACTGG GCAACGGTAA 441300 
AATTCTGGAA ACAAATGGGA TTAACTCGTG TGATTTTATC GCGCGAACTT TCAATAGATG 441360 
RAATTGCTGA AATTCGCCAA CAAGT3CCAG ATATTGAACT CGAAATTTTC GTACATGGTG 441420 
CATTATGTAT GGCGTATTCT GGCCGTTGCT TACTTTCTGG CTATATCAAC AAACGCGATC 441480 
CAAATCAAGG CACTTGCACC AATGCTTGCC GTTGGGAATA CAAAATGGAA GAAGGCACCA 441540 
CGGATGACGT GGGCAACATC GTGCCGAAAA TCGATCCTGC TCAACAAATT GAAGTGAAAA 44160O 
ATGTAGCACC AACCTTAGGC .GAGGGTGCGG TAACGGATAA AGTCTTCCTT TATACCGAAT 441SS0 
CACAAAAGCC TGACGAACAA ATGACAGCGT TTGAAGATAA ACACGGCACC TACTTTATGA 441720 
ATTCAAAAGA TCTGCGTGCC GTACAACATG TAGAAAAATT 3ACCGCACTT GGTGTGCATT 441780 
CTTTAAAAAT CGAAGGTCGT ACTAAATCAT TTTATTATTG TGCAAGAACG GCTCAAGTTT 441840 
ACCGCAAAGC AATTGATGAT GCAGCCGCAG GCAAACCATT TGATGAAAGT TTAATGGATA 441300 
CGTTAGAATC CCTTGCACAC CGTGGTTATA CCGAGGGTTT CTTACGCCGT CATACGCATG 441360 
ATGAATACCA AAACTACGAA TATGGCTATT CTATTTCTGA 7CGTCAGCAA TTTGTCGGTG 44202O 
AATTTACGGG CAAACGTAAC GAACAAGGTA TGGCAGAAGT AGCAGTAAAA AACAAATTCT 442080 
TACTTGGCGA CAATGTAGAA ATGATGACAC CACAAGGCAA TATTAATTTC AAAATTGAAA 442140 
AAATGCTAAA TCGTAAAAAT GAAACGGTTG ATGCCGCACT AGGTGATGGG CATTTTGTAT 442200 
TCTTAAATGT GCCACAAGAT ATTAACTTAA ATTACGCCTT ATTAATGCGT AATTTAGTTA 442260 
ATACCAATAC AAGAAATCCA CATTCTAATT AACATGCTCC CCGCTCTAAA GGACGGGGAT 442320 
TTCTACTAGC TCCCACGCTC CAAAACGATA AATATTTATT GTATTTTCCT TGATAATGTA 442380 
CGTCTATTAG ACGTAAAATA TAAGATATTA TTAACAACAT AAGGAGTAGA 7.AATGAAAA 442440 
CACAAGTAAC AAAAGCAAGA TTGGAGGCTA AAGTAAACAT AGATATATAC GAATTGCTAA 442500 
AACAAGCTGC TGCAATTACA GGGCGAACAT TAACTGACTT 73TGGTAAGT GTaGCTTACG 442560 
AGGAAGCTAA AAAGACCATT TCAGaACATC AAGTTTTACG TTTAGCAGTG AATGATCAGG 442620 
CATTGCTGAT TGAAAGTCTA AGTAAACCAT TTGAGCCTAA 7CCATCAATG AAAAATGCGC 442680 
TTGATGTGTA TGAAGCATAT CTATCTATTA CAGGGAAAAA 7AA7GATAAA TGAAAATTTA 442740 
GCATATTTAA GTGTATTACC CTTAGAAGAT TTAAAGATTG A3AGAAGTTC ATTTTCTTGT 442800 
TCAGTTGAAC CTTTAGAAAA GTATTTTCAT AAGTACGTTT 77CAAGATGT AAAGAAAGGG 442860 
CTTGCAAAAT GTTTTGTACT TATAAATGAA CACAATCTAG 3A77GTTGGC TATTACACTT 442 9 20 ^ 
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TATCGGCATT ATCAATACCA ATTACAGATA TACCAAAAGA ACGAATAAGT AAAGGTGTAC 442980 

CATATCCTAA TATTCCTGCT GTTTTAATAG GGCGATTAGC CATTGATACG AATTTCCAGA 44304 0 

AGCAAGGGTA TGGAAAGTTT CTAATTGCAG ACGCCATTCA TAAGATTAGG AATCTACGGT 443100 

AGCTGCCACA ATTTTAGTCG TTGAAGCAAA AAATGATGAT GCCAGCTCGT TTTATGAACG 443160 

ATTAGGGTTT ATTGAATTTA AAGAATTTGG AGGAACACAC AGAAAGTTAT TTTATCCGCT 443220 

AACAAAATTA ATAAAATAGA TGAAAATCCC CTCTTAAGAG GGGATTTTCA TCTGTGTTAT 44 3280 

AAATACACCA AATATTATTG ATTTTATTCA CATATCTATA CTAGCAACGA GTGTGCGAAA 44 334 0 

CGAAGCCTAT AAATTTTTTT TCATAAGAAA TCCTTAATTA TTTAAGATTA TTAAATTGAA 44 3400 

CTAGAACAAA GCAAAGCTAT ACTATACAAG CCTAAACATT ACTGTTACTT GGCTTGCGTC 44 3460 

GTTTGCCGAT ATTTTTCGTA TCCTTATGAC GCAATTTTAC TTTTTTCTTT GCCTCTGTTT 44 3520 

TTTTCTTTTC TTCACGTTTT TCTTTAATGC GTGCCTTTTG TTTTTTGCTG ACAGATTTCA 443580 

CTTCGCCATC TTTTGGTGGC TTAGTGCGAG GTTCTAAACC TGCTAAAATG CGTGCCTTTA 443640 

AAATTTCCTC AGTATAACGT TTGATTTTAC CTAGCAACTT G7AATCATGC GCTTCGACAA 443700 

AAGAGACTGC CGTGCCTTTT TTGCCAGCTC GCGCGGTACG TCCAATTCGA TGCAAATAAG 443760 

TATCCGCACT ATAGGGCAAA TCAAAATTCA TCACGTGGCT TACATCGTCA ATATCAATAC 443820 

CACGTGCAGC CACATCTGTT GCAACCAATA CCGTCACAAT ACCTGATTTC AATTTATCAA 443880 

TGGCATTGTT ACGTTGAGTT TGTGCCATTT CGCCTTCTAA ATATGCGGAA CGAATGCCTC 443940 

GTTTACGCAA TGTTTCGGAA AGTTCACGTG CATCTTCACG ACGACGAATA AACACAATTC 444000 

CACGGGTTAC TTCTTCAGTT TCAATAAAAC GCGCGAGCAA TTTGATTTTG TGTTCATTGC 444060 

TGTCTGCGTG ATAATACCAT TGATTGATTT TTTTTCTTTC ACGGCGACTT GGTTCCGCAT 444120 

CTACTTTCAC AGGATCATTC AATAAACGCT CCGCGAAATC GACCAATAAC TCTCCTTCTA 444180 

AGGTTGCAGA AAACAACAAA GTTTGTTTTC GCCAACGGGT TTCA3CTGCA ATTTTTTCCG 444240 

CATCTTGCCC AAATCCCATT TGCAACATTC TATCGGCTTC ATCAAAAATC AGCATTTCAA 444300 

CGGAACGGCA ATCAAAATTT TCTTCCTTAA TGTATTGCAA CAAACGGCCT GGCGTAGCCA 444360 

CCACCAAATC TTGATTGGTA TTGAATACAT CACCGTGATT TTGATACGCC ACGCCACCTG 444420 

TAATTGTCGC AATATTTAAA TGGGTGAACT GCGCTAATTC TTCC3CTTGT TCAGCCACTT 4444 80 

GCATTGCCAG TTCACGGGTT GGTGTTAATA CCAAAATACG TGGTGGGCCT GGTTTACGGC 444540 

GTGGATAATC CAATAAATGT TGTAGCGCAG GTAATAAAAA AGCAGCAGTT TTCCCTGTTC .444600 
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CCGTTGGTGC CGAGCCTAAT ACATCACTCT CTTCCATTGC GGCAGGAATG GCTTCCATTT 444660 



GATCGAATTG TTCAAATTGG GATAAATTCA TTATTGTGCG GTTCTTTGTT AAAATTGTCG 444780 

AGGATTATAC CTGAAAGTGC GGTCAATTTA CGAAAAATTT ATGAGCAGAT TTACCTTTAA 444840 

ACAGTTCCAT ATCAATCAAA ATTCTTGTGC AATGAAAGTC 3GCACTGATG GCATTTTGTT 444900 

AGGTGCTTGG GCTGATGTAA AGCATTSTAA AAATATTTTA 3ATATGGGCT GTGGCACAGG 444960 

ATTATTGGCG TTAATGTTAG CACAACGAAC TGAAGAAAAC TGTCAAATTC AAGCGGTTGA 445020 

GTTGGATCCC ATTGCAGCAA AACAAGCACA AGAAAACATC AATAATTCAG TGTGGAAAAA 445080 

TCGCATTCAA CTTACTCAAG TGGATATACA ACATTTTTTA CAAACCACTG AACAAACCTT 445140 

TGATTTAATT GTGGCAAATC CACCTTATTT TGAACAAGGT ATTGCTTGTA AAAATGAAGA 445200 

ACGAGAATTG GCTCGTTATA CCAAGCAAAG CCACTTAAAT 7GGTTAGAAT GGGCTGCAAC 44 52 60 

ACGCTTGTCG GAAAATGGGA GAATAAGTTT TGTTTTGCCT 7ATGAGGCAG GCAAAACGCT 445320 

CACAAAATCC ACCGCACTTT TTTGCATAAA ACAGACGAAT GTCATCACTA AAATAGGAAA 445380 

AACGCCCCAG AGAATGTTGC TTACCTTTGC CAAACAACCC GAAGTTTTAA TGCAAGATCA 445440 

ATTGGTAATT TATGATGCGG ATAATCAATA CACGGAAGCG TTTATTGAAT TGACTAAAGA 445500 

CTTTTA TTTG AAATTTTAAA GGGGAAATTC ATTTTCCCCT TTAATCATAC ACTATCTAAA 445560 

ATACCACTTC GCTAACAACA CACCCGCATT CACTGCAATG TTTAAGCCTG ATTTAATTGG 445620 

GCTTGCGAGC GTTAAACGCG CTTGTGTATC TTCTGGCGTC GCTAAACTTT CCGTAGAACT 445680 

TTCACTTAGC ACAAAAACCA CTTTATTTTT TAACCGCACT TTATCCAATG GGTCG CCTTG 445740 

TTTATTGTGC GATACGTGAA TAATTTGATA GCCTGATTTA CGCAATTGCA TTAAAGCTGA 445800 

ATCAATATAA TCCGCTTCTA ACACACGAAT ATATTCTGCA CCACCTTCTG CTACGCGCAT 445860 

TGAGGCTGCC GAATACAGAT TTTCCACATT ATCGGCGACA ATAT7TTTCA CGCCAAAATA 44 5920 

AGCGCAAGTA CGCAATACGC CACCAATATT TTGCGCATTA TTCACGTTGT CCAATAGCAC 445980 

TAAACAATCC TCGTTACGAG GAATATCCAA ATATCCTTGC AACGTGAAAG CACGCGGTTT 44604 0 

CTTCACTAAT AAGCAAATGC CACCGTGATG TTCTGTTCCA ^TCAwTCGAG CTAATTCTTC 446100 

ACTATCTACA ACGTGATAAG CCTTCTTGTT TTCGGCTAAA TAACTCAATA CCTCGCCAAT 446160 

TTTGTGTGAC ATTTGCACGG TTGCCCACAA TCGAACAATA CTTTCAGGAC GTTCTGCAAA 446220 

TAAAGCTAAA CAGGCATTTT CACCGTAAAC CTTCATTTCT TCCGCACGGT TTTTCTTAAT 44628 0 



GAATAGCTGT 



7GGGCGGGAA 



TAACCTTTTT TCTCAAGTGC 



CTTTAAAAGC TCAGGAGAAA 



444720 



-77.267- 




SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

TTTTT CAGGT GCACGAGGAG AAAGTGCACC CGTTTTCTTT TCTTTTGTTT TATAAACCGT 44634 0 

ACCCGTACTT TTTATTGTCA CTTGAACCTT AGGTTGTTCT GCATTTTTAT TTGATGGCGC 446400 

ACGAGATAAA GAAAGTTGCG TAATTCTAGT TTCTTTCACT TCTTGTTTAT CACGAGGAAA 446460 

ACGAGATTTT TCGTTTCTAT TTCCATTAAA TTTATCATTA AAGTGCGGTC GATTTTGAGT 446520 

TGG TTTTT CT CTGTACTTTT CCCCCAGTGA GCGTTCTTGA AAGGTTTTGC CTGCGGATTG 446580 

AAAAGAGGGT TTGCGTTTGT CGTTCATAGG GTTTCCCTGA GTAAAAATGG CTGTTTTTTA 446640 

GCCAAAAAAT GCTAAAATTT GTGAGCATTA TAACGAAAAA AAGCCTTTTT TCTATTAATA 446700 

AGCACGTGAA ATATTGTAAA CTAACGCACT AGTCTTTAAT CACGAGATGG ATTATGTTAA 446760 

TCAATAAAAC CAAACGAGCT GAACAAAATT TAAATAATTT GCCATTCCTT GCTTTGCAAG 446820 

CTGAGCAAAT TGAATTTTTG GGTAGCTCGG CTGAATTTAA AACTCAAATT ATTGAATTAA 446880 

TCAGAAACGC AAAAAAACGT ATTTATGTCA CCGCACTTTA TTGGCAAAAA GATGAAGCGG 446940 

GGCAGGAAAT CCTCGATGAA ATTTATCGCG TGAAGCAAGA AAATCCACAC TTGGATGTAA 447000 

AAGTTCTCAT AGATTGGCAT CGCGCACAAC GCAATTTATT AGGAGCGGAA AAATCTGCCA 447060 

CTAATGCAGA CTGGTATTGC GAGCAACGCC AAACTTATCA GTTACCTGAT GATCCAAATA 447120 

TGTTCTTTGG CGTGCCAATT AACACACGCG AAGTTTTTGG TGTATTGCAT GTCAAAGGCT 447180 

TTGTATTTGA TGATACGGTG CTTTATAGCG GTGCAAGCAT TAATAACGTC TATCTTCATC 447240 

AATTTGAAAA ATATCGTTAC GACCGCTATC AAAAAATCAC TCATGCCGAA TTAGCTGATT 447300 

CGATGGTAAA TTTCATCAAT GATTACTTGT TAGATTTCAG TGCAGTTTAT CCACTTGATG 447360 

TGACCAACCG CCCTCGCACC AAAGAGATCC GTGGCAATAT TCGCGCTTAT CGTAAAGACC 447420 

TTGCTCAAAA TGGTGAATAT TCATTAAAAA GTGCGGTGAA ATTACCGAAT GTTTTAAGCG 447480 

TATCGCCACT GTTTGGCTTA GGCGCATCAG GCAATGAATT AAATCAAGTA ATTGAAGATT 447540 

TATTCTTACA AGTACAAAAA AAATTAGTGA TTTGTACGCC ATATTTTAAT TTCCCACGCA 44 7600 

CATTGCAACA TAAAATAGCA ACGTTATTGG AAAACGGTAA ACGAGTAGAA ATTATTGTTG 447660 

GCGATAAAGT CGCAAACGAT TTTTACATTC CACCAGAACA ACCATTCAAA ATGGCGGGGG 447720 

CGTTACCTTA TCTTTATGAA AGTAATCTTC GCCGTTTCTG T3AAAAATTT GAGACTCAAA 447780 

TTGAAAGTGG TCAGCTTGTG GTGCGTTTAT GGCGTGATGG C3A7AATACC TACCACTTAA 447840 

AAGGTGTGTG GGTAGATGAC CGCTATATTT TACTCACGGG CAA7AATCTT AACCCTCGAG 447900 

CGTGGCGTTT GGATGCAGAA AATGGCTTAT TAATTTACGA TCCACAACAA CAGCTTTTAG 447960 

! ' 
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CCCAAGTGGA AAAAGAGCAA AACCAAA77C GCCAACATAC AAAAGTATTA AAACATTACA 44 B 020 

CTGAATTAGA AGAATTGAAT CAATACCCAG AACCAGTGCA AAAACTTTTG AAAAAATTTG 44 B 080 

CACGAATTAA AGCAGATAAA TTGGTGAAAA TGATTCTGTA ATTATAAGAA AAGTTTTATA 448140 

TTTTTTCTTA AATTCGCTTC CAGTATTAAT CTGATAAATT TTGTGGCAAT CGTTCTAAAA 448200 

TGGCTTTCCA ATAGGTTGAA GAACGTAAAT TATGTTTACG GATGCAATCC ACTACTGCAT 448260 

CTGCATTTCC CTCAAGACAA ATTTGTTGCA TTTCTAAATA AAATTGCTTT GTTAATTCAC 448320 

GGTG TTTTTT TTCTTTAAAA AATAACAACC CTATTCGCTG A7AAACGCCT TTTAAACTAT 4483 BO 

TGAAAATTAA ACGATAAAAG GGTTTGTTGG CAACAACAGT 3AATTGACGA AATAATTGGT 448440 

AATCAAATTC TGTGTAATCT TGTGCTGTGT TTTGTAATTG C7C7AATTCA GCAAAAAGTG 448 500 

CGGTTGATTT TTGAGGGGAA T TTTTTA CTG CTTCATAAAT G7AAGA7TCC GACATTTTAC 448560 

TACGTAAAGA GAGCATATTA TCAATAATTA AGGGCGCAGA C7GCATATCC AAAGCAATTA 448620 

AGGTTTCAAT AATATTCGGC CCTGCAGCAT CCCAAATATT ATTTACTTTG GTGGGTTTGC 448680 

CGTGCTGAAT TGTTAGCCAA CCATCACGAG CCAAACGTTG 7AAAACTTCA CGTAGGGTGG 448740 

TGCGAGTTAC ACCAATCTTA TCGGCTAAAT CACGTTCTGA 7GGCAAATTA CTGCCCGCAG 448800 

GAAAAACATC TTGCCAAATA CTCTTTACAA TATATTCCTC 7GC7AAAGCT GCTGGACTTT 448860 

GGGCTTTTAA AATGTCGTTA TTGTTTTGCA TTACAATTAA AAATCAGATA AAAATCAAAA 448920 

AAAATGCAAT TTTATAAAAA AATTACTTGG TTTTTATTAT CCTTTAAAGG GGGATATATT 448980 

ACAATGTTCG CGTGATAAAA ATAATGGAGT TCACTATGAC AAACATTCAG GCTTTTATGA 449040 

AAAACTTTCT TGGGGCAAGT CCAGAATGGT ACAAACTTGC CAT7GTGGTT TTTCTTATTA 449100 

TAAATCCAAT TG TTTTCTTT TTTATTAGTC CTTTTATTGC GGGTTGGTTA CTGGTTGCAG 449160 

AATTTATTTT CACATTGGCA ATGGCATTAA AATGCTACCC 7C77CAACCA GGTGGTCTAT 44 922 0 

TAGCAATTGA AGCTATTATT ATTGGAATGA CAAATGCCAA ACA7G7CAAA GCAGAAATTA 449280 

TGGCAAACTT TGAAGTGATC TTGCTACTGA TATTTATGGT 33CAGGTATT TTCTTTATGA 449340 

AACAATTACT GCTTTATGTA TTTACTAAAT TACTTGTCAA AATTCGTTCT AAAATTGCAC 449400 

TTTCTATTGC CTTTTG TTTT AGTGCTGCTT TTTTATCGGC 7TT7CTCGAT GCTTTAACGG 449460 

TTGTTGCTGT TATCATTAGT GTCGCAATGG GATTTTATGG 73737ATCAC AAAGTTGCAT 449520 

CAGGCAATAA TTTAA7TGAT GCGG7TGATA 7TTCAGACGA 7AGAAAAAT7 A7TGAACAAC 449580 

AGCACGAAAT CTTAGAAAAA TTCCGTGCA7 TCTTACG7AG 7T7AATGA7G CATGCGGGTG 443640 
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TAGGAACTGC ACTCGGTGGT GTAATGACCG TTGTTGGAGA ACCACAAAAC TTAATTATTG 449700 
CAGAACAAGC AAAATGGAAC TTTATGGAAT TTTTCCTCCG TATGGCACCC GTGACTATTC 44 9760 
CTGTGTTTAT CTGCGGATTA CTCACTTGTT TCTTGGTCGA AAAATTCAAA TTATTTGGTT 449820 
ATGGCGAGAA ATTACCAGAC GAAGT3TGGA AAATCTTATC AGATTTAGAT CGCACTAATT 449880 
CAGAAAAAAT GTCTAAACAA GATAAAATTA AATTAGGTAT 3CAAGCGTTA ATCGCAATTT 449940 
GGTTAATTGT TGGATTAGCA TTCCATCTTG CCGCAGTCGG TTTAATTGGT TTAAGTATCA 450000 
TCATTTTTGC TACGTCTTTC ACTGGTGTGA CGGATGAACA TACTATCGGT AAAGCCTTTC 450060 
AGGAATCTTT ACCCTTTACT GCATTGCTCG TTGTATTCTT TTCTGTTGTT GCAGTAATTA 450120 
TTGATCAAAA ACTTTTTTCA CCAATTATTC ACTTCGTTCT TTCTGCGGAA GAAAATACAC 450180 
AACTTGCTTT ATTCTATTTG TTTAATGGCT TGCTTTCTTC 7ATTTCTGAT AATGTATTTG 450240 
TTGCAACGGT TTATATTAAT GAAGCTAAAG CTGCACTGAC TAATGGAGTA ATTGCACCGC 450300 
ATCAATTTGA ATTGCTTTCT GTTGCCATTA ATACAGGTAC AAACTTACCA TCAGTTGCAA 450360 
CACCAAATGG ACAAGCTGCT TTCTTATTCT TATTGACTTC A7CAATTTCG CCATTAATTC 450420 
GCCTTTCTTA TGGCAGAATG GTTTATATGG CTTTACCTTA CACGATTGTA CTTTCAATCA 450480 
TTGGTTTACT GGCTATTGAA TTTATTTTAC CAGCTGCCAC AATTTGGTTA GCAAGTTTAG 45054 0 
GTTTAATTTT GCCAATTTAA GGAGAAAAAA TGCTCGCGCT ATTAAAACAA TTTTCTGAAA 450600 
AACGTTTTGT GTGGTTTTTA TTGGCTTTTT CAAGTTTAGC CTTAGAATCC ACCGCACTTT 450660 
ACTTCCAATA TGGAATGGGC TTACAACCTT GTGTGCTCTG T3TTTATGAA CGTTTAGCAA 450720 
TGATTGGCTT ATTTGTAGCG GGCACTATCG CATTACTTCA ACCTCGCGTT TTCATACTTC 450780 
GATTAATCGC CTTGGCTTTA GGTTTATTCA GCAGTATTAA GGGCTTATTA ATTTCATTTC 450840 
GTCATCTTGA TTTGCAAATG AATCCAGCTC CTTGGAAACA ATGTGAGTTT ATTCCAAATT 450900 
TTCCCGAGAC TTTACCATTT CATCAATGGT TTCCATTTAT ATTTAACCCA ACTGGCTCTT 450960 
GTAATGAAAG CCAATGGTCA TTATTTGGTT TAACGATGGT 3CAATGGCTA GTGGTTATTT 451020 
TTTCACTATA TGTGGTTATT CTCACATTAT TGTTAATCGC ACAAGTGATT AAAACACGGA 451080 
AACAAAGAAG ATTATTTAAC TAAAAAATAC GGTGAAATTT 2ACC3TATTT TTTATTACAT 45114 0 
TAAAATCAAC CGCACTTTAT TCAACGGTAA CTGATTTTGC TAA3TTACGA GGTTGATCTA 451200 
CATCAGTACC TTTAATTAAA GCCACATAAT AAGAAAGTAA TTGCATTGGA ATGGTATAAA 451260 
AAATCGGTGC AACAATATCA TTGACTTTTG GCATCGTGAT 3ATTTTCATT CCTTCACTTG 451320 
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GCGTAAATCC TGCTTCTTTA TCGGCAAATA CGTATAATTG ACCGCCACGA GCTCGCACTT 451380 
CCTCAATGTT CGATTTTACT TTTTCTAATA ATTCATTATT TGGT3CAACG ACAATCACTG 451440 
GCATATCAGC ATCAATTAAC GCTAATGGCC CGTGTTTCAA TTCTCCCGCC GCATAGGCCT 451500. 
CAGCGTGAAT ATAAGAAATC TCTTTCAATT TCAAAGAGGC CTCTACGGCA ATTGGATAAA 4515S0 
ACGCACCACG ACCTAAGAAA AGTGCATGAT GTTTTTCAGC AAAATCCTCT GCTAAAGCTT 451620 
CAATTTCTGT ATCAAAAGCT AACGCTTTTT CAATTTCAGG AGGTAAAGAT TGCATTGCTT 451680 
TAATAATTTC ACGTTCTTTT TCTACAGAAA TATGACCTTT AACTTTACCA AGTGCCGTCA 451740 
CCAACATTAA TAACGCAGCG AGCTGTGTCG TAAATGCTTT TGTTGATGCT ACCCCAACTT 451800 
CAACACCGGC ACGCGTCATA AATGCAAGAT CTGATTCGCG TACGAGCGAA GAGCCAGCAA 451860 
CATTACAAAT TGTTAATGCC GCCATATAGC CCTTTTCTTT CGCTAAACGA AGTGCAGCTA 451920 
AAGTATCGGC TGTTTCGCCA GATTGAGAAA GGGTAATCAA TAAGCTATTT GGACGGGTAA 4 51980 
CAAATTTGCG ATAACGAAAT TCTGATGCAA TTTCAACATC ACAGCTCACT CCAGCTAAAG 452040 
ATTCAAACCA ATAACGCGCC ACCATACCTG CATTATAAGA TGTACCACAA GCAACAATTT 452100 
GAATATGCTC AACTTTTTCT AAAATGCCTT TTGCACCATT ACCGATTGAA TCAACAATCA 452160 
CATTTTCGTG ATTGATACGC CCTTCCATTG TATTAATAAG TGCGGTTGGC TGTTCGTAAA 452220 
TTTCTTTCTG CATAAAATGA CGGAATTTGC CTTTCTCTGC CGCGTCATTT TCAAGATTAG 452280 
ACTCGTGAAT TTCACGTTTA GCCTTATTAC CGTGAGTATC ATAAATATCA ACTGTACGAC 452340 
GTGTAATTTC TGCAATATCT CCTTCTTCTa AAAAGATAAA ACGGCGGGTA ACACTTAAAA 452400 
GCGCAAGTTG ATCTGAAGCT aAGAAATTTT CACCGATACC TAAGCCAATC ACAAGTGGAC 452460 
TACCAGAACG AGCTGCCACT AAATGTTCAG GATGACGGCT GTCCATTACC ACCATACCGT 452520 
ATGCACCAGT GAGTTGTTTT ACTGCTTTTT TCACAGCGTC TAAAAGTGAA TCCGTCGTAC 452580 
GCATTTCCCA TTCAACTAAA TGCGCGATCA CTTCAGTATC 3GTTTGTGAT AAAAAGACAT 452640 
AACCACGAGA TTTTAATAAT TCGCGAAGTT CTTCGTGATT TTCAATAATA CCGTTATGTA 452700 
CTACAGCAAA AGTACCTGAT GAATGCGGAT GCGCATTAGT TTCTGATGGT TCGCCGTGAG 452760 
TTGCCCAGCG GGTATGTGCA ATTCCCGTTC CACCAATTAA TGGTTTTTCT GATACGGCTT 452B20 
CATCTAAAGC TTTAACTTTG CCTAAACAAC GAATACGTTC- TAA7TCATTT TGTTTATTGA 452880 
TTACTGCAAC ACCAGCTGAA TCATAACCAC GATATTCTAA ACGAT3TAAA CCATTAATTA 452940 
AGATTTCCGC TACATCTCGT TGTGCTACTG CGCCGACAAT ACCACACATA AGTTTnCCTT 453000 
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ATTTATTCTA TTACTAAGTT TGTTTTTACA TTTGCCACGC GTTTACACAA TAAAAAACCC 453060 
CTGCGCAATC GACAGGGCTT CATTTCATTG ATGTTATCAA TTATTTGATT GCATCTTTTA 4S3120 
ATGCTTTACC AGATACAAAT GCTGGCACTT TAGATGCTGC GATTTGGATT TCAGCACCAG 4 53180 
TTTGTGGGTT ACGACCAGTA CGAGCAGCAC GTTCATTTAC TTTAAATGTA CCGAAACCGA 4 53240 
TTAATTGTAC AGGCTCACCT TCTTTTAGGC TTGCAGTAAT TGCATCTAAA GTCGCTTCTA 4 53300 
ACGCTGCTTT AGCTTGTTTT TTGTTTAAC7 CTGCAGCGTT TGCAATTGCA TCAATTAAAT 453360 
CTGTTTTGTT CATAAATTTG TACCT7CTGT TAAATAAAAA GTTTGATTCT TTAAAAGTAT 453420 
CTTTGCGAAT TTGTCGCAAA AACTGTGCAA AGGATAATCT AACTTGAGAT GAATTAAAAG 453480 
CAGGATTTCT AAAAATTGTG ACAAATCTCA CGTTATTGAT GAAATTCTAT ACCAAwGTTA 453540 
GATATACCCT CAGTCCGAAT TTCATTTTTT AAAGCTAAAA TTAATTCAAT ATCACGTTTT 453600 
TCACATTCTT TAAGCAAACG ATAAACTTGC CATTGCACAT CAAGTTCTGT TTGAATATCT 453660 
TCATTTTCTT TTAGCTTACT TTCTGACCAA TCTCGTCCAG TTTCTGTTTC CAATAATACC 453720 
CTTATTGTTC CCAACGAAAT TAAGCTTATT TCCACCGCTT TTTCTAAGGT TTCGCCCGCA 453780 
ATAATGGCGT GTAAAATTTC AGCTAAAGCC TGACAGGCAT CTAACGCTGG CACAACACCA 453840 
AAACTATCAT AATCATTCAC ATCCGGAATA ATCGTTTCCA ATTTCTCCAA CTGATTTTCA 453900 
AAGTTGATCT TGACATCTTT AACCGTTAAA TATTCCCACA CCAAATTGAG AATATTTTGA 453960 
TACGTTTTGG TTTCCGCACT AAGCTCGTTC ATTTGACAGA ACAATTTAAA ATTTGGTGCC 454020 
ATACGTTCAC ATAAAGCAGC CATAAAAGTA AGATGTTGCC AACTTTCTAA GTTTTCTAAG 454080 
CGTTTATGAA TCGGATTTCG CATCTTATTT CCTTAATTCG TAAGAGTTGG AATATTTATT 454140 
AATCGCATTT ATGTTCCGCT TTACAAAGTT CAAGCGTCAC ATGAATTAAT TTGCGAGCGA 454200 
TAGTACCCGT TGGCGGTAAT TCTGGCAAGG GTTGATCATA AGAAAACCAT TGTGCATCGT 454260 
GAATTTCACT TTCCTGCAAT GTTATTTCTC CGCTTTCATA ATCAGCAAGA AAGCCGACCA 454320 
TTTGAGAGTT TGGAAATGCC CAAGGCTGGC TACCGAAATA ACGAAGATTT TTTATTGAAA 454380 
TCCCTGTTTC TTCAAAAACC TCTCTCTGCA CTGCTTGTTC AAATGTTTCC CCTACTTCGA 454440 
CAAAACCTGC AAGCGTCGTG TATATTCCTC CGTTAGACTA rAATGTCGCT TATGATTTGC 454500 
CAATAGAATT TCGTGACCAC GACGAACCGC AACAATAATT 3ATGGGCAAA TCACAGGATA 45456 0 
AGTTTGATAC CCACAGTGAA TACATTGCAC AGCAAGTTCA TCTTGAGTTT GTTGTGTTTT 454620 
ATGACCGCAC TTTCCACAGA ATTTATGGGT TTTCAGAAAA 73A7TAATTT CCACACCTCG 454680 
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GCTTAATATA TGGAATTCAT CCTCTGGCAG TGAAAGCAAG 7TACTCAAAC 7CACATA7TC 454740 
TCGTTCATCA CTTTCTTGCT CAGCCACAAG CCACAACGGA TAATTTTTCC ATTCCCCAAT 454800 
TTGCATTGCC TGCAATCCTT CCAAATCAAT ATCTTTAGCG ATACCAAAAG GCAATTCATT 454860 
ATTCACTAAA TACAGATTAG AACCTTGTGT AAGCAACCAA TAACCAAAAT CATCTTGTTG 454920 
AAGTATTTTC ATTTTTTCTC CATAAAAATA ACCGCACTTT CAAAAGTGCG GTCATTATAA 454980 
ATCTTCTTTT ATAACTCACT AATAATAAGA ATGTTCGCCA CGTTGATGCT CAGTTATATC 455040 
TTTTGCACCT TTTAATTCAT TCGGGAATAA GCTAACAAGT 7GTTTTTCTA CCCCATCTTT 455100 
TAACGTAACA TCCACCATTG AACAACCGTT ACAGCCACCA CCAAATTGTA AAACTGCGTA 455160 
ACCATCTTCA GTAATTTCAA TTAAGGTTAT ACGTCCACCG TGATTTGCAA GCTGTGGGTT 455220 
AATTTGAGTT TGAATTACAT ATTCAACACG TTCAATCAAT GGCGCATCAT CAGCCACCTT 455280 
ACGCATTTTG GCATTCGGTG CTTTTAAGGT CAGTTGCGCA CCAAGCTCTT CGGTAACATA 455340 
ATCAATTTCT GCTTCTTCTA AGAAAGGCAA ACTCACTTCA TCAATAAATG CAGAAAAAGT 455400 
ATTATATTTC ATTTCAATAT CGCTTTCTTC CACGGCATTC GGGGGGCAAT AAGATACGCC 455460 
ACATTCCGCA TTAGGCGTAC CAGGATTAAC CACGAAAATA CGAATATGCG TTCCTTCTTC 455520 
TTGGGTGTCT AAAAGTTTTC GAAAATGCGC TTGTGCGGCA TCAGAAATAG CGATTTGCTG 455580 
GGTTGCTTGT TCCATAATTA TGTCCTAAAT ACTTGAGAGA AAGTATCGGG AATAATACGC 455640 
TTATCGCGCT TTTTTTTCCA GTGCTTTATA TTAAGCTCGT GCCAGCCCCC ACACTTGAAT 455700 
CTCCTCCACA CCTAATTTTC GCAACAATTT TGAGATTTCA 7TGAG7GTAG AACCAGTAGT 455760 
AATCACATCA TCCACCAACG CAACACGACG ATAAGGAAA7 TCATTTTTCG AAACAGCAAG 455820 
AGARAAGGCA TTTTTTAAAT TCTGACGACG ATCTTTTGCA CTCAAACCAC GTTGAGTATA 455880 
GGTGTGTTTC ACACGCTTTA CGATATTGTT CAAATTAGGA ATATCCAGCC AACGACTTAA 455940 
TTGCTGAGAT AATAAATCTG CCTGATTATA ACCCCGTCGC CACTGACGAA AATGATATAA 456000 
AGGCACTGGA ATGATTGCCT CTGGCAATTT AAGTTGATGC 3TTCGTTTAG CATCACGTAC 456060 
CGCAAGATAT AAAAGCCGAG CTAAAGTGCG GTCAATCCAA AA77GATTTT GAAATTTAAA 456120 
ACGCTGAATC AATATCGAAA GAGGTTCAAT ATAATGCCCA ATAATGACCA TCTTATCCCA 456180 
ACTTGGTTCT TGTTTAAGAC AATTCCCACA ATGCTGCGCA 7AA7A7TGCA ATTCCGAACC 456240 
ACAATGACCG CAATAAGGAA AAGATTTAAT TTGTTTTTGG CAACCTGAAC ATAACCCATT 456300 
TTTTGCGATA TGAAGATTGC CACGACAGTG GATACAGCGA AAA77AAAAA AATTCATCAT 456360 
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TTAAAAAGTT ATTTTTTACC CTCACTTTTT TGTTTCAACG CCTCTAACGT TTCTCCTGCT 456420 
TTTAAAATAT GTGGCGTGAC GAAAATCACT AGCTCACGTT TTTGATGTCG TTCACTTTCT 4 56480 
TTGCTAAATA ATCGTTTAAT AACGGGTATA TCGCCAAGCA ATGGCACTTT ATCTTCGCTT 4 5654 0 
TTCGTGATTG TATCGTGAAA TACGCCGCCA AGCACAATGG TTTCCCCATC TTTGGCAAAA 4 56600 
ACCTGAGTAT TAATTTCTTG TTTATCAATA GAAACCACCT CATTTTGTCC ATAAGCGACA 456660 
CGAGAACCAG GGGAATTTTG ACTTACCAAT AAATCAAGTA AGA7ATTGTT ATCTTTAGAA 456720 
ATATGTGGCG TCACTTCCAA ACCAAGCACC GCCTCACGAA ATTCCACAGA TTGCGTATCG 456780 
TTACGAGTAT TACTCACGAT GTAAGGAATT TCTGTCCCCT GTTTAATGCT CGCACTTTTC 45684 0 
TTATTGGTAG TGAGTAAGCG AGGGCTTGCA ATAATTTCTA CATTATTTTC ACGCTCCAAC 4 56900 
GCACTCAATT CTAAATCAAG CAATCGCCCA TTAATTTTGG CGACTTGTAA TGCTATAGAG 456960 
CCAGCAGGTG TCGTCGTTGT CGCAAAATTT ACATTAAGAT TATCCGCAAT ATTTTCAAAG 457020 
CTATTGCCTG TAAGGCTGCC CGCAACTCGT CTTGCATTTT CAGTTGGATT AAAAATCCCC 4 57080 
CACCGAACGC CAAGTTCTTT CAAACTCTCA TCCGTAATTG TCACAATTCG CGCTTCAATA 45714 0 
GCGATCTGTT CAATAGGCTT ATCCATTTCA GCAATCAGTT TTTTGATATT TTGCACAGAA 457200 
CGAGGTTCAT CCTGAATAAC CAGCAAATTA CTGCGATCAT CAAAGGTAAT GCTCCCAGCG 457260 
GGAGAAAGCA AAGAGCCACT TCCTGTTGTT AAGGATTTCA TTAATTCAGA AGCTTTAGCA 457320 
AAATGGAGTT TTACCGTGTG ACTCACTAAG TGCGGTTCAT TTGTCGTAAG ATTTCCTGCA 457380 
ACCTGACCTT TGCCAGATTG ACTGCCGTTT AAATAATAAA TCCCATCATC TTTATTCAAA 4 57440 
GTAAGATGCT TACTTTTTGC GATTATTTGT AGCAAACGTG GCATATCAAT ATTGTTTAAT 457500 
TTCAAAGAGA TCTTGTTTTC CAATATATCT CCAATCACTA AATTCACATC TTGTTGAAAA 4 57560 
GCTAATTGCT CCAGTGTTTG AGCTAAAGGT GCTTGCGATA AACGAATAAA AAAACGTTCG 4 57620 
TTATCTGTTT TAGGATTAGC AAAAACGATT AATGGCAAAC AAAAACATAC TAAAAAATAA 457680 
CCGCACTTTA AAAAATATTT CTTCATAATC i TTCCTTTAAA AACTTAATTT TTTCCATTCA 457740 
CTACTATCAC ATTGCTCTCC TAGCTTACGC ATAAATTGAA CATTGTTTTG GTTG ATTTTT 457800 
TCTACAATAT AGCCCTCTTG AGCCACATCA ACGCCCTCTA AAACGCTGTA AACTTGCAAA 457860 
CCTTGATCTT GCAACAAGGC AAAGGCTTTA TCTTTAGAAA TCACTACCCC CACCAATTTT 457920 
AAAGCGTTCA AAGGAATTTC AGCCGCTTGG CGATTTTCAT CCGGTCCGCA TAGATTATTA 457980 
GGCACATCTG AGGAAATTAT TTCTGTTTGC TCCATTACTG TTT3TGCGTT ATCAAACTGA 458040 
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GAACGGTTAC GCTGTGTTTT ATCGAAAGGA TCTTGTCCCC AACTGCAATT CATAAAAAAT 458100 
AATATAATCA GGAAAAACCA ATGTTTCATT TTGTTTCCTT ATCTAGCTGA AAAATGATCT 45B160 
CGGTTTGCAA TGGGCCGTCT TCGGGTTTCA TAAATTGCAA 3CGACTTACA GAAAGCTGTG 458220 
ACGAATTAGC CAAAAGTGCG GATAAAAATG TCTTCGTTTT TTCAAAATGA CCTGTAAGCT 458280 
GTAAATGCAA AATAGGCTTT TGCCCCATTT CCCAACGTAA ATGCTGAGAT AAACCGTTAC 458340 
GCGCAGCTAA ACGTTGAATT TGTTTATTCA AAGGAATAAT TTGTGCAGCC AGTTCTGGAG 458400 
AAAGTTTTCG ACTTTCCGAC TGCT3TTGTA AAGAGGTTAA AATTTTCTGT TGATGCAACA 458460 
ATTCTGAACG TTTCACCGCT AACTCATTTT CAATTTCATG 3AAACGTGAA CTCCCCTCTA 458520 
TATAATCTAA AACGGGGCGA AAAATCACCG CACTTAATAG CAATAAAAAG GTTAAACCGT 458580 
GCACATAAAA AGGCTGACTT AGCCATTTTC CAAAAGGAGT AAAAGGATCG TTAAAAAAAG 458640 
CTTTCATTTT TCCGCCCCTT GTTCCACATC AAAGTGAAAA AACAATGTAT CTTGTTCAGG 458700 
TTGAAC CTGA CTTAATTTCA CATTGGGAAA ATGTTTCTTT AAAAATTGAT GAATCAGTTC 458760 
AAATTCTGTT TGATCTTGCG CGTTACCTTC CAAGCTTAAG TTATTGGCAT CTTGTTTAAA 458820 
TTTATTCAGT TCTCCTTGTT GAAAAGGTAA TTCACTTAGC TGTTGTAAAC TCTTTTTTAC 458B80 
TTGCTCGTTG GGAATAGATG TCAAAACTTC ACCAACTTTC ACCGCAATGC GTAACTGATC 458940 
AATTTGCATG GTAGTTTTAT GAAGCTGTTG ATTAAGTTGT TCAAACGACT TTTGCTGTGC 459000 
CTGCAAATTT TGTTTCTGTT GTTCAATCAA ATTGCTAAAA GCCAACATTA AATTAATAGC 459060 
AAGCAAGATA AATAAAGCGA TATAAAAAGC TAAACGACGT AAACGCTTTT GATGTTGATA 459120 
AGTACGCCAA GGCAATAAAT TCATCGACAT TTAACCACCC ACTTTTTGTT GATGTAAATC 459180 
TTTTTGCCAT AGCGCGTTGC CCAGCGCAAT AAAAGGGAGT 73T37TTCTA CTCGCTGCCA 459240 
GTTTTCGGGT AATGGTGTAT GACTTGAGGG AATTTGATAA ACAAAAACTT GTTCAAGTTG 459300 
TCCTTCAAAA CGTTCGGTAA ATTGTTCATA AAGTGCGGTC AAATTTTCGT GAGATTGTAA 459360 
AATTTGTGAT TGCTGAGATC TTTCACAAAT CGCCAAGCAA 7AGTCATCTT CTTGAAATAA 459420 
AAATAAGGTA TTTTCTGACC GCACTTGTTC ATTCAACAGA TATT3AAATG CACGCAAAAC 459480 
AGCATTTGAC GCAACATCCA ATATATTAAT ATTAAATGGC T3AAAATCTT GCAAATAAGT 459540 
TTGAGCGCTA CTTTTACGAA TTGCAGTAAC CTCTAATCGA AAACCTTGCT TTAACGGGGT 459600 
AGAACGATAA TCAAACCACA ATTCTTCTAA AAAAATAGGC A3CTCTTTTT CAATCACAAA 459660 
TTTACATTGT TGATGACATT CTTGCGCATT TAACACTTGT 33CAACATTA ATACTTTCGA 459720 
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CCAAGTTAAG TGGGCGGGAA TGCTTGCTAC AAACTGCAAA GGAAAGGTTT TCCCTTGATA 
TTGTGTTTTT AGCTGTTGTA AAAAACGATT TTTAAAATAA CGATCATTAA CAAAGATTTG 
ATAACTTTGT GGCTGTTCGA GATCATCAAA CCACACAAAA 7CAAAATAAC TCTGCTTACG 
ATGAATGCCG ATTTGTAAAG TGCGGTAATT TTTCAGGGAG AATTGCATAT TCTTTCCTAT 
TCTTTAAAGG CTGAATCTTT TATACTTAAC AGCCAAATCA TAGGTCTCTT GACAAGAATA 
TTCATTAACG AAGCGAGAAT TTTACGATGC GGATCGCAAA ATTAATATTA AACACCCTAT 
TAACTTTATG TATTTTAGGT TTAGTAGCAG GCGGAATGTT GTATTTCCAC TTAAAATCTG 
AATTGCCCTC AGTAGAAACA TTAAAAACCG TTGAATTACA GCAACCAATG CAGATTTATA 
CGGCTGACGG TAAATTAATT GGCGAAGTGG GTGAGCAACG CCGTATTCCA GTGAAATTAG 
CCGATGTGCC ACAACGCTTA ATTGACGCAT TTTTAGCGAC GGAAGACAGT CGTTTTTACG 
ATCATCACGG ATTAGACCCT ATCGGCATTG CCCGTGCATT GTTTGTCGCA GTGAGTAATG 
GCGGTGCATC ACAAGGCGCA AGTACGATTA CTCAACAATT AGCGCGTAAC TTTTTCTTAA 
CCTCAGAAAA AACCATTATT CGTAAAGCTC GTGAAGCCGT GCTTGCGGTA GAAATCGAAA 
ATACTCTCAA CAAACAAGAA AT ATT AG AG C TTTATTTAAA CAAAATCTTT TTAGGCTATC 
GTTCTTATGG TGTTGCAGCG GCAGCACAAA CCTATTTCGG TAAATCATTG AATGAATTGA 
CCTTATCGGA AATGGCGATT ATTGCTGGTT TACCTAAAGC ACCTTCAACA ATGAACCCGC 
TTTATTCTTT AAAACGTTCA GAAGAACGCC GCAATGTGGT GCTAAGCCGT ATGTTAGATG 
AAAAATACAT CAGCAAAGAA GAATATGATG CTGCATTGAA A3AGCCGATT GTGGCGAGCT 
ATCACGGCGC AAAATTTGAA TTTCGAGCCG ATTATGTCAC TGAAATGGTG CGTCAAGAAA 
TGGTGCGTCG TTTTGGCGAA GAAAATGCTT ACACCAGTGG TTATAAAGTA TTTACCACTG 
TACTTTCAAA AGACCAAGCT GAAGCCCAAA AAGCTGTGCG TAATAACTTG ATTGATTACG 
ATATGCGTCA CGGTTATCGC GGTGGCGCGC CATTATGGCA AAAAAATGAA GCCGCTTGGG 
ACAATGATCG CATTGTCGGT TTTCTACGCA AACTACCTGA TTCAGAGCCA TTTATTCCTG 
CGGCAGTGAT TGGAATTGTA AAAGGCGGTG CTGATATATT GCTCGCTTCT GGGGAAAAAA 
TGACCTTATC AACCAATGCA ATGCGTTGGA CAGGCAGAAG CAATCCTGTG AAAGTCGGCG 
AGCAAATTTG GATTCATCAG CGTGCTAATG GGG AATGGCA ATTAGGACAA ATTCCCGCAG 
CAAATTCAGC ATTAGTTTCT CTTAATTCAG ATAATGGTGC 3AT7GAAGCA GTGGTCGGTG 
GCTTTAGCTA TGAACAAAGT AAATTCAATC GAGCCACACA GTCTTTAGTT CAAGTGGGTT 
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CTTCTATCAA ACCATTTATT 
TATTACAAGA CAGCCCGATT 
ACTCGCCTGA TCGTTATGAT 
ATATAATTGC TATTCGTGCT 
AACGTTTTGG TTTTAAACGT 
CCTCTTTCAC ACCATTAGAA 
TCATTGAACC TTATATCATT 
CAAACCCTAA AATTGCTTGC 
AAGACAAAAT CAACGGCTTT 
ATGACAGCAC CAATGGCGAA 
AATTACAATC AAATATGACC 
AAAATGCTTC GTCGAAAATA 
TCATTCGTAG TGCCTTAAAT 
CCAGCTGGCG TATTGCACAA 
CCAACAGTTC AAAAGTGGCT 
ATGTCGGGTT TGATGATAAC 
CAATGCCTGC TTGGATCACT 
TGTCGCTACC GCCAAAAATT 
CAAACGGTGG GCGCAAAGAA 
CGGAAATGCA AGAGCGTGGT 
AAGGCAATAC GCCAGCGACG 
TGTAATCGGG CGAGTCAATT 
AATATATTAT GCTGAGTTAT 
AACATATTGT TTTAATGCTC 
ATTTGGATAC GCACTCTGGT 
CGGGGGAATA TAAAGAAGGT 
TTGCTCGTTA TGTAAAAATG 
ACGCGGGTTC TCCATTAATT 
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TACGCGGCAG CATTAGAAAA AGGCTTAACA CTTTCAAGCG 461460 

TCTATTCAAA AACCGGGACA AAAAATGTGG CAACCGAAAA 461520 

GGCCCGATGC GTTTACGCGT AGGATTAGGT CAATCCAAAA 46158 0 

ATCCAAACGG CAGGTATTGA TTTCACAGCA GAATTTTTAC 46164 0 

GATCAATATT TTGCCAGTGA AGCCTTAGCA CTTGGCGCAG 461700 

ATGGCGCGAG CTTATGCGGT GTTTGATAAT GGTGGCTTCC 461760 

GAAAAAATTC AAGATAACAC GGGTAAAGAC TTATTTATTG 46182 0 

ATTGAATGTA ATGATATACC TGTAATTTAT GGCGAAACCA 461880 

GCCAATATTC CTTTAGGCGA GAATGCCTTA AAACCAACAG 461940 

GAATTAGATC AACAACCTGA AACTGTGCCT GAACTGCCAG 46200 0 

GCACTTAAAG AAGATGCGAT TGATTTAATG GCTGCTGCAA 46206 0 

GAATATGCGC CACGTGTCAT TAGTGGCGAA CTTGCTTTTC 462120 

ACGGCAATTT ATGGCGAACA AGGTTTAGAC TGGAAAGGCA 462180 

AGCATTAAAC GTAGCGATAT AGGCGGTAAA ACAGGTACTA 46224 0 

TGGTATGCGG GATTTGGTGC AAACTTAGTA ACCACAACTT 462300 

AAACGAGTAC TTGGGCGTGG AGAAGCAGGA GCAAAAACAG 462360 

TATATGAAAA CGGCTTTGAG TGATAAGCCA GAACGTAAAT 462420 

GTGGAAAAAA ACATTGATAC TTTGACAGGT TTGCTTTCTC 462480 

TATTTTATTG CGGGAACAGA ACCGACACGT ACCTATCTTT 462540 

TATTATGTTC CTACTGAGTT ACAGCAACGC TTAAATAATG 462600 

CAACCACAAG AACTCTTCTA AAAATGACCG CACTTTAGTG 46266 0 

GGCTCGCCTT CGTTATTAAA CAAATAAGGA ATATATAAGG 462720 

CATCACTCAT TTCACGCTGG CAA7CATGCC GATGTCTTGA 462780 

ATTTTGGAAA ATCTTAAACT CAAAGAAAAA GGCTTTTTTT 462840 

GTGGGGCGTT ATCGTTTATC CTCAAATGAA TCAGAAAAAA 462900 

ATTGGACGCC TGTGGGATCA AACAGATTTA CCCGAAGATA 462960 

ATCAAAAAAC TCAATTATGG TGG 3AAAGAA CTACGTTATT 463020 

GCCGCGGAAT TGTTGCGCTC ACAAGATCGC GCACTATTGA 463080 



-77.277- 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

CCGAGCTTCA TCCTAGCGAT TATCCAATTC TTCGCAATAA TTTTAGCGAC GACAAAAATG 46314 0 
TCACCGTAAA ATGTGACAAT GGCTTTCAAC AAGTCAAAGC AACGCTTCCG CCAAAAGAAC 463200 
GCCGAGGCTT AGTACTCATC GATCCGCCTT ATGAATTAAA AGATGATTAT GATCTCGTTG 463260 
TTAAAGCCAT TGAAGAGGGC TATAAACGTT TTGCCACTGG CACTTATGCG ATTTGGTATC 463320 
CTGTTGTATT ACGCCAACAA ACTAAACGTA TTTTTAAGGG TTTAGAAGCA ACGGGAATTA 463380 
GAAAAATTCT AAAAATTGAA CTCGCCGTTC GCCCAGATAG CGATCAACGA GGAATGACTG 463440 
CGAGCGGTAT GGTGGTAATT AATCCACCTT GGACATTAGA AACCCAAATG AAAGAAATTT 463500 
TGCCTTATCT CACAAAAACA TTAGTTCCAG AAGGTACTGG AAGCTGGACA GTCGAATGGA 463560 
TTACACCAGA GTAATTCTCC ATTATAAACG CCACTAAATT TCACCGCACT TTATAGCTTA 463620 
AAAGTGCGGT AAGATTTTCT AAGATTTTAA ATAAATCCCA CAGTTCCCAA AAGCCCATTT 463680 
TTTCGCTAGA ATGCACGCAA TTTTTGACTT AATAAAGGAT AACATTATGT TTGGAAAAGG 463740 
CGGTTTAGGC GGCTTAATGA AACAAGCCCA ACAAATGCAA GAAAAAATGC AAAAAATGCA 463800 
GGAAGAAATC GCGCAACTAG AAGTAACGGG TGAATCTGGT GCAGGTTTAG TGAAAATCAC 463860 
AATTAATGGT GCACATAACT GCCGTCGCAT TGACATTGAT CCGTCTTTAA TGGAAGACGA 463920 
TAAAGAAATG TTAGAAGATT TAATCGCCGC CGCTTTTAAC GATGCGGTAC GTCGTGCAGA 463980 
AGAATTACAA AAAGAAAAAA TGGCATCAGT TACCGCTGGA ATGCCATTAC CACCAGGAAT 464040 
GAAGTTTCCG TTTTAATTAT TAGGCGCGTG AATATAAGAT TCACGCGTCA TCTCTCAGTT 464100 
TCCTCTCATT AATCACTATG CAAAGCAGTC CACTTTTAGA ACACCTTATT GAAAACTTAC 464160 
GTTGTCTTCC AGGCGTAGGG CCTAAATCTG CGCAACGTAT GGCTTATCAT CTTTTACAGC 464220 
GTAATCGTAG CGGTGGAATG AATTTAGCTC GAGCACTCAC AGAAGCCATG TCTAAAATTG 464280 
GTCATTGTTC ACAGTGTCGA GACTTTACGG AAGAAGACAC 7TGCAACATT TGCAATAATC 464340 
CACGCCGTCA AAATTCAGGT TTGCTTTGTG TCGTTGAAAT 3CCAGCAGAT ATTCAAGCGA 464400 
TTGAGCAAAC GGGGCAATTT TCAGGACGTT ATTTTGTTTT AATGGGACAT TTGTCTCCAC 464460 
TTGATGGTAT TGGACCTCGT GAAATTGGCT TAGATTTACT GCAAAAACGC TTAGTAGAAG 464520 
AATCTTTCCA CGAAGTGATT CTTGCAACAA ATCCAACGGT 33AAGGCGAT GCGACGGCAA 464580 
ACTACATTGC TGAAATGTGC CGCCAA.CATA ATATCAAAGT 3AGTCGTATC GCTCACGGTA 464640 
TCCCTGTCGG TGGTGAACTG GAAACTGTGG ACGGCACAAC 3CTTACTCAC TCTTTTCTTG 464700 
GTCGTCGTCA AATCGACTAA TCTTCTCATA CCATTATGCG TTTATTTATC GCCGAAAAAC 464760 

~ 77,278 ~ ^AD ORIGINAL 

I — 

SUBSTITUTE SHEET (RULE 26) 



PCI7US96/05320 

WO 96/33276 

CAAGCTTAGC TCGCGCTATT GCTGATGTGC TCCCGAAACC CCATCAACGT GGGGATGGTT 464820 
TTATTAAATG CGGCGATAAT GATGTGGTAA CTTGGTGTGT AGGGCATTTG CTCGAGCAAG 464880 
CAGAACCCGA TGCCTATGAT CCTAAATTCA AACAATGGCG TTTAGAACAT CTCCCTATCA 464940 
TTCCTGAAAA ATGGCAACTT TTACCGCGAA AAGAAGTAAA AAAACAACTT TCTGTGGTAG 465000 
AAAAACTGAT CCATCAAGCG GATACACTTG TTAATGCAGG AGACCCTGAT AGAGAAGGAC 465060 
AATTACTTGT AGATGAAGTG TTCAGTTATG CCAATTTATC 73CCGAAAAA CGCGATAAAA 465120 
TTTTACGCTG TTTGATTAGC GACCTAAATC CAAGTGCGGT AGAAAAAGCG GTTAAAAAAT 465180 
TACAACCCAA CCGTAATTTT ATTCCTCTTG CCACATCCGC 7CTCGCACGA GCTCGCGCCG 465240 
ATTGGCTTTA TGGCATTAAT ATGACCAGAG CTTATACCAT TCGAGGTAGA CAAACTGGCT 4653 00 
ATGATGGCGT GCTTTCTGTT GGACGAGTGC AAACCCCTGT G CTAGGTTTA ATTGTACGTC 465360 
GAGATTTAGA AATTGAGCAT TTCCAGCCCA AAGACTTCTT TGAAGTACAG GCTTGGGTTA 465420 
ATCCAGAGAG CAAAGAAGAA AAAACTCCAG AAAAATCAAC C3CACTTTTC AGTGCCTTAT 465480 
GGCAACCTAG CAAAGCTTGC GAGGATTACC AAGATGATGA CGGCAGGGTG CTCTCTAAAG 465540 
GATTAGCAGA AAAAGTTGTA AAACGTATTA CAAATCAACC TGCAGAAGTC ACCGAATACA 465600 
AAGACGTTCG TGAAAAAGAA ACGGCGCCCT TGCCTTATTC ACTTTCTGCG TTACAAATTG 465660 
ATGCAGCAAA GCGATTTGGT ATGTCCGCTC AAGCCGTATT AGATACGTGC CAACGCCTAT 465720 
ATGAAACTCA TCGTTTGATT ACTTATCCGC GTTCTGATTG TCGCTATTTG CCCGAAGAAC 465780 
ATTTTGCCGA ACGCCATAAT GTATTAAATG CAATTTCAAC CCATTGTGAA GCTTATCAAG 465840 
TCTTACCAAA TGTTATTTTA ACTGAACAGA GAAATCGCTG TTGGAATGAT AAAAAAGTAG 465900 
AGGCTCACCA TG CAATCATT CCTACTGCCA AAAATCGTCC AGTAAATCTA ACACAAGAAG 465960 
AACGTAATAT TTACAGCCTT ATCGCTCGCC AATATTTAAT GCAATTTTGC CCTGACGCAG 466020 
AATATCGTAA AAGTAAAATC ACATTAAATA TCGCTGGCGG TACTTTTATA GCTCAAGCAC 466080 
GAAATTTACA AACGGCTGGG TGGAAAGAAT TGTTAGGCAA AGAAGACGAC ACAGAAAATC 466140 
AAGAACCCTT ATTACCAATA GTAAAGAAAG GACAAATTTT 3ZATTGTGAA CGCGGAGAAG 466200 
TGATGAGTAA AAAAACTCAG CCACCAAAGC CCTTCACTGA T3CAACCTTG CTTTCAGCAA 466260 
TGACGGGCAT TGCGCGATTT GTGCAGGATA AAGAACTCAA AAAAATTCTG CGAGAAACCG 466320 
ATGGATTGGG TACAGAGGCT ACTCGCGCTG GCATCATTGA ATTACTTTTT AAACGCGGTT 466380 
TTTTAACTAA AAAAGGGCGA AATATTCATA GCACAGAAAC A3GAAGAATT TTAATTCAGG 466440 
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CATTACCAAA TATTGCCACC CAACCAGATA TGACGGCTCA TTGGGAATCG CAACTCACAG 466500 
ACATTAGTCA AAAACAAGCA ACCTATCAAC AATTTATGCA TAACTTGAAT CAAATATTGC 466560 
CTGATTTAGT CCGTTTTGTA GATC7TAATG CATTAAGACA ATTAAGCCGC ATTAAAATGA .466620 
TTAAATCCGA TAGAGCGAAA CCTAAAAGTG CGGTAAAAAA ATCGAGTAAA TCAAACGGTG 466680 
AGACTGATTA AAGTTAAACC AATTAATATT TTTTTTATGC AAAGCACTTG CAAGAAAATT 466740 
GAATTTTCTA TAACATTCAC GACCAGTTTT CTTGCAAAAT TGCAAATTAG AGAGAAAAAA 466800 
TGTATCAAGT TCTTTTATTT ATTTATGTTG TTGTCGCGAT TGCCTTGATC GGGTTTATTC 466860 
TCGTTCAACA AGGTAAAGGA GCGAACGCGG GCGCATCTTT TGGTGGTGGT GCATCAGGTA 466920 
CAATGTTTGG CTCTGCTGGT GCAGGTAACT TTTTAACACG TACTAGTGCG ATTTTAGCAA 466980 
CCGCATTTTT TGTTATTGCT CTTGTTTTAG GTAATATGAA TTCACATAAA GGCAATGTTC 467040 
AAAAAGGTAC TTTTGACGAT TTATCACAAG CTGCAGAGCA AGTTCAACAA CAAGCAGCTC 467100 
CAGCGAAAGA CAATAAAAAT AGCGACATCC CACAATAAAA TAGGATTAGC ATAAAATTAA 467160 
CGCTCTGGTG GTGGAATTGG TAGACACGCT ATCTTGAGGG GGTAGTGACC ACAGGTCGTG 467220 
CGAGTTCAAG TCTCGCCCAG AGCACCAAAT TAAAAATATA CAGCACTAAA AGCATTACAA 467280 
AGCCTTGATT CTACTGAAAT CAAGGCTTTT TTATTCCCTA TACTCCACTA TAAAATACTA 467340 
TCGAACCTTA GAATTTTAGT AATAGACTTA ATAATATATT CACGCTAAGG CAAAAAAATC 467400 
ATAGAGACTT GTAAATACCA GGATTATTAC CTAGTTTGCT ATATTACTAA GTAGGGCTAT 467460 
TTTATGGCAT ACTTAACAAA TCCGCTTTCT GACACCCAAA TTAAAAAAGC AAAACTGAAA 467520 
GAAAAAGATT GCTCCTACTT TTACAAACGA TTCACGAATA CATCCATAAC TAAAAGGACT 467580 
AAGCCCTGTA GATTACAGAG CCTAGTCCTT GATTTCATAG 7CTAACTTTT TCAATGAAAA 467640 
TTATTTTTTA CATTCAAAGT GCGGTATTAT TCCGCATTGT TTTTCGATTT AATAATGGCG 467700 
TAAACCACAC CTGTTGATAA AGCACCAATC GCAATTGCAC CAAGATATTT CAACGGCTCA 467760 
GACACAAATG GAATGACAAA TAATCCGCCG TGCGGAGCTT 3TAAGGTAAT ATTTAATCCC 467820 
ATTGAAATCG CACCAGCCAC CGCACCACCA ATCACAGAGC TAATAATGAC TCGAATTGGA 467880 
TCTGCTGCCA CAAATGGTAA TGCTCCTTCA GAAATAAAAC A7AAACCAAG AACAAATGAT 467 940 
GCTTTCCCCG CATCGCATTG GCTAACGGTA AATTTATTGC SAGCAATCCA AGTCGCAACA 468000 
GTCATACCAA TTGGAGGAAC CATACCTGCG GCCATTGCCG CAGCCATTGG TGTATAAACT 468060 
TGGGAAGCAA TCAATCCAAC CGAAAAAGTG TACGCTGCT7 TA7TTACTGG CCCGCCCATA 468120 
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TCAATACACA TCATTGCGCC GATAA7TGCG CCTAACACAA TCGCATTCAC TTCGCCCATT 468180 

GAAGTAAGCC AATTACTTAG CTCTTTCATA ATTTCAGCCA CTGGTGGATT GATGAGGTAA 468240 

ATCATCGTCA AACCAACAAT CATCGAACCT AAGAGCGGTA AAATTAAAAT CGGTTTTAAT 468300 

GAAGTCAGAC TCGCTGGCAA TCGAATAATC ACATTTAGCC CTT7CACCAC ATAGCCCGCT 469360 

AAGAAACCAG CAATAATACC GCCAAGAATC CCTGCACCCG CTTCACTTGC CAGCATCCCT 468420 

GCAATCAAAC CAACTGCAAG TCCTG3ACGA TCAGCGATAG AAAATGCAAC GTAGCCAGCA 468480 

AACACGGCAA TCATTAACTT GAAC3CCACA CCACTACCGA TATTTATCAA CATATTTGGA 46854 0 

AGATCTTGAA AAACTCCTGT ATTTTCAATT ACATTAAAAC TGAACATAAA GGAAATCGCG 468600 

ATCAACAATC CACCAGCAAC CACTAACGGT AACATATGAG AAACACCAGT CATTAAGTGT 468660 

TTGTACACAC CTTTTTT CTC ACGGCTTTCT TCTTTCGTTC CCGCATTATT TCCACCATCA 468720 

AAAATTTTGG CTTCTTTAAA TGCTTTATCA AATTCTTGCT CAGTTTTCTT TAAGGCTAAG 468780 

CCTGTTGAAG TGCGGTACAT TGGTTTACCT TTAAATTTAT CTAAAGGCAC GTCAATATCT 468840 

GCTGCAACAA ATACCAAATC AGCCGCTGCG ACTTCTTCCA CAGTAATTTC ATTGCCAGCC 468900 

CCAACTTGAC CACGGGTTTC AACTTTTACA TTCCAACCTT 3CTTTTTCGC ATAGGCTTCA 468960 

ATCGCTTCAG CCGACATAAA CGTATGTGCA ACGCCAGTTG GACAAGCAGT TACCGCAACA 469020 

ATATTTTTTA CACCAGAAAC ACCTGTAAAA CTCACCGCAC TTTTCGGTGC AACATAATCA 469080 

GCCCCATTGG CTAAAGCATT TGCCAGCGTG ACTTCAGGAG AAATCATGGC GATAGCTTCG 469140 

C CGATAATAA AGACTTTTTT ACCAACTAAA TCGGGGTTAT 7TGGTAATAC AGAACCAAAT 469200 

ACGAGAACAA GATCTGCTTC GGCTGGTGTT CCTACAATAG AGACATTTGC TTTTTGTGCA 469260 

GCTGCTCGAA AAACTTCATG TAATAAATAG GCTTTCACAT C3CCTACATT AGCTGATTGG 469320 

GTTAAAAATA ACTTCATACT ATCCTTCAAT CATCGTTATT T3TACTTTTT CTAAAATAGG 469380 

GTCAAGTAAA CTCAAATCAC TCACACCGAC GTTACTCTGA GATACAGCAA AAGCGGACAC 469440 

AGCCGTAGCA AAAGCTAAAG TTTCTGTTTT CGATAAACCT TTTTCAAAAC CATAGATTAA 469500 

GCCTGCTACC ATTGAATCCC CTGCTCCAAC GGTACTCACG ACATTTTCAC ATTGTGCTGG 469560 

TTCGGCTTTG AGCACGCCTT CATTATTAAT CCATAAAGAA CCTTTTGCGC CCATTGAAAT 469620 

AATCACGTTT TCAATGCCTT CCGCTTTGAG TTGCTGTGCA 3CG3CAATAA TTTCTTCAAG 469680 

ACTATTTAAT GGATGACCAA CCCAAGCCTC AAGTTCTCGA T3ATTGGGTT TTACTAGCCA 469740 

AGGTTTCGCT TTTAATCCAG CGGTAAGCGC AGCATTGCTA C7ATCAAGCA CCACTTTAAC 469800 
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GCCAGCTTGA TGAAGCTGAT TCAAC CAATC AGCAAACAAT TCAGGAGACA CACCTCGAGG 469860 

TAAACTGCCA CAAACTGCGA CAATGTCATA ATTTAAACAA TAAGCCAAAG AATCCGTCAC 469920 

AAATTGTTGC CAAACTTGTG GGCTTATTTG ATACCCCAAG AAATTTAAAT CTGTCACATC 469980 

CGCTTCAGTC TCGGTAATTT TTACATTGAT ACGCGTTTTG CCATCAACAC GGTGGAATTT 470040 

ATCTTCCAAA CCGTGCTGAT TAAACATTTG CTCAAAATCA GCTGAATTAT CCTTGCCCAA 470100 

GAAACCGCCT ACTGCAACAT TAACGCCTAA ATCTTTTAGT AC7TTTGCGA CATTAATGCC 470160 

TTTTCCAGCA GGGAATAAGC CCAATGTTTC TACCGTATTT ACTTCGCCAA GTTGAATACG 470220 

ATTTAAACGC CCAACTAAAT CATAGGCGGC ATTTAAGGTA ATGGTTACGA CGCTTGCCAT 470280 

ACTATTCCCC TAAACCCGAT TCGATCACAG CACCGATTCC GTCAATAGCT TGTTGCGCTT 470340 

CTTCGCCCGT CGCAACAAAA CGTAAACGAG TCCCTTTGAC TACGCCTAAT GCCACAATTT 4 70400 

TCATCAAACT TTTAGCACTG ACTAATTGAG AATTACGATC AAGGTTTTGA ACTGCTACGG 4 70460 

AAGCATTATA TTTCTTCACT TCGTTTACCA ATATTGCACT 7GGGCGAGCG TGCAAACCTT 470520 

GCTCG TTTTT AATCACAAAT ACGGCTTCAA TGGCATTTGC TGGCAAATTA TCATCTTCTG 470580 

TTACCGCAGG TGTGTGAATT TGATCGCCCA TAATCTCAAT GGTATCGGGT TCAGACGGTG 470640 

GCACTGCCGA AACATTCTCT CCCAAGCCAT TGGCTATCGC TTTGCCCAAT GATTCAATTG 470700 

CTTGTT TT G C ATCTTCCCCC TCTGCCACAA AACGTAAACG ATGTCCTTGT GTTACACCAA 470760 

GCGCAACAAT CTTCATCAAA CTTTTTGCGC TGACGACTTC ACTTTCACGA GTAAGATTTT 470820 

GCATGGTTAT TTTAGAAGTG AATTTTTTCA CTTCATTAAC CAAATTTGCA CTTGGGCGTG 4 70880 

CATGTAAGCC GTGTTCATTA CGAATTGTAA AAGTTCCTAC AACAGCACCT TCTACAGATT 470940 

GAGTTTCAAC ATCACTCGAT GAACCCAAAA GTGCGGTCAA AATTTCTGTT GAATTTCCAT 4 71000 

TGAGCAAGGT TGTTTGGACA TCGTCATCTA ATAAACGCAC CAAAGTTGGA TTAATTTGAT 471060 

CACCGACGGC TGAAACGGTT ATCACGCCTT TTACGGCCTT GCCATTGTGG CTAAAAATTG 471120 

TTTTAGCACG ACTAAATGCT AAGGCATTTT TCACATTTCC TAC3ACAGAG TCCGTTACCC 471180 

ATAACCCTTT GCCAAGCGGT AATGCCGCAT TATTTATCAC TTCAGAAATA AAGCGATTTT 471240 

CTACCGCACT TTGCACCTGT AATTGCCCCG CATTAATCGC AACTAAAGTT AATAAACTTT 471300 

GGGTATTTAC ATCTAAACTG ATATTGGCAG CAGGAATTTC AAA7GGATCA ATTGTCTCGC 471360 

CCATTAAAAT CGCGCAAAAT TCAGCCACAT CAGTTATTTT T3CTAATTTT GCTGCGGTAT 471420 

CTTCATCACT CAAAACGTGG GTAAGTTGAC GTAATAAGGA CAAA7GCTCA TCAGATCGCG 471480 
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CCGCAATACC AATCACGACA TAAGCAATAT TTCCTTCGCC CCATTCTATG CCTTGAGGAA 4 71540 

ATTGAAACAC TTGCACGCCC GTTTTCTTTA CCATCAAACG AGTATCCAAG GTGCCGTGAG 471600 

GAATAGCGAT GCCATTGCCT AAAAAGGTCG AGGTTTGCAG CTCGCGCGCT AACATTCCTT 471660 

GCAAGTAACC ATTTTCAACA TTGCC73CTT GAACCAATGC GGACACTGCC ATTTCGATCG 4 71720 

CTTGTTGTTT ATCAATTGCA TTAGCATTTA AATG AATGTT GCTTTCCGAA AGTTCTAACA 471780 

TTCTTGCTCC TTAATAATTT AAAAAGAAAG CTGCGGATGA AACAAATCGA CCAGCAGCTT 471840 

ATTGAAAAAC AATTATTTAG ATGTACAGGC TTTCAGCAGC GCTTCACTAC CTTGCACAAT 471900 

ATATTCATCA TTTTCTCCGC GCGCTTCGCC TTTTTGTAAA TCACGCATCG CATCATAAAT 471960 

ACCTTGAGCC ATACTTTGCG AATCCACTTT TTCCCAACAA 7TTGCGCTCA AACGTTTAAG 47202 0 

GTTCGCTTGC AATGCTTCCG CATGTAACAC GCCGCTATAA TAGGCATATA CATCAGAATC 472080 

ATGGCCGCCT GTATAAAGTT TATCCTGAAT TTGTTTCACT GGAACTAAAA TACGGCCTAA 472140 

ATACCAGTCA TTCGCACCAC TTGCAAAATT ATCTACAAAA AAATTTTCAT TCACGCGACC 472200 

TTTATATGTC GCCACAGTCG CTTCATAAGC AGCTGCATAA GATTTTTGAT CGATTTTATC 472260 

TTTATCTAAA TCAATCACTT TTTTATCGTT CCCCATAAAT GGAATATAGT TAGTAACCGA 472320 

TGACCAAGAA GAACAACCTG CCAATATTAA CGTAAAAAAT AAAACAGAGA TTTTTTTAAA 4 72380 

CATAGTCATA CCCGATTAAA GTTAATAAAA CGCCGCCATT ATACTGTCTA AAGGGGATTA 472440 

AGCAAGGAAG CCTGTAAGGC TTATCTAGGC AAATGTTAAT TTCGTATAAA ATCAGTAAAA 472500 

TCAGACCATT GCTCAATACG AAAAGCACGA ATATCTCGTA CCGACTGAGA AATCCACGCC 472560 

AACTGTTTTA GTGCATTCAT TGCCTGAAAG AGATTCGCCA TATCTTCATT CATGTTGATA 472620 

TATAAACTTC CTTGTGTTCT AACAAAACCA AATTTTGCTA AGACTGCGCC AATGTCTGTA 4 72680 

TAAGCCTGTT GAACGCCCTT TGGATGATAA TCTTGAGTGT CTTTTACAAC TAAAAAAGCA 472740 

ATCGCGTACA TAATTTTCCT TATTCAGCTT CGGGATCTTC AAGCAGGTGA GATAAGCGAT 472800 

AAATGTCTTT TTCACCAGAT TGTAACAATG TGATATTCAC CAACACATCA CCATCTGGCA 472860 

AAAATTCCGC AACCTCGCCA ACCACATAAG GCACGCCAAA 7TGCCCGAAT TGCTTAATAC 472920 

AGCCTGTTGG AATTTGTTGT CTTAGTTCCA TATTTAACCT CAAATTTTTT ATGGTTTTAT 4 72980 

AACATAATTT TGTAGAGAAA TGGATAAAAA TTTACCGCAC 77CTACTCCT GCTCTTTTAC 47304 0 

TAAAGACACC AAAATCTGAT CGATTTTAAA GTTTTCCGTA TCAATCACTT CAAACTTGTA 473100 

TTTTCCGTAA ACCACAGAAT CGGTTTTTTT CGGGATTTTA CGTAACATAT ACATCATAAA 473160 
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ACCACTGATA GTTTCGTAGT TTTCTTCATC GGGAAAATAA GCAAtATCTA ATACTCGAGT 
TACCTCTTCT AATGGCGTTG CGCCATCAAT CAGCCACGAG - TTTTCATCAC GGCTCACAAT 
ATATTCTTCT TCGTTAGAAA CCAATTCCCC CATAACAATA CTCATCACAT CATTTAGCGT 
AACAATACCC ACTACAAGAG CATATTCATT CACAATAATC 3CAAAATCTT CGCCAGTAGA 
TTTAAACAAT TCCAACACTT CGTAAAGAGA AAGCGTATCA 3GCACAAATA AGGCTTTACG 
TAGTAGTTTG GGATCAGTCA GCACCACATT TTCATTCTGC AAATACATTG TGAGCAAAGT 
ATGGGATTCG ATATAACCTA AGATTTTGTC . GAGGCCATTG 7CACAAATCA CAATTTTAGA 
ATGAGAATCA CGAGAAAGCG TATCCATGAC TTCTTGGCGA GAAAAAGTGC GGTCTAAATA 
TACGATGTTT TCACGGGTTG TCATTGTGGA AGTTACCGTA CGGGCTTGCA TATCGAAAAT 
ATTTTCGATC AAATAATGCT CTTGAGTTTT TAATACACCA GCTTCTGCGC CTGCTTCAAC 
TACGGCGAAA ATATCTTCAG AGGTCATGCC ATCTT CACGC ACAGTAGAAA TGCGAAATAA 
GCGGAAAAAT ACATTAGCAA TAGTATCAAA AAACCACACA AGCGGTTTAA ACACATACAT 
ACTAAAATTC ATAATACCCA CAACGCTCAA CGCCACCATT TCAGGATAAG TAATAGCAAT 
TCGTTTTGGA ATAAGATCAG CAAATAAAAT AAACAAACAA GTCACTAATA TAAAAGCGAT 
TGTAGAGGCG GTTGGCGCAA TCCAACTTCC TTCAAAAGAA CGATTTAAAA TATCTGCAAT 
GTAAGGACTT AGCGCACTTT CGCCAATTCC CCCACCCAAA ATCGCCACCA TATTCAACAA 
AATTTGAACC ACCGTAATAA AACGACCAGG ATGCTCTTGT AATTTAAGCA CTTGAAGCGG 
ACGCACGTCG CCTTTATTTG CAAGAGATTG CAATTTTAAC TTACGAGGAC TCGCCAGAGA 
AATTTCAGCA GAAGAAACAA CTGCGCTACT TAAAATTAAA GCCACAATTG CCAAAATAGT 
ATGAAATAAT TCCATAATCA TTACTCAAAA ATATAAAAGA AAACGACCGC ACTTTGCGAC 
CGTTTGGGAT ATTACTTATC GCTGTCAAAC CAGCCGCGAA TAAATTGGAT AGACAAAAAT 
AATGTCGCCA GCAAGAATAC ATATAAAATC s CACGAAACAA "GGATTGCT TGGTGTGTCA 
TCAGCAGTAA TTTCTTTAAT TGAGGTTGCA TTACGATATT CATCCACCAT CGTAATACGC 
CAACCATAGT ATTTAATTTG CACAAGTTTG TTGTCATTAC CCAAAGCCTG TGCTTCAGCC 
TGTAAATTGG CTGAGCCAAA TTTGAAGTAG AATGGGAAAC ZCCAACGTGT ATCTTCGTTG 
CGATACACCA TAATTTTACC ATCGTCATTT TGCGTATTGA "7AATACAC ATCACGTGTT 
GGGCCATCAG CTGGATTCGA TTTTGTGATG GGGCCATCCT 7ATCAACACG TTTAACTTCT 
ACGCCAGTAA CACGTGTCAC ATCGTAATGA GGAAATACAT AATTCACTAC GGAAAACATA 
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AAACCGTGGA ATAAAAAAAC AACAATAAAT AAGAAATATT TAAAAAACTT TCGCATACTT 474 900 

TTCCCTTGTT AGAACTGTGC ATT7ATTCTA CACGAATTTT AAATAAACGC TCGAAATTTT 474 960 

GTGTAGTGAT TTGAGCAAAC GCCTCTGCAG AAACGCCCTT TAAGGTTGCC ACGTATTCAC 475020 

ATACTTCTCT CGTATACGCT GGTTGATTTT CTTTTCCTCT GTAAGGCACT GGCGCAAGAT 475080 

AAGGCGAATC CGTTTCCACC AATAAGCGTT CCATTGGTAC ATAACGAATA ACCTCACGAA 475140 

TCGCTTCAGC ATTTTTAAAG GTGACAATGC CAGAACAAGA AATGTAAAAT CCTAAATCCA 475200 

ACGCTTTTTT CGnAAATTCC ATAG7TTCCG TAAAACAATG AATAACGCCA CCGCACTTTT 475260 

CAGCACGGTG TTGGCGTAAC ATTGCAATGG TGTCATCGCC TG CAGAACGT GTATGAATAA 475320 

TCACAGGCTT ATCTAATTGG TTTGCAATAT CGATTTGGCT ACCAAACACC GCTTGTTGCG 475380 

CCGCTTTATT GTCCGCACTG TAATAATAAT CTAAG CCAAT TTCGCCAATA GCAATCACTT 475440 

TAGGATCTTG CGCTAAACGC AATAAACGTT CTGCGTCATA AGGTTCTTCT TCAAAATCAA 475500 

GTGGGTGAAC ACCACAAGCA AGCGAGACAT TATTAAATTC CCGTAAAGAG TCATAAGCCT 475560 

GCTCAAAACG GCTTAAGGTT ACACCAATCG CGAGCAAATG TTTCACATCA CGTGCGTGCG 475620 

CTTTTTCCAC CACATCCGAG ATATTTTTAT GTAAATTTTC ATAATCCAAC GCATCTAAAT 475680 

GGCAGTGGGA GTCAACAATG AACATAATTA TTTTTCCTTA TGCCTAAGGC TTGAACGCCA 475740 

TAGACGATAT ATCTTTAATT TATTGCGTTT CAAATACTTC TGTGACTAAT CGTGTCAAGC 475800 

CATCCAATAG CATTAATTCA ACATTCACAC CATTAATTGT AAGCAAATCT GACCGCACTT 475860 

TTTGCATAAT TTTAATGGCT TGTAATAAAC CAAGGGCAGT TTGCTCGTCG CTGAATTGTT 475920 

CGATACCACG GCCAAGATCA GCCACTTGTC GATGACTATC AATTTCAAGT TTATGTTTTA 475980 

AACAATCAGA AAGAAAAGCC AAAATCCAAT CCACTTGCTG AACATAGCGT TCTTTATCAA 476040 

ACAACGGAAG CAATT CCAAT GGCGAACGTC GGCGATAGAA CACCCAAAAT TGACGTAAGA 4 76100 

AGTTTTTACG CTGTTCAATA AATCCTTCTT GTAACGTTTC TAATGCTAAA AGCGGACGCC 4 76160 

CAAGATTCAT CGCAAGTGCG GTCAAAATTT CCTGATTTTC TACCGCACTT TTTGATTTTA 4 76220 

ACCATTCAAA AGCAATTTCT TCATTAGGCA CGGAAAGATT CZACACTTGG CATCGACTGT 476280 

AAATAGTTGC TAACAAACTT GCCGAACTAT CCGCTTGAAG TAAAAAATAA GTATTTGGAC 47634 0 

GAGGCTCTTC CAATGTTTTC AATAATGCAT TAGCAGCCGC TTCCGTTAAA CGTTCCGCCC 47S400 

CTTGCACATA CACCACTTTA TTGCCGTTTT GTTGTGCGTG "GCGCAACC ATTTCATTAA 47646 0 

TGTCGCGTAC TTGATCAACG CCAATATCCT TACCGTTAAT 3GGGCTTAAT TCGTGATAAT 476520 
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CTGGATGGCT ATGGGCTTGC ATTAAATGAC AAGAATGGCA TTGACCACAA GGTTTATCGC 476580 
CTTGAGCTAC ACACATTATT TTCTGTGCAA GTGCATTAAA TAAACTCTCT ACGCCTAAAC 476640 
CAGAATCAGC TTTAATCAGC ACAGCATGAT GCCCCAACCC TTCGTCAAAG GTTTGAGCAA 476700 
TTTGATGATA AATTGGCATT AGCCAAGGGT AAAGTGCGGT CATTTTTCGT TTGATTTCCA 476760 
CCAATTTTTT ACCGCACTTT CAATATCAGC TTGAACAAGT TCAATACTCT GCTCTGCATT 476820 
AATCACCACT GCTTTGGGAT TATCTTTTAC TAATTCTAAA TAGCGTGCTC GAGTACGATG 476880 
GAAAAAATCT AAATCCATTT GCTCAATACG ATCTAACTCG CCACGTCCAC GAGCTCGCGC 476940 
TAAACCGACG CTCGGATCTA TATCCAAATA AATTGTGAGA TCTGGCTCAA AATTACCTAA 477000 
TACGGTTTCT TTCAAGGTGA GCATAAAATG CGGGTCTAAT TGACGTCCAC CACCCTGATA 477060 
CGCCTGAGAT GACATATCGT GACGATCGCC CACTACCCAT TTCCCTTGCA TTAAAGCAGG 4 77120 
TTTAATCACA TTTTCCACCA ACTGAATACG AGCCGCATAA AGCATTAATA ACTCTGCTTT 477180 
ATCTGTCACG GGTTCTTCGG TTTCATGTTT GATGAGATGA CGTAATTTCT CAGCCAGTGG 477240 
CGTTCCACCA GGCTCGCGCG TAAACACAAC ATCTTGAATA CCAAGTTCAT GCAAAACTCG 477300 
CACTACAGAC TGATGAGCGG AGCTTTTCCC CGCACCTTCT AAGCCCTCAA TGACAATAAA 477360 
CTTTCCTTTC ATATTTTCTT CCGCACTTTT ATTTGGCATT TTTCTGACTG CGATACCAAC 477420 
GTAAATATTC TTGCACCGCT TTGTTATGTT CATTCAAATT TCGGGTAAAT TTATGCCCAC 477480 
CAGAACCATC TGCTACAAAA TAATAAAAAT CTGTTTTTTC AGGGTTCGCA ACAGCCTGTA 477540 
ACGAACTTTC ACTTGGCATA GCAATAGGCG TTGGCGGCAA TCCATCAATC ACATACGTAT 477600 
TATAAGGCGT CTTGGTTTCT AAATCTTTTT TGCGAATATT CCCATTGTAA TTTTCGCCCA 477660 
TACCATAAAT TACCGTTGGA TCCGTTTGTA ATTTCATTTT TGCTTTTAAA CGGTTGATAA 477720 
ATACAGATGC CACTTTTGCC CTCTCATTAG CAATACCCGT TTCTTTTTCC ACGATAGAAG 477780 
CCAAAATCAA CATTTCATAA GGATTCGCTA AAGGTAAATC CTC37CACGC TCGTTCCAAG 477840 
CCTTATTTAA CGCCTTTTTC ATTCGCTCAG CCGATCGCTT AAG7AGCTCT AAGTCTGTCG 477900 
ATTTAGGCGT ATAGTTATAA GTATCAGGAT AAAGCCAACC TTCCACATTT TTTAGTTCAA 477960 
GATTTTGACC AATATCAGGC AAATCAAGTA ATGCGAAAAT TTCTTCGTTA CTCTTATCTT 478020 
TCAAGGTTTG CACCAAGTGC GGTGCATTTT CAAGATCTTT 7CGCCAATCT TTAAAGGTTT 478080 
TTCCTTCAAT CCATTTTACA TTGAACTGCA CTTCTTTACC 3GAATTGAGC AAATCCAGTA 47814 0 
AATCTTGCAC AGTTTTAACA TTCTCAAGAG AATAAGTCCC T3CTTTTATT TTATTTAACT 478200 
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CAGGTTTCAA CTTCAGCAAA TAAGGTAATA ATTTCCCATC AGCAATTAAC TTTTCTTGCT 478260 
CAAAAAGTGT GGCTAATTTT GAACTTGTTG TGCCACGTTC AATCGTTAAA AGTTCATCTG 478320 
CCTGCACATT TACTGGTGTT TTTACAAATT CAGTCATTTT GTAATAAGAA AAACTCGCCA 47B380 
CGCCCGCTAA AATCAAAATT AAAAGTAAAA TCGCAATTAA AAA7TTCTTC ATAAGCTATA 478440 
AGAAAGAGAA AATAAAAAAC AACAAAAGGG GCAATTAAGC CCCTTTATTT TTGATACTTT 478500 
GTTATTTATT AAAATACTGA ATATTCGCTC TTTTACGCAA 73CTTTAACC CAATCGTTCG 478560 
TCGCATCTTG TAATTGAGTA TTTACTAAAC GTTCATATGC TTTTTGTGTG TAGGCTTCTG 478620 
CTGTAAGATC GCCATCACGT ACGCCAGTTA CTTCCAAAAT ATGCCAACCA AACTCAGTTT 478680 
TAAATGGTGC AGAAATCACA CCTTGTTTAC TTTTCACGAC GGT7TGTGCA AACTGTGGTG 478740 
CATAAGTTTC TGGGAACGCA TAACCTAAAC TACCGCCATT CGCACCCGAT AAATAATCTT 478800 
TAGAATATTT TAATGCGGCA TCAGCGAAAG TTGTTTTACC TGCAATAATA TCAGAACGAA 478860 
TTTTAGCTAA TTGTTTTTTT GCTTGAGCAT CATTTAACAA TGGATTAAGT TTTAACAAAA 478 920 
TGTGACGCAC TTCGTATTCT TTACCTGTAA CTTTTTGTGC AGTGCCTTGT GATTTTGCCT 478980 
CATCCAACAT TTTTTGACCA AGTGCGACAA CTTCTTCACG CGTTACATCA ATGCTTTCTT 479040 
GAATAGCTTT GTTACGTACA GCCCCCATCA CCATTTGATT GGCAATTTGC TGACGGAATG 479100 
TATTTAATGA AATGCCTTGA TAATCTAACG CATCCAAAAA TTGACCATAA GTTAAACCAT 479160 
TTCTAGCTGC GGTATCTTCC ACAATATGAT CAATTTCACG 33GATCAATT TTGACTCCCG 479220 
ATTCTTGAAC TGCTTTTTGC ACCAAAATAT CATCAATAAT TTTATCAATC GCACTTTGGC 479280 
GATCACCTTT TTTACCCATA TTGGCACGCA CTTGACTTTC TAAAACAGGA ATACCATCCA 479340 
CTGTTGCTAC GACACGTTCC TCCGCTTGTG CCATAGAAGT AAAAGCAACA CAACCTAAAG 479400 
TAGCCAATAA AAAAGATCTT AAAACAAATT TTTTCATTTT 3AT3TCATCC AAAAAAGAGT 479460 
CAATAACGTT GGTTAGAGTA ACAATTCTAT TGAAGGTTCA 3AA7AGATAA GATTTATTTC 479520 
CCTAGAATAG CAACTTCGTA ACAGCCATCT TGTTTTTCAG 73CGAACTTG CACAAGTTCA 479580 
TCACGGCTTG TTGGCACATT TTTACCTACG TAATCAGCAC 3AA73GGTAA TTCACGATGA 479640 
CCACGATCAA CAAAAATCAC TAATTCAATT TTTGCAGCAC 3A33AAAATC AGTAAGCGCA 479700 
TCCATTGCCG CTCGAATGGT TCGACCAGTA AACAACACAT 3A7CAACCAA AATGACGGTT 479760 
TTATCTTGAA TATTCAAATA TTGTGATGAA CCACTATAAA 37GG3ATTTT ATCTTCCTGA 479820 
TCAACCAAAG TTAAATCATC TCGATAAAAG GTAATATCCA 3773CATTGA AGGTAAATTT 479880 
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ATACTACTTA ACTCTTCAAC TCGACGTTG7 AATAATTCTG CAATTTCCGC GCCACGTCGT 4 7994 0 

TTAATCCCAA CAATCACAAG ATCATCTAAG GTTTGATGTT 7TTCAATAAT TTCGTGAGAA 4 80000 

ATACGCGAAA TTGTGCGAAG AAAACGATCA TGATCAATAA TAA7TTTTTC CATTTTTCCC 480060 

AGCTTTATCA ATAGTATTTC AATGCACAAA GTATAAAGAA AATACGCCTA AAAAGCGACG 480120 

GCATTTGCAC CATTTTTCTT GTTCGTTA7A CTATCCAAAA CAT7CCATCA AAGGAAACCA 480180 

AATTATGCGC TACTCCATTC AAGATTTTAT TCAACTCATC GCCCAACTTC GCAATCCAAA 480240 

TGGCGGATGC CCTTGGGATT TAAAACAAAA TTATGAATCT ATGATTTCTT GTTTAACGGA 480300 

AGAAACTTAC GAAGTAATTG AAGCCATTGA GAAAAAAGAC ATACCAAATT TACGCGAAGA 480360 

ATTAGGGGAT TTATTGTTGC AAGTCGTTTT CTTCAGTCAG GTTGCTAGGG AAGATAAATA 480420 

CTTTGCTTTT GACGATGTAT TGCAAGATGT TGCTGAAAAA ATTGTACGCC GTCATCCTCA 480480 

TGTGTTTGGT GATGCAAAAG CGGGGGACGA AACAGAAGCT CTTTCCCGTT GGAATGAAAT 480540 

GAAAGCGAAA GAAAAACAAG GTAAAAGTGA AGAAACCTCT ATTTTAGATA ATGTGCCTCG 480600 

TGCTTTGCCT TCTCTTACGC GAGCGGCAAA ATTACAAAAA CTGTTGTTCAA AAGTAGGGTT 480660 

TGATTGGGAA GAAATTTCAC CCGTATTTGA CAAAGTGCGG GAAGAATTAG AAGAAGTTCA 480720 

AGCTGAAATT AACCGCACTT CGATTGAACA AAATAAAGTG GAAGAGGAAA TCGGCGATTT 480780 

ATTGTTCGCA ACCGTCAATC TTGCTCGCCA CTTAAAATGT GATCCTGAAG ATGCATTGCG 480840 

GAAAGCAAAT TTAAAATTTG AACGTCGTTT TCGAGCAGTA GAGCAAGCGG TTCAACAACA 480900 

AGGTAAGCAA GTGAATAATG TGCCACTTAT TGAATTAGAT TTG7TATGGG ATGAAGTGAA 480960 

AAAACAAGAA AACTAATTGA AAAGTGCGGT AAAAATTTCT CTCATTTTTT ACCGCACTTT 481020 

CTTCGTTAAA GTTGCTGAAT ATCCAGTGCC ATTTGGTCTA ACATTTCATA ACGTTTACGA 4 81080 

TACATAGAAC GTTTTTTACT TGCGATATCT TCTAATTGTT 7GCGTTCAAT ATGCAAAGGT 481140 

AATTGCCAAT AGTTATGGCG ATATTCTCCT TGGTTTTCTT GCCAAAATTC ATCGTAATTA 481200 

AACAAAATCT TACTGCGCGC AGAAAGACGA TATTTTCCTT 37GCTTTGTG CGGAATGCCC 481260 

ACTAACTCAC ATTGCCATTT TTCAGCAAGC ATTTTGAACC CATTAACCAA CATAAACATT 481320 

GGTCGCATAC CGTGTAATGC TTTTGT AG CC TGTTTCACAA 3T7CTTGCGC ATTGTCGCTT 481380 

GAGGGGCCTT GAATCGAGGC GATAAGCAAT TTATTCGGGC 77AAAAAAGT GAAAGACGAA 481440 

TCATATACTC GTTCGTTATT TTGATTGCGA ATATT AATAG . AAAAATATCC TTCAAAGGGA 481500 

TCGATATGAT TAATACTCAA CGATAAACGC AAATCCTCAG TTAATTGGGT TAGCACGATA 481560 
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TGTTGTTGAT CTAATAATTG CTGACAAAGC GAACGTCCCA TTTTTTCTTC TGCCAAACGT 481620 

AAATTCTCCG TAATCGCCGT TAAACGTTCT GAAGCAGAAA AACGTTTATC GCAAAAGGTC 481680 

GTCAGAATTG TATTAGTACG ATAATAATCT TGTGTAAATA AAGACTGCCA TTGCGTTTCT 481740 

GTATTAAGAA AATCCACTAA TTGGCTACAT TGCTTTTGAT ATAACCATTT ATAGCCATAA 481800 

TAGCGTAATT TTTCCCGCAC TTGT7TAAGA AAAGGGCGAT CCTTAGAATA AGGATACATT 481860 

TGAACGTAAG TGGGGAAAAT AAAATGATTT TTCGTGGACA 7AACTCAATA TTTTGTGAAA 481920 

TTTAATAAAA T T T T T CATTA TTTTAGCCAT TATCACTTCA 777GCCAAAA TTCTTTTTTG 4819B0 

TTTAAAACCC ACTTTATAAC TCAGA7T7TG TTATAATCTT 77CCTTGAAT TCCTTTTTCC 482040 

CTACCCCAAT ATTTACCCAA ATTA7CGGAA CGAAATTATA AGAGAGACCA ATTATGGCGA 482100 

AGAATACCCA ACGTACAATG CCCGTATTGC CATTACGCGA TGTTGTCGTT TTTCCTTATA 482160 

TGGTGATGCC A CTTTTT GTA GGGCGCGCAA AATCAATTAA TGCCCTTGAA GAAGCGATGA 482220 

ACGATGACAA ACAGATTCTT TTGGTATCCC AAAGAGAAGC TGATTTGGAA GAACCTACCC 482280 

CTGAAGATTT ATTTGATGTG GGTACCATTG CTAACATTAT TCAGTTATTA AAATTACCTG 482340 

ATGACACAGT AAAAGTGCTA GTTGAAGGTC AAAATCGCGC GAAAATTAAC AGTCTTGAAG 482400 

ACGGCGAAAA GTGCTTTTCC GCCCAAATTA CCCCTATCGA AACCACTTAT GGCGATGAAA 482460 

AAGAGTTAGT GGTGGCAAAA AGTGCGGTAC TTTCTGAGTT 7GAAAATTAT CTTACCCTCA 482520 

ACAAAAAAGT GCCTACAGAT ATTCTCAATG CCCTTCAACG TATTGATGAT GTTGATCGCT 482580 

TAGCTGACAC AATGGCTGCC CATCTCCCTG TAAGCATTCG CCATAAACAA AATGCGTTAG 48264 0 

AACTCGCTAA TGTGCAAGAA CGTTTAGAAT ATTTGCTTGG 7A7GATGGAA TCAGAGGCTG 482700 

ATATTCTCCA AGTGGAAAAA CGGATTCGCG GTCGTGTCAA AAAACAAATG GAGAAAAGCC 482760 

AGCGTAACTA TTATTTGAAC GAGCAAATTA AAGCCATTCG 7AAAGAAATG GATGGTGGCG 482820 

AAAATGAAGA TACCATTGAT GAAGTTGAAC AACTGCATCA AAAGGTAGAA GCGGCAGGCA 482880 

TGCCAGCTGA TGTACGCGAC AAAGTAGAAA ATGAATTACA AAAAC7TAAA ATGATGTCAG 4 8294 0 

CCATGTCTTC TGAAGCAACG GTAATACGCA GTTATATTGA A7GGA7GATC CAAGTGCCTT 483000 

GGCATCAACG TTCTAAAGTG AAAAAAGACA TTGTTAAAGC .-.CAGCAAGTT TTAGATACCG 483060 

ATCACTATGG TTTAGATCGC GTAAAAGAAC GCATTCTTGA ATA7TTAGCA GTACAAGCGC 483120 

GTTTAAACAA AGTGAAAGGC CCGATTCTTT GTTTAGTTGG CCCTCCAGGT GTAGGTAAAA 483180 

CTTCTCTTGG TCAGTCTATT GCCAATGCTA CTGGTCGTAA A7ATG7ACGT ATGGCATTAG 483240 
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GCGGCGTGCG TGATGAAGCA GAAATCCGTG GTCACCGTAA AACC7ATATT GGTGCATTGC 4 833 00 
CAGGTAAATT AATTCAAAAG ATGGCAAAAG TGGGCGTAAA AAATCCATTA TTCTTGCTTG 4 83360 
ATGAAATCGA CAAAATGGCA TCCGATATGC GAGGTGATCC AGCATCAGCA TTGCTTGAAG 4 83420 
TATTAGATCC CGAGCAAAAC ACCACATTTA ACGATCACTA 777AGAAGTG GATTATGATC 4 83480 
TTTCTGATGT GATGTTTGTG GCAACATCAA ACTCTATGAA 7A77CCAGGC CCATTATTGG 483 54 0 
ATCGTATGGA AGTTATTCGT CTTTCTGGTT ATACAGAAGA 7GAAAAACT7 AATATCGCAA 48 3600 
TGCGCCATTT ATTAGCAAAA CAAATTGAAC GTAATGGTTT GAAGAAAGGC GAACTTACCG 4 83660 
TAGAAGAAAG TGCAATTTTA GATATTATCC GCTATTACAC ACGTGAAGCG GGCGTACGTG 4 8372 0 
GATTAGAACG TGAAATTTCA AAAATCTGCC GTAAAGCCGT GAAAAATTTA TTAGTAAATC 483 7B0 
CAAAACTTAA ATCTATCACG GTAAATTCAG ATAATCTGCA CGATTATCTT GGCGTAAAAC 48 3 840 
GTTTTGAATT TGGTAAAGCT GACACGCAAA ACCGCATTGG TGAAGTGACT GGTTTAGCTT 483900 
GGACAGAAGT GGGCGGCGAT TTACTCACTA TTGAAACTGC CTCTGTTGTG GGCAAAGGAA 483960 
AACTTTCTTT CACTGGTTCA TTAGGCGATG TGATGAAAGA ATCCATTCAA GCGGCAATGA 48402 0 
CCGTTGTGCG TGCTCGTGCG GATAAACTGG GTATCAATGC TGAATTCCAC GAAAAACGTG 4 84080 
ACATTCACAT TCACGTGCCA GATGGTGCAA CACCAAAAGA 7GGCCCAAGT GCAGGTATTG 484140 
CAATGTGTAC TGCATTAATT TCTTGTTTAA CAGGTAATCC TGTGCGTGCT GATGTGGCAA 484200 
TGACGGGAGA AATCAGTTTA CGTGGTAAAG TATTACCAAT CGGTGGATTA AAAGAAAAAC 484260 
TTCTTGCGGC ACATCGTGGT GGAATTAAAA CCGTATTAAT CCCAAAAGAA AACGTTAAAG 4 84320 
ATCTTGAAGA AATTCCAGAG AACGTAAAAC AAAATCTTGC AA77CA7GCG GTAGAAACCA 484380 
TTGATGAAGT GCTTGGTTTT GCATTGGAAA ATCCACCAGA GGGCATTGAG TTTGTTAAAG 484440 
TGGAGGCTAA ACCTAAAGCA CCACGCCGTA AAGTGACGAG 7AAA7CAGAA AGAGCGGTCA 484500 
ATTAATTGAA TGTTTTAGGG CTTGTGAAAA CAAGCCTTTT A773A777TA GAGATGATAA 4 84560 
TTTCATCTTT ACACAAGGTT AATTTATACT TTTCCAAATT GAAAACTTGT TAATAACACA 484620 
ATGCCAAAAC TTCCTCCACT TTCCCTTTAT ATACACATTC 7A7GGTGCGT TCAAAAATGC 484680 
CCTTATTGTG ATTTTAATTC GCACGCACAA AAAAGCGATA 7ACCAGAACA AGACTATATT 484740 
TATCATCTTC TGCAAGATTT GCAGGCTGAT TTGCAACGCT 77AAAGATTC TATTCAACAA 484800 
CGAAAACTCC ATTCAATTTT TATTGGTGGC GGTACACCAA G777GTTCTC GGCAGAAAGC 484860 
ATTGCGTATC TCTTAAAAGA AATAAAAAAA CAGATTGATT 77GAAGA7AA 7A7TGAAA7C 484920 
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ACATTAGAAG CTAATCCTGG CACGGTAGAA GCTGAACGTT TTAAAGGTTA TGTATCCGCA 484 980 
GGCATTATGC GAATTTCTAT GGGAATTCAA AGTTTCAATG ATGATAAATT ACAACGTCTT 485040 
GGGCGGATTC ATAATGCAGC AGAAGCAAAA AGTGCGGTCA ATTTAGCGAA AGTTTCTGGG 485100 
CTAAAAAGTT TTAATTTGGA TTTAATGCAC GGTTTGCCTA ACCAAACGTT GGAAGAAGCC 485160 
TTAGATGATC TTCGTCAAGC AATTGAGCTA TCTCCTCCCC ATATTTCTTG GTATCAGCTG 485220 
ACTATTGAAC CAAATACGAT GTTTGCTTAT CGCCCACCTA AATTACCAGA TGATGACGCA 485280 
CTTTGGGACA TTTTTGAGCA AGGTCACCAA CTTTTAACGA TGGCAGGCTA CCAGCAATAT 485340 
GAAACCTCAG CTTACGCAAA AGCAGGTTTT CAATGTAAAC ATAATTTGAA TTATTGGCGA 485400 
TTTGGGGATT ATTTAGCCAT TGGCTGTGGC GCACACGGGA AATTGACGTT TCCGACTGGC 48 5460 
GAGATTACTC GCTTTTCTAA AACCAAGCAC CCGAAAGGTT A7TTGCGTGG CGAATATCTT 485520 
TACGAAGAAA AAAACGTGCC AAAAATTGAC CGCCCTTTTG AGTTTTTTAT GAATCGCTTT 485580 
CGTTTGTTAG AAGCGGTACC CAAACAAGAA TTTGAAGATT ACACAGGCTT GTCGCAAAGT 485640 
GCGGTGAAAA ATCAAATTGA TTTTGCCATT CAACAAAACT ATATTGTGGA AAACGCTGAT 48 5700 
TCTTGGCAAA TCACTGAACA CGGCAAGTTA TTTCTCAATG AACTTTTGGA ATTATTTTTA 48 5760 
ACGGAAGAAT AGCCTAATCG TGAAATAACC TAGTCGTGAA ATAACATTGC TTGAGAAAAA 485820 
CGCCTGTTAA AAATTACACT TGTTTATTAA ATACTCTCGT AATAAAGTAA CACAATCGTT 485880 
TACTTATTAA GATAAGGAAA AGAAATGAAT CAATTAGAAA TGAAAAAACT CGCCGCACAA 485940 
GCTGCATTAC AATATGTAAA AGCAGATACG ATTGTTGGGG TGGGAAGTGG CTCCACAGTG 486000 
AACTGCTTTA TTGAAGCTTT AGGTACAATC AAAGATAAAA TTCAAGGTGC CGTTGCGGCT 486060 
TCAAAAGAAT CAGAAGAATT ATTACGTAAG CAAGGTATCG AAGTATTTAA TGCAAATGAT 486120 
GTCTCTAGCT TAGATATTTA TGTGGATGGT GCGGATGAAA TCAATCCACA AAAAATGATG 486180 
ATTAAAGGCG GCGGCGCAGC ACTCACTCGT GAAAAAATAG TCGCTGCATT AGCGAAAAAA 4 86240 
TTTATTTGTA TTGTGGATTC AAGTAAGCAA GTGGATGTGT 73GGTTCAAC TTTCCCATTA 486300 
CCAGTTGAAG TGATTCCTAT GGCACGCTCA CAAGTAGGCA 3AAAATTAGC CGCACTTGGT 48S360 
GGCTCACCTG AATATCGTGA AGGGGTGGTG ACTGACAACG 3CAATGTGAT TTTAGATGTA 486420 
CACAACTTCA GTATTTTAAA TCCAGTCGAA ATTGAAAAAG AATTAAACAA CGTTGCAGGT 486480 
GTCGTCACTA ATGGGATATT CGCGTTACGT GGTGCAGATG TTGTGATCGT CGGGACGCCT 486540 
GAGGGTGCCA AAGTTATTGA ctAATTCATA ATAAAAATCA 7AA3GAAGCA AACATGACAA 486600 
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ACAAAGTCTC TCTAGACAAA TCAAAAATCA AATTTGTATT 3TTTGAAGGT GTGCATCAAA 48666 0 

GCGCACTTGA TACGCTCCAT GCGGCAGGCT ATACCAATAT TGATTACTAT AAAAAAGCAC 4 86720 

TAGATGGCGA TGAATTAAAA GAAGCGATTA AAGATGTACA CTTTATCGGC TTGCGTTCTC 486780 

GCACCCATTT AACGGCAGAA ATGATTGAGG CCGCACCCAA ATTAATCGCT GTGGGATGTT 486840 

TCTGTATTGG CACCAACCAA GTGGATTTAA ATGCAGCAAA AGCGCGTGGA ATTCCTGTAT 486900 

TTAATGCCCC ATTCTCAAAC ACTCGCTCCG TCGCAGAACT TGTATTAGGC GAGATTTTAT 486960 

TACTTATGCG CAATGTGCCA CAGGCTAATG CCGAAGTACA TCGTGGTGTC TGGAATAAAT 487020 

CCGCGACTGG CTCTCATGAA GTGCGGGGGA AAAAATTAGG CATTATTGGT TACGGTCACA 48708 0 

TTGGTTCACA ATTAAGTATT ATTGCTGAAT CATTAGGGAT GGATGTGTAT TTCTACGATA 48714 0 

TTGAAAACAA ACTTCCACTC GGTAATGCCA AACAGGTTCG TAGCCTTGAA GAATTACTCA 487200 

GTTCTTGCGA TGTGGTTTCA TTACATGTGC CAGAACTGCC ATCTACCAAA AACTTAATGA 487260 

ACGTAGCACG TATCGCACAA TTAAAACAAG GGGCAATTTT GATCAATGCT GCGCGTGGCA 487320 

CAGTGGTAGA TATTGACGCT CTCGCTCAAG CCTTAAAAGA TGGGAAACTT CAGGGTGCCG 487380 

CAATTGATGT ATTCCCCGTT GAGCCCGCTT CAATTAATGA AGAATTTATC TCGCCGTTAC 487440 

GTGAATTTGA TAATGTGATT TTAACGCCAC ATATCGGCGG CTCAACAGCG GAAGCACAAG 487500 

AAAATATCGG TTTTGAAGTG GCAGGCAAAT TTGTCAAATA TTCAGACAAC GGATCAACCC 487560 

TTTCTTCGGT AAACTTCCCA GAGGTCTCTT TACCAGAACA CGAGGGAACA AAACGCTTAT 487620 

TGCATATTCA CGAAAATCGT CCTGGTATAT TGAACAAACT GAACCAAATT TTCGTCGAAG 487680 

CTAACCTCAA TATTGCAGCG CAATATTTAC AAACTGACCC 3AAAATTGGT TATGTTGTCG 487740 

TAGATGTAGA AACGAATGAT GCATCGCCAT TACTGACGAA ATTGAAGGAA ATAGATGGCA 4 87800 

CAATTCGTGC TCGTGTACTA TACTAAATAG AAAAAAGATC AGGTTAATGC CTGATCTTTT 487860 

TTTGCTTTCT TATTCAGTAA TCGAATAAGG TAACTGCACT 33CTCTAACA ATATTTCACT 487920 

ATTCAGCAAC CTAAATTGTT GCTCTGAATC AATGTCG7TA 7TCATCACAA CTTGCAACCA 487980 

TAAAACACCG TCTAAATTGA CCGCACTTGT AATCGTGCCA 3TC7TACGCC AATTAGCTTC 48804 0 

AAGCTGCATT TCAATTTCAC TGCCAATTTC CGCTTCCTGC T3GGTTTGCA CTTTAAAAAT 488100 

AAACATTGCG CGTTTATTCG CACCACGATA TTTCGCACGT 3CCACGGTTT CTTGCCCAAT 488160 

ATAACAACCT TTGGTAAAAG AAATGGCTTG CTCAATAGCC T3TAAATTTA GGGCTTGTGG 488220 

GATAAATTCA TTTTGCGTTT GAGGACTTAA ATTTGGCAAT 3C73CTTGAA TATCAGCTAC 488280 
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TTCCCAAATT TTTTCATCGC CATTAAAA77 CACGGGCAAT TCAGTTTCAT TTAATAAAAT 488340 

TGAACGTTTT TCATCAATTT CTAATGAAAA GTTCGGTGTA ATTTTTCCAC ATTTTTCACC 488400 

TATTACGCCA ATGATTTGCC AATCACGTAA ATCAAAACTA ACTTTGGAAA ATACCGCATA 488460 

TTTTTTCAAA GCATCTAGAC CGCTT3GCAA AATATCTTTC TTAACGAGTA AAAAGAATTG 488520 

TTCACTACTT ACTTTAAACA AACGA7AAAT TGCATTCATT TTACCTTTTG GGTCGCAGTG 488580 

AGCTGTAAGT GTCGTTGCGC CACTTGCTAA TCGCACAACA TCAGAAGTTA ATTGCCCTTG 488640 

CAAATATTTT TCTGCATCCG CACCC7GTAC TTCAATCAGC TGA7ATTGAG TAAGAGAAAT 4 88700 

AAATTGAGAC ATTCTGTTTT CCTATTCTAA ATTCTGAATT TGCTCACGCA TTTGTTCAAT 488760 

AAGCACTTTT AGCTCCACCG CAGAAGCCGT GATATCTGCA TTAATGGATT TAGACGCAAG 4 88820 

GGTATTGGAT TCCCGATTCA ATTCTTGCAT CATAAAATCT AATTTACGTC CAACTGCACC 488880 

GCCTTTTTTC AAAATATTCG TGGTTTCTTT CACGTGCATT TGTAAACGAT CTAGCTCTTC 488940 

CGCCACATCA ATGCGTTGAG CGAGTAAAAT CATTTCTTGT TCCACACGTT GCGGATCAAG 489000 

ATTAAGTTGA GCATCTTCAA AACGTTGCAA TAAACGTTCA CGCTGCCATT GTAAAACTGC 489060 

TGGCATTTGT GACCGCACTT TATCCGTTTC CACTGCAATG GAATCTAAAC GTTGTTGAAT 4B9120 

AATATCGTTC AGTTTTTCCC CCTCACGACC ACGCATTGCA ATAAAATCTG TCAGTAAATC 489180 

ATCAAAGGCT GTCAATAAAT CTTGACTAAT CGCATCTAAA TCTTGCTCTT GCGCTTCCAC 489240 

TACGCCGGGG TAACGCAACA CGTCTGTCAA ATTAATTTCC CCTTCTCCAG CCTGAGCTTT 489300 

AATCCATTGC AAAGATTGAA TTACTTGATT CGCAAGTTCT TTA7TTAAAT TCAATTCTGC 489360 

ATTTGCTTGT TTTTTTGTTT CAATGCGTAG AGAACATTCA ATTTTACCGC GAGTAAGATT 489420 

TTGACGAAGT TTCTCACGCA ACGTGTTTTC TAATCCGCGA AATTGCTCGG GCAAACGGAA 489480 

AAAGTTTTCT AAATAACGTT GATTAACGGA ACGAATTTCC CATACCGCAT CACCCCAATC 489540 

TTTTTTCACT TCAAGGCGTG CAAAGGCAGT CATACTGTAA ATCATAAGCT CTCCTATTTT 489600 

CTCTTAGCTT TGTCTTAGTT GATTCGCTAA GTATTGTAAC GAGATGAACA CAGAAAGGGA 489660 

AAAGAAAATT AACACAATAA AAATCTGGAA AATTATACCT 777AAGTAAA CATTTTTGAT 489720 

AAATTTTAAC GATAGTAAAA ATGTACTAAA AACACAATT7 T777CAAAAA AATTGCTTTT 483780 

TTTAATTTTA AAGTGTATTT TTAAGGCAAT ATAAGATCTA ATAACATTTG AGCGAGCATA 489840 

TACAATATGA ATTTTATCTG CACTTACCAT CATCACCACA CC73ATTATC TTTCAGGCGT 4 89900 

GATTGTATGT TTGGAAGATA ATAAAATATC TTCCGAGTGT AA7AAAAATC AGTGTAAAAG 489960 
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CAATAAATAC CCCTCGGAAG GCAATTTTCG AGGGGTTTTC TTTTATCTCA ACTTTAAAAT 49002 0 

AGGAAAAACA TTATGACAAA CACAACAATG CAACCAAACC GCCTTCGTAT TGCTTTGCAA 4 90 OB 0 

AAAAAAGGGC GTTTAAGCCA AGATTGTGCC ATATTACTTA AACAATGTGG CGTGAAAATT 4 9014 0 

AATTGGAATG AACAACGTTT AATCGCTTAT GCGGAAAATT TGCCGATTGA AATTCTTCGC 490200 

GTACGTGATG ATGATATTCC TGGATTGATT TTTGATGGCG TAGTGGATCT TGGGATTATT 4 90260 

GGCGAAAATG TGTTAGAAGA GGAAGAGCTT GGTCGCCGTG CAGCAAATGA AACAGTTACA 4 9032 0 

TACAAAAAAC TTCGCCAACT TGATTTTGGT GATTGTCGTC TATCACTTGC GGTTGATCGC 4 90380 

GATTGTCATT ATGAGAATGT GAAAGATCTT GCTAATAGGC GTATTGCAAC TTCTTACCCG 4 90440 

CATTTGCTCA AACGTTATAT GAATGAGAAT GGGGTGTCGT TTAAAAGTTG TTTATTAAAT 4 90500 

GGTTCAGTAG AAGTCGCACC TAGTGCGGGT ATTGCTTATG CGATTTGCGA TTTAGTATCA 4 90560 

TCAGGGGCAA CGCTTGAAGC AAATGGCTTA AAAGAAGTGG ACGTGATTTA TCGTTCTAAA 4 90620 

GCTTGTTTAA TTCAGCGTGC TGAACCGCTT GAATCAACTA AACAAGCTCT TGTGGATAAA 490680 

CTACTCACTC GTATTCAAGG TGTGCAGCAG GCAGCAGAAA GTAAATATAT TATGCTCCAC 4 90740 

GCTCCGAAAG AAAAACTTGA AAAAATCACC GCGCTTTTAC 3TGGCGTTGA AAATCCGACC 490800 

ATTTTACCAT TAGCCAGTGA TACAACTCGG GTAGCAATGC ACGTAGTGAG CCAAGAAAAT 490860 

TTATTTTGGG AAACAATGGA ACAGTTAAAA GAGGCAGGAG CTAGTTCAAT TTTAGTGTTA 4 90920 

CCAATTGAGA AGATGATGGA GTAAATGTAG TGCGAGCTTT GAC7CGCCAT TTAAATAATC 490980 

AATATCTCAA AATGCTGGGT TATCATCCAT TTTACGGATA CAAAGGAAAA TAAACAATGC 491040 

AAACAATTAT TTGGAATCAT TTATCAGAAA CTGAAAAACG CAAAGTCATT ATGCGTCCAG 491100 

TCCAACAAAA TGGGAAAAAC ATTCAGCAGG CAGTTAATGC CATTCGTGAA AATGTGGCAT 491160 

ACAATGGCGA TCGGGCATTA TTTGAACTCT GTGAAAAATT 7GATGGCGTG AAGTTAGATA 491220 

AACTCATTGT TTCGGCAGAT GAAATTCAAG CGGCAAGTAG TCGGATTTCT GTAAAACTTC 4912 BO 

GCAATGCGAT TGAGCAAGCC AAAACGAACA TTGAAGCCTT TCACAAAGCA CAGCAAAATC 4 91340 

AGGAAATTGA CCTAGAGATC CAAGAAGGCG TGCGTTGCCA AG7TGTGACT CGTCCAATTT 491400 

CTTGTGTAGG G CTTT AT ATT CCGGGTGGTT CAGCACCGTT GTTTTCCACC GTATTGATGT 4 91460 

TAGCTATTCC TGCTAAAATT GCAGGTTGTA AAAAAATCGT 3 2TTTGTTCA CCGCCACCGA 4 91520 

TCTCAGATGA AATTCTCTAC ACTGCTCATC TTTGCGGTGT 3GAAACTATC TACGCTATAG 4 91580 

GTGGTGCTCA AGCAGTTTTT GCGATGGCTC AAGGCACGGA AAGCGTGGCG AAAGTAGATA 4 91640 
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AAATTTTCGG ACCTGGAAAC GCATTTGTGA CAGAAGCAAA ACGTCAGGTA GCACAAAATA 4 91700 

GTACGGCGAT TGATATGCCT GCGGGACCTT CAGAAGTGTT AGTAATTGCA GATGAATCGG 4 91760 

CAGATCCTGA ATTTGTGGCA AGCGATTTAC TCTCTCAAGC GGAACATGGG GCAGATAGCC 4 91820 

AAGTGATTTT GGTGGCGACC TGTGAAAC7C TGGCAAAAGA GACCGCACTT GCGATTGAAC 4 91880 

GCCAACTTGC TCTATTACCT CGTGCTGAAA CCGTTCGAAA AGCGTTAAAC CACAGCCGTA 4 91940 

TTTTTATAGC AGAAAGCCTT GAACAAGCGG TAGAAATTAG CAATGAATAT GCCCCTGAAC 4 92000 

ATTTAATTGT GCAAACAAAA AACGCCCGTA AATTATTACC ATATTTAGAT AACGCAGGCT 4 92060 

CAATTTTCTT AGGTGCATAT TCGCCTGAAA GTATGGGCGA TTATGCCAGT GGCACAAACC 4 92120 

ACGTTTTGCC TACTTATGGT TACACCAAAA CTTATTCTAG TCTAGGATTA GCTGATTTTA 4 92180 

GTAAGCGAAT GACAGTACAA GAACTCACAC CAAAAGGTTT TAAAAACCTT GCTGAAACGG 4 92240 

TGGAAGTGAT GGCAGAAGCT GAGCAATTGG CAGCACATAA AATGGCAGTA AGTGTAAGAT 492300 

TGGCGAAACT CAATATCTAA GATATTAATT ATAGATCTAA GCACGACACG TAAGCAGTCA 492360 

AATTTTCATA CAACAATACG AAATATGTAT GAATGATTAC AATTCGCACA TTTTACAATG 492420 

GAAGAAAACA ATAATGACAA TCACAACTTT ATCCCGACAA AATATACAAG CCTTAACGCC 492480 

ATATCAATCC GCTCGAAAAC TCGGCGGCAA TGGTACGATT TGGCTGAATG CAAATGAATA 492540 

TCCAACTTCG CCTGAATTTC AGCTTTCGGG TAAGGATTTA AACCGCTACC CCGAACCTCA 4 92600 

GCCTCAAAGA GTGGTACAGG CTTATGCGAA TTATGCGGGC GTTTCAACTG AAAATGTACT 4 92660 

CGTTACTCGT GGCGGTGATG AAGGCATTGA ATTGATAATC CACACTTTTT GCGAACCCAA 4 92720 

ACAAGATGCC ATTTTATTCT GTCCTCCGAC TTACGGAATG TATGCAGTGA GTGCTGAAAC 4 91 780 

GGCAGGTGTG CTAAGTAAGA CCGTGCCTTT AACTGACGAT TTTCAGCTTA ATTTGCCAGA 4 92840 

AATCAAAAAT CATCTTAATG ATGTAAAAGT AGTCTTTGTA 7GCAGCCCAA ATAATCCGAC 4 92900 

AGGTAATTTG CTCAAGCAAT CAGATATACT CGATCTTTTG CAAATCACGG CAGGCAAAGC 4 92960 

GATTGTGGTG GTGGACGAAG CCTATATTGA GTTCTGTCCT GAASCAAGCG TTATTAATTT 49302 0 

GCTTAAAAAT TATCCGCACT TAGCAATTAT CCGCACGCTC TCTAAAGCCT TTGCTTTAGC 4 93080 

TGGATTGCGT TGTGGTTTTG TGTTAGCAAA CCCTGAGCTA A7TGACATCT TAAGTAAGGT 493140 

AATCGCTCCA TATCCTATCC CTGTGCCGAG TGCTGATCTT GCGGAACAAG CGTTAAGACC 493200 

TTCGAACATC GCCACTGTTC AAGCTCTCAC ACAAGAACTT CTTTCCAATC GTCAATGGCT 493260 

TGCTAAAGCT CTTTTAGTTT TACATCAAGT GGAAAAAGTG TATGAAAGTG AAGCTAATTA 4 93320 
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TCTGTTGATC AAATGTCAAA ACGGGCAAGC TGTGTTTAAG GCA7TGTGGG AACAAGGAAT 493380 

TATTTTAAGA GACCAGAATA AGACATTGCA TTTACAAAAT TGTATTCGCA TTACTGTGGG 493440 

AACAAGGAAT GAGTGTGAGA AAGTTGTTGA AGCAATTAAG GAGGTAAAAT GAACCACCTC 4 93500 

CTATTTAAGT CACAGAGCGA TTCGAGATTA TTTAGTTTTA TACTGTTTGT ATAAAGCAAA 493560 

TGATAAACCT CATACCATTC ATATAACATA CACGGAGAAA AA7ATGCAAC CTACTCTTTT 4 93620 

TATCGACCGA GACGGCACAT TAATTGATGA ACCAAAAACT GATTTCCAAA TTGACAGTTT 4 93680 

AGAGAAACTA AAATTAGAAC CGAAAGTGAT TCCCGCACTC CTCAGACTGA AAGCGAAATA 493740 

CCGTTT T GTG ATAGTTTCTA ATCAAGATGG GCTTGGTACG GATGCTTTTC CGCAAACAGA 493800 

TTTTGATAAG CCCCACAATG TAATGATGGC ATTATTTGAA TCTCAGGGCA TTACCTTTGA 493860 

TGAAGTACTC ATTTGCCCGC ATAAGCCCGA AGAAAATTGT CTATGTCGCA AACCAAAAAT 493 920 

TAAGTTGCTT GATCACTATA TTCGTAAAAA TTTATTCGAT ATTGACCGCT CTTTTGTCAT 493980 

TGGTGACCGA GAGACCGATG TGCAATTAGC AGAAAATCTA GGTATTCGAG CTATTCAATA 494040 

CGATCCACAG AAAATGAATT GGGATCTGAT TGCAGAAAAA TTGTTGGGGG AAACGGTCAC 494100 

AAACTGTGGC AAACGTCCGC CACGTTTTGC AGAAGTAATT CGTCAAACTA AAGAGACCGA 494160 

TATTAAAGTG CAGGTTTGGC TAGATGAAGC TGGTGTAAAT GAAATCAAAA CCGGCGTTGG 494220 

TTTTTTT GAC CATATGCTCG ATCAAATCGC CACACACGGT GGGTTTAGAA TGAACGTGCA 494280 

GTGTAAAGGC GATTTATGGA TTGACGAACA TCACACGGTG GAGGACACCG CTCTCGCCCT 494340 

TGGACAAGCA CTGAAACAAG CCGTTGGTGA CAAACGTGGT ATTGCCCGTT TCGGCTTTGT 494400 

GCTTCCAATG GACGAATGTA AAGCAGAATG TGCTTTAGAT 7TA7CGGGCA GACCTTGGAT 494460 

CAAATTCAAT GCCTGCTTTA AACGCGATAA AGTGGGCGAT TTTAGTACGG AACTCACTGA 4 94520 

ACATTTCTTT CAATCTTTGG CATTTTCAAT GCTTGCCACG CTTCATTTAA ATGTCACAGG 494580 

TAATAACGAT CATCATAAAA TAGAGAGCTT ATTTAAAGCC 7TTGGGAGAA CATTAAGACA 494640 

GGCGATTCGG ATTGAAGGAA ATGAAATGCC AAGTTCAAAA 3GAGTTTTAT AGTTGAAAGA 494700 

GCGGTTAATT TTTGTCGTAT TTTTGCAAAA TTCGACCGAT T3TAAAAGGA TAAAAAAATG 494760 

ATAAACATCA CGATTATAGA CACAGGTTGT GCCAACCTTT CTTCTGTAAA ATTCGCCTTT 494820 

GACCGATTAG GTTACAATAC CGAGATCACT TTTGATCTCA A7AAAATCAA ATCTGCCGAT 494880 

AAGCTGATTT TACCTGGCGT AGGCACTGCA AATGCAGCAA 737ATAATTT ACAAGAACGT 4 9494 0 

CAATTGATCG AGACCATTCA AAATCTAACA CAACCAGTGC 7AGGAATTTG TTTGGGTATG 495000 
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CAGTTAATGA CCGAATTTTC CGAAGAGGGT AATGTGCCGA CCTTAAACCT AATAAGCGGA 495060 
AAAACTAATC GAATTCCCGA TACGGGT7TA CCGTTACCTC AAATGGGATG GAATCGCGTG 495120 

CAATTTGTAA AAAACTGTCC GTTATTTGAT GGTATTGTGC AAAATAGTCA CTTCTATTTT 495180 

GTGCATAGTT ATGCAGTTAG CCCGAATGAA CATTCGGTGG CAATAAGCAA TTATGGTGTG 495240 

AATTTTTCTG CTGCGATAGC GAAAGAGAAT TTTTACGGTG 7ACAATTTCA TCCTGAACGT 4953 00 

TCGGGTAAAA ATGGTGCGTT GTTGCTAAAA AATTTTGTGG AAAAAGTACC GTTTTAATCA 4 95360 

CTAGATCATA TAGTCATACA GGATCAAACA CAATGAAACA A7CTATTATT ATTCCTGCTC 495420 

TTGATCTTAT. CAATGGTCAA GTTGTGCGGT TACACCAAGG C3ATTATGCC AAGCAAACTA 495480 

CCTATTCTGA CAATCCAATT AAGCAATTTG ATAATTATGT ACGTCAAGGA GCAAAACAAC 495540 

TACATCTAGT CGATTTAACG GG AG CGAAAA ATCCCCAGTC AAGACAAACC GCACTTATTG 495600 

GAAAAATCGT TGAAGCAACA CAATGTAAAG TACAAGTGGG AGGAGGCATT CGTACAGAGC 495660 

AAGATGTGGC AGATTTATTG GCTGTGGGTG CGAATCGCGT 3G7GATTGGT TCAACCGCCG 495720 

TAACTCATCG TTCAATGGTG AAAAACTGGT TCATCAAATA 7GG7GCGGAA AAATTTGTTC 495780 

TAGCATTAGA CGTGAATATT AATGCAAGCG GTCAGAAAAT CGTTGCGATT AGCGGTTGGC 495840 

AGGAAGAAAG TGGTGTACTA TTAGAAACGT TGATCGAAGA TTTCCAAACC GTTGGCTTAC 495900 

AACAAGTTTT ATGTACCGAT ATTTCACGCG ATGGCACCTT GACAGGTTCA AATATTGGAC 495960 

TTTATCAAGA AATTTGTGAG AAATATCCAC CTATTCAGTT TCAATCTTCT GGAGGGATTG 4 9602 0 

GTTCACTGGC TGATATTGAG GCTCTAAAAG GCACAGGTGT GTCAGGTGTA ATTGTAGGTC 49608 0 

GAGCTTTATT AGAAGGAAAA TTTACGCTTT CGGAGGCAAT CAAATGTTGG CAAAACGGAT 49614 0 

AATTCCTTGT TTGGATGTAC GTGATGGACA GGTGGTAAAA GGGGTACAAT TCCGTAACCA 4 96200 

CGAAATTATT GGCGATATTG TGCCACTTGC TCAACGCTAT 3 CG CAAGAAG GAGCTGATGA 496260 

ATTGGTATTT TATGATATTA CGGCTTCATC AGACGGTCGT ACCGTGGATA AAAGTTGGGT 496320 

AGAACGAATC GCTCAGGTAA TTGATATTCC GTTTTGCGTA "AGG7GGGA TTAAAACCAT 4 96380 

TGAAGATGCG GAAAAATTGT TTGCATTTGG GGCGGATAAA A777CGA7TA ATTCCCCTGC 4 96440 

TCTCGCTGAT CCAACGCTCA TTTCTCGCTT AGCAGATCGT 7T7GGCG7AC AAGCGATTGT 496500 

AGTAGGTATT GATAGTTGGT TTGAACAGGA AACAGGTAAG TATTGGGTAA ACCAATATAC 4 96560 

AGGCGATGAA ACACGTACCC GACAAACTCA TTGGCAGTTG TTAGATTGGG TAAAAGAAGT 4 9662 0 

ACAACAATGC GGTGCAGGAG AAATCGTGCT AAATATGATG AATCAAGATG GTTTACGAAA 496680 
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CGGGTACGAT TTAGCCCAGC TCAAGCTGGT GCGAGGAGTA TGTAGAGTAC CTCTAATTGC 4 9674 0 
ATCTGGCGGT GCGGGTAAAA TGGTACATTT TCGTGATGCT 7TTATTGAAG CAAAAGTAGA 4 96800 
TGGGGCATTA GCTGCCAGCG TATTCCATAA ACAGATTATT GAAATTGGCG AGTTAAAATC 4 96860 
CTACCTTGTG* CAATCAGCCA TCGAGATTCG GAGTGAATAA TGAATATTAC TAAAATAGAC 496920 
TGGCAAAAAG TTAATGGTCT TCTTCCTGTT ATTATTCAAA ATATAAGTAC TCGTGAGGTA 4 96980 
CTAATGCTTG GCTATATGAA TGAAGAAGCC CTTACAAAAA CCATCAAAGA ACGTAAAGTA 4 9704 0 
ACTTTCTTCT CTCGTACCAA ACAACGATTA TGGACAAAAG GAGAAATCTC GGGCAATTTT 49710 0 
TTAAATGTGG AAGAAATGAG CTTAGATTGC GATAACGACA CTTTGCTCAT TTTAGTTGAT 497160 
CCCATTGGGG CAACTTGCCA CACAGGTGAA TACAGCTGCT TCCATCAATT TACCTCTCCA 4 97220 
CAATCAGAGA ACAAGAAGCA ACAATTTGCA AATTGGGCGT GGTTTATAAA ATTAGAACAA 497280 
CATTTAAAAG AAAAGAAAAA TGCAGATCCT TCTAATTCTT ATACTGCAAC ATTACACGCA 49734 0 
AAAGGTACCA AAAAAATCGC CCAAAAAGTG GGGGAAGAAG GTGTGGAAAC TGCCTTGGCT 497400 
GCGGTCGCAC AAGATAAAGC GGAAGTCATT TCTGAAGCTA CAGATTTGGT CTATCACTTA 4 97460 
ACCGTATTAT TACACAATCA AGATCTTCAG TGGTACGAAA TTATCGCAAA ACTACAAGAA 4 9752 0 
CGCCATCAAG GGATTGGATT ACATCCAGAA GGAGGAAATA AATAAGAAAA TTGTCAGGCA 497580 
ATATTAAGTG AGCAATTAGA AGATTTGTTT GGGCAATTCA ATATCATCGT AAAATACAGT 497640 
GAAACTATGG TAATTAAATG TATTGATAAA , CAACAAAATT TAGGAAATAT CATTTTATTC 497700 
CTTCTTCTTA AGCAACAATA TAGCAAGGAA GATAGTAAAA AATTCACAAT TTATAAATTT 497760 
TATTTACAGA CTGTAAATTA TACAATACAA TTATCGTAAA TTTTTTATTA CATCATAAGG 4 97820 
AAACAAAAAT GAACAAAACT GTAGGCAGCA CACTTCTTGT TGCTGGTACG ATGATTGGCG 497880 
CGGGAATGTT GGCTATGCCA CTCACTTCCG CTGGCATTGG tTTTCGGCTTT ACTTTAGTCT 4 97 940 
TGTTATTGGG GCTTTGGGCA TTATTAACTT TTAGCGCACT 7TTATTCGTT GAACTCTATC 4 98000 
AAACTGCGGA AAGTGATGCA GGTATCGGCA CACTTGCAGA ACAATATTTT GGTAAAACAG 4 98060 
GACGCATTAT TGCCACAGCC GTGCTAATTA TTTTCTTATA 3GCATTAATT GCCGCTTATA 4 98120 
TCAGCGGTGG CGGTTCACTA CTAAAAGATT TATTACCAGA AAG7TTTGGC GATAAAGTTA 4 98180 
GCGTCTTATT ATTTACCGTG ATTTTCGGTT CATTTATTGT CA72GGCACA CATAGCGTAG 498240 
ATAAAATTAA TCGCGTGTTA TTTTTCGTTA TGCTTGCTGC CTTTGCCGTG GTGTTAAGCT 4 98 300 
TAATGTTGCC AGAAATCAAA TTTGATAACT TAATGGCGAC 3CCAATTGAT AAGGCTTTAA 4 98360 
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TTATCTCTGC AAGCCCTGTA TTTTTCACGG CATTTGGTTT CCACGGTTCC ATTCCAAGTT 498420 
TAAATAAATA CTTAGATGGC AATGTAAAAG CATTGCGCTT GTCTATTTTG GTCGGCTCTG 498480 
CCATAACACT TTGTGCTTAT ATTCTATGGC AACTATCCAC 3CACGGCTTG CTTACACAAA 498S40 
ATGAATTTTT ACAAATCTTA AAAGAAGATG CGACTTTAAA TGGCTTAGTA AAAGCAACCT 49BS00 
TCGCCATCAC TGGAAGCAAT GTGA7C3CAA GTGCGGTAAA ATTATTTTCT ACATTAGCAC 498660 
TTATCACTTC TTTCTTAGGT GTGGGATTAG GATTATTAGA ATGTATTGAA GATTTACTAA 498720 
AACGTTCATT TAACGTTACA GCAGGTAGAA TTTCACTTGG TTTACTGACT TTTATTCCAC 498780 
CACTTGTTTT TGCATTATTT TACCCAGAAG GTTTTATTTT AGCACTAGGC TACGCAGGTC 498840 
AAATGTTTGC ATTCTACGCC GTAGTATTGC CAGTTAGCCT TGTTTGGAAA GCTCGTCGTG 498900 
CCCACGCTAA TTTGCCATAC AAAGTGTGGG GAGGAAATCT GACTTTAATT ATCGTATTGG 498960 
TATTAGGCGT GCTCATTACA TCCATTCCAT TTGCGATTCG TGCGGGTTAT TTACCCTTTG 499020 
TTGTAGGTTA AAAACAAACT AAAAATTTAC CGCACTTTTT ATCTAAAAAA GAGTAAATAT 499080 
TGTCCTAATT AATTTAGATA AAAATTTCAG ACAAAACTTA TCATTAATCT TATACAACAA 499140 
AAAGGCTAAG TTCTAAAATT ATAGAACTTA GCCCTTAAAC TAAATGAAGT TCACTTCATC 499200 
TATATTATAC TTTCAATTAT CGTCTTGTTT TCAATAGTTT TTCAGTGAGT TCATAAGCTC 499260 
GAAGTTTTGC TAACTCTTTA GAAAGTTTTG CAACAAGTAA 3TCGTGATCT GCATCAGATC 499320 
CGCGAGATAC TATATTTTCT TCTG CTTTAC GTTTTGCTTC GTGAATACGA TCTGCATCTA 499380 
ATTCACTACC TCGAATAGCA ATATCTGCTA ATACTGTCAC AATATTTGGT TGAACTTCTA 499440 
AAAAACCACC AGAAACATAG ATAACTTCTT CATTCCCATC TTTAAGAGTA AATTTAACAA 4 99500 
TCCCAGGCTT AATTGCTGTT AGCAATGGCG TATGTCCGGG CAAAATACCA AGCTCCCCTT 499560 
CCACACCAGT TACCTGAATT TGTTTTACTT CACCTTCAAA 3ATTTTCTGC TCTGCGCTTA 499620 
CTATTGTTAA ATTAAATGTC GCCATTTTGT TCTCCTTCAA ATGACTTGAA GTGATTACAT 499680 
ATTTTTGGCT TTTTCTAACA CTTCATCGAT TGAACCAACC ATATAGAACG CTTGTTCAGG 499740 
AATATGGTCA TATTCGCCAT CTAAGATACC TTTGAAGCCA "33ATGGTGT CTTTTAATGT 499800 
CACGTATTTA CCTGGTGAAC CTGTGAAGAC TTCTGCAACA AAGAATGGTT GTGATAAGAA 499860 
ACGTTCAATT TTACGTGCAC GTGCTACCAC TAGTTTATCT 7rTT=AGATA ATTCATC CAT 4 99920 
ACCAAGAATT GCGATAATAT CTTTCAATTC TTTATAACGT T3TAAAATAC CTTGTACACC 499980 
ACGAGCAACA TCATAATGTT CTTGACCAAC AACAAGCGGG 7CTAGGTGAC GTGAAGTTGA 500040^ 
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ATCTAATGGA TCAACTGCAG GGTAAATACC TAAAGATGCG ATTTGACGAC TTAATACAAC 500100 

AGTTGAGTCT AAATGTGCGA AAGT73TTGC TGGAGATGGG TCAGTTAAGT CATCCGCTGG 500160 

TACGTACACC GCTTGCACAG AAG7GATAGA ACCTGTTTTG GTTGAAGTGA TACGTTCTTG 500220 

TAACACACCC ATTTCTTCTG CCAATGTCGG TTGGTAACCT ACCGCGGATG GCATACGACC 500280 

TAATAACGCA GATACTTCCG TACCAGCAAG GGTATAACGA 7AGATATTAT CCACAAAGAA 500340 

TAATACATCT CGACCTTCAT CACGGAATTT TTCAGCCATA GTTAAACCAG TCAATGCAAC 500400 

ACGTAAACGG TTACCTGGTG GCTCGTTCA7 TTGACCATAA ACCAAAGATA CTTTATCTAA 500460 

TACGTTAGAA TCTTTCATTT CATGATAGAA GTCATTACCT 7CACGAGTAC GTTCGCCTAC 5 00520 

ACCCGCAAAT ACAGAGTAAC CTGAATGCTC AATCGCAATA 7TACGAATCA ACTCCATCAT 500580 

ATTTACGGTT TTACCTACAC CTGCACCGCC GAATAAACCA ACTTTACCAC CTTTTGCGAA 500640 

TGGACAAATT AAGTCGATCA CTTTGATACC AGTTTCTAAT AATTCCGTAC TGTTTGATTG 500700 

TTCTTCATAG CTCGGTGCCG AACGGTGGAT AGCCCAACGC 7CT7CTTCAC CAATTGCTCC 500760 

TTGTTCGTCA ATTGGTTCGC CCAACACATT CATAATACGA CCAAGTGTTT TTGTGCCTAC 500820 

TGGTACTTGA ATTGGGTTAT TTGTGTTTTC TACTTTTAAG CCACGTTTTA AACCATCAGA 500880 

TGTACCCAAT GCAATACAAC GAACTACTCC GCCACCTAAT TGTTGTTGCA CCTCAAGTGT 500940 

TAAACCTGAT TCAACTTTTA ATGCATCGTA AACTTTTGGC ACTGCATCTT GTGGAAATTC 501000 

AACGTCAATC ACCGCACCGA TGATTTGTAC AATTTTTCCT 3CTGACATTA CCGTTCCTCT 501060 

TTTCTT AAAT CGCCGCCGCA CCGGCTACGA TTTCATTCAA 77CATTTGTG ATACTTGCTT 501120 

GACGAGCTTT GTTGTACACC AACCGCAGAT CATTAATTAA A7TACCTGCA TTATCCGTTG 501180 

CTGCTTTCAT TGCTACCATT CGAGCCGCTT GTTCTGAAGC 7ACA7TATCT ACAACCGCTT 501240 

GATAAATTTG GGACTCTAAA TAACGAACTA AAAGGCTATC 7AATAGTACT TTTGGTTCTG 501200 

GCTCATAAAG ATAATCCCAA GTCTGTTGTC TTTCATTTAA ATGATCGTCT TTAGATTCTG 501360 

GTAAAGGAAC TAATTGTTGT ACAACAGGCT TTTGCGACAT 3G7A7TAACA AATTTATTGT 501420 

ATGCAATATA AACTGCATCA ATTTCACCAT TACGATAAGC A7CAAACATT GTATTTGCCA 501480 

CACCAATTAA TTCTTCTAGA GCGGGCGTAT CGCCTAAACC AGAAAGCTGA CCTTTGATAT 501540 

TAAATCCAAA GGAACGGAAA AAACTAATCC CTTTTGAACC 7A77AAGCCC AAATCTGTAG 501600 

AAATATTTTG TTCTTTCCAA TTTTTTATTT GGTTAAGTGT G3777TGAAT AAATTAACAT 501660 

TTAACCCACC ACACATCCCA CGATCTGTTG AAATAACCAA 3ATACCGATT TTCTTCACTT 501720 
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CGCGCTCAAC TAAGAACGGA TGTTTATAAC CGATACTTGC CTTAGACACA TGACTAATAA 5017 80 

CGTTACGGAT AGTTTCAGAA TACGGACGAG ATGCAGCCAT ACGATCCTGC GTTTTACGCA 50184 0 

TTTTCGAGGT TGCCACCATT TCCATTGCCT TAGTGATTTT TTGTGTACTT TGTACACTGG 501900 

CAATTTTGGT TTTTATCTCT TTTGCACCT3 CCATCTTATC TCTCCGTTAC TACCAAGCAC 50196 0 

TATTCGCTTT AAAACCATCT AAAATACTTT TTAAAGTATC TTTGATTTCA TCATTATAGT 502020 

TACCGGTTTT ATTAAGCTCT TGCATAAAT? CAGCGTGATT ACGGTTAGAA TAATCTAAAA '502080 

GTGCGGTCTC AAAACTTGCA ATTTTTGATA ATTCCACGTC ATCCAAATAA CCAAATTCAA 502140 

CAGCAAACAA TATAACCGCT TGTTCTGCAA CAGATAATGG CGTGAATTGT TTTTGTTTTA 502200 

ATAATTCAGT TACTTTTTCA CCGTGAGAAA GTTGCTTACG AGTCGCATCA TCTAGATCTG 50226 0 

ATGCAAACTG TGCAAACGCT GCTAATTCAC GATATTGAGC TAGCGCGGTA CGAATACCAC 502320 

CCGCTAATTT CTTAATAACT TTAGTTTGCG CTGAACCACC AACACGAGAT ACCGAAATAC 502380 

CTGGGTTTAC CGCAGGACGA ATACCTGAGT TAAACAAGTT AGATTCTAAG AAGATCTGAC 50244 0 

CATCGGTAAT AGAAATTACG TTGGTTGGAA CAAACGCAGA TACGTCACCA GCTTGGGTTT 502500 

CAATAATCGG AAGTGCGGTT AAAGAACCTG TTTTT CCTTT TACTTCGCCT TTAGTGAATT 502560 

TTTCTACATA ATCTTCATTT ACACGAGAAG CACGTTCTAG TAAACGAGAA TGTAAATAGA 502620 

ACACATCACC TGGATAGGCT TCACGACCTG GTGGACGACG TAATAATAAT GAAATTTGAC 502680 

GATAAGCTAC GGCTTGTTTT GATAAATCAT CATAAACAAT TAACGCATCT TCGCCGCGAT 50274 0 

CACGGAAATA TTCCCCCATC GCACAACCAG CATAAGGGGC 7AAATATTGT AACGCTGCTG 502800 

ATTCAGATGC AGATGCAGCT ACCACGATAG TATTTGCAAG CGCACCATGT TCTTCTAATT 502860 

TACGCACGAC ATTTGCAATA GTAGAGGCTT TTTGACCAAT CGCAACATAG ATACATTTAA 502920. 

TACCTGAATT ACGTTGATTA ATAATAGCGT CAATTGCTAA CGCAGTTTTA CCCGTTTGAC 502980 

GGTCACCGAT GATTAACTCA CGCTGACCAC GACCAATCGG 7ACCATAGAA TCGACAGCTT 503040 

TATAACCAGT TTGAACAGGT TGATCAACAG AACGACGATC 3ATAACACCT GGGGCAATCA 503100 

CTTCTACTGG TGAGAAACCA TCATTTTCAA TTTCGCCTTT AC3ATCGATT GGCTGACCAA 503160 

GCGTATTAAC TACACGACCT AATAAACCAC GACCAACTGG TACTTCAAGA ATACGACCTG 503220 

TACATTGAAC TTCCATACCT TCCGCTAAAT CTGCGTAAGG TC3-ATAACT ACAGCACCAA 503280 

CAGAATCGCG TTCAAGGTTA AGTGCCATCG CATAACGATT ACCTGGTAAG GCGATCATTT 503340 

CACCTTGCAT CACATCGCTT AAACCGTGGA TGCGAATAAT ACCATCGCTT ACAGAAACAA 50340 0 
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TTGTCCCTGT ATTACGCGCT TCAC73ACCA CGTCGAATTG AGCGATGCGT TTTTTAATCA 50346 0 

ATTCACTAAT TTCAGTTGAA TTTAGTTGCA TCTTGTATTC CTCTTATAAT TGCAACTCGT 50352 0 

TTGCAAGACG AGTAAGTTGC CCACGGCTAC TTCCGTCAAT CACAAAGTCT TCAGTACGAA 503580 

CAATCACACC AGCAATAAGT GCGTTATCCA CGTTGCAATT TAATTTCACT TTGCGAGCTA 503640 

ATCTTTTTTC CATTGCAGCT GCAATTTTTT CGATTTGTGT TGCATTCAAT GGTTGCGCAG 503700 

ATGTTACTTC AACTTCTGCA ATAGC7TGGT GTTCCTCTAC GTGATGTTTA AATTCTTCAA 503760 

ACACCGCAGG AATAGCACTC AAACGCTTAT TTTCAGCCAT TAACCGAATA AGATTTTGCC 503820 

CATATTGATC CAATTGTTCG CCACAAATAG AAATTACTGT ATCAGCTAAT TTCTGTGCAG 503880 

AAAGAGAACT ACTTAAGTAA GCTTTTACCG TTTCATCTTC AGCTACGGCA GCAGCAAAAC 503940 

CTAACATTTC AGTCCATTTT TCGACCGCAC TTTGTTCAAT GGCAAAGTCG AATGCAGCTT 504000 

TTGCATAAGG GCGAGCTATT GTAGTTAATT CTGACATAAG CTAAGCCTCT TATAACTCTG 504060 

CAACTAATTT ATCAATAATG TCATTGTTTG CCGCTTCATC AATAGAACGA CCCACAATTT 504120 

TCTCAGCACC AGCCACTGCC AATGAAGCTA CTTTAAGACG TAATTCTTCT TGAACACGTT 504180 

TACGTTCTGC TTCTACTTCA GCATAACCTT GTGCAATAAT TTTTGCTTTT AGTTCTTCGG 504240 

CTTCTGCCTT CACTTCGTCT AATACTTCAT TGCGACGTTT ATTCGCAGCA TCTAAAATGT 504300 

CTTGAGCTTG TAATTTTGCA GCTGAAAGTT CTTGTTCAAC AAGATTTTTC GTATCTGCTT 504360 

GCTCTTTTTT AGCTGCTTCA GCTGACGCTA AAGCGTTCGC AATTTGGCTT TGACGTGTTT 504420 

CAATCGCATT AATAATTGGT GGCCAAACAA ACTTCATGCA AAACCACACG AAAAGTGCGA 504480 

ATGCGATAAG TTGACCAATC AATGTTGCAT TTAAATTCAC AACGTCCTCC TTACTATGCT 504 540 

TGTTTTACGT TGATAAGCAA ATAAGGTGAT TAGTTTAATA AACCGATGAA TGGGTTTGCG 504600 

AAAATGAAAA GTAATGAAAT ACCAACAGCA ATCATTGCAA TCGCATCTAA AAGACCAGCT 504660 

ACGATAAACA TTTTAGTTTG TAAGCTAGAT GCTAATTCTG 3TT3GCGAGC TGATGATTCT 504720 

AAGAATTTAC CACCTAGAAT AGCAAAGCCA ATTGCAGTAC CTAATGCAGC AAATGCAAGA 50478 0 

AGAATTGATG CACCGATGAT TGTTGCTGTA ATTACAGTTT CCATAATTTT CTCCAATAGA 504840 

AGTTAAGTTT TAGCCCTAGA GCCGGTTAAT AAAAAACGAT TAA7GATCTG CTTTGTTATA 504900 

AGCAATACTT AAATAAACAA CCGTCAACAT CATAAAGATG AAA3CCTGCA AGGTAATAAC 504960 

CAAAATATGG AAAATAGCCC AAGCAAGATG TAACGGAATC CCTAATGCTG CAATGGCCAT 505020 

ATTAGCGGAA TACATTACAG CGATAAGAAT AAAGATCAAC TCCCCTGCAT ACATGTTACC 505080 
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GAATAAACGG AAGGCAAGTG AAA77GGTTT AGCCAATAAA GTCACCGTTT CAAGAATAAA 505140 

ATTAACAGGA ATAAACGCCC AATGATTGAA TGGATGAAGC GTATATTCTT TAACTAAACC 505200 

TTTGAATCCT TTAGATTTTA TTGTATAAAA AAGAATTAAA AAGAAAACAC AAATGGACAT 505260 

ACCCAAAGTT GCGCTAATAT CTGCT3TCGG CACTGCACGA AGATAATGAA TACCGAACAA 505320 

ACCTGCAAAT TGAGGTAAGA AATCAACAGG AATTAAGTCG ATAGCATTCA TGATGAATAC 505380 

CCAACAGAAA ATTGTTAATG CAAGTGGCGC AACTACGTTA CGTGGACCAT GAAAATTTTC 505440 

TTTCACGATT CCATTAACCC ATTCCACAAC AATTTCAACT AAGCATTGCA TTTTTCCTGG 505500 

AACGCCAGTT GTTGCTTTTT TCCCTACTCG AGAAAAAACA AATAGGAAAA TAACCGCAGC 505560 

AAGAATAGAA AAGAACAACG TATCTATATG AACATTCCAA AATCCATCCC CTGTTTTGAG 505620 

AAAGGATAAA TGGTGGCTAA TGTATTCCGA TGTTGTTTGT CCAGACATAA TCGATCCTTT 505680 

GTTCTGAAGA AGAATAACCC AAAGTTAAAT TTTATTGAGA ATAAGTGGAA TAATATTATT 505740 

CAGCACTAAT GCCAATAAAA AACCAACAAA AAACGCAATA AAATTGATAA CGAATAACCA 505800 

TTTGATGGCA ATAATGATAA AAACCATCGT TAAAATAAAC TTTATTGCTT CAGCACGATA 505860 

AAGTGCGGTC AGTTTTGTTG AAAAATTTTG TTTTCTGTAA AAAATGATAA ATATAAATGT 505920 

ACAAAAAGGC AAAAAGGCAC TTAAAAAACC GTAGCTAAAA TCTACCGCAC TTTGGCGTTG 505980 

CCATCCATAA ATAAGCAAAT AAAAAACTAC AAGCAAAAGA CTCTCAATAA CAATAGCTTT 506040 

TCTGTAGTTT TTTTTAGCGT GAGATAAAAT GCGCGACATC ACTTTTACAA AATAATTTTA 506100 

GCCCGCCGAT TATACCTTTG CTGGCTTTAG ATTCAACTTA AAAACACATA AAAAGTGTTA 506160 

TATAAATCAC ACTTTTAGAA AAT AATTT AT CTATTTGTTA CTTTTTAACG TAAAACGATT 506220 

AAATGTCGTT CGCCTATAAG TTCAGGTACA GATAATTCAA TCACTTTTTG AATAGTATAT 506280 

TTTTTATTCA ATTCATTAAT TTCATCTTCC TGATAAATCC CTTTTAATGC ATAAAAATAT 50634 0 

CC ATTTTCTT TTGGTAAATG ATGGCACCAA TCTGTCATAT CTTTTAGTGA AGCAAAAGCA 506400 

CGGCTTAATA CACCATCAAA TTTATCTTCA GGTTGATATT CTTCTACTCG ACTTAAAACG 506460 

GGGGTTACAT TAGTTAGTCT AAGCTCACGT ATAGCATTTC 3AATAAAACT AATACGCTTA 506520 

CCTAAGCTAT CAAGGAGGAC GAATTGTTTG GAAGGATTAA 7AATTGCCAA AGGTAAACCA 506580 

GGCAAACCAG GCCCTGTACC GACATCAATA AAACGATCAC tTTT 3TAAATA AGGACTTACA 506640 

ACAAGACTAT CTAAAATATG TTTAACTAAC ATTTCTTGCG GA73ACGAAC TGACGTCAAA 506700 

TTATAAGCTT TATTCCATTT ATTGAGTAAA TTGACCAGAT 7AA7CAACTG CTGAATTTGT 50676 0 
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TGATCACTTA TTTTTATATT TGCTT3CGCA AGTAAACTGA CTAATTTGGC TTTCATATTT 506820 
ATTATCTCTT TGAAAAATTA CGCTATTTTA CTTAAAAGTG CGGTAAATTT CCTTAATGTT 506880 
TTTAGTAATT TGATGAATTA TTTACCGAAT CAATGTCCAG TTTTACACCA TAAATTGAAT 506940 
GCACCTCCGC ATAATTCATT TCAAAGGCTT TAATTGCTTC TGTTCAAGAA CCAAAGAATG 507000 
AATGTTCGCT AAAAAATAAG TTTGTTCTGC TTCAGGAATG GAAAATGGCA TTAACTTGAG 507060 
TAAATCTTGA TGAATAGCTA AAACTTGTGG AAAAATGACC GCACTTTGCA TTTCTTCGAG 507120 
CAtTTCTGAA TAAAGCGAAG AAACACAACC TCCTCGTTCT ATTCGACCTA AGCTGCAAGC 507180 
AATGTGTAGC AGCATAAAAT CCACTTGAGG CGTATTCACA TCAGCTTGCC AGTAATGAGC 507240 
TAATCGATCT CGTAAACGAA ATATCACATC AATAATAGAT TGATTTATTT GCCTGCGAAT 507300 
TTTCCAACGT TCTAGTTGCT TAAATAACCG CATTTGTTTT TGTTAGTTCA AAATTTGTTC 507360 
GCTAATTTAC CGCACTTTAC TGAAATAAAA CAGTGCATAG ATCACAGTTT TGTAGCAAAA 507420 
TGGTAAAAAA ATTTGTAAGG ATGTAAAAAT GTTAGATTAC GAGATCTTCA ATCCATATGA 507480 
AGGATTGATT TTTGATATGG ATGGAACTTT AATTGATACA ATGCCCGTGC ATGCACAAGC 507540 
TTGGACAATG GTGGGAAAGA AATTTGGCTA TGAATTTGAT TTTCAAATTA TGTATAACTT S07600 
CGGCGGGGCG ACGGTTCGAA CTATCGCGGG GGAAATGATG AAAGCGGCGA ATATGCCACT 507660 
AGATCGAATT GAGGATGTGC TGGCTGCAAA ACGTGAGTTG TCTTATCAAC TTATTCCGAC 507720 
TCAATCAAAG TTATTGCCAA CCTTTGAAAT TGTTAAATCC TTCCATCAGA AAAAGCCGAT 507780 
CGCTTTAGGT TCTGGCTCAC ACCGTAAAAT TATTGATATG TTGATGGATA AACTGGCTAT 507840 
CGCACCTTAC TTTAATGCAA TTGTCAGTGC AGATGATGTA AAAGAACATA AACCACACCC 507900 
AGAAACTTTT TTACGTTGTG CGGAGTTAAT TCAAGCAAAT rCAAGTCGTT GTATCGTATT 50 7960 
TGAAGATGCG GATTTAGGCG TGCAAGCAGG ATTAAGTGCG GGAATGGATG TGTTTGATGT 508020 
TCGCACACGA GAAATTATTT CGCCAAGATA ATGGATATTT TT7CATTTTT TAGTGCTGAT 508080 
TTTTGGCAGG CTAATAGCTT ATGCTTTATG TTTATCAGCG C3TTTTTGAG TGCAACAGTA 508140 
TTACCAGGTA ATTCAGAAGT TATATTTGTT GCGCTTGCTG TACCTAAATT AATGTTAGGT 508200 
TCTTTATTTA ACGTAGATAT ATTAGCTCTA ATATTGATTC- CAACTCGCTGG AAATAGCTTA 508260 
GGAAGTTTAA CCACTTACGG AATTGGACGA TGGATGCCAA AAT7CGATCC CAAAAATTAC 508320 
CGCACTTTAT GGGCAATAAA TCAGCTACGG CGTTATGGGG C3ATTGCTTT ACTTTTGAGC 508380 
TGGCTGCCTG TAGTTGGCGA TTTATTTTGT GCCATAGCTC- G7T3GTTAAG ATTAAATTTT 508440 
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GTAACGAGCA GTCTCTTTAT CTTTCTGGGA AAAATGGTTC GTTATGTTGC GTTATTGTTT 508500 
TTGAGTACAC CATTCTTATT ATAAAATGCG CAAGAAAAAG CCCCACAATA AACGTGGGGC 508560 
AAATAACCTA AGGAACCAAT TTTA7TAAAA CAACTGCAAG TTGCTTACAC TATAAGACTA 508620 
ATGCTTTATA AGAAAGTTCA AAATTTTTTA AAAATTTTCA AAATAAAAAT TTTTGCATAA 508680 
AAGAAACCCC ACAATAAATG TGGGGCAATA ACCTAAGGAA CCAATTTTAT TAAAACAACT 508740 
GCAAGTTGCT TGTTCTATAA GACAATGAAC CTTACTATAA AGTTCATTAA AATTTGTAAA 508800 
AAATAAATAT TTATTCAATT ATTTCTTAAC CAACTGATTT ATAAGGGAAA TTTATGCCAT 508860 
TACTTGATAG TTTTAAAGTG GATCACACAA AAATGAACGC ACCTGCAGTA CGCATTGCAA 508920 
AAACGATGCT CACGCCAAAA GGCGATAATA TTACTGTTTT TGATTTACGT TTTTGTATTC 508980 
CAAACAAAGA AATTCTTTCC CCAAAAGGCA TTCATACACT TGAACATTTA TTTGCTGGAT 509040 
TTATGCGCGA TCATTTAAAT GGCGATAGCA TAGAAATTAT TGATATTTCT CCGATGGGAT 503X00 
GTCGCACGGG ATTTTATATG TCTTTGATTG GCACACCAAA TGAACAGAAA GTGTCTGAGG 509X60 
CTTGGTTAGC TTCAATGCAA GATGTTTTAG GTGTACAAGA TCAAGCTTCT ATTCCTGAAT 509220 
TAAATATCTA TCAATGCGGA AGCTATACGG AACATTCCTT AGAAGATGCA CACGAAATTG 509280 
CCAAAAATGT TATCGCACGC GGTATAGGTG TAAATAAAAA TGAAGATTTG TCACTCGATA 509340 
ATTCCTTATT AAAATAGGAA GACGCTTGAT TAACCTAAAA AAGTTAGTAG TAAAAAACGC 509400 
ACTTTATGAT CTACCCCAAA AGTTGACTAA ATAAC CAACT AAGGTGTAGA TTTTTTTATG 509460 
ACCAAATACA ACACTCTTTT CAAACAACAA GTCATTGAAT CTTATCTTCA AAATGGTAAA 509520 
AATCGTTCAC TTACCCGCAG GTATTTTCAA CTTGCCTAAA TAACACTAAA ACGTTGGATT 509580 
AACCAATTAA TCATAGTTAA ATCAATAGAT TATCCGTACT TAGTAAGAAG GCAAAATTAC 509640 
TTACCTGAAT TTAAACTTAA CATAATACAA GCGGTTAAAA ATGGGCAATT TTCTGCAGAA 509700 
GCCGCATATT TACATTTTGG CATTACCAAT TCAGACGTTG TTAGTCAATG GCTGCAAGCC 509760 
rVTG^C AAGGTATAAA CGGCTTAATC CTCAAATCTA AAAGTCGTCC AATCATGAAA 509820 
CCGAAATACC CTAAGATGCC ACCTAAACCG AAAACATGAG 3GGAAGAACT AGAATTGGAA 509880 
AATTTACTAC GTGCGGAGAA CGCAATCCTA AAAAAGTTGC AAGAACTCAA CCAACAAAAA 509940 
AAGACTTGAA GACGCAAAAC CCAATTTTAC ATTCCGACCA AGGTTGGCTG TATCAAATGG 510000 
TCGGTTATCA GGCGATTTTA CGAGAGAATA GCATTCAACA GAATATGTCA AGGAAAGGAA 5X0060 
ATTATTTAGA TAACAATGCG ATGGAAAACT TCTTTGGACG ATTAAAAACT GAATGTTATT 5X0X20 
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ACGACAAACG ATTTGAGACG TTCAAACAAC TGAAAAAACA AC7CATGAGT ATATTCATTA 51018 0 

TTACAACCAT GATCACATTC AGGGGAAAC7 AAAAGGGCTG AACCCTGTGA ATGACAGAAC 510240 

TCAGTCCTTG AACTAAATCA ATC7AACT77 TTGGGGGAAG ATAAATCCCA ACTTGCGGTC 51030 0 

AATTAATAGC TTGAATTGAT TAACACT7C7 TCGCCATAGC CGCCTAAAGT TGGCATTGGT 51036 0 

TGATAAGTAG AGTTTGCGGC ACGCATTAAA CGAATACCAC GAACACCTGC TTCTTTAGCT 51042 0 

GCTAGTACAT CATCATCGCT GTCGCCATAG TGAATACTCA 7777ATGTGA AATGATTGCA 510480 

GGCGTTTTGT TATATTTTGT TGTACGTTCA CGGCTGCCCA 7AAATTCAAC TGGGTGCATA 510540 

TTCTTAATAT TGAACGTTTT TTCTAAAATT GGTGTTACAC CATCCACTTT GCCAGCAGTA 510600 

CGGCCAGTGA AAAAGTAAAC TTGGTCGCCA CGTGCTTGGT GCA7ATTAAT TAAATCTATG 510660 

GCAATTTGTT TAGGAATAGA ATATTTATCG CAACCTGCAT 7TACTTCATT CCAGAAATCT 510720 

TGGTTTTTCA AATAATCGTG TTTACCTGGT GAGAATTTTT GTTGTCCGTG GTAAAAGCAA 5107B0 

GGGCTACTGA AAAGCACGGT ATCATCAATA TCAAAAGCTT ACATTAATTG GTGCTTTACC 510840 

TTCTAAACTT TGTTTGATTT GATCAACACT AATCCAATGA ATT3CTTGCT CTTGTAACAT 510900 

TTCACGAGCA TTAGTGCCAG ATTGAGTATA AGGTTCTGTT TTGCCTGCCA TCGCTGGAAC 510960 

TGCAGCTGCA GTTAAAAGTG CGATTACAGA TAATTTCATG ACGTTTTTCA TTGCCTTTCC 511020 

TCACAAACGC TGATTTAAAA ACCGCTCAGA TCATACATTT TTTAGCTTAT ATTCAATAAT 511080 

TAGCAATCGT TTGCCATCTC AAAATATGAT CAACTTCACA 7T77TTATTT ATGAGTGAAG 511140 

AATAAATCTA CAATATAAAT TTCCCTCTTG AATTTAATCA A777GTCGCC ATATAACGAA 511200 

CAACTTTTCA CTTTATAAAG GACAGAACAA TGACAACGA7 7G7AAGCGTA CGTCGCAATG 511260 

GGCAAGTCGT CGTAGGCGGT GATGGACAAG TTTCTTTA GG CAATACCGTA ATGAAAGGTA 511320 

ATGCTCGTAA AGTACGCCGT TTATATAATG GCAAAGTGCT 7GC7GGTTTT GCGGGTGGAA 511380 

CGGCAGATGC ATTTACACTT TTTGAATTAT TTGAACGTAA AC77GAAATG CATCAAGGGC 511440 

ATTTGCTAAA AAGTGCGGTG GAATTAGCGA AAGATTGGCG TACAGATCGC GCACTTCGTA 511500 

AATTAGAAGC GATGCTAATT GTTGCGGATG AAAAAGAAAG 777AATCATC ACGGGTATTG 511560 

GCGATGTGGT TCAGCCCGAA GAAGATCAAA TTTTAGCAA7 2GGA7CGGGT GGTAACTATG 511620 

CGTTATCTGC GGCACGTGCG TTAGTGGAAA ATACTGAAC7 77C7GCACAT GAAATTGTTG 511680 

AAAAATCTTT AAGAATTGCT GGTGATATTT GCGTGTTCAC AAA7ACCAAT TTCACTATTG 511740 

AAGAATTACC GAATTAAGGA AAAAGCTATG TCTGAAATGA C7CC7CGCGA AATAGTTTCT 5118 00 
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GAATTAGATC AACATATTAT TG6TCAAGCC GATGCAAAAC 3TGCTGTGGC GATTGCGTTG 
CGTAACCGTT GGCGTCGTAT GCAGCTTCAA GAACCTTTGC GTCATGAAGT AACTCCAAAA 
AATATTTTAA TGATTGGCCC AACTGG7GTG GGTAAAACTG AAATTGCGCG CCGTTTAGCA 
AAATTAGCTA ACGCACCATT TATCAAAGTG GAAGCAACGA AATTTACTGA AGTAGGTTAC 
GTGGGGAAAG AGGTGGATTC CATTATTCST GATTTAACGG ATAGTGCGAT GAAACTTGTT 
CGCCAACAAG AAATTGCGAA GAACAGAGCA AGAGCTGAAG ACGTGGCTGA AGAGCGTATT 
TTGGATG CTT TACTTCCTCC AGCAAAAAAT CAGTGGGGCG AAGTTGAAAA CCATGATAGT 
CACAGCAGTA CTCGCCAAGC GTTCCGTAAA AAATTACGTG AAGGTCAATT AGATGATAAA 
GAAATCGAAA TTGATGTGTC TGCTGGCGTA TCTATGGGGG 7TGAAATTAT GGCTCCTCCA 
GGCATGGAAG AAATGACAAA TCAACTGCAA TCATTGTTCC AAAATTTGGG TTCAGACAAA 
ACGAAAAAAC GCAAAATGAA AATTAAAGAT GCGTTGAAAG CGTTGATTGA TGATGAAGCA 
GCGAAATTAA TTAACCCTGA AGAACTTAAA CAAAAAGCCA TTGATGCTGT GGAACAAAAT 
GGTATCGTCT TTATCGATGA AATCGACAAA ATTTGTAAGA AAGGTGAATA CAGTGGTGCT 
GATGTATCGC GTGAAGGTGT GCAACGTGAT TTACTTCCGT TAGTAGAAGG CTCGACAGTT 
AGCACCAAGC ACGGAATGGT TAAAACTGAT CATATCTTAT TTATTGCATC TGGTGCATTC 
CAAGTTGCTC GCCCTTCAGA TTTAATTCCT GAACTACAAG GGCGTTTGCC GATTCGTGTT 
GAACTTACCG CATTAAGTGC GGCGGATTTT GAGCGTATTT 7AACAGAGCC ACATGCTTCT 
TTAACCGAAC AATATAAAGC GTTGATGGCA ACAGAAGGGG TGAATATTGC ATTCACAACA 
GATGCAGTGA AGAAAATTGC TGAGGCGGCA TTCCGAGTGA ATGAAAAAAC GGAAAATATC 
GGTGCACGCC GTTTGCATAC GGTAATGGAG CGTTTGATGG ATAAAATTTC TTTCAGCGCA 
AGCGACATGA ATGGTCAAAC GGTCAATATT GATGCAGCTT ATGTTGCGGA TGCACTTGGC 
GAAGTGGTTG AAAATGAAGA TTTGAGCCGT TTTATTCTTT AAAGATAAAA ATTTTACATA 
TAAAAGTGCG GTAAATTTTT ACCGCACTTT TTTGTTTTCA 3GA7AGAGAA . ACTAATTAGT 
TTTTAATTTG CCCCAATATT TTTCATAAAT ATCAACAGC7 7C73CTACAT CGCCTTGCAT 
AATTCCTTTT TCTACTTCTT CCGCTGGTGG GAATAATT77 3GA7CATTAG CAACTTCCGC 
GCTTAGCAAT GTTTTCGCCC CATTATTTGG CATAGAAAAG CCCATGCGTT CGATAACAAT 
TTTTGCATTT TCAGGGCGAA GTAAAAAGTC AATGAACTTA 7G73CACCT7 CAACATTTTT 
TGCTGTAGTC GGAATCGCAT AGTTATCCAT CCAGAAAAT7 3CACCTTCTT TTGGATACAC 
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AAATTGAAGA GATTGATTTT CTTTCTGCGC TAAATAAGC7 GAACCATTCC AAATCATACC 513540 
AATTGCAACT TCGCCTTGTA CG7AAGGGAC TTCAGGAGAA TCAGAGTTAA AAGTCGCTAC 513 600 
ATTTGGTAAC AGTTTTTCTA AACGCTCATA AGCTGTTTTG ATGTCTTCTT CATTGGTGGT 513660 
ATTTGGCGAT TTACCATCCA GTAA7AATGC TACGTGGAAC ACTTCACGTG CATCACTGGT 513720 
CATGAGAACT TTGCCTTTAA ATTCAGGTTT CCATAAATCC GCCCAGCTAG TGATGGTTTT 513780 
AGGATCAATC TCATCCGCAT TAACTTCAAT ACCAGTTAAG CCGTAAACGT AAGGTAATGA 513840 
ATATTTATTT TCTGGGTCGA ATTCTTTATT TAATAAATGT TTAGGGATTT GATGAATATT 513900 
GGTCAATTTA CTTTGATCAA TCGGTTGAAG CATCTTTTCC 7TAATCATTT TATTTACGTA 513960 
GTAACTTGAT GGAAACACCA AATCATAGCC AGAACCAGTA TTCTGAGTAA GTTTAAGTTT 514 020 
CGCATACATT TCTTCGTTGC TTTCAAAGGT AGAATAAATT ACCTCGATGC CAGTTTCTTT 514080 
AGAGAACTGT GCGACTAAAT CAGAAGGCAC ATAGTCTGTC CAGTTATAGA CGTAAAGTTT 514140 
GTTATTGGCA AAAGCGGAAG CCGCAAAAAG TGCGGTGGTG GAAAGGAAAA G ATTTTT GAG 514200 
TGAGTGAGCA AAGAATTTTT TCAATTTATT GACCTCCGAG GGTTATCGTT CATCATAAAA 514260 
CACGCAAATT TTGCGCGCGC GCAGTATAGC ATTTTTTTCT AAAAGGTTTG ACATATTTCC 514320 
CTTTCGGGGT AAGATTTTGC CAGTTTTTTC CTAAGGGATT TTTTATGCTT AATTTTGCCT 514380 
ATCAAGAACA CGTTCGCTCT TATTATTTCG ACTCTCGTAA CCAAGATTTT CAATTCCCGC 514440 
CGCTCACTCA AATTGAACAT GCTGATGTAT GTGTGATCGG GGCTGGATTT TTTGGTTTAT 514500 
CTGCGGCATT AGAACTGGCG GAGAAAGGAA AAAAAGTCAT TGTCTTAGAG GGTGCAAGAG 514560 
TAGGCTTTGG TGCTTCTGGT CGCAGTGGTG GGCAGGCAAT TAATGGCTTT GAAGAAGGCA 514620 
TTGATGAATA CATTAAACAA GTTGGCGAAG ATAAAGCACA TAAACTTTGG AATATGTCAT 514680 
TAGAGACCAT TGATATTATT GATGAACGTA TTGAAAAATA TAGCATTCAA TGCGACTGGA 514740 
AAAAAGGCTA TGCCACATTA GCATTAAATG AACGCCGAAT GGATGACTTA ATTGAAATGG 514800 
AAAAAGAAAG TCATAAAAAT TTTGGCTATC AGAATATGCA ACTTTGGGAT AAAACTAAAT 514 860 
TAAAACAGCA CTTAGGCAGT GATATTTATG TGGGGGGGCT ATT7GATAGT AATTCAGGGC 514 920 
ATTTGCATCC ACTTAATTAT TGCTTAGGTT TAGCGAAAGC 77G7G7CGAT CTGGGTGTTC 514980 
AGATTTTTGA ACAATCTCCT GTCGTGGATA TGGTTGAGAA AAATGGTTGC GTTGAGGTTA 515 040 
AAACAGCTAA AAGTGCGGTT ATTTCTCAAG ACGTTATTTT AGCCACCAAT GCTTATATTG 515100 
ATGTGCTCCC GAAATCTATT CATCACGGCA TTAATCGTAA AATATTACCT GTGGAAAGTT 515160 
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TTATTATCGC CACAGAGCCG TTAAGCCAAG CGGTTGCTGA TTCTGTCATT AATAATGGCA 515220 

TGTCGGTGTG TGATAACAAT TTATTATTAG ACTATTATCG TTTAAGTGCT GACAATCGCT 515280 

TGCTTTTTGG TAGTGATTCG AGCTCAGAAA AAGATATGGT CGCGATTATG CGGAAAAATA 51534 0 

TGTTGTGTGT ATTCCCGCAA CTTGAAAATG TAAAAATCGA TTATGGCTGG GCTGGCCCGA 5154 00 

TTGATATGAC CTTAAATTCA ACGCCACAT7 TTGGTCGTAT TTCTCCGCAT ATTTATTTTG 515460 

CTCATGGTTA TTCTGGTCAC GGTG7TGCTT TGACTGGTCT TGCGGGGCGA ATTGTAGCGG 515520 

AGGCGATTTT GGGTGACGAT GAACGTTTAT CTATTTTTGA AGGACTGAAA GTCCCTTCTG 515580 

TTTATGGTGG TCGAATTATC AAAGATCTTG CGACAAAGAT TGGTGTGCAG TATTACAAGT 515640 

TTTTAGATAA ATACCGTTAA AATACAACAA TGTTTTTCTA AAGCATTGCC ATCAAAATTG 51570 0 

ACTAAAATAA TTAAATTTTG TATGGATATA AATTCTAAAT CAGTTAAAAA ATTTACCGCA 51576 0 

CTTTAAAGCA AGAATTAAAA TAATATTTTT CGCTACAATT TGTGTTTTCC ATTAAGAGAG 515820 

AAATATGTCA GAAAATTTGT TACTTTTCAG CTTGTTAGCT GTTGTTATTA TATTGATTTT 515880 

ATTACTTATT CTACGCCAGG CAAAAATATA CACATCTTCA TCAAGAATTA TCGAAAACGA 515940 

CTCAAGATTA TAATCAGCTT GCCAGTAAAT TTGATGAACT 7AGTAGCATT AAAAACCAGT 516000 

TTGAACAACA AACAATTAAA GTACAGACTG AAAATCAAGG ACTGCAATAT CGTTTAACTG 516060 

AACGTGATGA ACAAATACAT CATCTCACGC AAGAACGACA AAATTTGACT GAAAAATTGA 516120 

CCGCACTTTC TCAAGAATTA ACGGGGTTAC AAACAACCTT AACAGAGAAA GAAAAATATT 516180 

TTTCTGCACA ACAACAGAAC TTTGAACAAT CCAAACAACA ATT3GGCGTG GAATTTCAAA 516240 

ACCTAGCAAA TCGTATTTTG GATGAAAAAA GTCGATCATT TAGTCAATCA AATCAAACGG 516300 

CATTGGAAAC CTTGCTCAAG CCTTTCCGTG AGCAAATTGA AGGTTTCCAA AAACGCGTCA 516360 

ATGAAATTCA CTCCGAATCC GTGAAAGGCA ATGCAGGCTT GGAAGCGGAA ATTAAAAAAG 516420 

TGCTGGAAAT TGGTCTGAAT ATGTCGCAAG AGGCGAGTAA TTTAACTTCT GCACTGAAAG 51648 0 

GCGAAAAGAA AACGTTAGGC AACTGGGGCG AAGTGCAATT AGAACGAGCG TTGCAACTGG 516540 

CAGGACTTGA AGAAAATGTA CATTACCGCG CTCAAGCGCA 77TTAAAGAT GAACAAGGTG 516600 

GACGAAATTA TCCTGATTTT GTGTTGAATT TACCTGATGA AAAACACTTA ATTATCGACA 516660 

GCAAAATGTC GCTCGTGGCT TACGAAAGTG CGGTGAATTC 73A3GATGAT TTTGAACGAG 516720 

AGCGTTTACT AAAAGAACAT ATTTCCGCAT TAAAAACCCA 7A77AACGAT CTGCATAAAA 516780 

AAGATTACAG CAATCTGATT GGCATGTGCA GCCCGAATTT 7G77CTTATG TTTATTGCGG 51684 
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TGGAACCTGC GTATATTGAG GC77TAAAAG CTGATCCTGC CTTATfTAAT TACGGTTATG 51690 0 

AACGCAATGT AATTATGGTC 7C7CACAC7A CGCTAATGCC GATTTTACGC ACCGTGGCAA 516960 

ACCTCTGGCG TATCGAACGT GGTAA7GCTG AAGCCAAAGA AATTGCTGAA AAAGCGGGCG 51702 0 

AAATCTATAA CCAAATTTGC TTGGTGGCAG AGCGTTTAAA CAAACTCGGC AATACGCTTT 51708 0 

CCACTGTCAG CAACCAATAC AATAGCACC3 TCACCGCACT 7G77GGCCAA CAAGGGTTAG 51714 0 

TTGGCAAAGT AGAACGATTT AAAACCCTTT CCGCAAAAGC CAATAAAACA ATGCCCGATG 51720 0 

TGGACTTATT GAATAATCAG CTGGATTTGG CTAGATTGAA 7GTCTTAAAT CAAGAAAATC 517260 

TTCAATAATT TATTCTCCGA TTCCGATTGA ATGTAAATTT GGTCGGAGAA TTTTTTATCC 51732 0 

TATCTAGAAA TTTTGTGATC AATA7CCCAA ATTTGAAATT TCTTTAGTTGT TTTTCTATTT 517380 

TTGTTATCTA TATTTGTCTT ATCGAAACGT TTCGATAACA AAAAGGAGCT TTTAGATGAA 51744 0 

AAAAACAGCT TTATTGAATG CGCAACTTTC GCATTGCATT GCTACACTTG GTCATACGGA 517500 

AAGTTTGACG ATTTGCGATG CGGGACTTCC AATTCCATTA AGTGTGGAAC GTATCGATCT 517560 

CGCATTAACT GCGGGTGTAC CAAGTTTTCT ACAAACGTTG AA7GTAGTAA CGAATGAAAT 517620 

GTATGTnGAA CGCGTTGT7A T7GCAGAAGA AAT7AAAGAA AAAAATCCAG AAATATTGAC 517680 

CGCACTTTTA ACACAACTTC AAAAACTTGA AAGCCATCAG GG7AATCAAA TACAAGTGGA 51774 0 

ATTTGTATCG CACGAAACTT TTAAAAAATT CACCCTCGAA AG7AAAGCTA TTGTTCGTAC 517800 

TGGCGAATGT TCACCTTA7G CCAATGTGA7 TTTATATTC7 GGCGTGCCAT TTTAATCAGG 517860 

G7GAAA77A7 GGAAACTTTA CTCAAAAT7A G7GG7GTTGA 7AAA7CATTT CCAGG7G7GA 517 920 

AAGCCTTGAA 7AA7GCCTG7 T7A7C7GTTT ACGCTGGACG CG7AA7GGCA TTGA7GGGGG 517980 

AAAATGGGGC GGG7AAA7CG ACT77GA7GA AGGTGCTTAC 7GG7A77TAT 7C7AAAGA7G 518 04 0 

CAGGCACAA7 TGAG7ATC77 AATCGA7CAG T7AATTTCAA 7GGACC7AAA GCCTCACAGG 518100 

AAGCTGGCAT TAGTATTA7T CACCAAGAAC TGAATTTGG7 CGG7AA7C7C ACGATTGCAG 518160 

AAAACA7TTT TCTTGGTCG7 GAA77TAAAA CCTCGTGGGG AGCGA77AAC TGGCAGAAAA 518220 

TGCACCAAGA AGGAGACAAG 77AC7TGCGC G7TTGGGGG7 AAC7CACAGC AGTAAACAGC 513280 

TTTGCGCTGA ACTTTCTATT GGTGAGCAAC AAATGGTGGA GA7AGCCAAA GCCTTAAGT7 518340 

TTGAATCCAA AGTTATCA7T A7GGA7GAAC CAACCGATGC GC7CACAGAT ACGGAGACCG 518400 

AAGCCC7ATT CAATG7GA77 CGTGAAC7CA AAGCAGAAAA TCG7GGCA7T GT7TATATCT 518460 

CTCA7CGTTT AAAAGAAATT TTCCAAATT7 GTGATGATG7 GAC3GTTT7A CGCGATGGTC 518520 
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AATTTATCGG -TGAACGCGTT ATGGCAGAGA TTACAGAAGA TGATTTAATT GAAATGATGG 518580 

TTGGTCGTCG TCTTGATGAA CAATATCCGC ATTTATCACA AGAAAAAGGC GAATGTGTAT 518640 

TGGATGTGAA ACATGTGAGC GGAAGCgGCA TTGATGATGT TTCCTTCAAA TTGCATGCCG 518700 

GTGAAATTGT TGGTGTCTCG GGCTTAATGG GCGCGGGTAG AACGGAACTC GGCAAGCTAC 513760 

TTTACGGTGC TTTGCCAAAA ACGGCGGGAA AAGTGCGGTT AAAAAATCAA GAGATTGAGA 518820 

ATCGCAGTCC GCAAGATGGT TTGGATAATG GTATTGTATA TAT7TCTGAA GATCGTAAAG 518B80 

GTGATGGCTT GGTTTTAGGA ATGTCAGTAA AAGAAAATAT GTCGCTCACA TCGCTCGATC 518940 

ATTTTTCACA AAAAGGCGGT ATTCGTCATC AAGCGGAAAA AATGGCAGTA GATGACTTTA 519000 

TTCTGATGTT TAACATTAAA ACACCTAATC GTGATCAACA AGTAGGTTTG CTATCTGGTG 519060 

GAAATCAACA AAAAGTGGCA ATTGCTCGTG GATTAATGAC TCGCCCAAAT GTGTTAATTT 519120 

TAGATGAACC AACTCGTGGC GTAGATGTTG GCGCGAAGAA AGAAATTTAT CAGTTGATTA 519180 

ACGAATTTAA GAAAGAGGGC TTGAGTATTT TAATGATCTC ATCTGATATG CCAGAAGTGC 519240 

TTGGTATGAG CGATCGAGTG TTGGTAATGC GTGAAGGTAA AATTAGTGCA GAATTTTCTC 519300 

GTGAAGAGGC AACACAAGAA AAGTTATTAG CAGCAGCTAT TGGTAAATAA GAGTAGGTAA 519360 

GTATGATGAA AAATGAAACA TCTAATTTTC AAATAGGAAG ATTTTTGATT GAACAGCGTT 519420 

CTTTT ATTGC ATTGATTATT CTTATCGCGA TTGTATCAAT GATTAATCCT GATTTTTTTA 519480 

GCGTAGATAA TATTTTGAAT ATTTTACGCC AAACTTCGGT TAATGCGATT ATTGCAGTGG 519540 

GTATGACTTT CGTTATTTTA ATTGCAGGTA TAGATCTTTC 7GT7GGATCT GTATTGGCAT 519600 

TGACAGGTGC AATCGCCGCT TCAATGGTGA GTATTGAATT 3CCTATTTTT TTAGTCATTC 519660 

CTGTGGTTTT ATTGATTGGA ACACTTCTTG GTGGCATAAG TGGTGTAATT GTGGCAAAGG 519720 

GAAAAGTTCA GGCTTTTATT GCTACCTTGG TTACCATGAC CTTACTGCGT GGTATAACAA 51978 0 

TGGTTTATAC AGATGGTCGT CCTATTACGA CAGGTTTTTC 3GA7AATGCT GATCTATTTG 519840 

CTAGCATTGG TACAGGCTAT GTTTTAGGTA TCCCAGTACC AA7TTGGATT ATGAGTATCG 519900 

TGTTTGCGGT TGCTTGGTAT ATTTTAAAAG ACACACCAAT 33G7CGCTAT ATTTATGCTT 519960 

TAGGTGGAAA TGAGGCAGCG ACCCAACTTT CTGGTATTAA CGTCAATAAA ATCAAAGTAT 520020 

TTG TTTTT GC GGTGAGTGGA TTTCTTTCTG CGCTGGCGGG TTTAATTGTA ACTTCACGTT 520080 

TATCTTCCGC TCAACCCACT GCTGGCGTAT CTTATGAATT AGATGCAATT GCCGCCGTGG 520140 

TAGTCGGTGG AACCAGTTTG ATGGGGGGGA AAGGTCGTGT AA7GGGAACT CTCATCGGTG^S20200 
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CATTAATCA7 CGGATTTTTA AACAA7GCA7 TAAATTTATT AGATATTTCA TCTTACTATC 520260 



CAAAAAAACT GTAACTCACT TTAAGGAGAA ACTATGAAAA AACTAACCGC ACTTACTTCT 5203 80 
GCTGTATTAT TAGGTTTGGC TGTT7C7AGC TCTGCTTCTG CGCAAGACAC AATCGCTTTG 52044 0 
GCAGTATCTA CATTAGATAA CCCA777777 GTAACGTTAA AAGATGGCGC ACAGAAAAAA 520500 
GCGGATGAAT TAGGTTATAA GTTAGTAGTG CTTGATTCAC AAAATGACCC TGCTAAAGAA 520560 
TTAGCTAATA TCGAAGATTT AACTGTGCG7 GGTGCAAAAA TATTATTGAT CAATCCAACT 520620 
GCTTCTGAAG CTGTTGGCAA CGCAGTGGCG ATTGCAAACC GTAAGCATAT TCCAGTAATT 52068 0 
ACATTAGATC GTGGTGCAGC TAAAGGAAAC GTAGTGAGCC ATATTGCATC TGACAATATC 520740 
GCAGGTGGTA AAATGGCAGG TGATTTTATC GCACAGAAAT 7AGGCGATAA TGCCAAGGTG 520800 
ATTCAACTTG AAGGTATTGC AGGAACATCT GCGGCACGCG AACGAGGTGA GGGTTTCAAA 52 086 0 
CAAGCTATTG ATGCTCATAA ATTCAATGTG CTTGCCAGTC AGCCAGCAGA TTTTGATCGA 520920 
ACAAAAGGTT TGAATGTAAC GGAAAATTTG TTGGCATCTA AAGGTGATGT TCAAGCAATT 520980 
TTTGCGCAAA ATGATGAAAT GGCATTAGGT GCATTACGTG CGGTGAAAGC CGCAAATAAA 521040 
AAAGTCCTTA TCGTAGGTTT TGATGGTACC GATGATGGTG TTAAAGCGGT AAAAAGTGGC 521100 
AAAATGGCGG CAACTATCGC ACAACAACCC GAGCTTATTG GTTCATTAGG TGTTGTTACC 521160 
GCTGATAAAA TCTTAAAGGG CGAAAAAGTT GAAGCGAAAA 7TCCAGTAGA TTTGAAAGTA 521220 
ATAAGTGAAT AATCTATCTA CTAAATAAGC TCGTTATATC ACATTATGGG GCAAATTATA 521280 
TTTGTCCCAT TGTGTAGAAA GAAAAAATAT AACAATACAG GATAAAATAA TGAGAAAAAC 521340 
CCTCACGGTT CTCGGTAGTA TCAATGCTGA TCACGTTAT7 7C7GTGCCTT ACTTTACTAA 521400 
ACCCGGTGAA ACGCTAACAG GTCAAAATTA TCAAATTGCC 7A7GGTGGCA AAGGTGCCAA 521460 
TCAAGCAGTG GCAGCCGCTC GTTTAGGGGC AAAGGTAGCG 77CATTAGTT GCATTGGATC 521520 
AGATAGCATA GGCAAAACAA TGAAAAATGC GTTTGCACAA GAAGGAATTG ATACAACCCA 521580 
7ATTAATACC GTTTCACAGG AAATGACAGG AATGGCATT7 A77CAAGTCG CCAAGTCTAG 521640 
TGAGAACAGT ATTGTGTTGG CTAGCGG7GC AAATTCACA7 773AGTGAGA TGGTTGTTCG 521700 
TCAAAGTGAG GCGCAAAT7G CACAATCAGA TTGCTTGTTA A7SCAATTAG AAACCCCAC7 521760 
TTCTGGTGTG GAGCTGGCTG CTCAAATCGC TAAGAAAAA7 GG7G7CAAGG TTGTGCTAAA 521820 
TCCTGCTCCA GCGCAGATTT TATCGGACGA ATTATTGAG7 77GA7TGATA TTATTACACC 521880 



AAATGATAGC AAAAGCGTTG GTTA77T7GG TTGCTGTTT7 



AGCCGATAAC TATCTTGGTA 520320 
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AAATGAAACT GAAGCTGAAA TCCT3ACTGG GGTAGAGGTA 3CCGACGAGC AAAGTGCGGT 52X940 
GAAAGCTGCG AGTGTTTTTC ACGA7AAAGG CATTGAAACC 3TAATGATTA CCCTTGGCGC 522000 
GAAAGGTGTG TTTGTCAGTC GAAAAGGTAA AAGCCGTATC ATTAAGGGCT TTTGTGTGCA 522060 

-~~~~r«*n rTrr— T*r ATTTAATGGC GGT7TTGTTA CGGCTTTATT 522120 
AGCAATAGAT ACTACCGCAG CTGGi^~T«C AniMHi^ 

p rG TTTTGGTCAA GCTGCCGCTG CGATTAGTGT 522180 

GGAAGAAAAA TCCTTTGATG AAGC^TTCu TTTIWj 

GACGAAAAAA GGGGCTCAAT CCTC7ATTCC AACGCGGCAA GAAACTTTGG AATTTCTTGA 522240 
ACACGCTTAA AGTGCGGTGA ATTTTTAGGG TGTTTTTATG C-CGACAATGA AAGATATTGC 522300 
ACGACTGGCG CAAGTTTCGA CTTCCACAGT TTCACATGTC ATTAATGGAT CGCGTTTTGT 522360 
TAGCGATGAA ATTCGTGAGA AAGTGATGCG TATTGTCGCT 3AACTGAATT ACACCCCCTC 522420 
AGCTGTTGCA CGAAGCCTTA AGGTGCGCGA AACCAAAACT ATCGGACTAC TTGTCACCGC 5224B0 
AACAAATAAT CCCTTCTTTG CGGAAGTGAT GGCTGGCGTG 3AGCAATATT GTCAGAAAAA 522540 
TCAATATAAT CTTATTATTG CTACAACGGG TGGAGATGCC AAACGCCTAC AACAAAATCT 522600 
GCAAACTCTA ATGCACAAAC AAGTGGATGG TTTGCTTTTG ATGTGTGGTG ATAGCCGTTT 522660 
TCAGGCTGAT ATAGAGTTAG CCATTTCGCT GCCACTGGTT 3TGATGGACT GGTGGTTTAC 522720 
TGAGTTAAAT GCAGATAAAA TACTCGAAAA TTCAGCACTT GGTGGCTATT TGGCGACAAA 522780 
AGCATTAATT GATGCAGGAC ATCGTAAAAT TGGCATTATT ACGGGAAATC TCAAAAAATC 522840 
TGTCGCACAA AATCGTTTGC AAGGTTATAA AAATGCGCTC TCGGAAGCAA AAATTGCGTT 522900 
AAATCCTCAT TGGATTGTCG AAAGTCATTT TGACTTTGAA 3GCGGTGTAC TTGGCATACA 522960 
ATCTTTACTT ACTCAATCTT CACGTCCAAC AGCAGTTTTT T3TTGTAGTG ACACCATTGC 523020 
TGTCGGTGCA TACCAAGCTA TTCAGCAACA AGGCTTACGT ATTCCGCAAG ATCTTTCAAT 523080 
TATGGGTTAT GATGACATTG AATTGGCTCG TTATCTCTCA CC73CTCTCT CCACCATTTG 523140 
CCAACCGAAA GCTGAACTTG GCAAACTCGC TGTTGAAACA CTATTGCAAC GAATTAAAAA 523200 
TCCTAATGAA AATTACCGCA CTTTGGTGTT AGAACCGACT 73T3TGTTAA GAGAGTCTAT 523260 
TTACAGTTTA AAATAAAATT AGAATAACTC GATTTCTCTA 773C7ATTTT CAAAAAAACT 523320 
GCTATTTTCT TGCGGTTTTT TTGTTTATTT AACCCACTG7 77AATTTAGG AATAAAATCT 523380 
TATGAAAGAA AACAAACCTG TTGATCCTTA TGCGAAATAT AACGAACAAT CGAATATTAT 523440 
CGCGAAAATA ATTTTTGCTA GTCGCTGGTT GCAAGTGCCG A777ATTTGG GCTTGATTGT 523500 
CACCCTTGCA ATCTACTCTT ATAAATTTAT CAAAGGATTA 73G3AGTTAG TGATTAATGT 523560 
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AAATGATATG GATTCCAACA CAATTATGTT AGGCGTGTTG AATTTGATTG ATGTCGTGAT 52362 0 

GATCGCAAAC TTGCTTGTGA TGGTGACTAT CGGTGGCTAT GAAATCTTTG TATCTAAATT 52368 0 

GCGTACGCGT AATCATCCTG ATCAACCTGA ATGGATGAGC CACGTAAATG CCACCGTGTT 52374 0 

GAAAGTTAAA CTTTCTATGT CTATTATCGG CATTTCATCT ATCCATATGT TGCAAACTTT 523800 

TGTGAATGCA AGCAATATGC CAGAAAAAAC GATGATGTGG CAGTTATTGT TGCATTTGGG 523860 

CTTTTTAGTG TCGGCAATTG CTTTAGCTTA TACGGACAAA ATTTTGTATA GCACAAGCCA 52392 0 

TAAAACGCAT TAAAAATTTA CCGCACTTTT AACCCCGTTC AAATTGAACG GGGTTTTATA 52398 0 

TATCATATAG TTACAATTTA ATTTTTTAGT ATGATACGCC 3TTTAGAATA GGAAAGCTTA 524040 

AATAAAATAC TAAGATGTTA ATCAAGTAGA AATTAATCTT CTAAATCTAG AGGCTCTTGC 524100 

GAAAGTATAA TTCCTGTCAG ATCTGCGTAA ATATAATCTT CTGGGAAAAA GGTTACGCCA 524160 

CCAAAATTCA CTGGAATATC ACTCTCGCCA GCACTGCTTT CATCTGCACT AACTGGAATT 524220 

GGCGCAAGGG CATGAATACC AATATCGAGG TTTTCTAATT GCTGAATTTG GCGTACTGCA 52428 0 

CCATATACAA TAATGCCTTC CCAACCATTA TCAACGGCAA GT7GAGCCAA TTCTGCATCA 52434 0 

ATCAAACCAC GGCGTACCGC ACCACCGCCA TCAATGACAA GCACTCGACC TTCGCCGTTT 524400 

TCTTCTAATA CTTCAGCAAT TAATCCATTA CTTTCAAAGC ATTTTACTGT AGTGACTTTA 524460 

CCGTAAAAwT TACTTACGCC ACCAAAGCTT GAAAAAATTG GCTCCACGAC ATCCACTTGT 524520 

TCTGCATAAA GATCGCAAAG TTCTGAAGTA TCAATAAACA TAACTTTCCC CTATCGATTG 524580 

TTGAAATTTT GTTTGCTTTA GTATATGCCG ATTTAGCCGA TAAGCAAGCC TAAACTAAAC 524640 

AAGATATTGA TTAATAACGA AAtTCATAGA CATTTGAGCC AATATTGGAC GCAATTCACT 524700 

TGGCTGCTGA CTGCAATAAA CAAAGATCGC ATGTTTAGCT AACAACGGCA TTGCTAATAC 524760 

AAATAAATAA TTTGTCCAAG AAATAGCCGT TGCCACCGCA AATGCTAAAT AACATAGGGC 524820 

CGCCACACTT AATAAAATAC AATGATAAAC ACGCCCTTTA TATGCACCTA AACGAACGGC 524880 

TAGGGTATTT TTGCCAGCTT TCGCATCCTG TTCAATATCG CGTAAATTAT TGATATTTAA 524940 

TACCGCACTT GCCAATAAGC CAGAACCAAT AGCAGGCAAA ATAATGTGGC TATCAATACT 525000 

GTGAGTTTGC AAATAATAAG TACCGCCAAC ACCAAGCAAA CCAAAAAATA CCAATACAGA 525060 

AATATCGCCC AAGCCCATAT AGCCATAAGG TTTTACCCCA ACT3TGTAAG TAATGGCAGC 525120 

AACAATAGCT AAAATTCCAA GCCCAGCGAA AGCGAATAAA TCTGAGAGAT TTTCATAAGC 525180 

GATTCCAATC AAGAAACTTC CTGAAAGAAA ACTTGCCATC ACZATTAGGA TTAATCCCCA 52 5240 
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TTTCAGTTCT TTTGCTGAAA TTGCGCCTTT TTGAATGCCA CGTAATGGCC CAATACGTTC 525300 

TTCAGTATCT GAACCTTTTT GATGATCCCC ATAATCATTG GCAAAATTAG AAAGCACCTG 525360 

CAATAAAATT GTCGTGAGTA AACAAAGCAC CATTACAAGC CCA7TAAAAC CTTGTGGATT 525420 

CGCCCAATAA CCTAATGCCG AACCC3TGAA AATCGATGCC AACGCTAATG GCAAAGTTTT 525480 

TGGTCGAGCC GTTTCCCACC ACATTTTCAA TTTTTCATTT ATCATTTTTT TTGACCGCAC 525540 

TTTTGATTAC AATAAGCCGC GTATTCTACA CTAAGACACC CAATTTATGA ATGATTTAAC 525600 

CTTATCGCCT ATCGCCATTA TCCACACACC TTATAAAGAA AAATTCTCCG TACCACGCCA 525660 

ACCTAATTTA GTTGAAGACG GTGTAGGCAT TGTAGAACTC TTACCGCCTT ATAATTCGCC 525720 

TGAAGCCGTG AGAGGATTGG AACAATTCAG TCATCTTTGG T7AATTTTTC AGTTCGACCA 52578 0 

AATCCAACAA GGAAAATGGC AACCCACCGT ACGCCCACCT CGGTTAGGCG GTAATCAACG 52584 0 

AGTTGGTGTA TTTGCTTCAC GCGCAACGCA CCGCCCAAAT CCTCTTGGTT TATCCAAAGT 525900 

CGAATTACGT CAAGTAGAAT GCATCAACGG TAACATTTTT CTCCATTTAG GTGCGGTGGA 525960 

TTTAGTGGAT GGCACGCCCA TTTTCGATAT CAAACCCTAT ATTGCCTATG CGGATAGTGA 526020 

GCCAAATGCG CAATCGAGCT TTGCCCAAGA AAAACTACCA GTAAAACTGA CTGTTGAATT 526080 

TACCGAGCAA GCCAAAAGTG CGGTAAAAAA ACGAGAAGAA AAACGACCGC ACTTAAGTCG 526X40 

TTTTATTCGC CAAGTGCTAG AGCAAGATCC TCGCCCAGCC TATCAACAAG GTAAACCGAG 526200 

TGATCGTATT TATGGTATGA GTTTGTATGA ATTTAATGTG AAATGGCGAA TTAAAGCGGG 526260 

TACGGTAAAT TGTGTAGAAG TGATTGAAAT AGAAAAAGAC AAATAGATGT AATATGTAAA 526320 

TAAGGCAGGT AATCCCTGCC TTAGTTAATT TAAATGCCTT ATTTTAGGAA AAACTGCCCT 526380 

TTAGTTAATT TATATATTGT CATTAAAACC AATAAGCCAA rCATTACATT TGAGAAAACA 526440 

AAGGCAAAAA TAGACACGCC TTGTAAAACA TTGCCATGAT AGAAAGCGGT AGCACTGTTT 526500 

GCCATAGACG CTAATCCGAA TGAGAATGCC CATAAGCCAA TGTTAAGTCC TTTTTCCACA 526560 

ATCCAAGGGA ATAATCGCAA TAAGAAAAAT AATTGCAAAA ATCCATATCC CCAAAGGATT 526620 

TTAGCTAACG TATCCACCTC GCCGTGATTG ATCGATAAAT AAGCAGATAC ACACACAAAC 526680 

GCAGGTGCTA AAACAATCCC CATGGTGGCT CTAAATTGTG GCTCAAGAGA TGAAATACGT 526740 

AAATGTTGTA ATAATACAGG TTCAAAAATA ATCCAAGCAA 7CA7TCCTGC GCCAAAGAAT 526800 

AAGTAGCCTA AATCATGATA GCCAAGTAAT GCTAATGrAC TTG3ACTTGT GAAATTTGCA 526860 

GCAACCGCAG GCAAATAAAA CGAAGGATGA GTAGATTTTT 3C7ZAAATAC ACCACCTTGC 526920 
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CATAATTCAC TGACACGTAA TGTTGAGAAA AGTAATTGAC CAATCGtTCC AATCCAAATT 52 6 S 80 

AAAACTTCAG CAATTAAAGG ATTCCAACGA TAAAGAATAT CGCCTACCAA CATAGTTGTA 52 7040 

ATAGGAATCA ATGCAATAAA GGAAAAACGA ACTGGGCTAT 3ATACTCTGC ACGAACTTCC 527100 

TCAAAGTAAT AACGAAGTTT ATACGCATAC ATTAAAATAA ATaAAATCCA GACCGCACTT 527160 

GCTACAATGC CAAGrACATC ACTTACCATT CGCGCAGCAG 3AAATAAGTT TTCTAAATGA 527220 

AACCAAGCTA AAGATAAGGC TGC7AAACCA AGAGGAATAC CGAAATATCC TGTTGGAAGA 527280 

GGAAAAGGCT TTGTTATATT CATAGTATGA nCCTTATTTT 3AAAAATATG AGCAAAGTGT 527340 

AACATAACTA TCAACAACAG ACTTTTCTAA AAGTCTCAAA TT7TTGTGAA TTTCTATGAA 527400 

GAAACATACT TGTTGnTCTG GCATAAAACC TCTACCCATT TTCATAAAAA TAAAAAAACC 527460 

GnACTTTCAT TCGGGTTTTC TTATATAGGG AATTAATTAT 7CCGCATCAT CTGCCATGTT 527520 

AAGCATTTCA GCTAAGCTTA TAATATCTTT TGAACTTGAA ACTAAAGTAT ATATTTCTTA 52 7580 

AATGGCTTAA CAAACTTATC TATCATAGAT ATGGCTCTTT GCTCTGCTTG AGTAACAAAA 527640 

TGTTTTAGAT AAGATTTTGC CCATTCTTCT CTAGTTCCAT TAAACCCCTG ATCTAAATCT 527700 

CTTACATGAA ACTGaATTTG CATAGCTGCA GCCCAGTTAA TATATAGTTC ACTAGGTTCA 527760 

GATTTAAATA GTTCAGCAAA AGAAGTAGAT ACACAAACTA GATCTTCACC ATTAAGTTCC 527820 

CAGTCTACTT CTAAATAATT AATATCAAAT AAATCAAATT CTTTATTATC AATCATTTTT 527880 

GCACACGTCT GAGCTAATTT ATATGCTGAA ATAATATTGG GTGCTTGAGC TGATTTACTA 527940 

ATATTTCTTG TTTTGACATC TAACAATTCA TAGAACTGAT rCTTTACTAA TAAAATATCT 528000 

GCAGTATCAT TTTGTTTCTC CTCAAATAAA TTTnCTATGC TCCAATTTTC AGTTGCAGCT 528060 

TTACCTCTAC TTAACAAAAA AAGCAATGTT GGAGAATTAA ATAATTTATA TCTAGCTTCA 528120 

TGTCCAATTA TCGCAGGCTT CTTCATAAAT AAATCATTAA 3ATATTCATA TTGCTTAAAT 528180 

GTTAAATCTG ACAGGTTTTC TTTCAAAAAC TTATATACTA ATTTTTCAAA TGGTTCCCCT 528240 

GCAGCATGAC CTGACAGAGT ACCTGATTTA GGACGTTTCA ^TTTTTGCCC GATTAATATT 528300 

GAATTAATAT CCTGATAAAT AGGTT7TATG AAACTCATAT TTCCACCTTT ATACCTAATT 528360 

TTTCTAAATT TAAGTTAATC TCATGTAAAA TTGAAAATTC TTT3TTTGAT AAATATTTTC 528420 

TTACTAAATT AGTTATATCA TCATGAATTT TTTTTTCGCT TTTTAATTGC CAATCTATTC 528480 

TTCTAAAAGG AATATTTGCT AATGGTTTTT CTGAAAATTC AACTACATTA CCTTTGACAA 528540 

CACCCTTATA CTTCATCCAT AAAAACACAG CTTTAGAGTT TAAATATGCT GTAATATACT 528600 
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CAATACTCTC CTTTACATTT TCTTTCTTAT ATAATGCAGT AACATCCTGT GTTGGATATA 528660 

TAAATTCATC AACTAAGCTA AATCTAAAA7 TACTTTTTTT TGAAATTCTT TCTTTGCACG 52872 0 

GCACAAATAT TTTCTTCTCA TTCTTGCTGA ATAGAGAAAA ATTTCTAAGA AAAGCCCACT 528780 

TCCAATAAGG CAAATATTTA TTATAACTA7 ATCTTTTTAA TAGATAATCT TTATAATTAT 528840 

TAAACTCATA AAAGAAATTT GGAAAATAAG TGATTAATTT ATCCTCATTA ATATCATCTA 528900 

ATATGAACTT GTATCTGGTG TATCCAGAGA AACAAAATGC GTCTAAGTGT TTAGCTTTAG 528960 

CTACACAAAT TGAATTAAGC AATTCTAATT CTGAATAATT TATATCATTC ATCTGAAAAG 52902 0 

CCTTATCTAG ACCACTTACC ATCCCATTCC CAATATCACA GACACTTCCG ATTCTAGAAA 529080 

ACTCAAGATC ATCAAATAAT GATTTTgGCT GAACTTTTTT GATAGTTTTG CAGTAACTCT 52914 0 

CAAATTTATC TAATGCAACT TTAATATGAT TGGGCGAAGT AACCCAAACA TCTGAGCTAG 529200 

AAAATCTTGG AATATAATAT GATTCACCTA AAGATTCTAT ATCCTCAGAT TTTATTGGGC 529260 

TTTTTGAATC TATATTAATA ATATTnATAT TATCAATATT TTTnCCTTTT ATATATTTAA 529320 

AAATAACAAC TGAAGAnGAA ACTCCATGAA ATACTTTACT TTCATTAAAT AATATAATTT 52 93 BO 

TTTCAAAACT TCCATTATTT ATCAAAAATT TCCTTAAACC CTCAGCGTTC TTAGTGGAAA 529440 

AAAAATAATC AGGGCAAATA AAT ATT AATT CTCCTCCAAC TTTTAATTGA AGTATAGATT 529500 

TAATAATAAA AATATAGAAA TAATCACAAA GACTATTACA ATACATTTTC CATATAGAAT 529560 

TATCTTTAAG CTCTTTCTTC TGAAGCTCAC TTAGG TTTTT CCAACGAACA TAAGGAGGAT 529620 

TTCCAATGAT CGAATCATAT TGAGGCTTAT CATATGATGT TATAAAACTT GAGTTAATTA 529680 

CAAATGGATG AGAAATAATA TCACCATCTA TTTCATACGA TGTTAAATTT GTATAACCTA 52 9740 

ATTGAATTAA ACTATCTAGA AATACACCAT TCCCACTACT AGGTTCTAAA ATACTAGCAT 52 9800 

TTTTATTTTT CGTCATTAGT CGAATCATAT ATTTAACAAT ATGTGTAGGA GTAAAAAACT 529860 

GACCTAGTGA TATTTTCTTT G ATT CATC C A TATTTTTATC CTATTTTTCT AATAAAArCC 529920 

CTCAGAACTC TCATTCTGAG GGTTTAAACA TAAGATACAA ATA7TAATCT TCTATTTCAG 529980 

AATTTAACAA TGTTGCAAGA TTTTGCGTTG CATCATCTGC CGT7ATGACA AACTCATCAG 53 0040 

CGATAGCGGC TTCATCTTCT TCAGATAATT TCGCTACGAC ATCATCAACT AAGCGATGTT 530100 

TATGACGATT TTGATGATAC GCAAAACCTG TACCCGCAGG AA7TAATCGA CCTACTATTA 530160 

CGTTCTCTTT CAAGCCACGT AATTCATCAC GTTTACCTGC CACT3CTGCT TCGGTAAGAA 53 0220 

CACGAGTAGT TTCTTGGAAC GATGCGGCAG AGATGAAGGA TTCA3TCGCA AGAGACGCTT 530280 
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TGGTGATACC CAATAATTCA CGTTCAAATT CAACTGGTGG T7TACCTTCT GCTTCACGTT 530340 
GGCGATTAAC AATTTTCACG CGAGCCACTT CGACTTGTTC TCCCTCAAGG AATTCTGAGT ■ S3 04 00 
CGTAAGCTTT AGTAATTACC GCTTTACGTA ACATTTGGCG AACAATTACT TCGATATGTT 530460 
TATCGTTGAT TTTTACCCCT TGTAAGCGG7 AAACATCTTG CACTTCGTTC ACGATGTATT S30S20 
CAGTTACTGC ACGCACGCCA CGTAAACGTA AAATGTCGTG TGGTGTTTCA GCACCATCAG 530580 
AAATTACATC GCCACGTTGT ACCA7TTCGC CTTCAAATAC 3TTGAGCTGA CGCCATTTTG 530640 
GAATCATTTC TTCGTAAGTT TCGCCTTCCG CAGGAGTAAT TAATAAACGG CGTTTACCTT 530700 
TGGTTTCTTT ACCGAAAGAC ACGA7ACCAG AAATTTCAGC CAAGATAGCG GGTTCTTTTG 530760 
GTTTACGTGC TTCAAATAAA TCCGCAACGc GTGGTAGACC ACCAGTAATA TCTTTAGTAC 530820 
CCACGGATTC TTGCGGAATA CGTGCTAATG GTTCACCGAC TTTTACTGCT GTGCGATCGT 530880 
CTAAACTTAC GATTGCTTTA CCAGGTAAGA AGTATTGTGC AAGAACATCA GTTTCAGGTA 530940 
AGAAAATATC GTTGCCATTT GCATCAACTA ATTTAATAGT T3GACGTAAA TCTTTACCCG 531000 
CAGTTGCACG TTCACCCACA TCTTGAACCA CGATTGATGA TAAACCTGTT AATTCATCTG 531060 
TTTGACGCGT CACAGTTAAA CCATCAATAA TATCTACAAA TTTCACAAAA CCAGATACTT 531120 
CAGAGACAAC TGGCATTGTA TGTGGATCCC AATTTGCGAT AGTTTCGCCT GCAGTGACTT 531180 
CTTGACCGTC ACCTTTGCTT AATACCGCAC CATAAGGCAC TTTATAATGT TCTTTAGTAC 53124 0 
GACCAAATGC ATCAGTAATA GTTAATTCCG TGTTACGAGA A3TTAATACT AGTTTGCTTT 531300 
CATCGTTAGT CACGAATTTT GCATTCATTA AATGCACTGT ACCAGTGTTT TTAACTTGCA 531360 
CACTAGATTC TTTCGCTGCC GCAGATGCCG CACCACCAAT ATGGAACGTA CGCATTGTTA 531420 
GCTGTGTACC CGGCTCACCG ATAGATTGAG CGGCAATAAC 3CCCACCGCT TCGCCTTGGT 531480 
TGATTAAATG ACCACGAGCA AGATCACGTC CATAACATTT C3CACATACA CCAAAATCAG 531540 
TATCACAAGT TACAACAGAA CGTACTTTTA CGCTATCTAC A3A37TTGCA TCCAACACAT 531600 
CACAGAGTTT TTCATCTAAT AAGGTGTTAC GCGGAATTAA 7ACTTCTTCT GTACCTGGTT 531660 
TTAAAATATC TTCTGCAGCA ACACGACCTA ATACTAATTC ACGAAGTGGC ACTTTTTCAT 531720 
CTCCACCTTC AATTAATGGG GTCATGACTA AGCCTTCGTG C3TACCACAG TCATCTTCTA 531780 
CAATCACTAA GTCTTGTGCC ACATCAACTA AACGACGAGT TAAGTAACCT GAGTTCGCTG 531840 
TTTTTAATGC GGTATCCGCC AAACCTTTAC GAGCACCGTG 33TTGAAATA AAGTACTGTA 531900 
ATACGTTCAA ACCTTCACGG AAGTTTGCTG TAATTGGGGT TTCAATGATC GAGCCATCTG 531960 
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m „„ . nrTGACGAAT CTGAGCTGCA GAACCACGCG 532020 

GACGAGCCAT CAAACCACGC ATACC.-w..-. ACTGACGAi^ 

rtM(WVM — » ( TAAAGGACGC TTGTTTTTCA GGATTACCTT 5320B0 

CACCAGAATC AGCCATCATA AAGr*. TAWtoWU-v*'- 

„ m „.„ w ,.- t TTC CAT CAT CGCTTTCGCT ACGCGCTCAT 532140 

CACGATTGAT GACTTCTTCT TGAG«.-A«^- TTTCCATCA l 

_ , TATAGCGTTC 3CCTGCCGTC ACAAGACCTG 532200 

TCGCGGCAGC CCAAATATCG ATTACTTT.-*- TATAGCUliC 

ATTGGAATTG TTCTTGGATC TCAGCTACTT CTTCTTCCGC C3CAGAAATA ATTTCGTATT 532260 

TCTTCGCTGG AATTTCCATA TCATCAATAC CAACTGATGA ACCAGAACGT GCCGCATACG 532320 

CAAAACCGGT ATACATAATT TGGTC.-.GCAA ACATTACCGC TTCTTTTAAA CCTAAACGAC 5323B0 

rTTTTTTACC "AATGTTTGG TTGAACAATG 532440 
GATATGCTTC GTTAATCAGT TTAG~^~~- CTTTTTTACL. .^^ 

^ prr rrr c ~ ATAAGATTGC ACGACCGATA GTTGTATCAG 532500 

AATAAGGCAT GCCTTTCGGC GCGniwrt*C- AiAAWiii^ 

TCAGCGTGGT TTTCGCATCA AATTCGCCC3 CTTCATTTTT CACATATTCA GTAAT ACG CA 532560 
CTTTCACGCG AGAATGTAAT TCCGCTTCGC CTGTACGATA TGC7TTTTCA GCTTCGCGAG 532620 
GATCTTGCAA TAACATACCT TCGCCTTTAC CGTTCACTTT TTCGCGGGTC ATATAGTAAA 532680 
GACCTAATAC CACGTCTTGT GATGGAACGA TAATCGGATC ACCGTTTGCT GGAGAAAGCA 532740 
CGTTATTGGT GGACATCATC AACGCACGAG CTTCTAATTG CGCTTCAAGG GTTAATGGAA 532800 
CGTGTACCGC CATTTGGTCA CCATCGAAGT CTGCGTTGAA CGCCGCACAA ACGAGCGGGT 532860 
GTAATTGAAT AGCTTTACCT TCGATTAAGA TCGGTTCAAA CGCTTGGATA CCCAAACGGT 532920 
GAAGTGTTGG CGCACGGTTC AATAGAATTG GGTGTTCACG AATAACTTCT GCAAGAATAT 532980 
CCCAAACGAT CGCATCTTCA CGCTCAACCA TTTTCTTAGC CGC7TTGATT GTCGTAGCAT 533040 
AACCACGGCT TTCTAATTTC GCATAGATAA ACGGACGGAA TAATTCCAAT GCCATTTTCT 533100 
TCGGTAAACC ACATTGGTGT AAGTGCAAGT ATGGGCCAAC AGTGATTACA GAACGACCAG 533X60 
AGTAATCAAC ACGTTTACCT AATAAGTTTT GACGGAAACG ACGTTGTTTA CCTTTGATCA 533220 
TATCCGCTAA TGATTTTAAT GGACGACGGT TAGAACCCGT AATTGCACGA CCGCGGCGAC 533280 
CATTATCTAA TAAGGCATCA ACAGATTCTT GTAACATACG TTTTTCGTTG CGCACAATAA 533340 
TATCTGGCGC AATTAAATCT AATAAACGTT TTAAACGATT GTTACGGTTG ATTACACGAC 533400 
GATATAAATC GTTCAGATCT GAAGTCGCAA AACGACCGCC ATCAAGTGGT ACTAATGGGC 533460 
GTAAATCTGG TGGAAGAACT GGCAATACCG TCATCACCAT GGATTCTGGT TTATTACCAG 533520 
ATTGAACAAA TGCTTCTAAT AATTTTAAGC GTTTAGTGAT TTTTTTACGT TTAGTTTCAG 533580 
AGTTAGTTTC TTGTAATTCT TCACGTAATT TTTCACATTC A3CTTCAAGA TCCATACCTT 533640 
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TTAAGAGATC TTGAATCGCT TCGGCACCCA TTTTCGCTTC AAATTCATCT TGCCAGCGAT 533700 
CTTCAGCGTC AAGGTATTGT TCTTCTGTTA ATAATTGACC GCGCTCTAAG TCCGTCATAC 53376 0 
CTGGTTCGGT CACGATGTAC ATTTCAAAAT AAAGTACACG T7CGATGTCG CGCAATGGCA 533820 
TATCTAAAAG TAAACCGATA CGAGACGGCA ATGATTTTAA GAACCAAATA TGTGCAACTG 533880 
GCGATGCAAG TTCAATATGA CCCATACG77 CACGACGAAC TTTAGTTTGA GTGACTTCAA 53394 0 
CACCACATTT TTCACAAATC ACACCACGGT GTTTTAAACG 777ATATTTA CCACATAAAC 534000 
ATTCGTAATC TTTTACAGGC CCGAAGATAC GCGCACAGAA AAGACCATCA CGTTCAGGTT 534 060 
TGAACGTACG GTAGTTAATG GTTTCAGG77 TCTTCACTTC ACCAAATGAC CAAGAACGGA 534120 
TCATATCTGG GGAAGCTAAC CCAATTTTAA TCACATCAAA ATCTTCACTG GTTTTTGATT 53418 0 
GTGCTTTTAA AAACTTAACT AAGTCTTTCA CAAATGTTCT CCTSTCGGAG TTAAAGGTTT 534240 
AAAGTGCGGT TAAAAATTTC GGAGAAT777 GACCGCACTT CGGCGATTTC AAATCTTATG 534300 
TTGTTGTTCC TCTTGCCTTC CCCTGCTTTG CGAGGGAAGG TGCCCGAAGG GCGGAAGGGG 534360 
GCTTAGGATA TAAATCCCCC CTCAGTCTTC GCGCCAGCTC CCCCGTAAAC GGGTGGAGCC 534420 
AAGGGATCAG CACCATTTAT AGTAATCAGT GATTACTCTT CGTCTAACTC GATATTTAAA 534480 
CCAAGTGAGC GGATTTCTTT CATAATTACG TTGAAAGATT CCGGTGTGCC TGGCTCCATA 534540 
TGTTGGTTGC CACTTACGAT ATTTTTATAC ATCTTCGTAC GACCATTCAC ATCATCGGAT 534600 
TTCACAGTTA GCATTTCTTG TAAGGTGTAG GCTGCACCAT ATGCTTCAAG TGCCCATACC 534660 
TCCATCTCAC CGAAACGCTG ACCACCAAAT TGTGCCTTAC CACCCAATGG CTGTTGTGTA 534720 
ACAAGGCTAT AAGAACCTGT TGAACGAGCG TGCATTTTAT CA7CAACTAA GTGGTTCAAT 534780 
TTTAGCATGT ACATATAACC CACGGTTACT GGACGTTCAA AT77CTCGCC AGTACGACCA 534840 
TCGTAAAGGG TTATTTGACC TGAAGTTGGT AATCCACCCA G777TAATAG CTCTTTGATT 534 900 
TCCGCTTCGT CTGCACCATC GAACACTGGC GTTGCAACTG GTAAGCCTTT ACGTAAATTT 534960 
CCCGCTAAAC GCAATACTTC TTCATCAGTA AAGGTGCTTA AA7CCACTTT TTGTGAACCA 535020 
TTACCTAATA AATCGTATGC TTTTTGGATA TAGCTACGTA A7777TCCAC TTCTTGTTTT 53508 0 
TGTTTAAGCA TTGCATTGAT TTGATCACCA ATACCTTTTG CCCCTAAACC TAAGTGAGTT 535140 
TCAAGGATCT GACCGATGTT CATACGAGAC GGTACGCCCA 37G3GTTTAA TACGATTTCA 535200 
ACTGGCTGAC CATTTTCATC GTATGGCATA TCTTCAACTG 3G77AATTTT CGAGATAACA 535260 
CCTTTGTTAC CGTGACGACC CGCCATTTTA TCCCCCGGC7 3GA77TGACG TTTCACTGCA 535320 
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AGGTAAACTT TCACAACTTT TAATA 



GGTGCAAGAT CATCGCCTTT AATGATTTTC 



535380 



TTACGTTTCA 


CTTCAAGTTT ATGTTCAAAC 


TCTTTACGAA 


GTTCTTCGTA 


TTGCTCAGCA 


535440 


AGCTGTTCTA ATTGGTTTTG TTTTTCTTCA 


TCTGCAATGG 


TTTGTTCTAA 


CCATTTAGTG 


535500 


CGATCTAATT 


TATCTAATTG CGCCGCATCC 


GCACCACTAG 


AAATAAGAAG 


ATTACGCACA 


535560 


CGAGCAAATA AACCAGCTTC TAAAATCTCT 


AACTCTTCAG 


TTAAATCTTT 


TTTCGCTTCA 


535620 


CGAAGTTGCA 


TTTCTTCGAT TTCTAATGCA 


CGTTTATCTT 


TTTCTACGCC 


GTCACGAGTG 


535680 


AAGACTTGAA 


CATCAATAAC CGTACCTGAT 


GTACCATTTG 


GCACGCGTAA 


TGAAGAATCT 


535740 


TTCACATCGG 


AAGCTTTTTC CCCAAAGATT 


GCACGTAACA 


ATTTTTCTTC 


TGGGGTTAAT 


535800 


TGAGTTTCGC 


CTTTAGGGGT TACTTTACCT 


ACTAAGATGT 


CGCCACCTTT 


AACCTCAG CG 


535860 


CCGACATAAA 


CGATACCAGA TTCATCAAGT 


TTGCTTAACG 


CTGATTCACC 


TACGTTTGGA 


535920 


ATATCCGCAG 


TAATTTCTTC TGCACCTAAC 


TTAGTATCAC 


SCGCAACACA AGATAATTCT 


535980 


TGAATATGGA TGGTAGTGAA ACGGTCTTGT TGAACAACAC 


GTTCAGAAAC 


TAACATTGAG 


536040 


TCTTCAAAGT 


TATAGCCGTT CCAAGGCATG 


AACGCTACGC 


3AATATTTTG 


ACCTAATGCA 


536100 


AGTTCCCCTA AATCAGTTGA AGGACCATCT GCTAATACTT 


CGCCACGATT 


AATTGGATCG 


536160 


CCTAAATTCA 


CACAAGGAAT TTGGTTAATA 


CAAGTATTTT 


GGTTAGAGCG 


GGTGTATTTA 


536220 


ATTAAATTAT 


AAATATCAAT ACCAGCTTCA CCTGCAATGG TTTCATCTTC 


ATTTACTTTA 


536280 


ATCACAATAC 


GAGACGCATC AACGTACTGA ACGGTACCAC 


CACGTTTTGC AACAACCGCA 


536340 


ACACCTGAGT 


CAAGTGCGAT TGGTTTTTCC 


ATACCTGTAC 


CAACTAATGG 


TTTATCCGCA 


536400 


CGTAATGTTG 


GAACTGCTTG ACGTTGCATG 


TTCGCACCCA 


7CAACGCACG 


GTTCGCATCG 


536460 


TCATGCTCAA 


GGAATGGAAT TAATGCAGCC 


GCAACAGATA 


CCACTTGTTG 


TGTCGAAACA 


536520 


TCCATATAGT 


GAATATCTTC AGGTTTATAT 


AAACCAGATT 


CACCACGTTC ACCACGAGCA 


5365B0 


GTAACGAAAG CATCAGTAAA ACGGTTATTT TCGTCTAAGT 


7TGAGTTTGC 


CTGTGCAATG 


536640 


ATGTAGTTTG 


CTTCATCAAT TACAGATAAG 


TATTCAATTT 


rrrcAGTAAC 


TTGACCATCA 


536700 


ACCACTTTAC 


GATATGGTGT TTCTAAGAAA 


CCATAATCAT 


TAGTACGTGC 


AAAAGCAGAA 


536760 


AGTGAGTTGA 


TCAAACCGAT GTTTGGACCT 


TCAGGGGTTT 


rAATCGGACA TAAACGACCA 


536820 


TAGTGAGTAT 


TATGTACGTC ACGCACTTCA AAGCCTGCAC 


3CTCACGCGT TAAACCGCCT 


536880 


GGACCTAATG 


CAGAAATACG ACGTTTGTGT 


GTCACTTCTG 


XCAATGGGTT 


GTTTTGATCC 


536940 


ATAAATTGCG 


AAAGCTGTGA AGAACCAAAG AATTCTTTTA 


CTGCCGCAGA AATCGGTTTC 


537000 
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GGGTTAATTA AGTCTTGTGG CGTGATCGCA TCTAAATCGC CTAAAGATAG ACGTTCTTTG 
ACCGCTCTTT CAACACGCAC TAAACCGATA CGGAATTGGT TTTCAGCCAT TTCGCCCACG 
CTACGGATAC GACGGTTACC CAAATGGTCA ATATCGTCTA CTTCGCCACG ACCATTACGG 
ATGTCGATCA ATTTACGCAT TACCGCAATA ATATCTTCAT 7GCTTAAAAT ACCCGCACCT 
TCCCCTTCTG GAAAAGCTAA AGAACGGTTG AACTTCATAC GACCTACTGT AGATAAATCA 
TAACGTTCTG CAGAGAAGAA TAAATTATTG AATAACGCTT CTGAAGATTC TGGTGTTGGT 
GGCTCGCCCG GACGCATCAT ACGATAAATT TCGTAAAGCG CACTAGTTTT GTCATAAGTT 
GGATCGACAC GTAGCGTTTC AGAAATATAT GGACCGTAAT CTAAATCATT AGTAAATAAA 
GTTTCGATCG TGGTGTAACC AGCTTGTGCT AATTTTGCGA GGGTTTCTAA CGAAATTTCG 
CCATTTGCAG GACAAATAAT TTCGCCAGAC TCTAAATCAA CATAATCTTT CGACGCAACT 
TTACCTAAAA TATATTCAGA AGGCACAACC ACTTGTGAGA TATTATCTTT TTCTAATGCT 
TTAATGTGAC GAGCAGTGAT GCGACGACCA CGTTCAACAT ACACTTTGCC ATTTGCTTCA 
ATATCAAAAG AAGCCGTTTC ACCACGTAAA CGTTCTGGCA CTAAAGTCAT TAACAATTTA 
TCGCCAGCGA TTTCAAAGGT AATTTTATCA AAGAATAAGT TTAAGATTTC TTCAGTGGTG 
TAGCCTAATG CACGAAGAAT GATTGTTGCC GGTAATTTAC GGCGACGGTC AATGCGCGCA 
AATAAGTTAT CTTTTGGATC GAATTCAAAA TCTAACCAAG AACCACGGTA AGGAATAATG 
CGTGCGTTAT AAAGCACTTT ACCTGAAGAA TGGGTTTTAC CTTTGTCAGA ATCAAAGAAT 
ACACCTGGAC TACGGTGTAA TTGTGAAACG ATAACACGCT CGGTACCATT AATTACAAAA 
GTACCGTTAT CAGTCATTAA TGGGATTTCC CC CAT AT AAA CTTCATTTTC TTTAATATCT 
TTAACTGCGC GTGAAGAAGA TTCTTTATCG TAGCTCACTA AACGTAATTT TACACGTAAG 
CCTGCTGCAT AAGTTGAGCC ACGAATTTGG CACTCACGTA CATCAAACTC TGGCTCTTCT 
AAACGATAAT CTACATATTG TAATTCTGTA TAGCCATTAT TGCTTACAAT AGGAAATACA 
GAACGGAATG CCGCTTCTAA ACCTTGCTGA CCTTCAGGAT CTTTTTGAAT AAATTTATCA 
AAAGAATCCA ACTGAATGGT TAATAAATAA GGAACATTTA AAAC7TGCGG ACGTTTACCG 
AAATCTTTAC GAATTCGTTT TTTTTCAGAA TAGGAGTAAC CCATTGGTTT TCCTCTGCTA 
ACTGTTCAGT GACCTAGCCA CAAACTAACT GTGACGTGAA 7SACCGTTAA AATGACCGCA 
CTCTGAACCT TACTTCTATA GTGGGGTGAC AACTCAAATT ACA7AGAACG ACAACTTGAG 
CAAAACAACG ACAAATAACG GTGAATTTGT CATTGTGTGG ATGTGCTTTC TATCAAAAAC 



537060 

537120 

537180 

537240 

537300 

537360 

537420 

537480 

537540 

537600 

537660 

537720 

537780 

537840 

537900 

537960 

538020 

538080 

538140 

538200 

538260 

538320 

538380 

538440 

538500 

538560 

538620 

538680 



-77.322- 




SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



ACGGTTAAAT TAAGCAATAA AAGGTCAAGA TTGATTAAAA ATCAATCTAA ATCTTTGCTA 538 74 0 

ATTTTAAGGC GGTAAATTTT AAATGAATGC AGCTTTCTCG TCAAGTTTAA AACTTATATA 538BO0 

GAAATTTTAT GA AACAAAAA AACCGCACTT TCAAAAAGTG CGGTTTAAAA TCTATCAATT 53886 0 

CTTTAAATTA TAAAGAAGCT TGATCAACAG CAACACCTGC ACCCATAGTG GTAGAGATGC 538 920 

TTACTTTCTT GATGAAAATA CCTTTAGCAG TAGTTGGTTT TGCTTTATTT AAAGCAGCCA 53898 0 

ATAATGCTTG AAGATTTTCT TTTAATTGAA CTTCAGAGAA 3TTTGCTTTA CCGATAGTGG 53904 0 

TGTGGATGAT ACCGTTTTTA TCATTACGAT AACGGATCTG ACCAGATTTA GCATTTTTAA 53910 0 

CTGCTTCAGC AACGTTTGGT GTTACAGTAC CAACTTTAGG GTTTGGCATT AAACCACGTG 53 916 0 

GGCCTAATAC TTGACCTAAT TGACCAACAA CACGCATTGC ATCAGGAGAA GCGATAACAA 53 9220 

CATCAAAGTT CATTTCGCCT TTTTTGATTT GCTCTGCTAA ATCTTCCATA CCTACTAAAT 539280 

CAGCACCAGC TTCTTTAGCT GCATCTGCGT TAGCACCTTG AGTGAACACA GCTACACGTA 53934 0 

CTTCACGACC AGTACCGTGT GGTAATACAG TTGCACCACG AACGTTTTGG TCAGATTTAC 53 94 00 

GAGGATCGAT ACCTAAGTTT ACTGCAACAT CAACACTTTC AACGAATTTA GCCGTTGCGA 539460 

ATTGTTTTAA TACCGCAATC GCTTCGTTAA TTTCGTATGC TTTAGTAGAA TCTACGCCAG 539520 

CTTTGATTGC TTTCATTTTT TTAGTCAATT TAGCCATCGT ATTATTCCTC CACCACTAAG 539580 

CCCATTGAAC GAGCAGTACC AGCGATTGAT TTCATTTTCG TTTCGATAGT CGCACCAGTC 539640 

ATATCTGCTG CTTTAGTTTC AGCGATTTGA CGAACTTGAT ZTAAAGTTAC TTTACCCACT 53 9700 

TTATCTTTGT TCGGTTTACC AGAACCAGAT TTGATACCTG ZAGCTTTTTT CAATAATACT 53 976 0 

GCTGCTGGTG GAGTTTTAGT GACGAAAGTA AATGAACGGT CTGCATATAC AGTGATAACA 53 982 0 

ACTGGAATTG GTAAACCTTT TTCTAAGCTC TCAGTACGAG CGTTGAATGC TTTACAGAAT 53 9880 

TCCATAATGT TCACACCTTG CTGACCTAAT GCAGGACCAA "GGTGGTGA TGGGTTAGCC 53 9940 

ATACCAGCTG CAACTTGCAA CTTAACATAG GCTTGGACTT TTTTTGCCAT TTTAGTTTTC 540000 

CTCTAATTGG GTAATAACGC TATTAAATAG CTCCCCGATA ATTTTTAGTG CAAGATTCAT 540060 

TGCACCACAC AAAAATATGA GCCACAAACG GCTCATAATG G3CACGGATT ATATAAAAAG 54 0120 

TGCGGTTGTT TTTCAAGCAC TTCTTAAATC CGATAGAAGA 7AT7 ATAGTG CATCACCAAT 540180 

TAATACTGAA TCTAACGCAA TTTCAATCAT ATCATTGAA7 GTTAATTGAC GTTCTTCTGC 54024 0 

CGTGGTTTGT TCGTGAGTAC GAATATGGTC AGACACGGTA CAAATCGTTA ATGCTTTTGC 540300 

ACCATATTCT GCAGCCACAC CATAAATTCC AGCAGCTTCC A7TTCCACAC CTAAAATGCC 540360 
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GTATTTTTCC ATTACATCGA ACATT7CCAC ATCGGGTGTA TAGAATAAAT CCGCCGAGAA 540420 
TAAATTACCT ACACGAACGA CTTTACCTT? TGCTTTTGCA 3CTTGAACAG CGGCTTGTGC 540480 
CATATCAAAG TCAGCAATAG CTGnAAAGTC GTTATCTTTG AAACGAATAC GGTTTAcTTT 540540 
TGAATCAGTA CATGCACCTA AACC3ATAAT CACATCGCGC ACTTTCACGT CCATACGAAC 540600 
AGTGCCACAA GAACCTACAC GGATAATTTT TTTCACGCCA TATTCAGTGA TTAATTCTTT 540660 
CGCGTAAATA GAGCAAGATG GAATC33CAT ACCGTGCCCC ATAATAGAAA TTTTACGACC 540720 
TTTATAAGTT CCAGTAAAAC CAAGCATATT ACGAACATTC 3TTACTTCAA CAACATCTTG 540780 
TAAAAAAGTT TCTGCAATAT ATTT73CACG AAGTGGATCG 3CAGGCATTA AAACAACATC 540840 
AGCAAATGCA CCTTCAGGCG CGTTAATATG TGGAGTCATA ATTTTTCCTT ATTTTTAATA 54 0900 
ATGAATAAAA ATGAATAAAG TGCGGTCATT TTTTACCGCA CTTTTTAATT GATTAAGATA 540960 
AATTAAAGTG CTGCAGCACC TAAGCCGATA AATAAACCAG CAATAGTTGC ACTCATTAAG 541020 
TTAGCGAGAG TACCAGCGAT AACGGCTTTG ATACCTAAAC 3AGCAACATC ACTACGACGG 541080 
CTTGGTGCCA TACCACCTAA ACCACCAATT AAGATTGCAA TTGAGCTGAA GTTAGCAAAA 541140 
CCACAAAGTG CGAAAGTAAT AATCGCTTTG GTTTTTTCAG TTAATACAAT TGCAGAATCT 541200 
GGTTGTAAAT ATTTTGCAAA TTCAAGATAA CCCACAAATT CATTAACCGC TAATTTCATC 541260 
CCGATCATTT GTCCTGCAAT ACCTGCTTCA GCACCATCAG TTACACCGAT TAAGTATGCT 541320 
AATGGTTTAA AAATTAAACC AAAGATAGAT TGTAAGGTTA AGTCGCCATA GCCGAACCAT 541380 
CCGCCTACGC CACTTAAAAT ACCATTAATT AATGCAATTA AACCAACGAA TGCGATTAAC 541440 
ATTGCACCTA CGTTTAACGC AAGTTGCATA CCTGCACTCG 3AC3GCCCGC CATTGCTTCA 541500 
AGTACGTTAG TTGGTTTTTC TGAATCATTG TCTTCTGGTT 37TTATCTGT GAATTGTTCG 541560 
GTTTGTGGGA ACATTAATTT CGCAAATAAT AAACCTGCTG GTGCCGCCAT AAATGACGCA 541620 
GCGATTAAGT ATGTCAATGG CACGCCCATT CCAGCATAAC 3TGCCATTAC TGAACCCGCG 541680 
ATAGACGCTG TACCACCCAC CATAATGGCA AATAATTCAG ATT33GTCAT ATTTTTAATG 541740 
TAAGGGCGAA CAACTAATGG TGCTTCAGTT TGACCGACGA AGA7ATTCGC CGCCGCTGAC 541800 
ATTGATTCCG CTTTTGACGT ACCCAATGCT TTTTGTAATG 33C3ACCTAA TACTTTAATC 541860 
ACGACTTGCA TAATGCCGAG ATAGTAAAGC ACAGAAATTA AGCCAGAGAA GAACACGATA S41920 
ATCGGTAATA CTTTCACTGC AAAAATGAAA CCGGATGGTT TAC7TGGATC TGCCAATCCG 541980 
CCGAAAACGA AATTAATCCC GTCATTACCA TAGGCAATAA CATT3GATAC CATATCCGCA 542040 
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GCGGCACCCA ACGCTTGTTT ACCTGCTGGC ACATATAAAA TAAGGGCGGC AAATCCTACT 542100 
TGGATTGCTA ACGCCCCTAC TACGGTTCGA ATACTAATCG CTTTACGATT ATTAGAAAGT 542160 
AACACGGCAA TAGCGATTAA TACGACCATT CCCAAAATGC TGCTTAACAC ACTCATTTGA 542220 
TTCCCCTAGA TTAGTTAAGT TAATAAAATT CGGCTTATTC TACTTGTTTT CTTATGAAAA 542280 
GTCGGCGAAT TTTCACCGCA CTTTTTGTAA ACGTCTATAA AATAGTCAAA ATCTTGTTAA 542340 
TTCCACATTG ACGCGCATAA GCAGATAGCG CATTAGTTTC TTCCACACTT GGGATATACG 542400 
CTGATAACCC AGCTTCATCA CGTACGCCTT TGCTATGCAC GCGGATAATT TTTAATGCCA 542460 
CATCAGGATA ATTTCGTAGT AGTTGAGCAA CTTTGCCCAC CAAATGTTCA GCATCAAAAA 542520 
AATGCTTTAA AAAAACCAAC CGCACTTCTT CCACTTTATT TAATGGCAAC AAGGCAGCTA 542580 
AATTTTGCAA ATTCCGCTCC AGTTTATCGT TTTTTATATG TAAACGTTCT GGTATCACTT 542640 
GCTGTGGTAC AATACCTGCT TGATTTTTCC GATCAAAACA AAGTGTTTGC AAGCCAATGC 542700 
CCTCGCCTTT GAGATCAAAT AAAAATTTGT CAGTGACATC AATTAACGAA CAAACACGAT 542760 
CAAACTCAAA AAAGCCACTG CTATCCAAAT AACAAGTCAA 7CCTTGCGAA CGTAAAGCCT 542820 
TAAAGAGTGG CACAAGTTTT TTGTGATGAA TAGTGGGTTC TCCACCAGAA ACCGTTACAC 542880 
CGCGAATAAA TGGAACTGCC TCCATAACCT GTTCATACAA ATACTGCAAA CTGACCAATT 542940 
TCGCACTTTC CGTATAACGA GGTATGGTTT CCGGATTATG GCAATACAAG CAATTTAGCT 543000 
TGCAACCTTG CAGAAAAATA CTCGAACGAT TGCCTTGCCC CTCTACATTT GAAAACGGAA 543060 
TAATCCGATG TAACGGCACA AAAATCTCAG AAAGTGCGGT CATTTTTCTA ATTATTTTTC 543120 
AGCGATCACA TCTTTTTCAT CGCGTAATTG GCGATCAAAC ACATTGGCAC ATTCATCCGT 543180 
ACCCGAGCCA TACCAAGTTG TATCGCGTAA TGCGACTTCG CCTTTACGGT ATTTTTCAAC 543240 
TTCGCTTTTC TTCACTAGAT AACCTGTAAC ACGAATTAAA TCCGTGTTTT TCAAATAGGT 543300 
GGTAATGTAG CGATAGCCTA AGGAAAATGC ACCATCAATA ATATCCACCA CCGCATCGCA 543360 
GTGATCTACA TAGGTTTGAT CAAAGGCAAA TAAATCCCCT 3TACCAGATG GGAAATATTT 543420 
ATGGAAAGGT GCAGATTGTT TCAAATGTGC AAGTAGCGTT 3GTTCTTCAC CTACACGAAT 543460 
ACGGTGAGCC GGTGCGTTGC GTTTGTCTTC TTCGTGGTTA CT73CGCCCA CTTGTGCGTG 543540 
TAATAAATAA CGATTGCCAG TACGTTCGGC ATAAACTCCT TCGT3CGCAT CAGTAATTTC 543600 
TTTCAATTTA TCCATAATCG CTGTCGCAAT TTCATCGCCA CGAACGCTCT TACCAAAGGT 543660 
TTCATTTAAG CCTTCACATT GCAATAAGTG ATTTGTGGCA TCA3CCAAGC CCACAATCGC 543720 
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AAACATTCCT GTAAAATTAG 
AAAGAAATTA CTTTCTTCCA 
TTTCGCCACA CGCGGTAATA 
"AATTGTCCCT AGACGTAAAC 
ATAGCAACTT GCTACGCCGT 
AAAAGATGGT TTAGAAACCA 
TGTTTTCGAT TTGTCATAAC 
GGCGCGTAAA ATCAAGCGAC 
TGAATCTGGC ACAGTTTTAT 
TTCTTCATCA GTAATGAACG 
AGTCGTAATG GATGGCACGT 
AT CTTTT GGA GGAGGCAACT 
AGGCAGGATA TAACGAGGAC 
ATTCTGTAAA AAGCCCCATT 
ACGCTCGGCA ATATTGCCTA 
AACCGTATCG AGAATATCTT 
GTATTGTACG CAATGGTAAC 
TAGAAAATAA ACATTATGCA 
CTGACAAAAT TATTTCTGTT 
TAATAAATAT GAAGAAAAAA 
TATGGACAGC GCAATATAAA 
TTGGAGATGG GCTTATTGTA 
AAGGTATAGC AATACAGACA 
CAGTAATGTT GGTATGGAAA 
TTATCGTTAT TGCTCTATTT 
TTTTTTCACG AATGATCTTC 
TATATCTCAC TTGTCACTTA 
AACGTTTTCA TTTAAGCATC 
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TGCGTTTGAT AAAGCCCTCT TTTTCGAGGA ATGAACTGTT 543 780 

CTACAAATTT GTGGCGTTTA TCCATGGTTG AAAGAGCACA 54 3840 

ATTCATTCAG CATTTCATCC GCACTTTTAC AGGTGCGAGC 543900 

GCGTTAAAGT GTAGGCACCG CCACATTCAG GCAGTGCGTT 543960 

ATTCTTCGCC TAGATCGGAA ATATAGTAAG CATCGTTTGC 544020 

ACAAACAGGC TTTTGCTGCA AGTTCAGCAA ACTCACGGCT 544080 

GAATAGTCAT ATTCGGTGTT 3GTGCTTCAA GATCAATCAC 544140 

CTGCTTTCGT ATCATAAGGC CCAATATTGG CATGACAGAA 544200 

CAATATGATT TAAGAAACGT TTAATTTTTA TGTAATCTTT 544260 

GTTCGAGCAA CACATCAAGA CGCCCAATAT AAACAGGATA 544320 

GGGAGTAAAG AATCAATAAT CCATCAAGTG CCTCATCAAG 544380 

CTAAAAATTC GCAGCCTTTT TGGATATACA CATTGTAATC 544440 

GATAAATCGC GTAGCCTTCA CATAAATCAC AAATCATTTG 544500 

CTTCATCGGT ATAACCAAGC AAATCGCGAG GATCAAATAA 544560 

ATGTCATTAA TTTTT GATGA TAAGTTAGAT TATTGGCTTT 544620 

GAAGTGAAGC TAACATAACG TCCCCTTTGA AAATGGTTTC 544680 

AAAATAGACA ATTTTGAAAA CGTGAGGAAG ATCACAGTTT 544740 

AACGGTTACT CAAAATAAAT ATGTTTTTGA TATAAATGAA 544800 

TTTGCATCTT TCCTTTTATG ATAAAACGGA ATATAAAAGG 544860 

GTACGCGTTA TACCTCGCAC ATCTTGGGCT GCCACATCAT 544920 

ACCATTTCAA TCTTACTTTT TGCTCTTTCT ATTTTAGGTA 544980 

TTATCAGGTT TAGGATCGAC ACCTTGGACT GTACTTTCAC 545040 

AATTTTGATA TTGGCTGGTC ATCTTTTTTA ATTAGTTGCG 545100 

CCTCTCAAAT TACGCCTTGG 3CTTGGGACA TTATTAAATA 545160 

CTAGGGATCA CAACAAAAAT ACT3GCACCG CCAACCGCAC 545220 

TGTCTGATCG GTATATTACT CTATGGTTTT GGAACTGCCT 54 5280 

GGTGCGGGCC CTCGAGACGG A7TAATGGTT GGTATTTGCC 545340 

AACGTGGTAC GCTCAAGCCT TGAAATCTCG GTTTGTTTAC 545400 
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TTGG TTTTTT ACTTGGTGGT GTCGTTGGCT TGGGTACTGT CCTTTTCGCC ACCAGCATAG 54 54 60 

GCAGCGTTGT TCAATTCTTC TTAAATATTA TTGCTCGTTT GCCACATATT CCGTATGAAA 54 5520 

AGTGATATTT CAGCTAACGC ATTGTCTATT GAAATTAACT CTAAATTCAT TTGAGACTCT 54 5580 

TTTCCTGCGG GTGGGCAAAA TGCAATATGT TTATCGACAT CATTAATGGG TTTCCAACGT 54 5640 

CTCGGCTGAG AAGAACGACT ATTTGGATAA AACCCGATAG TCGGAATATT AAACGCACTG 545700 

CTCAAATGCA ATGGCCCAGT AGATCCCGCA ATAAATAAAT C7GCACAAGC CAAAGAATGA 545760 

GCAAAATCCA CTAAACCTTT ATTCTTATCG TAAATGGCTA CGCGTAAATC ATTCACAAGA 545820 

TTTGCTAATT CATAGGCTTT TTCACTTTCG CCAGGCCCTG CAGTCAGCAC AACATTGCAA 545 880 

TCAAACTCAG CCAATAAGCC TTTAATTAAA TCCGCATATT GCGCTAAAGA AAGATTCGTA 545940 

GCTGAACCAC CAGAACCGCT ATGCACAAAG ATCCATTTTT TATTTGCGGA AAGCCCTAAA 546000 

TTCTCTTGTA AAAAAACGCG CTGATTTTCC ACCGCACTTT TCTCAAAGAT TAAATAAGGC 546060 

GGTTTAGGTT CAACAACTGG CATATTATGC TTTTGCAAAA AAG7GCGGAC TAAATCTTGA 546120 

TTGTATTCCG CTTCTGATTT TTCAGAACGA GAACGGCGTT G7GTTAGACG GTGATTATAG 546180 

AGAATTTGAA CCCATTTAGT CGCAGGCGCA AGGCGATATT TAATTCCACT TTTCCAAGCG 546240 

AGTTTTCCAT TATGGGTATT GGAAAAGAAA CTAATCATGC CATCAAACTG CTGCGCTTTG 546300 

ATTTCCTGCA CAAGACGTTT GAAATCCGTT TTGTCATTTT TTTTGCTATC AATAATAACA 546360 

TGATCAATAA ATGGACAAAT TTCCGCTAAA GACGCAGTGT AACTCGGCAC AAGTGCGGTT 546420 

AATTTTAGCT TTGGATTTGA GGCTTTCAAC ATTGCAAAAG CAGGCCATGC TTGCATAAAA 546480 

TCGCCTAATT TATCGTTACG AATAACTAAA ATCTTTTCCA TAATTTCTCC GCTAAAATAA 546540 

AAAAACCGCA CTTGAAAGTG CGGTCGTATT TTATGTTATT TTTGTGGATT ATAAAACATC 546600 

AACACAATTT AAGTCTTCGA AAGATTGCTC TAAGCGTTTA GACATAGATT CTTCCATTTT 546660 

ACGTAACCAA ACACGTGGGT CGTAGTATTT TTTGTTTGGT 3CATCTGGGC CTTCAGGGTT 546720 

ACCTAATTGA CCTTGAAGAT ATGCTTCATT TGCTTTATAG AAATTCAAAA TACCATTCCA 546780 

AGATGCCCAT TGCGTATCAG TATCAATGTT CATTTTGATT 3CACCGTAGC CAATTGCTTC 545840 

GCGGATTTCT TCGCGGCTAG AACCTGAACC ACCGTGGAAT ACG AAATTAA TTGGTTTTGC 546900 

AGGAAGATTG CGTTCTTTAG AAACGAACTC TTGTGATTCA CCTAAAATAG ATGGTTTTAA 546960 

TTTTACATTA CCTGGTTTGT AAACACCGTG TACGTTACCG AATGCAGCAG CAACGGTAAA 54 7020 

GTTAGGGCTT ACTGGATGCA ATTGATCGTA AACATAAAGC AC-.7CAGAAG GTTGTGTATA 547080 
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TAAACGTGAT TCATCAACAT CAGAGTTA7C AACGCCGTCT 7CTTCGCCAC CAGTAATGCC 547140 
AATTTCGATT TCAAGGGTCA TCCCCATTTT ATCCATACGA GCGAGGTATT CACGACAGAT 5472 00 
TGCCATATTT TCTTCCATTG ACTCTTCAGA TAAATCGATC ATATGTGAAG AGAAAAGTGG 547260 
ACGACCCGTT TCGGCAAAAT GTTTTTCGCC TGCATCTAAT AAACCGTCGA TCCAAGGTAA 547320 
TAATTTTTTC GCTGCGTGAT CAGTATGAAG AATAACAGGC ACACCGTATT CTTTCGCTAA 5473 BO 
AGTATGAACC TGTTTCGCTC CAGCAATCGC ACCAAGCACA 7CAGGACGAG TACCACTCGT 547440 
TGGTTTGATA CCTTTACCTG CGTAGAACGC TGCGCCACCA 77TGAAAATT GGATAATCAC 547500 
TGGTGCTTTT ACGCGTGCAG CAGTTTCTAA CACGGCATTA ACGGAGTCTG AACCCACACA 547560 
GTTTACGGCA GGAATAGCAA AGTTATGCTC TTTAGCATAA GCAAAAACTT TTTGCACATC 547620 
TTCGCCTGTT ACAACACCGG GTTTCACAAT ATCTAATAAT TTAGCCATAC TTGTGTTTCC 547680 
TTTTTATGTT TAGCGGGATA AGCCCACAAT TTGAAGAATT 7GTATTGATG ATGGCATTTT 547740 
TGATGCCACC ATCAATATGT TATAGAGGAA AAGTGCGGTT AGT77TTCGC ACGTTTTTCA 547800 
AGAATTTCTA CTGCAGGTAA TACTTTGCCT TCTACAAACT CTAAGAATGC ACCACCACCC 547860 
GTTGAAATGT AAGAAATCTT ATCAGCAATA CCAAATAAAT CGATAGCCGC TAAGGTATCG 547920 
CCGCCACCAG CGATAGAGAA TGCATCGCTG TTTGCAATGG CGTGAGAAAT GATTTCAGTC 547980 
CCTTTACGGA AGTGAGGGAA CTCAAACACG CCAACTGGGC CATTCCATAA AACGGTTTTT 548040 
GCATTTTTGA TAATTTCAGC CAATTGTTCT GCTGATTTAT CGCCAATATC AAAAATAGAT 548100 
TCATCATCTT TCACTTCATT TACCACTTTT TCTGTTGCAG CTGCCGTTTC AGAGAACTCT 548160 
AAACCTACAC GCACATCAAC TGGAACTGGA ATATCTGTAT 77GCGGCTAA TTCTTTCGCA 54822 0 
ACTGGAATTA AATCAGCTTC ATATAAAGAT TTACCTACAT 7GTGACCAGC TGCCGCGATG 548280 
AAAGTATTCG CAATGCCACC GCCCACAATA ATTTGGTCAG CGA7TTTTGA AAGAGAATTT 54834 0 
AATACTTCTA ATTTAGTGGA AACTTTAGAA CCACCAACAA 7AGCCACCAT TGGACGAGCA 548400 
GGTTCTTTTA ATGCTTTACC TAATGCATCT AACTCAGCGG 77AATAATGG GCCTGCACAA 54 8460 
GCGATCGGCG CAAATTCTGC AACGCCATAA GTTGATGCT7 GCGCGCGGTG CGCTGTACCA 548520 
AAGGCATCCA TTACAAATAC GTCGCAAAGT GCGGCATAT7 7777 ACCTAA TTCTGGATCA 548580 
TTTTTCTTTT CGCCTTTGTT TACGCGTACG TTTTCTAAAA 7AACGATTTC GCCATCTTTA 548640 
ACATCCACAC CATTTAAATA ATCTTGTTCT AAACGCACA7 7AAAGCCTGC GTTTTTTAAG 543700 
TAATCAACAA CTGGTTGTAA AGAATCTTCT GGTTTGAATT 77CC7TCAGT TGGACGACCT 548760 
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AAGTGAGAAG TTACCATCAC TTTCC-CACCT TTTTCTAAGG CTAATTTTAA AGTAGGAATG 548820 

GTCGCACGAA TACGCGCATC TGAGGTCACT TTGCCATCTT TTACTGGCAC ATTAAGATCT 548880 

GCACGGATAA ATACACGTTT . ACCGC-CTAAA TCTAAATCGG TCATTTTGAT TACTGACATA 548940 

ATCTATCCTC TTGTTAAGTT AAAATTAAAA TTAAAATTGA AAACTTTTCG TATTATACCT 549000 

ACTTCGTGCT AGGTTGTAAC GAT7TAGATC AAAGAAATTC TTATTTGCTT TGGCAATTCA 549060 

TTACCTGCCA TTTTTTATCA TAACAAATAA ATAATTCATT 7CGACTAGCC CTCAAATACG 549120 

CATTTTTTAA TTGTGGATTA TGTTC-CTTCA TCCAACCAAA AAGTTCATCT CTACTTAATT 54 9180 

TTTGATTCGG TAATTTTAAT GCGTTAAATA ATTCCTGCTC CTTAGCAAAA TATTGCTGGG 549240 

CAGAATCAAA GGCGCAACTA CCGTGTTTTT CCCATTCGCC TTGCAATAAT TTCTCGCCCG 549300 

GAGAAATCGC CAAATATTGT GCTAATAAAC CTTTTGGCAA GGCGGGTAAA TCGCCTTTGC 549360 

AAAAACGAGG ATGATCTGAA ACAGCGCGAG CATTTGCATT TTGTGGCCAT AGCCCATGTA 549420 

CAACCCAACC AAAAGTGCGG TTATTTCCAC ATTGATATTG AGAGGAATAA GGCAACTGAT 549480 

CGCCATATTT TTCACGCTGA ATATCACAAA ATCCAGGCGA CCAAGATAAT GCCAACATAT 549540 

AATAATCGAC AGGTGCCTTT GCATTTTGCC CAATATGATC ATTGCGCATA ATCACATCAT 549600 

AGTTTGCAAA AACATCTGGA TTTTTTACCG CACTTTTTTC AATATCCGTC CGCTTTGTCT 549660 

CAAATTGAGG CTCGAATTTA GGTTCAAATT TAGGCTCAAA TTTAGGCTCA AATTTAGGCT 549720 

CAGATACTTT TGTTTGCTTC GTCTGCTCAA TTACGGGCGA AGATGATTGA TGTTTAGTTT 549780 

TGGTTGTATC GGTAAAATAT TGCCAAATTG CTAATATAAC GAGAACAATA AGAGAAAGAA 549840 

TGGAAGTAAG TTTTTTCATA AATTTTGTTT AGTTTTTGTC AATCAAGTTT TTGTCGGCTA 549900 

TAATTCGCCG CTTTCAACTC TCTATTAAGG ATCACAATGG CATTACTCAT CACTAGCAAA 549960 

TGTACCAACT GCGATATGTG CTTGCCTGAA TGCCCAAACG AAGCCATTTC CATTGGCGAT 550020 

GAGATTTATG TGATCGATCC TATACTTTGC ACGGAATGTG TCGGCCATTA CGACACCCCA 550080 

ACCTGCCAAA AAGTTTGCCC AATCACTAAC TGTATTAAGC rCGATCCTGA ACATCAAGAA 550140 

ACCGAAGAAC AGCTTTGGGA ACGCTTTGTG ATGATTCATC ATTCGGATAA ATTGTAATTT 550200 

TTAAAGCAAC TGAAATATGA CTTATTATCT TCTAAAAGAG TGCGGTTAAT TTTGAGCTTA 550260 

TTTTTATTAT CAAAAAACGA AATTTTTCAC CGCACTTTTA TCTATAAAAA GAACTACATT 550320 

GAGTTACTTT TCTTCACATT ACCCCGCCAC CACTGGTAAA TATCCCCATT GAATTAAAAA 550380 

TGGAATGAGC ATAATCACGA CGCCAATTAA TAACGCAAGC ACCAAAGCAA AATTACCGCC 550440 
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AGCGACTCGA TATGGCAATG TTGGATTTTC AATACGTGTA CGCCATGCCA AGCTAATTGG 550500 
TAAAATTAAG CAATAGAACG CACACAACAA ACCAGCGTAA CTTAATGCAG TAATAAATCC 550560 
- TTCAGGATAA AACAATGCAA ATACAAGTGG CGGTAAAAAT 3CGGCAATGG TTAATACAAA 550620 
G CGATTATTT GGCAAATGAT AACGCTTGAA TAAATCCCCC AATCCCTCAA ATACACCAAG 5 50680 
CATTACGCCT AAGAAAGAAG TGATCAGTGC AAGTGATGAG AACACACGCA CAACCTCTCC 55074 0 
CATAAAATGA GAACCTGTAA TTTCACGCGT TGCATTCACT AAGCCATTTA GCGTTGGGTC 550800 
AGCTTGTAAA ATACGCACAA ATTCACTTTG ACTTAATACA CCATGAGTTG CTAACTGCCA 550860 
TACAAGGTAA GCGGCTAATG GAATCGCAGT ACCAATCAAA ATGGCACGAC GAAATTTATC 55092 0 
AACACTTCCA CCTAAGTAGC TATTCACACT CGCCATAATA ACGTGGAAAC CGAAAGAAGT 550980 
TAAAAATATT GGTGCCGCAG AAACCACAAA AGCATAATCC AAAGGCAATG CCATTAAATT 551040 
ATCTGTTGCT ACTTTTGGAA GCATCATAAA CAGCACAAAA GCAAAGGCGA TTAACTTACC 551100 
AATAAATAAC ACGCGAGTTA AGCCATCCAC GCCTTTCGTT CCTACAACCA CGAAAGAACC 551160 
TAATACCACC GTAAAGATAA TAATCGCCGT TTTAAGCGAC ATCGCTTCCA TTCCAAACGC 551220 
AGTTGGCAAG CCTGAAAGTA AAGATCCACC ACCAGTAATA TAAGCGGCTG AAAGTGCATA 551280 
AAGTAAAACT AACAAACTCA ACGTTGCGAA AATTCGCCCA GGAACCCCAA AATATTTTTC 551340 
AGCGAGCGTG GCGACACCAT CATCCAACTG ATCCGCTGTT TGATACACTT CTACAAACAA 551400 
CAATCCGCTG TAAACCAACA AAGCCCACAA GCCAACGAGC AATAACAGGG TATAACCAAA 551460 
GCCCATACCT GCTGATGTAA GCGGCATAGC AAGCATACCT 3CTCCAATGG TTGTGCCTGC 551520 
AATAATCAGC GCACTCCCAA AAGTTTTGTT TTTTAGCATA AAATTGTCCT TATAATGTTG 551580 
TGTTTAAAAA CTAATTTAAA TTTGACCGCA CTTTTCTTTA 7AGTGTAAAC GGCAAACAGA 551640 
AAGATAAGAA TCATTGCCTC CAATTTGAAT TTGTGCACCT 7C7TTAATGA CCTCGCCCTG 551700 
ATCATTTAAA CGCAAAACAA AATTAGCCTT GCGGCCACAA 7AACAAATTG TTTTTAATTC 551760 
TTCGAGTTGA TCCGCCCAAG CCAGTAAATA TTTACTTCC7 7CAAAAAGTT CCGCTTGGAA 551820 
ATCTGTACGC AAGCCATAAC AAAGCACAGG GATTTTGAG7 77A7CAACAA CATCACTCAA 551880 
CTGGTAAACT TGTTGTTTGC TAAGAAATTG AGCTTCATCC ACCAACACGC AATGCACTTT 55194 0 
TTCTTTTTTT AAATGCTCAT TAATTTCATC AAACAAATTG 3777CCGAGC GAAATAAAAA 552000 
GGCATCTTGC GAAATGCCAA TACGCGATGT GACTTTTCCC AC3CCAAAAC GATCATCAAT 552060 
CGCAGCCGTA TAAACTAATG TGTTCATATC ACGCTCACGA 7A377ATAGG AAGATTGTAG 552120 
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CAACGTCGTT GATTTTCCAG CGTTCATTGT GGAGTAATAG AAGTAGAGTT TCGCCATTTT 552180 
TTCTCCTAAA TTGCCGGTAA TTCCGCCATT GCCCAACGAG GTTTAACATC AATAGCCAGA 552240 
TCGCTATGCT GACCTTGTTT TAAACGTAAA AAACCTGTGT AAGCAATCAT CGCACCATTA 552300 
TCTGTACAAA ATTGAGGTTG AGGATAAAAC ACTTCGCCAC CTAAATTTTG CATTAAGTGC 552360 
GCAAGCGTTT CTCGGAGTTT TTTATTTGCG CTCACCCCTC - CCGCAATCAC TAAACGTTTA 552420 
TAGCCTGTTT CTTTCAATGC ACGCTTACAT TTAATGGCAA GAGTATCCAC CACCGCATCT 5524B0 
TGGAAAGCAT AAGCAATATC TGCTTTAGTT TGCTCTATCA GTTCGCCCTC GTTTTTAATT 552540 
GCTTGATTAA CTGTATTTGC GGCAAATGTT TTTAAACCAG AAAAACTAAA ATCAAGGCCT 552600 
GCACGATCTG TCATTGGACG TGGAAATGTG AAACGATTTG GCGTACCTTT TTCCGCTAAA 552660 
CGAGAAAGTG CCGCGCCACC TGGATAATCT AGTCCAAGTA ATTTTGCTGT TTTATCAAAG 552720 
GCTTCGCCAG CAGCATCATC AATAGATTCT CCTATCACTT CATATTTTCC TACACCATCG 552780 
ACACGCACTA ATTGAGTGTG GCCACCCGAT ACCAACAGAG CAACAAAAGG AAAGTGCGGT 552840 
GAATTGTCAT CAAGCATTGG CGCAAGTAAA TGCCCTTCCA TATGATGAAC ACCAATCGCA 552900 
GGAACATTCC AAGCATAGGC TAAAGAACGT GCAATCGTAG CACCGACAAG CAATGCGCCA 552960 
ACAAGCCCAG GGCCACTCGT ATAAGCAATA CCATCAATAT CGCTCGCGGT TAAATTGGCT 553020 
TCCTCTAATG CCGCTTTAAT AAGAGGTGCT GTTTTCCGAA TATGATCACG TGATGCTAAT 553080 
TCAGGAACCA CACCACCATA ATCTGCATGC AGGGCAATTT GAGTATAAAG TTGATTAGCA 553140 
ATTAATCCTT TTTCTTCATC ATAAATCGCC ACGCCCGTTT CATCACAGGA AGTTTCAATG 553200 
CCTAAGATTT TCATTGATTT TCTTAATTTA TTACCTAAAA TGTTGCGCGA TTTTACCCTG 553260 
TTTAAGCGGT TTTAACCAGT TGAAACCACA AATATTAAGG 7GAATTGGCA TTCTATCCTT 553320 
TACTTTTTCC CTAAAAATAG ATTAGAATTG CGTCCTTTAT TAAATTTGTC ATTTACACAC 553380 
AGGTGCTTTG GCAAAAATAA AATTTTAAAT TGCAATTAAA 77AAACTCAT TGAGGTGATT 553440 
GGCTTATGCC TGTAATTAAA GTACGTGAAA ACGAATCATT TGACGTAGCT TTACGTCGTT 553500 
TCAAACGCTC TTGCGAAAAA GCGGGAATCT TAGCTGAAGT AC3CGCTCGC GAATTTTACG 553560 
AAAAACCAAC TACAATTCGT AAACGTGAAA ATGCAACAC7 73CAAAACGT CACGCAAAAC 553620 
GCAACGCTCG CGAAAACGCG CGCAATACCC GTTTATACTA A777ATAGTA TTTTCTGACT 553680 
CGAGTTAAGA CAAACCGTGA ATCCTTTGGA CTCACGGTT7 7377ACTTTA AGCACAACAA 553740= 
AAATCTACGC CAAAAACGAC CGCACTTTCA CACCACGATC ACS3AGGCTC GACAATGAAA ^0 0 
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GGTTCTATTC CTCGCCCCTT TATTGATGAT TTGCTGACAA AGTCCGATAT TGTCGATGTG 553860 



CATCACGAAA AAACACCATC CTTCACAGTT AGCCAAAAGA AACAGTTTTA TCATTGCTTT 553980 
GGTTGTGGCG CACATGGTAA TGCGATTTCC TTTTTAATGG ATTATGACAA ACTTGAATTT 554040 
ATAGAGGCGA TTGAAGAACT TGCAGCAATG GCAGGGCTTG AAATACCTTA CGAAAAACGC 554100 
GTTAATCACA GCGGAAAACC TCAAGCTAAT TACCAAACCA AACGAAATCT CTATGAATTA 554160 
ATGCAAGAGA TTGCCACGTT TTATCAAAAC CAATTACCAT 7AAATACTCA AGCACAAGAA 554220 
TATTTACAAC AACGTGGGCT TTCACCTGAA ATTATTGAGC GTTTCCAAAT TGGGTTTGTG 554280 
CCGAATGCAA TGGATACTGT ACTGCGTAAA TTTGGTGTTA ATCGTGAAGA ACAACAAAAA 554340 
CTCATTGAGT TAGGCATGCT TTCTCGAAAT GATCGTGGCA ATATTTACGA TAAATTCCGA 554400 
AATCGCATCA TGTTTCCAAT CCGCGATAAA CGTGGTCGCA CAGTGGCTTT TGGTGGGCGT 554460 
GTATTAACAG ATGAAAAACC GAAATATCTG AATTCGCCAG AAACCATTAC TTATCATAAA 554520 
GGTAAGGAGC TTTATGGTTT GTATGAAGCC TTGCAAACCA ACGATGAACC CAAACAATTA 554580 
CTTGTTGTTG AAGGTTATAT GGATGTAGTG GCATTAGCAC AATTTGGCGT GGATTATGCG 554640 
GTCGCTTCTT TAGGGACATC CACGACATCA GAACAAATTC AACTTATTTT GCGTTCGACC 5517 00 
GAACAGGTTG TTTGTTGTTA CGATGGTGAC CGTGCAGGGC GTGATGCTGC TTGGCGCGCA 554760 
CTAGAAAATG CGTTGCCCTA TTTAGAAGAT GGCAGACAAC TCAAATTTAT TTTCTTGCCA 554820 
GATGGAGAAG AACCTGATAC TTACATTCGT CAATACGGCA AAGAAAAATT TGAAGAATAC 554880 
ATCGAAAGTG CGCAATCTTT AAGCGAGTTT ATGTTTGCAC ATTTAAGTCC TCAGGTTGAT 554 940 
TTTTCCACTA AAGAAGGGCG TGGAAAATTA GTTGCGCTAs sTGCGCCGTT AATTCACCAA 555000 
ATTCCAGGAG AAATGCTTCG CTTATCGCTA CGCAATATGC TTGCTCAAAA ACTTGGGATT 555060 
TTTGATCAAA CTCAGCTGGA AAATCTTATT CCCAAAAAAT TAGAACAAGC CAATACACAA 555120 
CAAAAAGTCA CTCATAATAA GATCAAGAAG ACACCGATGC 3AATGGTCAT TTCATTGCTT 555180 
ATGCAAAATC CTGAGTTAGT AAAACGTATG TCTGAAAGCG "GTGCAAGC ATTACGTGCG 5 55240 
GAAGCAGGGT TTGAAATTCT GGAAAAATTG ACCGCACTTT G7C3CCAACG AGAGGGCATT 5 55300 
ACTACGGGGC AAATTTTGGA ATACTTCCGC AATACATCTT AZAGTAATCC CCTTGAAATA 555360 
CTGGCGACTT GGGATCATTT ATTGGACGAA TCCGACATAA 7CAACGCATT TTCTCAAAAT 555420 
TACCGTCGCT TAAATATTCA AGCTATTGAG CGCGATATTG AAATGCTTAT TGCTAAAGAA 555480 



ATTAACACGC GCGTAAAACT AAAAAAAGCT GGCCGCGATT ATCAAGCCTG CTGCCCTTTC 55392 0 
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CGAACAGAGG GTCTCACTAA TGAAGAAAAA ACGGTACTTG 7ACATCTTTT AGCTGGTAAA 5 5554 0 

GnACAGCAGn AAAAACAGTT AGTGAATCCG CTATAACAAT 3GTAGAATCT CAAGTTCATA 555600 

AAAAATCTTA TCTTCTCAAT CACATCAAGC AAAACGAGTA . TAAAAATGGA AAAAAATCAA 555660 

CAATCTACGG CTGAACAATA TTCAGAACAA ATTGAGCAAT 7GATGGAGCT AGGTCGTACA 555720 

CAAGGGTATT TAACTTTTGC TGAAATCAAT GACTTATTGC CCGAAGATGC TATTGATCCT 555780 

GAATATTACG ACAAATTGCT ACAAACGTTG CAAAATGATG CTGGTATCCC TGTATTAGAT 555840 

GAAGCACCAG AAAGCGATGA TATGATGTTG AGTGATACCA TCCCTGATGA AGATGCAGTG 555900 

GAAGAAGCAA CTCAAATTCT TTCAAATGTA GAATCTGAAA TCGGTCGAAC AACGGATCCC 555960 

GTACGCATGT ATATGCGCGA AATGGGAACG GTGGATCTTC T7ACTCGTGA AGATGAAATT 556020 

AGCATTGCAA AACGTATTGA AGGAGGGATT GATGAAGTTC AAACCTCTAT CTCAGCCTAT 556080 

CCTGAAGCAT TAAATGGATT ACTAAAAAAT TATGATGATG TAGAAAAAGG TAATTTCCGT 556140 

TTGACCGATT TAATTACGGG TTTTGTTGAT CCAAATGCCG AAATAGAAGA ACACAACGGA 556200 

CTTGATGAAG ACTTTTCTGA CGAAGATGAT GAAGAAGAAT CTAGTAATGC AGATGTGGAA 5 56260 

GACAATGAAG ATGAAGAAGA CAATGAATCA GAATCTACAT CAGATTCAAG CGACTCTGAT 556320 

AACAGTATTG ATCCTGAAGT TGCTCGCGAA AAATTTCAGC AATTAAGAGA ACAGCACTCT 556380 

AAAACCCTTG CTGTTATTGA AAAACACGGT CGCTCTGGAA AACGTGCCCA AGATCAAATT 556440 

GCACTACTTG GCGAAATTTT TAAACAATTC CGTTTAGTAC ZAAAACAATT TGATTTACTC 556500 

GTTCTATCAA TGAAAGAAAT GATGAAACGT GTGCGCTACC AAGAACGTCA GCTACAAAAA 556560 

ATATTAGTGG ATATAGCAGG AATG CCAAAG GATGATTTTG AAAAAATTAT TACCACTAAT 556620 

GGCAGTAACA GTGAATGGGT AGCAAAAGCA TTAAAATCTA GCAAACCTTG GGCTAAACGT 556680 

TTAATTAAAT ATGAAGATCG TATTTATGAA GCCTTAAACA ATCTAGCGAT AACAGAAGAA 556740 

AATACTAAAC TTACCATTAC TCAAATGCGT GACATTTGCG ATGCAGTCGC ACGAGGCGAA 556800 

CAAAAAGCAC GTCGAGCTAA AAAAGAAATG GTTGAAGCTA ACT7GCGTTT AGTAATTTCC 556860 

ATCGCGAAAA AATACACAAA TCGAGGTTTA CAATTCTTAG ATTTAATTCA AGAAGGGAAT 556920 

ATCGGTTTAA TGAAAGCGGT AGATAAATTT GAATATCGAC GTGGCTACAA ATTCTCTACA 556980 

TATGCTACTT GGTGGATTCG TCAAGCAATC ACTCGCTCTA 77GC3GATCA AGCGCGTACA 557040 

ATCCGTATTC CTGTGCATAT GATTGAAACA ATCAATAAAC 77AA7CGTAT TTCTCGCCAG 557100 

TTGTTACAAG AAATGGGACG TGAAGCAACA CCAGAAGAAT 73GCAGAACG TATGGGAATG 557160 
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CCAGAAGATA AAATCCGTAA AGTAC7GAAA ATTGCAAAAG AGCCGATTTC TATGGAAACA 557220 
CCTATTGGCG ATGACGATGA TTCGCATTTA GGGGATTTTA TTGAAGATTC AACCTTAGAA 55 7280 
CTTCCTCTTG ATTCTGCCAC AGCACAAAGT TTAAAAGTTG CAACTCACGA AGTGCTAGAA 55734 0 
GGCTTGACGC CACGTGAAGC AAAAGTATTA CGTATGCGTT TTGGCATTGA TATGAATACC 557400. 
GACCATACAC TTGAAGAAGT GGGTAAACAA TTCGATGTAA CACGCGAACG TATTCGTCAA 557460 
ATTGAAGCAA AAGCATTACG TAAA7TACGT CATCCTAGCC GTTCTGAAAC ACTGAGAAGT 557520 

TTTTTAGATG AATAGAGAGA AACATAAAAG AGGAAAATCG ATCTAATCTT AAAAAATCAG 557580 

ATACATTTGT TTAAGGACTA AATTCTATAA TCCGCAGAAT TTAGTCCTTT TACTTTTACT 557640 

TAAAGCACCG CATTAATATG CATTCAAATT TCAACTATTT TAGTTAGATA AGCCATTAAC 557700 

ATTTAACAAT GGCAACAAAT ATTGGTTATT TAAACCATTT TAATCATAAA AAAATCTGCA 55 7760 

CCCCAATTAG CTGGTTTATT TATTCAGCTT TAAGGCACAG ATTAAAGTGC GGTAAATTTT 557820 

TTTGATATTT GGCGTAAATT ATTTATTTAA TTTCGCTTTG TAAGTTGGAT TCATTAAGTT 557880 

TTCTACAGAA AGAATGTCAT CTAATTGTTC TTCTGTTAAT AAACCTTTTT CTAACACAAC 557940 

TTCACGTACG CCTTTGCCTG TTTGTGCACA GATTTTACCC ACTAAGTCGC CGTTGTGGTG 558000 

ACCGATAAAT GGATTCAAGT AAGTCACAAT ACCAATTGAA TTAAACACGT AGTTTTCACA 558060 

AATTTCTTTG TTTACAGTGA TGCCATCCAC ACATTTATCG CGTAAGTTCA CACAAGCATT 558120 

GGTTAAGATA TCGATAGATT CAAACATTGC TTGACCAATC ACTGGTTCCA TTACGTTTAA 558180 

TTGTAATTGA CCTGCTTCAG ATGCGAAGGT CACAGTGGTA TCGTTACCAA TTACTTTAAA 558240 

GCACACTTGG TTTACCACCT CTGGAACAAC TGGGTTTACT TTTGCTGGCA TAATAGAAGA 558300 

ACCCGCTTGT AATTCAGGAA GATTAATTTC TTTTAAACCT GCACGTGGGC CAGAAGAAAG 558360 

TAAACGTAAG TCATTACATA CTTTAGAAAG TTTCACTGCA GTACGTTTTA ATGCACCGTG 558420 

AACCATGACA TAAGCACCAC AGTCAGATGT TGCTTCAATT AAGTTTTCTG CTGGTACACA 558480 

AGCTAATCCA GTCACTTCAG CAAGATGTTT TACAACTAAT 7C73TATAGC CTTGTGGCGT 558540 

ATTTAAACCA GTACCGATTG CCGTTGCACC AAGGTTTACT 7CAAGTAATA AACCTGCTGT 558600 

ACGTTTTAAG TTACGCACTT CTTCTTCAAG TAATACGGCG AAA3CTTTGA ATTCTTGACC 558660 

AACAGTCATT GGCACCGCAT CTTGCAATTG GGTACGACCC ATTTTTAAGA TATTTGCAAA 558720 . 

CTCTTTTGCT TTATTATCAA AACTGTCGTG TAAATATTGA AT7TTATCGA TCAATTTTAA 558780 

GATGCTGTTG TACACCGCAA TACGGAAACC GGTAGGATAC 3CA7CGTTGG TCGATTGGCT 558840 



Wo*** 

\ 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

TGCATTAACG TGATCCATCG GATTAATCAC GTTATATTCG CCTTTTTTAT GACCAATTTT 558900 

TTCAAGGGCA AGATTAGCAA CCACTTCATT AGTATTCATA TTGACAGACG TACCTGCACC 558 96 0 

ACCTTGATAT ACGTCTGATG GGAATTGATC TAAGCATTTT CCAGTGGTAA GAATTTCATC 55902 0 

ACAAGCTGCT ACAATCGCTT TTGCAATATC ACTTGGAATT 3CACCTAATT CGCCATTGGC 559080 

TAAAGCTGTT GCTTTTTTTA CCATTACCAT ACCACGCACA AACTCAGGCA CGTCAGAAAT 559140 

GGTTACGTTA GAAATATTGA AATTTTCTAC CGCTCTTAAT 3TATGAATCC CCCAATATGC 559200 

TTCTGCAGGC ACATCACGTT CGCCAAGTAA ATCTACTTCT TTTCTAAATT GAGTCATTGT 559260 

AATCACCTTT TTGGGTTAGT TAATTTATCG TCATTATAGA AATTTCAAGA AGAAAAAACT 559320 

TGATGAAGAT CACATTTTCA AAAAATGCTC TCAAGACATA TTTTCAtTTT TCGGATTAGT 559380 

TTTTTwAGGG AAAAATGTTC TATCTATCAA TCTTACACAG ATTTCAATAG CCTACCAATT 55944 0 

TtCTCAAATA ATTTCTGAAT TTGcCTCTGC ACGACACCCG AGTACCCGCA CCATTAAACC 559500 

ATATTCATTG AGTTGTGATA TGCCTATCAG TAGATCTTTT TCTTCTGTAC TTTGTTGCTG 559560 

CAAGGCTTGC ACCTGTnGTT TGATTTCCGC ATTATTTTTC GCCAAATTTA GATAAGTCAG 55962 0 

CGAACCTTGA TGGGAATAAT TTTCCATCTG GCTTAAAGCG GTAAGGTTCA TTTTAGACGG 559680 

CAGCCACTGG ATACAATCAC TGACAAGCGG TCGTTTTTTG CCATCGTTTT GCAAAGCGTA 559740 

AATCTTCAAA TGGGAAGAAA ACTGACGGAA GGCAAAACGT TCATCATTCA ACACCCGCCC 5S9B00 

AATCGCCACG ATTTCACCGT AAATCAGCTC GCTTTGTTCG CCCATTTCAA TCTGGGTTTG 559860 

CTGCTTAAAA ACGGAATCTC TATGTAACAC CAACGGATGC GGCAAATAGA ATAAACGACT 559920 

GTTTTCCGCA AGCAAAATAT GGGTTGTTTG CATCGCACTG TCGCCTTCAT TCATCGCCTG 559980 

CACCCGAGTA AATGCCTGCG TATTTAAAGA AAGTGCGGTC AATTTTGCCA ATGAAATATC 560040 

AATCTCTAAC AGATCGCCCG CCAGCACGCC AGGGGAGGAC GACATCTGCA TCGCATTCAA 560100 

GCCATTCGCC CACGCATCAT CGTAACTTGG GAACGTTATC ACTTTAAACG GTGGCGTCGC 560160 

AAAGTATTCA GCAAGCTGGG TTTTACCGCT GGAGGAAAGT TTGGTGGAAA GGGATAATTT 560220 

GCTGTTCATA GATTTTGTAG GGGCTAATTA TATTAGCCCC 3A7ATTTCAC CAATAATTGG 560280 

GCAAATGTAA TTCACCCCTA CGATTAACGA ACCAAAGATG CAGGTTCTTC CACATTCTTC 56034 0 

AACAACGCAT ATTTTTCGAT CCAACCGATC ACGCCATCCA GATTTTcTTT TTTCATCAGG 560400 

TTGGTGAAAA TAAACGGCTG ACCGTTACGC ATACGACGAG CATCACGTTC CATGACGCTT 560460 

AAGTCAGCAC CAACGAATGG AGCAAGATCA GTTTTGTTGA 7CACAAGTAA ATCTGAACGA 560520 
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GTGATACCTG GCCCACCTTT ACGAGGGATT TTTTCCCCTT GAGCCACATC GATCACAAAA 5605B0 
ATCGTCACGT CTGCCAAATC AGGGCTAAAA GTCGCTGAAA GGTTATCGCC ACCTGATTCA 56064 0 
ATGAACACGA TTTCCACATC AGGGAAACGA GTCACCATTT CGTCCACGGC TTCTAAATTC 560700 
ATCGAGGCAT CTTCACGAAT TGCTGTGTGC GGGCAACCGC CCG7TTCCAC GCCCATAATT 560760 
CGCTCTGGTG GAAGCAAACT ATTTTTCGTT AAAAATTCCG CATCTTCTTG GGTGTAAATA 560820 
TCGTTAGTAA TGACTGCTAC GCTATATTTT GACGCTATTT CACGAGTGAG TTTTTCAATT 560880 
AACGCCGTTT TACCCGCCCC AACAGGGCCA GCCACGCCAA TTTTAATGTA GTTACGCATA 560940 
ATGTTCCTTT TGTTTATCAT CGTAGCAACT GTGTTGCTCA TGGGtGTAGG GGCAAGTTAC 561000 
ATTTGCCCCT ATATATCAAC GAATGTTCAA GGGCAAATGT GATTTGCCCC TACAAGTAAA 561060 
ATCTCAATAA • AAAATAACCG CACTTACGAC ATATAAAGTC GCGTATAAAG CACTTCGTGT 561120 
TGCATAGCCC GAATATCATT CGCCAGCGTT GCCGCACCAA GCCATTCTTC GTCAGGGTCA 561180 ' 
AGGCTTAATT CTACCGCTTG TACGAGCGAT CCTCGCAAGT CAAACAAAAT ATCTTGTCCA 561240 
TCCATTTGGC TGAGAGGAAT TAGCTTCACG CCGTTAGTGA TTACACCAAC TGCTGCGTTG 561300 
TAGTAGAACG CATAGAGCGT ATCTGCTTTG CTTAAACCCA TGGCTTGAGC GACCATCGCA 561360 
AACACTATTG GGAAATAGCC CTGTACTCGT TTTTCTGCAA TCGCTTGCTG GTAAGCTGTG 561420 
AGCAACGTAT GTGTTTCATA GCGAATAAAA ATTTTCAGCA ATCGTACGCC GAGTTTGAAA 561480 
CTCCCTTCAC GACTTTCGCG TGCCACTTTG GTGGCGGAAA GTTGCCAATC CAGTTCGCAC 561540 
AAGCGGTCAA AATTCCCCTC ACACATTGCA TCAAAGGCAA GAGAAAGATA CGCCCCGTCG 561600 
TTGTAAATCC AGTTTTGTAA AAGCTGGGTT TGCACATATT CTTCTAGGGT CGCTTTGCTT S61660 
TCTACCACAC GTTGCTGGAC GAAGGTTTCC AAGCCATTGG AATGGTTAAA TCCACCAATC 561720 
GGTAAAGTTG GATCGACCAA GTGCAACAAC GCACCTAAAT CCGTTAAAGA GCGGTTTAAT 561780 
GTTTGTGCCA ATGTCCATCT CCGTGATGAT GATAGCCATG ATGATCATGC GAATGGCTAT 561840 
GAGAATGTCC GTGCCCTTGT GCAGAATTTG CTCTTAACGC TTG3CTTAAA CGGCGTTCTG 561900 
CTTTTTGCGG ATGAAATCCC GCAGCTTGCA GCCATTCAAA CATCG3CTTA TCGTAAGGTA 561960 
ATGTTACTTC ATCGCCATCT AAAAAAAGCG GCGAATGTTT 3773CCGATT TCATAACACG 562020 
CTCGTGCCAT TTCAGGCAAG GTTTTCGGCG ACAGCACAAT CAC3TCACTC GGTAAAATTT 562080 
CAATCGCAAT CACTAATTCA TCGCTGATAA ACACTACATC ATC3TGTTTC AAGCGTTGCC 56214 0 
CCTCTTTTAG CAAGCGAAAT GCTACTTCAC GCCCCGTATT TG7AGTTTTA CGCAAAATAT 562200 
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TGCGTTCGCT TTCATACCAC TGCAATGCCA CGCGTTCAAT 3GGCTGTGTG GTAATTTTGC 562260 
CCTCTGCTTG AAGTGCGGTT AAATTTCCCA AGATATTTTC TATAATAGGG AGAATTGGGT 562320 
TAATTATTTT CATCTTTCCT CTATAAATCC ACTTTCTTCT CTTCGAAAGA AAAACTACAG 562380 
CTACAATGAT TTCTTATTTA TCAAGTAAGA GGCGTATCGT ACACGCCCTT TTACACTAAT 562440 
TCGTCTATGA AAACAGTCCT TTAGAATAGG AAATATCGCT 3ACCCAATGG TACGCTATCC 562500 
ACTGGTTCAC AGGTAATTAA CTCTCCGTCC ACTCGAACTT CATAACGTTC AG CATCAACA 562560 
GTAATGTTTG GTGTTACATC ATTATGAACC AGATCTTTTT TACCTACGTT GCGGCAGCCT 562620 
TTCACAGCAA TGGTTTCTTT GTGTAAACCG AACTTCGCAC GAATATCAGC TTTTTCAGCG 562680 
GCTTGTGAAA CAAAGAATAC TGCTGTTTGT GCGGTTGCTA AGCCTTGTGC ACCGTACATT 562740 
GGACGGTAGA ATACAGGTTG CGGTGTTGGA ATTGAGGCAT TTGGATCGCC CATTTTCGCA 562800 
TAGCTAATAA AGCCTTTTTT AATCACCACT TCAGGTTTTA CGCCAAAGAA CATCGGTTTC 562860 
CATAACACGA TATCTGCGAT TTTACCCACT TCTAACGAGC CAATATGCTC CGCAATACCA 562920 
TGTGCAATTG CTGGGTTGAT GGTGTATTTC GCGATATATC 3TTTAATACG GAAGTTATCG 562980 
TTTCCTTCAT TACCTAGCTC ACCACGTTGC ATTTTCATCT 7ATCTGCAGT TTGCCATGTA 563040 
CGAATAACGA CTTCGCCAAT ACGTCCCATC GCTTGAGAGT CTGAACTCAT AATGGAGAAG 563100 
ACGCCCATAT CATGCAAAAT ATCTTCTGCT GCAATGGTTT CAGGGCGGAT ACGGCTATCG 563160 
GCAAAAGCTA CGTCTTCCGG CACGCGTTTA TCTAAGTGAT GGCAAACCAT CAACATATCC 563220 
AAATGTTCAT CAATGGTGTT TTTGGTAAAC GGACGAGTCG GGTTGGTTGA AGCAGGTAAT 563280 
ACGTTTGAAT ACATCGCTGC TTTAATGATG TCAGGTGCAT 3ACCACCACC TGCGCCCTCC 563340 
GTATGGAAAG TATGAATGAC TCGTCCATCA ATCGCTTTCA TGGTGTCTTC CAAAAAGCCA 563400 
CTTTCATTTA GCGTGTCTGT GTGAATGGCC ACTTGAATAT CCATTTCATC TGCTACTTTT 563460 
AAGGCAGAAT CAATCACGGC AGGCGTTGCA CCCCAGTCTT C3TGGATTTT TAAACCTAAT 563520 
GCACCCGCTT CAATTTGCTC ACGCAGAGGA TCTAGGGTTG AACAGTTGCC TTTACCAAAA 563580 
AATCCGACGT TTACCGGCAA GGCTTCTGCC GCTTGAAACA 7AC3TTCCAT ATACCATGCG 563640 
CCAGGGGTAC AAGTGGTTGC GTGTGTACCA TCAGCAGGGC CAGTTCCACC ACCAATTAAC 563700 
GTGGTAACGC CACTTTCAAT TGCATGTTGT GCTTGTTGTG 3ACAAATAAA GTGAATGTGG 563760 
GTATCGATAC CACCAGCGGT TGCAATTAAA TGTGCACCGT TAT3AACTTC CGTGCTTGCA 563820 
CCGATAATCA TATTTGGTGT GACGTTATCC ATGGTGTCAG 3GTTACCTGC TTGTCCAATA 563880 
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CCCACAATAC GCCCATCACG AATACCAATA TCGGCTTTGA TAATGCCTAA TTTAGCATCA 563 940 

ATGATCATCA CGTTGGTAAT CACAAAATCC AATACATTCG GATTGTCGCG AGTTGCCGTA 564 000 

CCGCTTTGAG CCATACCATC ACGCACGCTT TTACCGCCAC CAAATTTACA CTCATCACCT 564060 

TTGGTCAATA AATCTTGTTC AATGGTTGCC CATAAATTGG TATCGCCTAA ACGGACTTTA 564120 

TCGCCAACTG TTGGACCATA AGTTGCTACA TATTGCGCTC TTGAAATTGT TAATGCCATC 564180 

TTGCCCTACC TTATAATTTG CCATCAATTT GATTATGGAA ACCATAAATG ATTTGGTTAC 564240 

CACCAAAAGC AACTAATTCC ACTGATTTCA CTTCACCGGG TTCAAAACGC ACCGCATTGC 564300 

CAGATGGAAC ATTTAAGCGC ATTCCACGTG CCAAAGTGCG GTCAAATTTA AGGGCATTAT 564360 

TGGTTTCAAA AAAATGGTAA TGCGAGCCAA CTTGAATTGG GCGGTCGCCT GAATTTGTTA 564420 

CTTCGATTTT TACGGTTTTT CTGCCGACAT TAGCGAGAAT ATCGCCTTCG GCTAATTGGT 564480 

ATTCGCCTGG GATCATATCT TTGTTCCTTG TAGGGTGGGC 7TTAGCCCAC CATTGATATT 564 540 

TTTATTTTGT GGGCTAAAGC CCACCCTwCG GTTATCTGAT 7GGATTATGC ACGGTAACAA 564600 

GTTTCGTGCC ATCGGGGAAA GTAGCTTCAA TCTGGACTTC ATGAACCATT TCCGCCACAC 564660 

CTTCCATGAC ATCATCAACG GTTAAAAGTG TTGCGCCATA TTGCATGACT TCCGCTACAC 564720 

TCATTCCTTC TCTTGCTGCC TCTTGTAAAT GACTAGCAAT ATAAGCAATA GTTTCTGGAT 564780 

AGTTTAATTT AACGCCGCGT GCTTTGCGTT TTGCCGCAAG TtCGCCCGCG AGGAAAAGCA 564840 

TCA GTTTTT C TTGTTCTCTG GAAGTTAAGT GCATATTTTC ATTCCTTAAT TTATTATACG 564900 

AAAGTCAGCG AATTTTACGT AAAAAATCTA AAATAGGAAA AATATTTTGT CAGAATTTTT 564960 

TGTAAGCCCC TTGAAAGAAA AAAAATCCTC CTTATATAGA AACCGCACTT ACAAATTATT 565020 

AAGAAGGAAA TTAATCATGA ATATTCGTCC TTTACACGAT CGTGTAATTA TTAAACGTGA 565080 

AGAAGTCGAA ACCCGTTCAG CTGGCGGTAT CGTATTAACC GGTTCAGCAG CGACTAAATC 565140 

AACCCGCGCG AAAGTATTAG CTGTGGGTAA AGGTCGTATT 7TAGAAAATG GCACCGTTCA 565200 

ACCTTTAGAT GTTAAAGTTG GCGATATCGT AATTTTCAAC GACGGTTACG GCGTGAAAAG 565260 

CGAAAAAATC GATGGTGAAG AAGTGTTAAT CATTTCTGAA AACGACATCC TAGCAATTGT 565320 

AGAATAATTA TTAAATAAGG GAAAAGAAAA TGGCAGCAAA AGACGTAAAA TTTGGTAATG 5653 BO 

ACGCACGCGT AAAAATGCTT AAAGGCGTGA ATGTATTAGC 33A7GCAGTA AAAGTAACCC 565440 

TTGGCCCGAA AGGTCGTCAT GTAATTTTAG ATAAATCATT T3GCGCACCA ACTATCACTA 565500 

AAGACGGTGT GTCTGTTGCT CGTGAAATCG AATTAGAAGA TAAATTCGAA AACATGGGGG 565560 
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CACAAATGGT GAAAGAAGTG GCATCTAAAG CAAATGATGC TGCAGGTGAC GGTACAACTA 565620 

CTGCAACTGT ACTTGCGCAA GCTATCGTAA ATGAAGGCTT GAAAGCAGTA GCTGCAGGTA 565680 

TGAATCCAAT GGATTTAAAA CGTGGTATTG ATAAAGCAGT AAGTGCGGTT GTTTCTGAAC 565740 

TTAAAAATTT ATCTAAACCT TGTGAAACAG CAAAAGAAAT TGAACAAGTA GGGACTATTT 565800 

CTGCAAACTC TGACAGCATT GTGGGTCAAT TAATCTCACA AGCAATGGAA AAAGTGGGCA 565860 

AGGAAGGTGT AATTACTGTT GAAGATGGTA CGGGTCTTGA AGATGAATTA GATGTGGTTG 565920 

AAGGCATGCA ATTCGACCGT GGTTACCTTT CTCCATATTT CATCAACAAA CCAGAAACTG 565980 

CAACCGTTGA ATTAGATAAT CCATATCTTC TTCTTGTAGA TAAAAAAATC TCTAACATTC 566040 

GTGAATTACT TCCCGTGTTA GAAGGCGTTG CGAAAGCAGG TAAACCGTTA TTAATCATCG 56610 0 

CTGAAGACGT GGAAGGCGAA GCGCTTGCAA CCTTAGTGGT AAACACTATG CGCGGTATCG 566160 

TGAAAGTTGC AGCCGTGAAA GCACCAGGTT TTGGTGATCG TCGTAAAGCG ATGTTACAAG 56 o 22 0 

ATATTGCAAT TTTAACAGCG GGTACAGTGA TTTCTGAAGA AATTGGTATG GAGCTTGAAA 566280 

AAGCAACATT GGAAGATTTA GGTCAAGCAA AACGTGTTGT TATCAATAAA GATAACACAA 566340 

CCATTATTGA TGGTATCGGC GATGAAGCAC AAATCAAAGG TCGTGTGGCT CAAATTCGTC 566400 

AGCAAATCGA AGAATCAACT TCTGACTACG ACAAAGAAAA ACTCCAAGAA CGCGTGGCTA 566460 

AATTAGCAGG CGGTGTGGCA GTAATCAAAG TGGGCGCAGC AACTGAAGTT GAAATGAAAG 566520 

AGAAAAAAGA TCGTGTAGAT GATGCATTAC ATGCAACTCG TGCAGCGGTT GAAGAAGGTA 566580 

TCGTTGCTGG TGGTGGCGTT GCATTAGTTC GCGCAssAGC GAAAGTTGCA GCAAGCCTAA 566640 

AAGGTGACAA CGAAGAACAA AATGTGGGTA TCAAACTTGC ATTACGTGCT ATGGAAGCGC 566700 

CTTTACGTCA AATCGTCACT AACGCAGGTG AAGAAGCTTC AGTTGTGGCA AGTGCGGTTA 566760 

AAAATGGCGA AGGAAACTTT GGTTATAATG CAGGAACAGA ACAGTACGGC GATATGATCG 566820 

AAATGGGTAT CTTAGATCCA ACTAAAGTCA CTCGTTCTGC ATTGCAATTC GCAGCTTCTG 566880 

TAGCAGGCTT AATGATTACC ACTGAATGTA TGGTAACTGA TCTTCCAAAA GATGATAAAG 566940 

CCGATTTAGG TGCTGCTGGA ATGGGCGGTA TGGGTGGAAT GGGCGGAATG ATGTAATTCG 567000 

CTTATACGAG TAAAAAATCT ATCCCAACAG aAAATTTGAG CCTCTATATGA CTTAGGGCTC 567060 

AAATCTACTA AAATAAGGGA TATTTTTTAT TACCCTATTC TAAATTTATA TATGATAAAA 567120 

ATAAAAAAAC CCAGTTTTAA ACTGGGTTTT ATTTTATCTA TTGGATAAAT TATTCTGCAA 567180 

CAACGATTAC ATCTAATGCC GCAAATACTT CACCGTGAAG TTGGAAACGA ACATCGTGGT 567240 
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CACCAAGAGT ACGGATTGGA CCGTTTGGTA AACGAACTTC ACTTTTCGCA ATTTTAACGC 56730 0 

CTGCTGCAGT TACTGCCTCT GCCACATCAC GAGTAGTGAT TGCGCCGAAT AAACGACCTT 567360 

CATCACCTGC TTTAGATGCG ATAGTCACAG AACCTAATGC AGTAACTTCT GCTGCACGAG 567420 

CTTGAGCTGC TGCAAGATTT GCTGCTGCTG TCGCTTCTAA TTCTGCACGA CGTGCTTCAA 56748 0 

AGTGtTCAAT GTTAGCTTTA GTTGCCATAA CAGCTTTACC TTGTGGGATT AAGAAGTTAC 56754 0 

GTGCAAAACC TGATTTAACA TTTACTTGAT CGCCCACTTG ACCTAAGTGA ACAATTTTAT 567600 

CTAAAAGAAT TACTTGCATT ACCGTGTCTC CTTAATTACT GATGATTGTC AGTGTATGGA 567660 

AGTAACGCTA AATAGCGAGC GCGTTTGATT GCACGAGCTA ATTGACGTTG GTACTTCGCA 567720 

CGAGTACCGG TAATACGGCT AGGTACAATT TTGCCGCTTT CTGAAATATA GTTCTTTAAT 567780 
GTAGCGATAT CTTTGTAATC GATTTCAACA ACATTTTCCG CTGTGAAACG GCAGnACTTA , 56784 0 

CGACGACGGA AATAACGTGC CATTTGGCTA GTCTCCTAAT CTATAAATTC GATTTGCTCG 567900 

GCATGTAAAA CTAATTGGCA TAACCCACTT TGGGTTTTAT 3TGATGTAAT AAATCCCACC 567960 

ACCAAAATTT TACTACCGAC CGTAATGCTT TGAGTTTTTT CTATCAATTG ATTACCACTA 568020 

ATTTGAACAG GCATTTTTAA CCAAGCTTGA CGTGTGAAAC CACTTTCAAT CTGATCAGAA 568080 

CGATGTTCTA ACAAAAACTT GCAATGCTCA ATTCCACTAG GGCTCTTTAA TCGCTTTGGT 568140 

AACCGAGAAA CGACTCCCAT AACCGAAAAA CTATTATCAA TTTTCAAATT ACTCTTCAGC 568200 

ATCCTCAAAA TCGTTGTTTT CAACTTCAGC TAAAGGTTTA CGTTCTTCTT TAGCCGCTTT 568260 

CATTGGGGAC GCTTCGGTTA CGGCGTGCTT AGTATGGATA ACAAGACTGC GTAATACAGC 568320 

ATCGTTATAA CGGAAAGTCG TTTCTAGCTC GTCGATGACT TGTTGAGGCG CTTCTACATT 568380 

CATAAGCACA TAATGTGCTT TGTGTAATTT ATTAATTGGG TACGCTAATT GGCGACGrCC 568440 

CCAATCTTCT AGGCGATGAA CTTGACCACC AG CTTCTTTT ACAGAACCGG TGTAACGTTC 568500 

GATCATACCT GGtACTTGCT CGCTTTGGTC CGGATGAACC ATAAACACGA TTTCGTAGTG 568560 

ACGCATTACT GCtCCTTACG GGTTAATCAG CCTTTGACGT rGATCAGCCA CCAATCTGCA 568620 

AAGGCAAGGA ACGAAAAATT CAATGTGGCT AAGGGTTGCG GATTATACCG ATTTTTTnAC 568680 

GCTCCGCAAC CAGTTTGAGT TCTTTTTGAA CAAAAAAGAA GGTCGATATT GTAACAATAT 568740 

CGACCnATCT CAAATCTTCT GTAATTAACG ACTACGGAAA ATAATACGTC CTTTACTTAA 568 800 

ATCATAAGGC GTCATTTCTA CAGTCACTTT ATCCCCAGTC AAAATACGGA TATAGTTTTT 568860 

ACGCA TT T T T CCAGAAATAT GTGCAGTAAC CACGTGACCG TTTTCCAACT CCACGCGGAA 568920 
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CATAGTATTC GGTAAAGTCT CTAAAATTG7 GCCTTGCATC 7CAATGCAAT CTTCTTTCGC 568980 



AAACGGGCGG ATTATAGCCG TTTTTAGC7T TCTACGAAAG AAAAAATAAT ATTGTTCATG 569100 

AAAAACTCAA TTTGGCATAA CCTAACAATG ATTTACAAAG CTAAAACAAC CCCTATAATA 569160 

ACCGCACTTT TCTTATTAAA TAGTACTTAT GAACTCAAAA AAACACTTAG GCCATACGGC 569220 

GCGTAAACGC TTTGGTCAAA ACTTTTTACA TGATACTTCT GTCATTCAAG GTATCGTGGC 569280 

GGCGATTTAC CCACAACCTA ATCAATTCTT AGTGGAAATT GGCCCAGGGC TTGGTGCATT 569340 

AACAGAGCCT GTTGGTGAAC TTGTCGATCA TCTGACTGTG GTAGAGCTTG ACCGAGACCT 569400 

TGCAGAACGT TTACGTCACC ATCCATTTTT ACATCAAAAG C7CACCGTTA TTGAAACGGA 569460 

TGCGATGCAA TTTGATTTTG GTGCGCTTTA CACAAAAGAA AATTTAGCAG AAAAAGGGCA 569520 

AAAATTACGT GTGTTTGGTA ACTTACCTTA CAACATTTCT ACGCCATTGA TGTTCCACTT 56 9580 

GTTTAAATAT CATGATGTGA TTCAAGATAT GCACTTTATG CTGCAAAAAG AAGTGGTAAA 569640 

ACGCCTATGT GCCGCACCAA ATAGCAAAGC TTATGGTCGT TTAACGATTA TGGCGCAATA 569700 

TTTCTGCCAA GTGATGCCTG TGCTTGAAGT ACCGCCTTCG GCATTCAAAC CTGCACCGAA 569760 

AGTAGATTCA GCCGTTGTGC GTTTAATTCC GCATAAGGAA TTGCCGCACC CTGTAAAAGA 569820 

TTTATATTGG TTGAACCGTG TTTGCTCCCA AGCGTTCAAT CAACGTCGTA AAACATTACG 569880 

CAATGCACTC TCAACTCTAT TTTCACCTGA AAATCTGACC GCACTTGGTA TTGATTTAAA 569940 

TGCACGTGCA GAAAATTTGG CTATCGCAGA TTATGCACGT TTAGCGAACT GGTTAGCGGA 570000 

TAATCCACCA GCAGATGTCA ATAAAGATGA AATCTTAGAT 7CAGAAGAGT AAAAATAATA 570060 

AAAAGGTGTA ACCCTTGTTA CACCTTGGCT TTCTACATAA AACGAACAAT TTCTTTACCT 570120 

TGCATTTCTT TAATACGTTG TTGTTCTTTC CATTTTTTTC 7A77TAAAGC TCGTATAATA 570180 

TTTyCTTTTA TCCGAGTTAA ACGCTGTTTC AATGTCTTTT 7777ACGGAT TTTTGAACGT 570240 

TTTTGTCGTT CTTTTTCCAA TCCGCTTGTT AATACACTTT 7AC7TTGATT CGCTTGGAGT 570300 

TCTTGAATAC AAATTGCTGG ATTCAGTTGA TAGACAATAT AA77ATCAAC ATCAACTAAT 570360 

TTATTAAAAA TAAGTTCATC AACTGCAACA ATTTCATCAG AAGGAATATT CTTTAAATAT 570420 

TCAATTACAT ATTTAGCCGC ACCTTGAGAA ATAATATAAC C7GZCGTCCC CCAGTGAGTT 570480 

GATTTTAAAA TATCAAAGTT CCTAGAATTA AAAGGTGGAA 7777AGTTTG TTTCTCAAGT 570540 

TTAACTGGCT GTAAAAAAGT TTCTAAACGA ATAATAAAAA 7 ATT ATT AAA ATCAAAACGT 570600 



CATTGTATCC TCTAAAAATA ATCGATTT77 TATCCGCACT 7TAGGCGGAA AAGTTAAGAA 
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GTTTTTAACC ATTCATTTTG GTTCAAAAAT ACTTCCGCAT TCTCGCCAAG AATTACATCA 570660 

TCTTCAAAAA TTTTGAGATA TTCAAAATTT TCATTCACAC ACTTATTCCA TAATAAGAAA 570720 

TGGCTAATTA AACAGCCTTT TTCTCCTTTA GTAAGTATTC TAGATTCCTC TATATTATGT 5 7 078 0 

AATATGGAGT TTGATTGATT GATTGATTGA TTGATTGATT GATTGATTGA TTGATTGATT 570840 

GATTGATTGA TTGATTGATT GATTGATTGA TTGATTGATT GATAAGTGTA CGCATTAAAG 570900 

AAACTAAATG AAAGTTTTTT TGATTCAAAT TGCTTAGTAA TATGTTTGCG ACGtTCAGTT 570960 

GCATTTTCCA TACTAATGAC AATATTTTCA ATAGCACTCA TATTTAAATA AAAATGGAAA 571020 

TAACTAAATT TTTCGCATTC TACTATACAA AAAGAATAAA TCAACAATAA AAGTCTGTGT 571080 

TAAAATTTTC AAAATTTATT TATAAAAGAG CGGTCAAAAA TGGCAACCTA TTTCGTCGGT 57114 0 

GATTTGCAAG GCTGTTATGA TGAATTACAG CTTTTATTAG AACGTGTAGA TTTCAATCCT 571200 

ACGCAAGATA AACTTTATCT TGTGGGGGAT CTTGTGGCGC GTGGGGATAA ATCACTTGAA 571260 

TGTCTTCGTT TTGTAAAATC ACTTGGTAAT GCAGCGCAAA CCGTACTAGG CAATCACGAT 571320 

TTACATTTAA TTGCGACCGC ACTGGACATT AAAAAAGTGA AACCGCGTGA TCGTGTTGAT 571380 

GCCATTTTTA ATGCGCCCGA TTTTGATGAG CTGATTCATT GGTTACGTCA TCAGCCATTA 571440 

CTTGTGCATA ATGAAAAGTT AAACTTCCTG ATGTCACACG CAGGCATTTC CCCAGATTGG 571500 

GATTTGAAAA CTGCGAAATC TTGTGCGGCT GAAGTTGAAC AAATTTTACA GCACGGCGAT 571560 

TTTCATTATC TTATTGAAAA TATGTATTCT GAACAGCCTG ATCGCTGGTC GCCAGATTTA 571620 

CAGGGCTTAG CACGTCATCG CTACATTATT AATGCTTTCA CTTCGAATGCG TTTTTGCTAT 571680 

TTGGATCATC GCTTTGATTT TGCCTGTAAA TCCCCTTTAA AAGATGCGCC ACGGAGCTCA 571740 

CACCTTGGTT TAATTTAGAT AATCCACTTT ATAAACAAAT TCCCATTGTC TTTGGGCATT 571800 

GGGCAAGTTT AGTGGATGAG CCTACTCCAA AAGGTATTTA TGCCTTAGAT ACTGGTTGTG 571860 

TGTGGAATAA TCGAATGACT ATGTTGCGTT GGGAAGACAA GCAGTTCTTC ACTCAAAGTG 571920 

CGGTCAAAAA TTACAGTGAT TTTTAAGGAA ACGCTATGCT CTC3CTCACT GCTGAATCTT 571980 

GCGAACTGTT CAACATTCCT TTCTACCAAT TCGCCCAAAT GAAAAAATTC TGCCCAGAAG 572040 

ATATTCCAGC GATTAAAGCG GATTACAAAT TACATTGGGA 7AATTGGAAA GCGATAATTC 572100 

AATCTGTTTC AGCACAACTC GGTACGCCTT TTGCGAAACC 3CATATTGAA AGCTGGACCA 572160 

ATGGTTGGCA AGTGCGGGCT CATTTCTTCG CTTATTTTAA ATAC3AGTTT AACCAAAATT 572220 

CTGCCGCAAT CTTTTCTGTG CTATTAAATC GTCGCCGACT AAGAGTGTGT TTAGATTGGC 572280 
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ATTGCTATCG TGCAGATCGC TCAdiAAllft aigi\jv_*t-hv«m. 


ATATAATCAG 


TGG CTTGATC 


572340 


- j.x -i m. - uTim m tv tv tv tv t\ nr*TT rr'TC * '"TT^n 7Af27ATTTGGr*G 
AATTTGATTT CAAACAATTT ov- 1 vjj-h iiiu aljai i. iouuvj 


AGAGGATGAA 


AGTGAATATG 


572400 


_ _ i,,i,„| U | irir i rr'Ti'h r ,r rr k 'h 7a r* ptp» ^wwy/"**?*^ TAATAJXAAATCT 

ATGATTTT C G CCAAGiuAAw uILa* - luio wi/wiftni v- a. 


GATCTTACGT 


TCAGATGAGG 


572460 


ATTTTTGGTG CATTGGGAAA AG1A- .(jAMh /uvjuLunuii 


AAATCAAATA 


GATCCCGTTT 


572520 


. »i,uniiiiin il j-i r~r*Ti /~>t\ rr'n'w n ta ta f m 5. TT 71 r 1 ZV 21PPGr , TTTZV 

T ATI r ATT AC GCACACCATT LAAtMl i^u >irtLv.uui 1 -Lrt 


CGATCGCTGC 


CATCAATAAA 


572580 


; ji » m tv rr> 7\ tv tv t t\ tv 't**TT^ ** ^ f*T ' TA nsTT 7A.T("Zr"*ZX 

GTATAC C CTT AGTAT AAATA ATTQng u l v_ - aua iiHivjun 




TTTCAGCAAA 


572640 


~ mnp * tv tv T*^*^ Tv TA r* 7A f TTT7A Zi TAGTGf 

TTAATAAACT ATCCAAATTT ATGG L^AL-Avj iiiitAHvjiuL 


^STAATTCTT 


ATTGATGTTT 


572700 


TTAACTACAC ATCATAAGTA GTTGATGL 1 G 1 a l i h.l.uv*u u 


XCGACCAGTC 


CAGTTAGTGT 


572760 


GGAAAAACTC GCCACGAGGT TTATCTGTGC GTTCATAAG I 




AAGTAGTCGC 


572820 


GTTGTGCTTG CAATAAGTTT GCTGGTAAAC GTGCT gaag i 


XTAGCCATCT 


AAGAAAGTAA 


572880 


TCGCAGACGC CATACAAGGC ATTGGGATAC CUAt.lii~GAi 


Z^r^A.TTTTGCC 


ACCACTTTAC 


572940 


_ , _ _ _ — , — iiiki >m' «** t m i • tv tv tv Tv ^fif^f* t w ! M fTr? TA TAr.z J Y l TA 

GCCAGTCACT TAATGCGTTT TCTAAAATGL CTiiGAAGiA 


1 '^TZLTnTGAA 


CCTAAGAAAA 


573000 


______ _ j j . , ■ . . I, iiihiij-iil inTl TV^'f^TV^^^'^ TA TA T 7A TT H ff^ 

CAAGATTTGG AxTT G CTT C A TAAG CATCGC gaa i a i i v- 


"^AAGAAACGG 


CTACGAATGA 


573060 


TACAACCTTC ACGCCATAAC AACGCCGTTG 1 1 


AATATCCCAA 


CCAAATTGTT 


573X20 


uiun-'i <n tv iv mmv ^< ^ tv ^tv tv tv rrT"TT WrtPr «TAZ\^*ZV 

CAGAGGCTTC ACGAATCAG C ATAAAG UUii vjivjv_vj i HMvj>i 


mATAATTTTT 


GACGCTAATA 


573180 


n --■ -- . w<tv <^w<r"i''i'PTi tv T , /" , r , 7\ T7i PTT TTTTRT (~*CZ C C 

ATGCTTTACG TACCGCTTCA ATUuAXAL.ii iiiiv3iv.vjv.v, 


TTCAACTGGT 


G T AAT AGTTT 


573240 


TG CC GAATAA TTGATT AG C C G CAACACG1 1 gaiuiiiaak 


^GAAGACACG 


CAGCGTGCAA 


573300 


_ — #»iiwiitv tv iiv *^ TV TV ^*TV ^^*7A TA 7A 7A T" 

AAACGGATTC AGTGATTAAA GTTAATGGAA TACCAAAAlc 


— ^arGrATTG 

_ jviwuWn 1 ivi 


ATACCTGTCC 


573360 


ATTTACCTGT CCCTTTTTGA CCCGCAGTAT CCAAGATTTT 


•*•"* " G ZVCT AJVA 
» . k»Unv-ln/Vn 




573420 


TTGCATCTTT ATAACCAAGA ATGTCAGTGG TGATATCGAT 


IZTTAriPTJX 


TCAAGTTCAG 


573480 


TATTTTTCCA TTCTGCGAAG ATGGCTTGCA TTTCTTCATA 


3CTTAAGCCT 


AAACCTTCTT 


573540 


TTAAGAATTG GTATGCTTCG CAAATTAACT GCATATCGCC 


ATATTCAATA 


CCATTGTGAA 


573600 


CCATTTTCAC AAAATGACCA GCACCTTCGC CGCCGACUUA 


3TCACAACAA GGTTCGCCTT 


573660 


GTTCTGTTTT AGCTGAAATT GCTTGGAAGA TAGGTTTCAC 


ATACTGCCAC 


GCTTCTTGAT 


573720 


TACCGCCCGG CATAATTGAA GGCCCGTGAC GCGCCCt. in 


TTC3CCACCA GACACACCCG 


5737oU 


AAC CGATAAA GCGAATACCT TTCTCCGCCA AGGCTTTCAC 


TCGACGGTTC 


GTATCTGGAT 


573840 


AGTTTGAGTT ACCGCCATCA ATAATGATGT CGCCCTCTTC 


TAAATGTGGT 


AATAATGCTT 


573900 


CAATGAATTG ATCCACCACA TCACCAGCGC GCACCATTAA 


CATCACTTTA 


CGTGGTTTTT 


573960 
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CTAATTTAGC AGCTAAATCT TCTAAAGAGT ATGCGCCGAT AATATTGGTG CCTTTTGCCG S 74 020 
CACCTTGTAA AAACTCATCC ACTTTTGAAG TGGTACGGTT ATATGCCACG ACTTTAAACC 574080 
CGTGGTCGTT CATATTTAAA ATGAGGTTTT GCCCCATTAC GGCTAAGCCG ATAACACCGA 574140 
TGTCGCCTTT TACTGACATT GTTT7CTCCT GTTGGATTAC 7AAATCTTTG TTTATGATGG 574200 
GGCTAATATA ATTAGCCCCT ACATGTTTTG TCTATGATGT AGATAAATTG TAGGAGGGAA 574260 
TTACATTCGC CCTTTTAATC TACATATAAT TAATCTTGTT CCCATAAAAT AGGATTATTT 574 320 
TGAATATATT CATAAATCTG TATACTGAAT CTTTGTTTAT GGTGGGGGCT AATATAATTA 574380 
GCCCCTACAT GTTTGTCTAT GATGTAGATA AATTGTAGGA GGGAATTACA TTCGCCCTTT 574440 
TAATCTACAT ATAATTGATC TTGTTCCCAT AAAATAGGAT TATTTTGAAT ATATTCATAA 574500 
ATCTGTATAC TGAATCTTTG TTTATGATGA GGGCTAATAT AATTAGCCCC TACATGTTTG 574560 
TCTATGATAT AGATAAATTG TAGGAGGGAA TTACATTCGC CCTTTTAATC TACATATAAT 574620 
TGATCTTGTT CCCATAAAAT AGGATTATTT TGAATATATT CATAAATCTG CAAATAGGAT 574680 
TTTTCATCAC GAATAATATG TTCATAATAA TTTCGCTGCC AAACATCAAA AATTTCACTA 574740 
TTTTTTCTTG CCCAAGATGT TACACCTGCT TTAAATCTAC GAACTATTGA GCCAATTGTT 574800 
TGAGATGTTC CCTTTTGTGG CAACTGTGTT GCTCTCAATT GTAGGGGCAA ATTACATTTG 574860 
CCCTTTACCT GTTCAATAAT TTCAATAATA CCGTGTAAAT GATTTGGCAT AATAACAAAT 574920 
TCATCAATTC GTACTTGTGG AAAGAACATT GGAATATTTT CCCAACACTG TTTTACGTAA S 74 980 
TTCCCTAAAT CATTTAATTG CATTTGTTGA TTAATGATAT GCCCAAATAG ACATTCTTTA 575040 
TTTTTACAAC AAATGGTGAT GAAATAAAAT CCTTCAGAAC 3ATAATTATA ATGTTTTAAA 575100 
CGAATCGATC TTCGATGATG AATACCTGCA TTATATTTCG TAGTCATACA TTCCGCTGTA 575160 
ATTGTTTTTA TAGGGCAAAT GTAATTTTCC CCTACAAGCG ATCAATTTTA TGCAACCATT 575220 
TGCAAAACTA TTGCCAACAC TGCAGGCAAC CCCTACTTTA CCAATATCCC CTTATTCTTC 575280 
GTCGTAACTG CCCCAAAAAC TGCGGCGATA ATCACACAAC C7AAAAAGAA ATAAATCACC 575340 
GAAATTTGGT TGATGGCATA ACCAAAAATA ATCCCTGCTA CCAAAAAGCC GTTGTATAAC 573400 
CCTTGATTGG CGAACACCAC TTTTGCTTTC AATGGTGAAC ATTTCTAAAT AGAGAATGTA 575460 
GAAATGTTCA AGGGTGACAA GTGCAGTTAA AATATAGGCT AAAATTTCCA TTAGAGCAGC 5 75 520 
CTTACCGCTG CTTTGTCTAA GTACCACTCC GTCACCCCAT TTTTTGCTTT AATTTTGGCA 575580 
GCAGGGTAAG GCAGATTTTC TGCAGGAGTC GTTTGGATTT CTTTTAAAAT ATCCGCTTTG 575640 
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CTTTCACCCG TTACCAAATA GGTAA7GCGT TTGGCTTGTT 3AATGAGTTT GGCTGTTTTA 575700 
GAAATGCGAA TTTGACCACT TTCAGGATGC TTAGCAATGA CAGCTAGGTT TTCATCATCA 575760 
AAATTAGTTT GATGTGGGAA GAGAGAGGCG GTATGACCAT 3AATCCCCAT GCCTAAAATA 575820 
ATCCAATCAA AAACACCGTT TGGAATGACC GCACTTAATT CTTCTTCGAA GCGTTTTAGC 575880 
TCAAAGTGCG GTTCATTTTC GCCAC3AATT CGATGGATGT TTTCTGCTGG AATTTGAATA 575940 
TGATCGAATA AAAGTTTTTG CACTTC3CCA TAGTTACTTT 3AGGATCAGA TGGCGGAACC 576000 
ATACGATCAT CACCCCACCA AAAAT3CAGA TTTTTCCAGT TAATTTGTTC CGCATAAGGT 576060 
GATTTGGCTA GGGTTTTAAA TAATAACTTA GGCGTCGAAC CACCAGAAAG GGAAATATGT 576120 
ACGGGAATGA TTTAATTGAC TATAAATCAC AAATTCTTGT 3CAATTTTAT CGACTGCATG 576180 
TTGAGCAGTT GGGAAGCTGA TATAGTTCAT TGATTTTCCG TAGGGTGGGC TTTAGCCCAC 576240 
AATTTATTAT GTTAGTAAGA GCGnGGCTAA AGCCCACCCT ACATTAGATT AGTTAAACTT 576300 
TTTTCTTCAT CAATCCACTT GGTTTACGCC ACACTTTGCC TTGTTTTGCG ATTAATTTAT 576360 
CAGCTGCAAC AGGCCCCCAA GTGCCAGCTT CATATTCGTG AATACGACCA CCATTGGCTT 576420 
TGTAATCTAA AATCGGTTGC ACAAATTTCC ATGCGGCATG CACAGCATCA GTACGAGCAA 576480 
ACAAGGTTGC ATCGCCTTTC ATCGCATCCA ACAATAAACG TTCATAAGCG GTTAATACTT 576540 
GCGCACCTGC TAAATCTGCA TAACGGAAAT CCATTGATAC TTCTTTCGCC TCAAAACCTG 576600 
CACCTGGTTT TTTCAAACCA AAACGCATTG AAATCGCTTC ATCAGGTTGA ATACGAATAA 576660 
TTAATTTATT CTCTGGTGCA TTTTGGCTGA ATACAGGATG 73GCGTAGTT TTAAAATGGA 576720 
TCACAATTTC AGTCACACGA GCTGGTAAGC GTTTACCCGT ACGAACATAG AACGGCACAC 576780 
CAGCCCAACG CCAGTTTTCA ATTTCACAAC GTAATGCGAT 3TAGGTTTCA GTACGAGAAT 576840 
TTGCCGGTAC GCCTTTTTCT TCTAGATAGC CTTTTTCCAT TTTGCCGTTA ATTTCAGCCG 576900 
CTGTGTATTG ACCCAAAACA AGGTTATTCT CCATATCCTC CGAAGTTAAT GGACGCAAAC 576960 
TATGCATCAC TTTTGCTACT TCATCACGCA TTGAATTCGC 3TTAATAATC GCTGGCGGCT 577020 
CCATTGCCAC CATCGCTAAC ACTTGCAATA AATGGTTTTG 3AA3ATATCT CGCATTGCGC 577080 
CAGAACCATC ATAATAGCCC CCGCGCTCTT CCACGCCAAT AGATTCTGCA CCAGTAATTT 577140 
CTACATAATC AATGAAATTA CGGTTCCAAA GCGGTTCAAA CCAACCATTT GAAAAACGTA 577200 
ATACGAGCAA GTTTTGAACG GTTTCTTTAC CTAAATAATC- ATC3ATACGA TAAATTTGGT 577260 
GTTCTTCAAA GAAACGGTGG ATTTGTACGT CTAATGTTTG "3CTGTTTTT TCATCGTAAC 577320 
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CAAAAGGTTT TTCAACGATA ATACGTTTCC AGCCATATTC TTCCGTATTT AAACCATGTG 577380 
CAGCCAAACA CTCAGGAATC ACGCCATAAA GACTTGGTGG AGTGGACATA TAGTAAAAGG 57 7440 
TGTTACCACA GGTTTGATAT TTATCGTGAA GATCGTCTAA GCGTGGAACA AGTTTGCCGT 577500 
AATCTTGAGC ATCCGAAGTA TTCACTGCTT GGTAATAAAG ATGAGAGCAG AAAGCATCTA 577560 
AGGTTTCTGG TGTTGTTTCT TCATTATGAA TTAACGCCTC ACGCATTTTT TCGCGGAAAG 577620 
TTTCATCGTT CAAGTCAGAA CGTGCAACAC CAAGAACGGA AAAGTTTTCA CTCAAACGCC 577680 
CGATTTTGTA GAGATTATAA AGGGCTGGAA TGAGTTTACG ATGAGTTAAG TCACCAGACG 577740 
CGCCAAAAAT GACGATACAA TTATTATCAG TTTGCATAAT TATTCCTTAT TCGGCTTCCG 5778 00 
AGTAATGTCG AAAATAATGC CGTATTCTAG AGAAAAAAAC CAATCGAACC AATCAATTAA 577860 
ATTGAAAGAT AGAACGCCAA TCGAACGATT GATCGCCCAC CATAACAAAA TGCGGATTAA 577920 
TCAATGTTTC GCGTTGGTTA TAGGTTAAAG GCTCAAAATG AGAGTCAAAA ATGGCACCGT 577980 
GAGTTTCACC TAGTAGCACT TCAGCGCCAG CGGTATCCCA TTCGCCTGTT TGTCCTAAAC 578040 
GAACATAACA ATCTACCGCA CCTTCAGCCA CTAAACCGCT TTTTAAGCTA CTTGAACCAA 578100 
CCACAACAAA TTCACAAGGA AAATCCTTCG GCAAAATCGA CCGCACTTTT TCTTGTGAAG 578160 
TGGTTGCACC TACCGCAATT CGTAAAGGGC GGTCAAAATT TGTCGTGTTT TTAGTGAGTT 578220 
TTTTTACCTG ATCCAGTTGT TTTTTAAACG TGCCGAAATC ACACATTGCA TAATAAGTTG 578280 
TCGATAAAAT TGGCGCATGA ATAACGCTTA ACACGGGTTT ATTTTTACGA ACTAAGGTTA 578340 
TCAACACAGA AAATTGATCG GTACGATTAA TAAATTGTTG TGTGCCATCA AGAGGATCAA 578400 
TCAACCAATA TTCTTTCCAA TTTTTACGTT CTTCAAAGGA AATATGACAA TTTTCTTCTG 578460 
AAAGAACAGG GACATTAGGG AAAAGTGCGG TCAATTTTTC TGTCAAAAAT TGGCTCACAA 57852 0 
AAAGATCCGC TTCCGTCACA GGCGTGTTGT CTTCTTTCAA TTCAACATGA ACCTGTTTTT 578580 
GATAAAACTG TTGCAAATGC TTACCTGATT GGTAAGCAA7 CAGCAATACT TGGTTAAGTA 57864 0 
AATGTTCGTT AGCGTCAGCA TAAAATTATT CTCTTGTTTT 7GGCAGCAAC CACGGCATTA 578700 
CAAATAGAGC ATAAAATACC ATTCCGCATG TGCTTATAAC 7CGAGGGACA ATCCCCCTTC 578760 
GGTCAACCAG CCCCAAAAGG AAGTGTCTTG TTCGCCGAG7 AA7AACAAAT AAAAATAAGA 578820 
TGCCATATTG CAGTAAACAA ATGAAATGAT CGATGAAAC7 AA7ACAATCG AAGCAATGTT 578880 
ATAACGTGTG TAACGGAATT TTGCGGCTAA AAGTGCGGT7 AAAAATGCGG GAATGGCGGC 578940 
AAGAAGAAAT GCTGTGAGAG CATAGCTAGA AAAAGGAACG ATAACGCCAC TTGAGTCATC 579000 
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ATCGAACCAA ATCAAAAGTG CGGTGACGAC TATCTGTAAA ATCAGAGGGA AAAAAATAAG 57906 0 

TGTTTTTAAG TAAGATTTCA TAGTGAAAAA TAGGCTATCC AGAAGATAAC CTATTCTAAA 57912 0 

ATAAATTTAA GGATTAATCA GATTTTTTTC GCACGTAATA CGCGAGATGC AAAAATCACA 579180 

ATGCCCACGA TAAATACGAT TAAACCGAAC CACTCGCCAA TTGTATCCCA GTTTTCAAGA 579240 

TTTAAGGATA ATGGCGCTTC AGAACCACCA GTGGTAACAG AAGCCGCAAT AATGAATGCT 579300 

AAAATGACAC CCATTAAACT TTCGCCTACA ATTAAACCTG CAGAGAAAAG CGTACCGAAA 579360 

CGTTCTGCTT TAGCTGACAC TTCTTTGTTA CCAAGTTTTG CAATATGGCG AGCCATAATC 579420 

CACGCTAGGA ATGCACCAAC AATCACAGGC GTATTAATTG ATGGTGGTAA GTAAATACCA S7948 0 

ATCCCCACAG CAATAACTGG CAAGCTAAAG ACTTTGTTGC TGACTTTTTT CAAAAATGCA 579540 

TCAATCGTAA TTAACACAGC ACCTAAACCC ACACCAGTTA AGATGTAAGT CCATTCCAAT 579600 

TTATTTGTGA AAATACCTTG AGAAATGGCG GTCATTAACG TTGCTTGTGG TGCAGATAAG 579660 

GCTTGTGAAG GATCCATATC TGGACGTGGC AATGCACCAC TGAAACCATA CGCGTGATAT 579720 

AAGATTTCTA ACACTGGCGC GATAACAAGT GCACCGACAA AGCAGCCGAT AATTAATGCA 579780 

ACTTGTTGTC GCCAAGGTGT TGCTTCAACT AATAAACCCG TTTTTAAATC TTGTAGATTA 579840 

TCATTAGAAA TACAGGCTGT AGTGATTACG ATAGATGCCG TAAACAATGT AAGTGCGGTT 579900 

AAAAATTTCT GACCATCTAC AGTTTCAAAT AAGCCCGAGG CATTACCGAT TGACACCAAT 579960 

ACTAATGAAA TCACGATAAC AGAAATAATT CCGATACCAG AAATTGGGCT TGAAGATGAA 580020 

CCCACTAAAC CAGCCATATA ACCAGAAGCC GCTGCCACAA AGAAGCCGAT AAATACCGCT 5B0080 

AAGAAAGTAC AAACTACCAC TAATAAAATG GAAAGCTCAG GCGAAATTGG TGCCGCCGCA 580140 

ATAAAGTGAT GTAATGAAAT AACAATTAAC GCAACCGTCG CAATTAAGAT ATAAATCATT 580200 

GTTTTTGGAG AAAGGTCAAT ATCAATACGA TGTTCTGATG CCTCTTGCCC ACCTTTCAGC 580260 

ATACGGAAAG AATGAACCAT TCCTTCAATC ATTGGTTTCA TTAAAATCAG CAATGTCCAA 580320 

ATCGCAGCAA TGCCAATTGT ACCCACACCA ATATAACGCA CTTTGGTTTT CCAAACAGTC 580380 

ATCGCAGAAT CATTAAACTT GCATCCGCGG CAATATCTTC T3ACATTGTG AAATATGGCA 580440 

CTGCCACACC CCAAGTCAAA ATAACACCGA TCAACATTGC GATACCGCCC ACGATACCAA 580500 

TTAAATAACC AGCACCGAGT AAGGCAAGTG AAAAGCCCAT TG3TAATTGG AACGCCGCTT 580560 

TTCCTGTTTG AATCCAAGCA CTTGCACCAT CAGCCATCAC 3CGTAAACCA TTAGTTAAAA 580620 

ATGCCACTAA TCCTGCTAAA ACACCACCGT AAGCAATATC T7TCACACCG CTGTCGCCAT 5806 80 
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CTGCATGATT ACCTGCTTTC AAAATTTCTG CAGCGGCTAC CCCTTCAGGA TAAGGTAAAT 580740 

TACTATTTAC CACCATTGCA CGGCGTAATG GAATAGTGAA TAACACGCCC AATGTACCAC 58 08 00 

CAGCTGCACA AATCAACATC GTTTSCCAGA ATGGGAAATC TTGCCAGTAG CCCATCATTA 580860 

ATAAACCAGG CAAGACGAAG ATCACAGAAG AAAGCGTACC 7GCTGAAGAT GCTTGAGTTT 580920 

GCACCATATT ATTTTCAAGA ATGCTAGAAT CTTTGAAAAA TTTGAGTACT GC CAT AG AAA 580980 

TGACGGCCGC TGGAATAGAT GACGCAAATG TCACCCCCAC TTTTAGACCG AGATACACAT 581040 

TGGATGCAGT GAAAATTACC GTAATCAATG CACCGAGGAT AATTCCTCAA ACGGTCAATT 581100 

CTTTTAAGTT TTCGTTATAC ATAAATTGTT CCTTGAGCTT AAAAAAAGAA AACCGCGCAA 581160 

CCTTGTCAAA AATTTGACTA T TT TTCAAGT TTTTTTAACA TAAAATTTGT TTTATTGAAA 581220 

AATGTTTAAA TTAACCTGTT TTTATTTTTT TTTCATTTAA TAAAAATCCT ATTAAAGAAT 581280 

AAAATTTTTA ATAACAGTTC ATTAGCATAC TTTGTGGTAC 7ATTTTGTCG AATCAAAATA 581340 

AGGAGAAAAT AATGGCAGAA AAAGAAGTCA GATTAGATAA ATGGTTGTGG GCTGCCCGAT 581400 

TTTACAAAAC ACGGAGCATT GCTAAAGCGA TGATTGAAAG TGGTAAAGTG CATTACAAGA 581460 

ATCAACGTGC GAAAGTAAGT AAAATTGTGG AAGTGGGCGC AATGTTAAAA CTTCGCCAGG 581520 

GAAACGAAGA AAAAGAAATA AAAATTATCG CCTTAAGCGA TCAACGCCGA GGTGCGCCAG 581580 

AAGCACAATT ACTCTATCAA GAAACCGAAA GTAGCGTGAA AAAAAGAGAA GAAATCGCAT 581640 

GGG CAAGAAA AAATAATTCC CTTTCAATGC CCCATCCTGA TCGTCGCCCA AATAAAAAAG 581700 

AGCGGAGAGA TTTATTGAAA TTTAAACACC AAGATAAATT TGAATAAAAA TTTCACCGCA 581760 

CTTTCTATGT TCTTAAGGTT TAATATCTCG CAAAATTGGA TT7TGCATTG AAATCAAGGT 581820 

TTCAGTGGAT TGAATTTCAT CAATTAACTG AATCTTGGTC GCCAAAACGG AATGTAATTC 581880 

TGCAATTGTG TGTGTCATCA CTTTTAAGAA AATCGAATAA TTGCCCGTTG TATAATAGGC 581940 

CTCGACTACT TCATCAAAAC TTTCTAGCTT TTTGATCACT TTTTCATAAT CTTTTGCACT 582000 

TTTTAGAATA ATGCCGATAA AACAACATAC ATCATAGCCT AA7TTACGTT CATCAATAAT 5B2060 

TACTTTTGTG CCTTTAATAA TGCCCGATTG ACGCATTTTT TCGACCCGAA CGTGAATCGT 582120 

TCCTGGACTA ACACCAAAAT TTTTAGCCAT TTCTGCGTA7 3G7GTTCTCG CATCTTTAGT 582180 

GAGTACACGT AATATTTTTT GATCTAAACT ATCAATGTTG 7GCATAAAAC TTCCTCCTTT 582240 

AGATTTTATT TAATTTTTTC ACAATGAATT AGATGATAT7 CAACCAAGAA AAGAAAGTAA 582300 

ATAAAATACT TGAAATAAAA TCATTATTTA CTGAATAATA CTCAAAAATA TTACTCCTCG 582360 
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TTAAAAAAGG TTATCAAAAT GAAAAAGACA TTTATTTTAC AACAACAAGA AATCAGCTTT 582420 

GTGAAGAACA CTTTTACCCA AAATCTTATT GAGCAACTTG GCATTATTGA AGTGCAAGGC 582480 

CCAATTTTGA GCCAAGTGGG TAACGGAATG CAAGATAACT TATCAGGCAT TGAAAAAGCC 582540 

GTACAGGTTA ATGTGAAATG TATTCCAAAT GCCGTATTTG AAGTTGTGCA TTCTCTTGCG 582600 

AAATGGAAAC GCCATACATT AGCTCGTTTC AACTTTAAAG AAGACGAAGG CTTGTTTGTT 582660 

CATATGAAAG CATTGCGTCC CGATGAAGAT TCTCTTGATC CAACGCACTC TGTTTATGTA 582720 

GATCAATGGG ACTGGGAAAA AGTGATTCCT GAAGGTCGTC GTAATTTTGC ATACTTAAAA 582780 

GAAACGGTAA ATTCTATTTA TCGTGCTATT CGTTTAACAG AATTAGCCGT AGAAGCACGT 582B40 

TTTGATATTC CTTCCATTCT TCCAAAAGAG ATTACCTTTG TGCATAGCGA AGATTTAGTA 582900 

AAACGCTATC CAGATTTAAG CAGTAAAGAG CGTGAAAACG CAATTTGTAA AGAATACGGT 582960 

GCAGTATTCT TAATCGGGAT TGGCGGCAAA CTTTCAGATG GCAAACCTCA TGATGGTCGT 583020 

GCACCTGACT ATGATGACTG GACAACAGAA TCTGAAAATG GCTACAAAGG CTTAAATGGC 583080 

GACATTTTGG TATGGAACGA CCAATTAGGC AAAGCCTTTG AACTTTCCTC AATGGGTATC 583140 

CGCGTAGATG AAAGTGCATT ACGCTTACAA GTTGGCTTAA CAGGCGATGA AGACCATTTA 583200 

AAAATGGATT GGCACCAAGA TTTATTAAAC GGGAAATTGC CATTAACTAT CGGCGGTGGT 583260 

ATCGGTCAAT CTCGCTTAGC GATGCTTTTA CTTCGTAAAA AACATATCGG TGAAGTGCAA 583320 

TCAAGCGTAT GGCCAAAAGA AATGTTAGAA GAATTTTCAA ACATTCTTTA AAATCAATTA 583380 

AGTAGATAAC AAAAGTGCGG TAAAAATTAA CCGCACTTTT TATTAGATGG AAAACTTAAA 58344 0 

GAATACTTAA TAGCTGGGCA AAATCATCAA ACACCCAATC TGGATTGGAT TCACGGATAG 583500 

GGATATTGTA ATTGTAGCCG TAAGTTAAAC CAACAACTGC ACAGCCCGCA GCGTGACCTG 583560 

CGATAATATC ATTTTTAGAA TCGCCCACGA AAAGCACTTG GCGTGGTTCA AAACCAAATT 583620 

TTCCGCATAA ATAATAAAGT GGAGCTGGAT GTGGCTTAAT 3GCAGGTAAG GATTGACCGC 583680 

CCAACATTTC ACTAAATAAA TGGTCAATGC CAAATGCGGC CAATACTGGC TGAACATGTC 583740 

TTGTGGGTTT ATTGGTAACA ACTGCTAGGA CATAGCCTTT 7TCTTTCAGG ATTTCTAAAG 583800 

TTTCTTTTAC ATTTGGATAC AAGCGGCTGA CATTACATAA A77CTCGCCA TAATAAAAAT 5B3e60 

TAAAACGTTC TGTTACTTGC TTAACCTCTG TTTCAGTTAG CACTTTTCCT GTTTGTTTTT 583920 

TCGCCCAATC TAACGCTCGA GCAATTAATA CAGGTGCACC ATTGCCGATC CAAGTTAAAA 583980 

CTAATTCTTC TGGCGCTTGC GGTAAATTAA ATTCAGCCAA 3 3CAGAATTT ACGGATAACG 584040 
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CTAAATCAGG CAGGCTATTT ACCAAGGTGC CATCTAAATC AAAGCCAATA AGTTTAAATT 584100 

GTGTGTTCAT TGTTTTTCTC TGTTCTATTA CGATCGTGTT TTATTAAAAT AACAGTTATG 564160 

CGCTAACACT TGCTAACTGT GTACGTATTT GGTCAATAAC TTGTTTATAA TCTGGCTTAC 584220 

CAAAAATTGC AGAACCTGCC ACGAACATAT CTGCACCCGC CGCGGCAATT TCTGCGATGT 584280 

TATCAACCTT CACGCCACCA TCTACTTCAA GACGAATGTC ATAACCACTT TCATCAATGA 58424 0 

TCTTACGAGC CTGTTGTAAT TTCTTCAATG TTGCTGGAAT AAAAGATTGT CCGCCAAATC 584400 

CAGGATTCAC TGACATTAAT AAAACCACAT CCACTTTATC CAAAACATAA TCTAAATAGC 584460 

TCAACGGCAT CGCAGGATTA AAAACTAATC CAGATTTACA ACCACAATCG CGAATAAGCT 584520 

GCAAAGAGCG GTCAATATGT TCGCTAGATT CTGGGTGAAA AGTGATGTAG TTCGCACCCG 584580 

CTTTAGCAAA ATCGGGAATA ATGCGATCGA CGGGTTTTAC CATTAAATGC ACATCTATCG 584640 

GTGCGGTAAT GCCATAATCA CGTAAAGCCT GACATACCGC AGGCCCAAAA GTGAGATTAG 584700 

GTACATAATG ATTATCCATA ACATCAAAAT GAATAACATC CGCGCCTGCA TTAAGTACGT 584760 

TTTGTACGTC ATCGCCAAGA CGTGCAAGAT CGGCAGAAAG AATTGATGGG GCGATAAGAT 584820 

AAGGTTTCAT AAAGGTTCTC CGTTGAGAAA ATGAGTGCAT TTAGtTTACT CACTTAACGT 584880 

CAAAAAACCA ACAGTAATCC TTATATGAAA TAACAAGATA AACAAAGAAA GGGCTCTTTG 584940 

GTGCCCTTTC AGTCATGAAT ATAAATAGAC GAAAATTTAC ACGTCCAAAT TTGCTCTTAA 585000 

CGCATTCAGC TCAATGAACT CACGACGTGG CTCAACTTCA TCTCCCATTA AGGTAGTGAA 585060 

TAATTGATCT GCTGCAACAG CATCTTTAAT AGAAACTTTC AACATACGAC GTGAATTTGG 585120 

ATCCATTGTG GTTTCCCAAA GTTGATCTGC ATTCATTTCC CCAAGCCCTT TATAACGTTG 585180 

TACTTCAAGA CCTTTACGAG AnTCTTTCAC TAACCATTCA ACGGCTTGTT CAAAACTACG 585240 

CACTGGTTGT ACTTTTTCGC CACGAATAAC ATAAGCACCC TCTTCTAATA AACCATTGAG 585300 

TTGTTTATTA AGAGAAACAA TTTTTGCGTA TTCATTGCCG 7GAACAAAAT CAAAATTCAA 585360 

GAAATAATCG GTATCAATAC CGTGTTTGCG AACAGTAATC ACCGCTTCAT ACACTTGGCG 585420 

TTCCGCATTA AATTGTGTAC GCACTGAATA TTGATGTGCT rCAGTTTCTT TTGCAGTCAG 585480 

TTGTTCAACA AAAGATTTAC CCCAATTTTC CACCGCACTT TCC7CTTTCA TCATTTCAAT 585540 

AGAAATTGGC GACTGATAAA TTAATCCTTG CAATACAGGG GCTGGGTAAT GACGGTTTAA 585600 

ACGACCGATA AGTTTTTGTA CGCTGTTATA TTCTGCCACC AATTTCTCAA ATACAAGGGC 585660 

ATTCATTGCT GGTGCATTTG TGCTGATATG TAATTCTGCG CCATCTAACG CAAGGGTTAA 585720 
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TTCATATTGC TCCATTTCAT CCGCATCTTT AATGTAGCGT TCTTGTTTTC CTTTTTTCAC 585780 
TTTGTAAAGT GGCGGCTGAG CAATG7AAAC ATAACCACGC TCAATCAGCT CAGGCATTTG 585840 . 
ACGATAGAAG AAGGTTAAAA GCAAC3TACG GATGTGAGAA CCATCCACAT CAGCATCGGT 585900 
CATAATAATG ATATGATGAT AACGTAATTT ATCTGGATTA TATTCATCAC GACCAATACC 5B5960 
GCAGCCTAAA GCAGTAATTA ATGT3CCCAC TTCTTGGGAA GACAACATTT TGTCGAAACG 586020 
TGCTTTTTCT ACGTTTAAGA TTTTACCTTT CAATGGCAAA ATTGCTTGAG TTTTACGATC 586080 
ACGACCAACT TTTGCAGAAC CACCC3CGGA GTCCCCCTCC ACCAAGTAAA GTTCAGAAAG 586140 
AGCAGGATCT TTTTCTTGGC AGTCT3CTAG TTTACCTGGT AAACCTGGAA TATCTAATGC 586200 
CCCTTTACGG CGCGTCATTT CACGC3CTTT ACGTGCTGCT TCACGCGCAC GCGCTGCCAT 586260 
AATAATTTGA TTTACAATGA TTTTTGCATC TGCAGGATTT TCCAATAAAT ATTCCTGCAT 586320 
TTTTTCATTC ATCGCAGATT CCACCGCGCT TTTAACTTCT GAAGACACGA GTTTGTCTTT 586380 
CGTTTGCGAT GAGAATTTTG GATCAGGCAC TTTAACGGAA ATAATCGCCA CCAAACCTTC 586440 
ACGTGCATCA TCGCCTGAAG TCGCCACTTT TTCTTTTTTC AGCATGCCTT CGTTTTCCAT 586500 
ATAGCTATTT AAGCTACGGG TTAAAGCTCC ACGAAAACCA GCTAAGTGAG TACCGCCATC 586560 
ACGTTGAGGA ATGTTATTGG TAAAGCAGTA CACGTTTTCA TTTACACCAT CATTCCATTG 586620 
CAAGGCGACT TCTACGCCGA TGCCATCTTT CTCAGCGGTA AAATAAAATG GCTTTGGATG 5B6680 
AATTGGGTTT TTATTTTTGT TCAAATATTC TACGAATGCT TGAATACCGC CTTCATAATG 586740 
GAAATGATCT TCAGATCCAT CACGTTTATC GATTAAACGA ATAGATACGC CAGAATTCAA 586800 
GAAAGAAAGC TCACGTAAGC GTTTTGCTAA GATTTTGTAA TCAAAGGTTG TGATAGCAAA 586860 
AATATCTGAG CTTGGCCAGA AACGAACCGT TGTCCCCGTT GCCTCTGTTT CGCCAATCAC 586920 
TGTTAATGGC GATTGAGGCT CCCCTAAATG ATAAAACTGC TCGTGAACGT GACCTTGACG 586980 
ACGAATGGTT AATTGTAACT TATCAGAAAG CGCATTCACT ACA3ATACGC CCACGCCGTG 587040 
TAAACCGCCC GATACTTTAT AAGAGTTATC GTCAAATTTA CCG3CTGCGT GAAGCACAGT 587100 
CATAATAACT TCTGCTGCAG AAACGCCTTC TTCAGGATGA ATATCCACAG GAATCCCGCC 587160 
CCCATCATCT TGCACCGATA CAGAATTATC ATCGTGAATT 3TCACGATAA TATCGGAACA 587220 
ATGGCCAGCG AGGGCTTCAT CAATGGCATT ATCCACCACT TCAAATACCA TATGGTGCAA 587280 
ACCAGTACCG TCATCGGTAT CGCCGATATA CATACCAGGA C3CTTACGCA CCGCATCAAG 587340 
GCCTTTTAAT ACTTTAATGC TCGATGCACC ATAGTTATCA TTG3TCGTTT CTGACATAAT 587400 
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TTATCTCATT CTTTTGTAAA TAAAAATTGG GCGAGATTAT AGCAAAAAAT CGCCGTTTTG 587460 
GCGATGCTTT TCGGGAAAGG AAAACGATAA AAAAAGGGCG AATAATTTCG CCCCATAACT 567520 
TGTTATTTTT TCCAATTTTT TAGTGCATCA GGCAAAGGCA TTGCCTATCA CATTATTACC 587580 
TCTTGAATTA CGCGCCTCTC GCTGCATATT TCCACGAGG7 CTTGTGGATA AAGTGCGGTC 587640 
AGATTTGCTA TCATTTTTGA CCGCACTTTC ATCTAATCGC ATCGTCAATG CAATGCGTTT 587700 
ACGTGGCACA TCCACTTCTA ACACTTTGAC TTTTACAATG TTGCCTGTTT TTACCACTTG 587 760 
ATGGGGATCT TCCCACGAAT TTATCGCTTA ATGATGAAAT ATGCACTAAA CCATCTTGAT 58782 0 
GAACACCAAT ATCCACAAAT GCGCCAAAAT TAGTTACATT AGTCACTGTT CCTTCTAAAA 567880 
TCATTCCAGA TTTTAAATCC GTTATTTCTT CCACGCCCTC AGCAAATACA GCGGTTTTGA 587940 
ACTCGCCACG CGGATCGCGC CCTGGTTTTT CTAACTCTTT GAAAATATCT TGGACGGTCG 588000 
GTAAACCAAA TTGCTCATCA ATGAATTGTT TTGCATCAAG CTGACGTACC ACACCGGCAT 588060 
TACTCATTAA ATCTTGAATA GATTGCGCGG TAGCTTGCAA AATTTTTTCG ACCACAGGAT 586120 
AAGCTTCTGG GTGAACACCT GAAGCATCAA GTGGATTTTT CCCGTTTGCA ATACGCATAA 588180 
AGCCTGCACA TTGCTCAAAG GCTTTTGGCC CTAAACGTGG CAC TTTTTT C AATTCGCTAC 588240 
GACTTTCAAA ACGCCCATTT TCATCACGAT ATTCCACAAT GTTTTGCGCT AAGGTTTTCG 588300 
TCATTCCAGC CACGCGAGCG AGCAATGGTG CGGATGCCGT ATTCAAATCC ACACCTACTG 588360 
CGTTTACACA GTCTTCCACT ACTGCATCGA GTTTACGCGC AAGTTGGGTT TGGTTTACAT 588420 
CGTGCTGATA TTGCCCTACA CCAATGGCTT TCGGTTCGAT TTTCACTAAT TCTGCCAATG 588480 
GATCTTGTAA ACGACGTGCA ATAGAGACCG CACCACGTAA AGATACATCT AAATTCGGGA 58854 0 
ATTCATTTGC GGCAAATTCA GAAGCTGAAT AAACGGACGC GCCACTTCGC TTACTACAAC 588600 
GGTTTGTGGT TTATTTTCTT TAATTTCTTT AATCACGTCT TTCGCAAAAC GTTCAGTTTC 5B8660 
ACGAGAAGCC GTACCATTAC CAATGGCAAT TAATTCCACG TTATGTTTGC GGATTAAGCT 588720 
GAAAATCGCC ACTTGAGCTT CAGCTTCACG ACCCGTGTG7 GGA7AAATGG TGGTGGTATC 588780 
TAATAATTTA CCTGTGTTAT CAACCATCGC GACTTTAACA CC7GTACGTA AGCCTGGGTC 588840 
CAAGCCCATT GTGCTCTTCG CACCAGCCGG TGCAGCCATT AAAAGTGCGG TCAGATTTCG 588900 
GGCGAAAACA TCTATGGCTT CTTCTTCCGC TTTTTCACG7 AAAC7TGCCA TTAATTCCGT 588960 
TTCTAAATGC AACGAAACTT TGATTTTCCA CGTCCACGCA ATCACTTGCT CACGCCATTT 569020 
ATCTGCTGGC TGTCCCGTGA AACGTACATC TAAATAATCA CGAA7AATTT CTTCACAATA 589080 
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ACTTTGACGA CTTCCCTCTT CCGCATCAGG ATCAGCATTT AAACTTAATT GTAAAATGCC 589140 
CTCATTACGT CCACGGAACA TAGCCAATGC TCGGTGAGAA GGCACATTTT TCAATAATTC S89200 
TTGGTGGTCG AAATAATCTT GGAATTTTGC ACCTTCCGTT TCTTTGCCTT CGATCACTTT 589260 
TGATACGATA ACCGCATTTT TCGCTAAATA ATCACGGACT TTCGCTAATA AGCCCGCATC 589320 
TTCAGCAAAA CGTTCCATTA AAATAATGCG AGCACCGTCT AACGCAGCTT TGCTATCAGC 589380 
TACGCCTTTT TCAGCATCAA CAAAGGAAAG TGCGGTTGAT TCTGGATCAT TTTTTGGCTC 589440 
ATTCCAAAGT AAATTAGCCA ATGGC7CAAG ACCGGCTTCA ATGGCAATTT GCCCTTTGGT 589500 
GCGACGTTTA GGTTTGTACG GTAAATATAA ATCCTCTAAT TCGGTTTTGC TTTGTGTCGC 589560 
ATGGATTTTG TCACGCAATT CATCGGTCAA TTTCCCTTGC TCTTCAATAG ATTTCAAAAT 589620 
AGTTTGACGA CGATCTTCTA ATTCACGCAA ATAAATTAAA CGGGTTTCAA AATGACGAAG 589680 
TTGGGTGTCA TCTAAGCCAC CTGTAGCTTC TTTACGATAA CGTGCAATAA ATGGAATGGT 589740 
GTTGCCATCA TCTAATAATT GAATAGCTGC AAAGATTTGT TGGGGTTGAA CGGTTAATTC 589800 
TGCCGCAATA ATTTGGCTAA TTTGTTGATT TAACATTGTC 3TACTTCTTT ATTATAAAAA 589860 
AACGAAGATA GAATACTGGT TTTAGCGGGA TGGCTCAAAT ATAATTCAAA AAACTTTCTT 589920 
TTATTTTTAT TATGGCAAAA TCAAATTATA TTACCCGTCA AGGCTGGCTT GCGCTTGACC 589980 
AAGAACTCAA GTTTTTGTGG AAAGAAGAAC GCCCAAAAGT CACTCAAGCC GTTTCAGATG 590040 
CAGCTGCGCT AGGCGATCGT AGCGAAAATG CCGAATATAT TTATGGTAAA CGTCGTTTAC 590100 
GTGAAATTGA TCGCCGCGTG CGTTTTTTAA CTAAAAGATT AGAAGTGCTA CAAATTGTCG 590160 
ATTACAACCC AAAGCAAGAG GGAAAAGTTT TCTTCGGTGC 3TGGGTGGAA TTAGAAAATG 590220 
AAGAAGGCGA AACCAAGCAA TATCGTATCG TCGGTTGTGA 7GAATTTGCC CCTGCGAAAA 590280 
ATTGGATATC CATTGATTCC CCAGTTGCTC GAGCTTTAAT CGGAAAAACA TTAGACGACG 590340 
AAGTGCGGGT AGAAACGCCC TCAGGTTTTA TCACACTTTA TGTGAATAAA ATTTGGTATG 590400 
AAAAATAACT TGGAAGAATA AAAGATAACA AATACCTAAG CACAAAGAAA AACTAATTGA 590460 
CTAGATATAA AAACTATCTT ACTTGCCTCT TTCCTTATTC 3CT3CAAAAT CAGCACCTTT 590520 
TGCAAGCATT CTCAATTGCA AAATCACACG TGCTTTAAGT TGCTCACGTT CAGCTTTACT 590580 
CATATCTAAA GCATTAGCCC CTGCAGTGAA TACGATTGTT ACGATGCCTT CCGCTTGAAC 590640 
ATAAGCAACA TATTGCGAAT ATTGATGTTT GTAGGAAATA TA.TTCTGCTA ACTCATCAAC 590700 
AAAATGCTTA ATTTCGCGTG CTGCCGCAGT ACGAAAAGCT "TGAGAAGTGC CTGAACTTTC 590760 
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GCGTAATAAC AAGCGAAAAA CGTTC3TGCT ATTAGTAATA AATTCAAAAA ATGTATCCAC 
AGAAACAGAA ATAACACTAC CGCCCGCATC AATGCGTTTA CGCGCTTGAC GCATTAATTG 
GCGCAACATC AAACCTGCTT CATCCACCAT TTCTAAGCCA AGTTCAtCCA TATCACTAAA 
ATGGCGATAG AAAGAGGTAG GCGCAATACC AGCCTCGCGC GCCACTTCTC GTAAACTTAA 
ATTAGAAAAA CTTTTTTCTG CGCTAAGTTG ATTAAATGCT GCATCCACTA AAGCGCGACG 
AGTCTTTTCT TTTTGAACAG CACGAACACC AGCCATTATT TCAACCCATC TAGAATAGAT 
TTAACTTCAT CGCTGACCGC ACTTGCCACA CGCTCATAAC GATTACGTAA TGGCGAACCA 
GGACGATAAA CCAACGCAAT GGTGCGTGAT GGCTCTGGCG AATAACAAGG AATATATTTC 
ACACCTTTGC GCGTACCTTC ATTTAGTACC GCTAAwTCAG GCATAAAGGT GATAC CAGCA 
TTGGCTGCCA CCATATTGCG CAAAGTTTCA AGACTAGTTG CTTGGAAATG GGAATTTTCT 
TTTGCGCCAG CAGTGAAGCA ATAATCTAGC GCTTGATTAC GCAAACAATG ACCATCATCA 
AGCATTAACA TTTCTTGACC ATTTAATTGG TTCATTGGAA GTTTACTTTC TTGAGCCCAA 
GGATGATGCT CTGATACGGC GAGTAACATT TTCTCGTTGA AAATAGGTAC TTCAATAAAA 
GCCTCAGTTT CTGGAACAGT GGCAACGATA GCACAATCTA AACGCCCCGT TTCCAATTGT 
TCTAATAATT GATGCGTTTG CGCTTCATAA AGAAACACTT CTAAATCAGG GAATGCCGCT 
TTTAACATTG GCACAATATA AGGGAGCAAA TAAGGACCAA CCGTTGGAAT TAAACCGATG 
TGTAATGGCC CGGTCATTTC TTTACCTTGA TTACTCGCCA TTTCTTTCAA TAATTTTACT 
TCTCGAAGAA CTGTACGAGC CTGATCAACC AATAACATCC CAGATTGAGT AAACAACACT 
TTACGGCTAG TACGTTCTAA CAAAATAATA CCGAGCTCAT CTTCTAACTT ACGAATTTGC 
CCACTTAATG TTGGTTGGCT CACATTACAA GAATCGGCAG CACGGCGGAA ATGTTTATAT 
TCAGATAAAG CAACAAGATA TTCTAGATCA CGGATATTCA 7GAGATTTTC CCTATAGAAA 
AATTCAATTA AAAGAATAGA ATTAATTGAT TATGACTATA TCA7AATTTT CCCTATAATA 
CAGCACGTAA AATTTAAATT AACAACCAAT AGGAGAAAAA ACAA7GTCTA GTATGGAAGG 
AAAAAAAGTC CCTCAAGTGA CATTCCGCAC TCGTCAGGGT 3ATAAATGGG TTGATGTAAC 
TACCTCAGAG TTATTTGATA ACAAAACAGT GATCGTnTTC TCA7TACCGG GCGCATTCAC 
TCCAACTTGC TCATCATCAC ACTTACCACG TTACAACGAA TTAGC3CCAG TATTCAAAAA 
ATACGGTGTA GACGATATTC TTGTTGTATC TGTAAATGAT ACTT7CGTAA TGAACGCATG 
GAAAGAAGAT GAAAAATCTG AAAACATCTC TTTCATTCCA 3A73S7AATG GTGAATTTAC 
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CGAAGGCATG GGTATGTTAG TTGGTAAAGA AGATTTAGGC TTCGGCAAAC GTTCATGGCG 5 92500 

TTATTCTATG CTTGTGAAAA ACGGCGTAGT TGAAAAAATG TTTATCGAAC CAAACGAACC 5 92560 

AGGCGATCCG TTCAAAGTAT CCGATGCTGA CACTATGTTG AAATACCTTG CACCACAACA 592620 

CCAAGTGCAA GAGTCTATTT CAATCTTCAC AAAACCTGGC TGTCCTTTCT GTGCAAAAGC 592680 

AAAACAACTT TTACACGATA AAGGCTTAAG CTTTGAAGAA AT CAT ATT AG GTCACGATGC 592740 

AACAATCGTG AGCGTACGTG CAGTTTCAGG TCGTACTACT GTTCCACAAG TGTTTATCGG 592800 

TGGTAAACAT ATTGGCGGTA GCGACGATTT AGAAAAATAC TTTGCATAAG CAAGTATTTA 592860 

GCTAATTATT ATTTGGGAAT GTAATTTAAA GGGCGCATTA AGCGCCCTTT TCATTTGTAC 592920 

GAATTTATTG CAAAAATCAA TAATGGGGCG GTGGCGTTTC TTCAGATTGA CTTGCAATGT 592980 

TAGACGATTG AAAGTCTTTT AATTTATTTG CCATATAACG CAATTGGACT TGCATTTTAT 593040 

CAATATCAAA TTGCTGTTGA ACTAAAGCGT GATTTAATTC ATCTAATAAC TGTTCCTGAA 593100 

ATGCAATTTT CATTTCAAGT TCTTCGATGC GATTTTCTAA CATTTGTTGA ATTTGCATAA 59316 0 

ATTTTCTCTA AATTCTAAAA AAAAGTTGAG AATAGATAGA AAGCCATTTA ATCTATTCCT 5 93220 

CGTATTATTC CATTCATTAT AAAGGATTAA CTTATATGTT AAAAATTCAA AAATTATCTA 593280 

TTGCAGCATT AATGGTAAGT GCGGTGATTT CTGGCCAAGT TTTTGCAGAA GATAACACAT 593340 

TCGATGAAAA AGCGGCATCT TATGCAGTAG GTACGCTCAT GGGCAGTCAA ATGAAAGATC 593400 

TTGTTGATTC CCACAAAGAA GTCATTAAAT ATGATAATGC GCGTATTTTA GATGGCTTAA 593460 

AAGATGCTTT AGAAGGCAAA GTGGATGTTC GTAAAGATGA AAAAATCCAA AAAACCTTAG 593520 

AATCTATTGA AGCAAAATTA GTGGCTGCAT CAAAAGCAAA AGCAGAATCG ATTGCTAAAC 593580 

AAGCAAAAGA AGAAGGCGAT AAATTCCGTG CTGAATTTGC TAAAGGGAAA GATGTAAAAA 593640 

CGACGCAATC TGGTTTAATG TATAAAATTG AAAGTGCAGG TAAAGGCGAT ACAATCAAAT 593700 

CAACGGATAC CGTTAAAGTA CATTACACGG GTAAATTACC AAATGGAAAA GTATTTGATA 593760 

GCTCTGTCGA GCGCGGACAA CCTGTAGAAT TCCAACTTGA T CAAGTAATT AAAGGCTGGA 593820 

CTGAAGGTCT TCAATTAGTG AAAAAAGGCG GAAAAATTCA ATTCGTTATT GCACCTGAAT 593880 

TAGGCTATGG CGAACAAGGT GCTGGTGCAT CTATTCCACC AAATTCAACA TTAATTTTTG 593 940 

ATGTGGAAGT ATTGGACGTC AATCCGAAAT CTGAAAAATA ACGGATAAGT TTAATAGCGC 594000 

GCGTTCTTTA ACGCGTGCTT TTTATTATAA AAACGAGCGG AATTTTTACC GCACTTTTAA 59406 0 

CCTAACGCTA TGACATTAAA CGATAAATAT CCTTTCACTG ATGAAGATCA GGCTATCATA 594120 
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AATTCCTACA AAGCAGTCGT 


TGATG3TGTC 


AGCGCACTGA 


TTGGCGAGCA 


CTGCGAAATC 


594180 


GTGCTTCATT 


CTCTCGAAAA 


TATTGAACAT 


TCTGCTATTT 


3TATTGCCAA 


CGGACATAAC 


594240 


ACTAATCGGC 


AAGTTGGTTC 


GCCAATCACC 


GATCTTGCCT 


TACGTTCGCT 


CCGAAATATG 


594300 


CAAAGCGAAA 


GTGTTTCAAA 


GCCTTATTTT 


ACACGAGCAA AAGGCAGCGT ACTGATGAAA 


594360 


TCAGTTACTA 


TTGCCATTCG 


TAATAAAACT 


CAACGTATTA 


TTGGTTTGCT 


TTGTATTAAT 


594420 


^ATCAATTTAG 


ACGTACCTGT 


ATCTCAATTT 


TTGCAATGCT 


TTATGCTAAC 


GGAGCATACG 


594480 


AATGAAACAT 


CTTCAGTGAA 


CTTTGCGAAT 


TCAGTGGAAG 


ACTTGGTTGC 


GCAGACTATT 


594540 


GAAAAAACAA 


TAGAAGAAGT 


CAATGCGGAT 


CGTGCTGTTG 


CCAATAATAC 


TAAAAACCGA. 


594600 


CAAATCGTCC 


TTTCTCTTTA 


CGAAAAAGGT 


ATTTTTGATA 


TTAAAGATGC 


GATTAATTTA 


594660 


GTCGCTGAAC 


GTTTAGATAT 


TTCCCGACAT 


ACGGTTTACC 


TGTACATCCG 


CCAAATCAAA 


594720 


CAAGAGCAAG 


AATAATGCGC 


TATGTTATCG 


CCGTCAAAAG 


CCCTATTTAC 


GGAAAGCAAG 


594780 


GGGCATTTTT 


AGCTTATCAA 


TTTGCAGAAT 


CCTTAATCAA AAAAGAACAC GAAATCTCAC 


594840 


AGATTTTTTT 


CTTTCAAGAT 


GGAGTGAGTA 


ACGGAAATGC 


ATTAGTGTAT 


CCAGCCAACG 


594900 


ATGAAGTTAA 


TTTACAAAAA 


CATTGGCAAA 


TGTTTTCTAT 


TACCTACAAT 


GTTCCTTTAC 


594960 


ATTTATGTGT 


TGCAGCATCT 


CAAAGACGAG 


GTGTTGTTGA TAACTTAACT ACACCAACTA 


595020 


CAGCTCACTA 


CAATCTTGCA 


GAGGGATTCA 


CAATTGCAGG 


TCTTGGAGAA 


TTTATAGCAG 


595080 


CAAGTTTAAA 


CGCAGATCGA 


GTGATAACCC 


TATGAAAATA 


GCCTTTTTAT 


TTCGCACATC 


595140 


TCCACATGGC 


ACATCCATTT 


C CG AG AAGG 


CTTAGATGCA 


ATTCTTGCCG 


CGACAGCTTT 


595200 


TTGTGAACCC 


AATGATATTG 
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TATCGATGAT 


G3CGTATTAA 


ATCTTATCGA 


595260 


TAACCAACAA 


CCCGAAATCA 


TTCAACAAAA 


AGATTTCATT 


AGAACCTTTA 


AATTATTAGA 


595220 


TTTATATGAT 


GTAGAACAAC 


GCTTTATCTG 


CACAGCGTCT 


TTGCAGAAAT 


TTAAATTAGA 


5953B0 


TAATAGAGaA 


CTTATCCTAT 


CTTGTGAAAA 


AATTGACCGC 


TCTTTATTGC 


TAGAAAAGCT 


595440 


TAATCAAGCA GgAAAATTGT 


TTACTTTCTA AGGAATATTA 




ATTTTCTCAA 


595500 


TCAGATTATC 


CCAAAACTGA ACTAGATGAT 


TATTTTTCAT 


ATATTACAGA 


AAAAGATGCG 


595560 


GTAGTACTAT 


GGCAAGACGG 


TGTGTTATTG 


GCAATAAAAT 


A7CCTGATTA 


TTTTGCCAAA 


5 9562 0 


TGTAAAGGGA 


ATTGCATGAT 


ATTAAAACAA 


GATATTTTAG 


CAAGAAATCT 


CACCGCACTT 


595680 


TTACCTCAAA 


GCAGCAAGAT 


AAAATTAATA 


TCAATAGAAG 


AAC7TGTTGG AATCACTGAA 


595740 


AATTATTTAC 


CACAGCTATC 


ACTATAAAAA TCAAATAATT 




TCAAGCAAAG 


595800 
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TATCAGATAT AGAATAAAAA AATGCGGAGA ATTTTCTCCG CACTTTTCTT TTTACTTCTT 5 9586 0 

CTGTCTTTTA TCTTTAAGAC ATTCAAGAAT TCATCAATTA TTTGATGATT TTCGCAACAA 595920 

CGCCTGCACC TACTGTACGG CCACCTTCAC GGATTGCGAA ACGTAAACCT TGATCCATCG 595980 

CAATTGGGTG GATTAAGCTT ACTGTCATCT TGATGTTATC 3CCTGGCATT ACCATTTCCA 59604 0 

CGCCTTCTGG TAATTCGATT GTACCAGTCA CGTCTGTTGT ACG 3 AAATAG AATTGTGGAC 596100 

GGTAACCTTT GAAGAATGGA GTATGACGAC CACCTTCATC 7TTTGATAAT ACGTACACTT 596160 

CTGATTCGAA GTCAGTGTGT GGTGTGATTG AACCTGGTTT CGCTAATACT TGACCACGTT 596220 

CGATTTCTTC ACGTTTGGTA CCACGTAATA ATGCACCGAT GTTTTCACCT GCACGACCTT 596280 

CGTCAAGTAA TTTACGGAAC ATTTCAACAC CCGTTACAGT AGTTTTCGCT GTATCTTTGA 596340 

TACCGACGAT TTCTACTTCA TCACCTGTAC GGATAATACC TCGTTCTACA CGACCTGTTA 596400 

CTACAGTACC ACGACCTGAG ATTGAGAACA CATCTTCGAT TGGAAGAAGG AACGGTTGGT 596460 

CAATCGCACG TTCTGGTTCT GGGATGTAAG TATCTAAGTG GTTTGCTAAC TCAAGGATTT 59652 0 

TTTCTTCCCA TTCTGCTACG CCGTTTAACG CTTGTAATGC TGAACCACGT ACGATTGGTG 596580 

TATCGTCACC TGGGAAGTCA TATTGAGATA GAAGTTCACG AACTTCCATT TCGACTAATT 59664 0 

CTAATAACTC TTCGTCATCT ACCATGTCGC ATTTGTTTAA GAATACGATG ATGTATGGAA 596700 

CACCTACTTG GCGACCTAAT AAGATGTGTT CACGAGTTTG TGGCATAGGA CCATCTGTTG 596760 

CTGCTACTAC TAAAATAGCA CCATCCATTT GTGCCGCACC AGTAATCATA TTTTTAACAT 596820 

AGTCGGCGTG TCCCGGACAG TCTACGTGTG CGTAGTGGCG AG7CGGTGTA TCGTATTCAA 59688 0 

CGTGTGAAGT GTTGATGGTA ATACCACGCG CTTTTTCTTC 7GGCG CGTTA TCAATTTGGT 596940 

CAAATGCACG CGCTGCACCA CCGTAGTGTT TTGCTAATAC GG77GTGATT GCTGCTGTTA 597000 

AAGTTGTTTT ACCGTGGTCA ACGTGGCCGA TTGTACCCAC GTTTACGTGC GGTTTTGTAC 597060 

GTTCAAATTT TTCTTTAGAC ATTGCTAATG TTTCCTAAGA AGTGCGGTAT AAAACAATCA 597120 

TATTTTACAC CGCTGGTTTA CAAAAATTAT TTTTTACGCC- CTTCAATTAC TGCAGCTGCC 597180 

ACACTTGTTG GAGCTTCAGC ATATTTTAAC GGTTCCATTG AG7.VTGATGC ACGACCTTGA 59724 0 

GTTTGTGAAC GTAAGTCTGT TGCATAACCG AACATCTCAC- AA.-.G7GGAAC TTCTGCATAG 5 973 00 

ATTTTAACAA CAAACTCGTT CGCTTCTTGA CCGTTAACCA TA3CACGACG ACGGCTTAAA 597360 

TCACCAATTA CATCACCAAC ATATTCAGGT GGAGTTTCAA CTTCAACTTT CATAATTGGC 5 97420 

TCAAGTAATA CTGGGTTTGC TTTTGAGAAT GCTGCTTTAA A.T3CTAAAGA CGCAGCAAGT 597480 
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TTAAATGCTA ACTCAGATGA ATCCACATCA TGGTATGAAC CGAAGTGTAA ACGTACACCA 59754 0 

AGATCAACTA CTGGGTAACC AGCTAATGGA CCAGATTTAA GTTGTTCTTG AATACCTTTA 597600 

TCAACGGCTG GAATGTATTC ACCAGGAATT ACACCACCTT TGATTTCGTT TACAAATTCA 597660 

TAACCAGGGC CTTCTGGATC TAATGGGTAT AAGTCGATAA CAACATGACC ATATTGACCG 5 97720 

CGACCACCAG ATTGTTTAGC GTGTTTACCT TCTACATCAT TAACACGAGT ACGGATAGTT 5 97780 

TCACGGTATG ATACTTGTGG TTTACCAATA TTGGCTTCCA C7T7GAACTC ACGTTTCATA 597840 

CGATCAACAA TGATATCTAA GTGCAACTCA CCCATACCAG AAATAATGGT TTCACCAGAT 597900 

TCCTCATCTG TGTGAACACG GAATGAAGGG TCTTCTTGTG CTAAACGACC TAATGCTAAG 597960 

CCCATTTTTT CTTGGTCAGC TTTAGTTTTT GGTTCTACCG CAACAGAGAT TACTGGCTCT 598020 

GGGAATTCCA TACGCTCAAG GATAATTGGT GCATCAATTG CACATAATGT ATCACCAGTA 598 080 

GTTACATCTT TTAATCCGAT AGCAGCTGCG ATGTCACCTG CACGAACTTC TTTAATTTCT 598140 

TCACGTTTAT TAGCGTGCAT CTGTACGATA CGGCCAAAAC GTTCACGTTT TTGACGTACA 598200 

GAATTCAATA CTGTATCTCC AGAATTAATC ACTCCAGAAT ATACACGGAA GAATGTTAAG 598260 

TTACCTACGA ATGGGTCAGT TGCAATTTTA AATGCTAATG AAGAGAATGG TTCTTCATCA 598320 

CTTGCGTGAC GCTCACCTTC AGTTTCATCT GGATTGATAC CTTTAATAGC AGGAATATCA 598380 

GTTGGTGCTG GTAGGTATTC AACAACTGCA TCAAGCATTG CTTGAACACC TTTGTTTTTG 598440 

AACGCAGAAC CACAGGTTAC CAAAATAATT TCATTTGCTA ATACACGCTG ACGTAATGCT 598500 

GACTTAATTT CTTCTTCAGT TAAGTCTTCA CCACCTAAGT ATTTTTCCAT TAATTCTTCT 598560 

GACGCTTCAG CTGCCGCTTC AACAAGGTTT TGACGCCATT 2TTCACAGTC TGCTTGCATA 598620 

TTAGCAGGCA CTTCTTCATA AGTGAAAGTC ATACCTTGGT CTGCTTCATT CCAATTGATC 598680 

GCTTTCATTT TGATCAAATC AACTACACCT GTGAAGTTTT CTTCTGCACC AACAGGGAGT 5 9874 0 

TGAAGAGGAA TAGCATTAGC ACCTAAGCGA GTTTTTAATT GTTCAACAAC ACGTAAGAAG 598800 

TTAGCACCAG TACGGTCCAT TTTATTTACA AACGCAATAC GCGGAACTTC ATATTTATTA 598860 

GCTTGACGCC ATACGGTTTC AGATTGTGGT TGAACACCAC CAACCGCACA GTAAACCATT 598920 

ACCGCACCAT CAAGAACACG CATAGAACGT TCTACTTCAA CAG7AAAGTC CACGTGTCCC 593980 

GGAGTATCAA TAACATTGAT ACGATGTTGT GGGAATTGTT GTGACATACC AGACCAGAAT 599040 

GCAGTTGTTG CCGCAGAGGT AATGGTGATA CCACGCTCT7 "TCTTTGTTC CATCCAGTCC 599100 

ATCGTTGCTG CACCATCGTG CACTTCACCG ATTTTGTGG Z 7AACACCAGT ATAGAATAAG 5 99160 
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ATACGCTCAG TAGTAGTAGT TTTACCCGCA TCAATATGCG CACTGATACC GATATTACGA 5 99220 

TATCTTTCAA TAGGGGTTGT AC GAG CC ATT ATTATAACCT TGTTTATTTA ATATCAGnTT 599280 

ATATAAGGGT AAsGCTTCAT CAACGATGAA GCCCTTTAAA TTCAAAAACT TATTACCAAC 599340 

GGTAGTGAGC AAATGCTTTG TTAGCTTCAG CCATGCGGTG AACGTCTTCA CGTTTTTTCA 5 99400 

CTGCTGCACC TTTATTATCT GAAGCATCAG ATAATTCGTT CGCAAGGCGT AAAGCCATTG '599460 

ATTTATCACC ACGTTTACGT GCTGCTTCAA CGATCCAACG CATACCTAAT GCGTTACGAC 599520 

GTACAGGGCG CACTTCAACT GGTACTTGGT AAGTAGAACC ACCAACGCGA CGAGATTTAA 5 99580 

CCTCAACAGT TGGACGTACA TTTTCAAGTG CAACTTCAAA CGCTTCTAAA GGCTCTTTAC 59964 0 

CTGTGCGTTG TGCTAAAGTT TCTAAAGCAC CATAAACGAT TGATTCAGCA ACGGATTTTT 5 99700 

TACCGTCTAC CATGATTACA TTAATAAATT TTGCAAGTAA TTCTGAACCG AACTTCGGAT 599760 

CTGGAAGAAT CTTGCGTGCT TCAACACTAC GACGACGTGG CATTGCGAAT TTCTCCGTAT 599820 

TTTAATCTTC AGGATATCCA AAACCCATCA GCAATATTTC TCATTGAGAA AATTTGCAGc 5 99880 

GCAAAGCGCT TTTGACTGGA GTTTATGGTT TAAATTGTTT TGCTAATTTA GACGTTTGGC 59994 0 

CTTACTTAAC GGAGAACCAT TAAGCTTTAG GACGTTTAAC 3CCGTATTTA GAACGACCTT 600000 

GTTTACGATC TTTAACGCCT GCGCAGTCTA ATGCACCGCG TACTGTGTGG TAACGCACAC 600060 

CCGGTAAGTC TTTAACACGA CCACCACGGA TTAATACAAC ACTGTGCTCT TGAAGGTTAT 600120 

GACCTTCACC ACCGATATAA GAAGTTACTT CAAAACCGTT AGTTAAGCGG ATACGACATA 600180 

CTTTACGTAA CGCAGAGTTT GGTTTTTTAG GAGTTGTAGT ATATACACGA GTACATACAC 600240 

CACGTTTCTG CGGGCAAGCC TCTAATGCAG GAACGTTGCT TTTTACAACC TTTTTCACAC 6 00300 

GCGGTTTGCG TACTAGCTGG TTGATAGTTG CCATTAAAAA AGCTCCAGTT TAAATGTTAT 60036 0 

TCAAGAATAG AATGTTGTTC AAAAAATCTA CTTCTATATA GAAATAGACG GCGAATTCTA 600420 

ATAGTTTTAC GCTTTATTGT CAATAATTAA ACAATATGCT CTAGGATTAA AACTAGATTA 600480 

AAATTTACCG CACTTTTGTT TTTTTATAAA AAACTTTATT CCCCACGTTT TAGCATTCCT 60054 0 

TGTTTTTTCA AATTTACCAA AATAATTGAA ATTGCTGCAG GGG7GATACC TGAAATTCGG 6 00600 

CTCGCTTGAC CAATGGAAAC CGGACGATGT TGTTCCAATT "GCACGTAC TTCATTAGAT 6006 6 0 

AAACCGGAAA CTTTACTATA ATCAAAGTTA GCTGGAATAG CCGTATTTTC ATGGCGTTTT 600720 

TGTTTTTCGA TTTCTTCTTG TTGATGCTCG ATATAGCCTT GATATTTAAT AGCAATTTCT 600780 

ACTTGCTCAA CAGCTTCCTT ATCTTCCATT GCCGGTTTAT ATGGCGTTAA AGAAGTCAAA 600840 
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ATATCGTAGG TCATTTCAGG ACGACGCAAT AAATCTTCAC CGCTAGCCTC ACGTACAAGT 6 00900 
GGACTACCAA GCACTTTATT CGCT7CTTC7 AAATATTCCG AACGAGGATG CAACCAAATG 60 OS 6 0 
CTGCGTAAAC GTTGGCGTTC CTGT7CAATA TTTTCCATT7 TTTGATTGAA ACGTGCCCAG 601020 
CGAGCCTCAT CAATCAAACC TAATTCATGG GCAATTGGTG 7TAAACGAAT GTCTGCATTG 601080 
TCTTCACGTA GTAACAAACG GTA77CTGCA CGAGAAGTAA A7ACGCGATA CGGTTCTTTG 601140 
GTACCAAGTG TGCAAAGGTC ATCCACCAAT ACGCCAGTA7 AAGATTGATC ACGGCGTGGA 601200 
TACCATGCAT CCTTCTCTTG AACATAAAGA CCTGCGTTAA TCCCAGCCAA TAAACCTTGT 601260 
GCCGCTGCTT CTTCATAACC AGTTGTACCG TTAATTTGAC CTGCGAAAAA TAGACCAGAA 60132 0 
ATTGATTTAG TTTCTAAGGT TGGTTTTAAG TCACGTGGAT CAAAATAATC GTATTCAATA 60138 0 
GCATAACCTG GTTTCACAAT ACGTGCGTTT TCTAAACCT7 TCATAGAATT CACAATGCCC 60144 0 
ATTTGCACGT CAAACGGTAA ACTGGTAGAG ATCCCGTTTG GATACACTTC ATTACTGGTT 6 01500 
AAGCCTTCTG GTTCTAAATA AATTTGATGT GAATTACGAT CCGCGAAACG CATCACTTTA 601560 
TCTTCAATGG ATGGG CAATA ACGTGGACCA ATCCCTTCAA TCACACCGGT ATACATTGGA 601620 
CTGCGATCCA AGTTATTACG GATCACTTCA TGGGTTTGT7 CATTGGTATG GGTTATATAA 601680 
CAAGGAATTT GTTGAGGGTG ATCATCAACA GATCCCATAA AAGAGAACAC GGGCAACACC 601740 
TCATCACCAT GTTGTTTAGC TAAAATATCA AAATTGATCG TACGCGCATC AATACGCGGC 601800 
GGTGTACCTG TTTTAAGGCG ATCTACACGT AATCCGAGAT CTCTTAATCG ATGTGAAAGA 601860 
TTTACAGAAG CAGAATCTCC TGCACGGCCA CCTTCATAAT 777CCAAACC AATATGAATT 601220 
TTACCAGCTA AGAAAGTACC GGCCGTTAAG ATCACTGATT 77GCACGGAA GGTTAATCCC 601980 
ATTTTTGTGC TAACGCCTGT AACTCGATCT TGCTCAATCA GAATATCTGT CGCTTCTTGT 60204 0 
TGGAAAATAT CTAAATTAGG TTGATTTTCT AATGCAGTAC GAACAGCTTG ACGATATAGA 602100 
ACTCTGTCAG ATTGAGCTCG AGTAGCACGC ACTGCTGGGC 777TACTGCT ATTTAAAGTA 602160 
CGAAATTGGA TCCCTGCTTT ATCTGCAGCA TGCGCCATTA AACCGCCCAT TGCATCTACT 602220 
TCTTTTACTA AATGACCTTT ACCGATCCCA CCAATTGCAG 3G77ACAAGA CATTTGCCCT 6 0228 0 
AAAGTATCTA CATTATGTGT TAATAAAAGG GTTTTAAAT7 CCA7ACGAGC TGGTGCAAGT 602340 
GCGGCTTCTG TACCCGCATG ACCACCACCG ATCACAATCA CA7CATAAGT TTCAGTGTAA 602400 
AACATATCTA TCTCTATTTA TTCTGATCAA AAAATTGGCG 77A77CTACA GAAATTTAAA 6 02460 
ACACCTGACA AAAAAAGAAT GGATCTATTG ATCCTTTGAA AG.-.7CAGGTT TGTATTAGTA 602520 
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AATAAGATCT CTTTTTATAT ATAAAGATCT TATTATTGTT ATTATTAAGA TCTTTTTTGG <«... 
TTGTGAGTAA CCTTATTCGA TGCTTATGGA AACAGGTGTT ATAGGATCCA AAAATCTTGT 002040 
GAAAATGCGA TCATTTTCTT TAAAAATCTT GTGTGTAAAA TGGAAAGTTA TTAACAACTT 002,00 
TATTTTTTCT CAACGTTACT AAGTGAGTAA AAACAGTTTT ATGAGAGATT ATTTATGAGT 602760 
TATCCACAGA TAAAAATGAA TTTTTATTGA AATCCCTATA ATTTAGTTTT TTAAACAATT .020=0 
AATTTTATTA AATGTACGTT TTATGATTTG ACTTTGTAGT TACTACAGGT TTTATGCTTC 002800 
CTTCAAATCA AATAGTTAAG GAAATAAAAT GAAAGATTTT TTACAGTCTA TTGTTACCGA 0020.0 
AAGTGAACAT AATGAAGAGG AATGTAAAGC AATAGAAGGA TTGAAAAGCG AATGCAATTT 003000 
GTAAAAATAC TCAAAAATTT GACCGCTCTT TAGGAAGAAA AAATGCCGCC TAAATTTTAA 003000 
TTTTTAGACG GCATTTTATT TTCGTAATTA TTATTTAGAT AAATCAATTT GATACACTGC 003320 
AAAACCTATT TCATCTGTAC CCACTTGTT? CATTGGGTAT TGTGCTTTTT CTGCGATAAA 003100 
TTTCGCTGCT TGTtCGCTTG GCGATGT2TC AAAACGGACA TCTAATTTAT CGTTACCTGT 0032,0 
GATAGGCACA AAACGCCAGT TTTTATCCGC ATTTGGATTA ACTGATCGTT CTTTCTGACT 003300 
GGTTGCTTTA ATATAATCAG CCAAAATTTG ACGGCTTTCA 7GAGGCGAGC CATAAACAAT 0022S0 
ATGTTTATCA CCAGTACCTG GGAATTTATT GCCGTAAGCA CGATAGTTAT TCGTTGCAAT 003420 
CAAAAATTCT GCTTTTGGAT CAACTGGTTT GCCTTGATAA 3TGAGATTCA CTACACGATG 6034,0 
CGATTCTGGG TTAATTAATT TACATTCGCC ATCGTAACGA GCTGGTTTGG TTAGATCGTA 003540 
TTCATAATTG ACACCATCAA TCACATCAAA GTTATAJU3TG CGGAAACGTT CCCAGTCGAT 003000 
TAATGATTGT GGTTTATCAC TTGTAGGGTC AATTTGTTTA AACATACCAG CACTACATTC 003000 
TAACCATTCT TTTAATTGTT CGCCTGTCGC TTTAACAACC AGTAGCGTAT TTGGATAGAG 003,20 
ATATAAGTCT GCAGCGTTAC GGAAAGTTAA TTTACCTTTA TTCACTTCGG TATAACCCGT 003,00 
TGGGTCATTT TTACGACCGC CTGCTTTAAA TGGTGCACCT 3CACTTAAAA TAGGTAAGCC 003.40 
AGCCATTGCT GCAATACTTG GTGCAACTTT CTCTACATAC 32^GTG CTTGGTTTAC .03,00 
AATTTGAATG GTTGGATCAT CTTGTAATAA TGCAAGGTAA 3TATACATAT TGTCTGTGGC 003000 
TTTGCCGATA GGTTGAGAAA CATATTTACG TGTCGCTTCG 3GAAGTGGTT TTAAAAGTGC .04020 
GGTAATTTCT GGGTCATTTT TTGCAAGTGC TTTTTTGGTT T2TATATCAT AAATTGGACG 0040S0 
AAGTACAGCT TTGCCAGAAG TCACGATCCA 7TXACCCTTG T3TTGTGTTA AGCCTAAATC 004240 
CACCACGCTG ATATTATTTG CCCAGTAACC AGCCATACTT TGT3GTATGC CTTTTACGGT 004200 
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ACCATTTACG ATGTCCGCAT TTGGTGATT7 CGCAAATTCT 77A7TTGGGA ATAAACGGTG 604260 

TGAGTGACCA AAAATAACCG CATCAATATG TGGAACATCC GCTAAATAGA ATGCAGAGTT 604320 

TTCAGCACCT TCTTGATAAG GTTCATCAGA TGGGCCTGTG 7GAGCTAATG CAACGACAAT 604380 

ATCAGCCCCT TTTTTCTTCA TTTCAGGTAC ATATTTTTG7 3G7377T7TA CAATATCACG 604440 

GGTTTCCACT TTGCCTTGAA GGT77GC777 ATCCCAAACC A7AATTTGCG GTGGCACAAA 604500 

ACCGATGTAA CCAATTTTTA ATTTATGTGT TTTACCTTGA 77A7CAACAA CTGATTTTTC 604560 

TTGAATGACA TAAGGTGTGA AATAAGGTTC TTCTGTCCCC GC7777ACTA CGTTTGAATT 604620 

CACAATTGGG AATTTAGCTT GTTTGATGGC ATCTGCAAGA 7AA77GAGAC CATAGTTAAA 604680 

77CGTGGT7A CCTAATGTAC CCAC77CATA A77CA7CGCA 777AAACAA7 CGA7CGCAGG 604740 

GTTAGATTTA CCCTCTTTAT AGCC77G7GC GGC7TGATAG 7C7GCAATTG GAT7ACCTTG 604800 

AA77AAATCC CCATTATCTA CCAATACGC7 ATTTTTTAC7 7CAGCACGTG CTTGACGAAT 604860 

AAGGC77GCC GCACGAGTAA AACCGAA777 ATCGG77GG7 GCA7CTTTA7 AA7AG7CAAA 6 04920 

ATCGG7CAAG AAACTATGAA CA7C7GTTG7 TGCCACAA7G CG7AAATCAA CATCGCTCT7 604980 

TCCTTTTGCC ATCGCAAAAC GGTTTGCAC7 TAA7GCAAGA A7AC7GGTCG CACTAATTTG 605040 

AATAAAATGA CGTCTGTTCA TCATAGAGTT TTCCTTATTA GGG7GAGTAA ATATTCCCTT 605100 

TATTCTAAGA AAAATAGCGG ATTCTTAAAA- GAAAGGAGTA AAAA7ATTTT TA7TTAAT7A 605160 

AGATAATAAT TTCTGTACTA AGGAAGTA7A AATATTAACC CCAG7AAGTA ATTGATTTTC 605220 

A7CAAAATCA AATTCAGCT7 CGTGATGACC TGCTG7GCGA 7C7GCGCCAA GAATGAAGTA 605280 

AATTGCTTTG CCTCCATGTT CTTGTACACG TCTACC7AAG A7A37CGCAT CTTCACTTGC 605340 

ATTGAAAGCA TAATCTGAAT TTACGTTATT TATTTGTGG7 7G77CAAGGG ATATTTCTTC 6 05400 

GATGAG7TTT ATAAGTTCAA CATCGTTATT CATATCCACG GC77CACC7A CAATTTCAGT 605460 

TTCATATGCG ACATTAAAAC TTATGGAGA7 ACCT7TGGC7 A777GCA7GA C7TGTTCAG7 605520 

CATG7A7TCA TTAATTGCTT TATT77C7CC CCGCACTTC7 AA77G7AATT CAGCAGAGGA 6 05580 

7GGAATGACA TTTCGTCC77 CACCCGC777 TAGCACACCC ACA7TAATTC 77GTCATGCC 605640 

7T7ACCATGG CG7GCAATAC CATGAAG77G AG7GAC7G7A 73C3C7GCAG C7AA7AAAGC 605700' 

A77ACGACC7 AAATGGGGCG CAGCACCTGC G7GCGCAGG7 77ACCTTTAT AGCGAA7ATC 605760 

AA77777G7A GTGGAAAGAA AA777C77GG ATTAGCAATA AC737GCCTG 7A7TCGCGCA 605820 

AAAAC7AA7G 7G7GAAGAAG CAAAA7AA7C TGCATCATCA A77A7GCCAC 777G7GCAAT 6 05880 
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GGCTGCTGCA CCTCGAACAC CTTCTTCTGC TGGTTGGAAT ACAATTTTTA CTTTTCCAGT 60594 0 

GAGTTTATCT TTGTTCTGAG CGATCCATAA TGCAACACCT AAACCTATTG TAATATGTGA 606000 

ATCATGTCCA CAAGCATGCA TAAAACCATC GTTAATTGAG GCAAAACCTT CTTTATTTGG 606 060 

AATATGCTCT GGTGAGCGAG TTTCCGTTAC ATTCACACAG TCGATATCAA AACGTAACGC 606120 

GATGGTTTTT CCTGGTTTAC CTGAATCAAA TAATGCCACA CAACCAGTGT ATCCTTCCAT 6 06 IB 0 

TTTTTCTAGC cATTTTTCAT TGGCTCCATA GGCTTTTGCA TTAGCTAAAC CTTTATCTAC 606240 

TACGGCTTGT TTTCGTCCAC GAACAAAGTC TGGATTTATA ATTTGTTTGC CAAGAAAAAT 6063 0 0 

TTCAAAACAA TCTAAGTCTT CCAAGTAATC CGCAATGCGA GAAGTTGTCC AAAATTCACT 606360 

CCAGCCAATT TCTGGAAAAC GATGAAATTC ACGATGCCAT TTAACAAGTT GATTTAAATC 60642 0 

TAAGTTCATT TTTTTCTTCC TTTAAAAGGC TATAAAAACA GACCGCACTT AAATAAAGTG 606480 

CGGTCAATTT TTTACTATTT TTACAACATA AATAATGCTA AGAATAAAAC AGCAAGTATC 606540 

ATGCCTGGCG CGGTACGTTT TACCATTTCT ACTGGGCTTA CCATCGCAAG GCCTGCACAA 60660 0 

ACAATGGTTA CACCTGCAAT TGGTGAAGCT GTACGACCAA TTGCACCAGC AATGGCTGCT 606660 

GCCATACCAA GATTTACATG AGTGTAACCG AGTTCTACAG CATGTGGTGT GACGGCAGTn 606720 

TTAAAGGCAA TCGCTGCTGC ATCGCCAGAA CCTGTAATTA AGCCCATTAA GAATGGTCCA 606780 

ATTGTTGCAC CCCAACGTAC AAATTCGTTG GATTCTTTTA AGAAAGAAAT TGCAGCATCC 606840 

ACTGCACCTG TAGATTTTAA TCCTGCCACA AATACACTGG CTGCAATGAT AATACCAAGT 606900 

ACGTTTGCAT AAGAATTTCC CATACCATTG AAAAATTCTT CTGTGATTTT TACTGGGGAA 60696 0 

ATACGAGTGA CGATAATGCC GTAAATTGCA CCAATTAGCA TCG CTTGAGG CACACCCATT 607020 

TTAGTCCATT CAAGACCTGG CACTTGTTGT AATGATGTTC CACCAATCAC TAAAATAACT 607080 

AATGGTATTA ATGGTGCAAG GGCATAAAGT ACATTGACGC CTTCAATAAC TTTAATTTCA 607140 

CTTTCTTTTT GTTCTGCAAG ATAAGCTTGG CGATGTTGTT CACCATAATC TTTAAAAACA 607200 

AGCGCAAGAA TTGTTAAAAC AACCGCACCT ATTGCTCCCG CAATCATGTT ATATGGTGCA 607260 

TGTGAAAGGT TTACTTGAGT GATAGTTAAG CCTGACATTT CACTAATCAT TGCTGAGTGA 607320 

GAAGAACCTG GGCTCATCAT TGATCCAAAA GTTCCTGCTA AAA7AGCTGC CCAGCAGTAG 6 07380 

CTGGTCGAAC ACCCGCACTT TTTAAAACGG GAATTAATGT TGCGCCAACC GCAGCAGCAC 60 744 0 

AACCAGCAGC AGAAGGAATA GCAATATTGA TGAAAAAGGT 3A7GATGGTT GCAATCGGAA 607 50 0 

TTAAGnAGAA TTTTAATCCG CTTAATGGTT TGGTAAGTAA A7GCACTAGA TGAGTATCAC 6 07560 
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ATTGAGTGTA TTTCATTACA TAAGCAAAAC CCATACTGGA AC AG AT AG CC ATAATTAATC 60762 0 

CGCCAGATGT CATACTTTTG GCAAAAGCAT CTAATGCACC CATTGGATTC AGCGTTAGAA 6 076S0 

TGGACATAAT TAAGCCTACA CCAATCAAAA CAGTTCGGGT TTCGGCTTTT TTAATCAGAA 60774 0 

AATAAATTGT GGCAATAATG CCAATCACTG CAACGATGGA TTTAAATAAT TCCATTATAT 6078 0 0 

GTTCCCTTTA AGTTAATAAG AAAAAGTTG7 ATTGATATCA AATGTGCCAC ATTCCATATT 60786 0 

TTCACTGAAG GACAAAATAG GATTTTCGCC CAATACGGTT GCCCATTCCA TTTTGTATAT 607S2 0 

GAAGCGCAGA ACCTTCAGGT AATGCATATA CAAGTGCGGT TGGATTAACG AGTAAAAATT 607980 

CTGCCAAACG TTCTTCTCGG CTTTCACCAT TGTGGCCTTG CATTTTACCT GAAATAAAGT 60804 0 

GCGGATTAAT TTGATGAGGA AAAAGCTGTA ATGCTTGAAA 7GAAGGAGGA TAAGTAATCG 608100 

GCATATCATT AGTTGTCATA ATAGATGAGC CAGCTACATT GGCCCCAGCA CTCCAACCAA 608160 

AATAAGGCGT ACCGTTATTT ACTTTTTCAC GAATGATATC AATCAAATTG TGTTCATAAA 608220 

GCTGTTTTAA CAAACAAAAT GTATTCCCGC CGCCAATAGC GATGACATCT GCTTGTTCAA 608280 

TAATATCTCG ATGCTGTTTG CCACGATGAA CGGAAACAAT ATT CATC CCT AAATCAGAAA 60834 0 

GTGCATTTTG CACAGTTTTT TCATATTCAT CAAAAGTGCG GCTCACCCCA GCATAAGGTA 608400 

CAAAAGCAAT TGTTTTACCA CGATAATCAG CCAAGAAATT TTGTAACCAA GGTATGGTGT 608460 

GTTCAAGATA ACCTGTGTTC TTGTATTTTG AGCTACTGAG CAGTAACATA TTTTTCATAT 608520 

TTATAATCCT TTTTAGGGGC ATTTAGCAAT ACCAATATTA CGCTTAGAAA AGGTTAATTT 608580 

TCAACGAAAA ATTATAATTG TTTGACGAAT ATCAAAAAAT AAACCGTATC AGGAGAAAAC 60864 0 

TATGTCAATT AATCTTAATC GTGTTCAAAA TTTAATTGAA AAACTGGCTT TTATTTCATC 60870 0 

AGTACCAAAC GAGCTGACTC GCTTAGCTTT TACAGAGGAG GATGAAAAGG CCCATAATAT 6 08760 

GATTATTGAA TTATGTAAAG AATATGATTT GTCTATTCGT CGAGATTCAA TTGGAAATCT 608820 

TTTTATTCGT AAGGCAGGTA AAGAAGATTT TTTACCTGCA GTTGCATTCG GATCACATAT 6088 8 0 

TGATACTGTT GTGAATGCTG GTAAATTTGA TGGTCCTTTG GGATCTGTTG CTGGGTTGGA 60894 0 

AATTCTTTTG CAATTGTGTG AACAGAATAT TCAGACTCGT 7.VTCCTTTAG AATTGATAAT 609000 

TTTTACTTGT GAAGAATCGA GTAGATTTAA TTTTGCTACA TTG3GTAGTA AAGTTATGTG 60 906 0 

TGGCATAGTA AATCAAGAAA AATTAAGTTC ATTACGTGA7 AAACAAGGAA AGGGTTTATC 6 09120 

AGAAGCTATG GCTGAAGTAG GAATGAATTT TAATTTGGTT AATCAAGCAA AACGTGATGC 609180 

AAAGGAATTT AAATGTTTTT TTGAACTTCA TATAGAACAA 33CCCTCGTT TAGAGAATGA 6 0924 0 
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AGGAAAAACA ATAGGTGTTG TGACAGGTA? TGCTGCCCCG ATTCGTGCAA TTGTTAAAAT 609300 

TAAAGGACAA GCGGATCATT CAGGAGCAAC AGCAATGCAT TATCGTCATG ATGCATTGTT 609360 

AGGAGGATCT GAGTTATCAC TTGCTATTGA GCGAGCTGCT ATTCAAGCTG GACATTCTAC 609420 

AGTAGCTACA GTAGGTAATA TTACAGCTAA ACCAGGAGTA ATGAATGTTG TGCCAGGATA 609480 

TTGCGAATTA TTAGTAGATA TTCGAGGTAC ACATGTACAA GCTAGAGATT CTGTATTTGA 60954 0 

ATTATTACAA GAGGAAATTA GTAAAGTTTC AGAAAAAAGA GGATTATTAA TTGAGTTACA 609600 

ACTTATTTCA AAAGATAATC CAATAATAT7 ACCTGAAAAT ATGGTAAACC AAATAGCTGA 60 9660 

AACAGCACAT TCCCTTGGTT ATTCTTACGA AATAATGCCA AGTGGTGCAG GACATGATGC 609720 

AATGCATATG GCAACACTTT GCCCAACAGG TATGATTTTT ATTCCATCTC ATTTGGGAAT 609780 

TAGTCATAAC CCTCTTGAAT TTACTGATTG GAAAGATATA GAGGCAGGAA TTAAAGTTTT 6 09B40 

ACAAAAAGTT ATATTGGAGC AGGCTGAAGT TTGTTAATTG TTATAAAAAC TCGTATAAAT 609900 

AATACGAGTT TTTTATAAAG GCAATTCCGT TGTCGATTTT ACTGTTTTTA ATATGATTTC 609960 

TGATTTTAAT GTTTTGATGC CGATTGCATT TGTAAGGTGG GTATTTTTTA TATGATTAAG 610020 

CTCTTCAATA TCAGAGACAC AGAGCTTAAG TAAGAAGTCG TAACTGCCAG CCATAAATCG 610080 

ATAGTGCCGT TGTGATGAGC TATGATGCAG AAACGGGCAT TGCTAAAGTA AAATGTCAAT 610140 

CACAAAGCAC CTGTGGGGCT TGTTCGGCTA GAGAAACCTG TGGAACAGAG TCTCTTTCTG 610200 

AACTTAACGG AAAGCGAGGC GAGCATATCT .TCACGCTCGA AACCATTACG CCACTGCGCA 610260 

CAGACCAAAT GGTAGAAATC GGTCTAGAAG AAAAATCCAT GCTTTTCTCC GCATTGTTAA 610320 

TGTATATAGT GCAGCTTTTC ACGCTATTAG TTGCAACATT GCTTTCTAGC TATATCAGTG 610380 

AAAATGAACT CAT CCGTGCG ATTTTAATCT TTATGTTGAC CGCACTTTCC TTTGTGATGG 610440 

TTAAGCGTTA CACCCGAAAA CTCGGCCAAC AAACAGAATT TCAGTCTGTT TTGTTAAGAG 610500 

TATTGTTCTA AATAAAAAGA GCGGTTGAAA ACAATTAAAT TTTCAACCGC TCTTTTGTAC 610560 

TTAGCTTATT ACTACTCGAA AGAGCCTACA TTAAGATGTA GGCGTTTCTT TTTTATTTTT 610620 

TAAGATCAAA TTTGTAAGAA AC AAAG CC AT ACAATGTCCA ACCAATAAAG GTCACAATTG 610680 

AACCATATAA CATCGCTTGT TCACCGGCTG CATAAAGTGC A7A3ATACTA TAGAGTGAAC 61074 0 

CAATAAAGGC AACAAAAACG GTTGTTTTAT ATTTTTGTGG C3CAACATTT TCCGCTTTCA 610800 

ATAACACTGC GAGAGCAGCC ATTG AG AG C A AATATGGGAT 3AC3TTTGTA ACCACTGCTA 610860 

AGTCCACCAA CACATTGAAT TGTTTATTTA ATGATGGGCT GA773TCATT AAAGAGAGTA 610920 
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AAGTCTGTAA CGCAGTAATG GTAATCATAC CAACAACAGG TGCATCTTTA CTGGTAATTT 610980 

TTTTGAAAAA TGCTGGGAAA TAACCTTCTT CTGCTGAAGA TTTGAATACT TGAGCAATAG 611040 

TGAACTGCCA GCCTAATAAT GAACCAAAGC AAGACATTAC CATTAAGCCC ATGATAACTT 611100 

TACCGACAGT TTCATCAAAC ATATGAGCAA AGGCTAAACC GAATGGCGCT GTTGAATTTG 611160 

CGAGTTCAAG GTTAGGTACA ATACCTGCAA TCACGTTAGT TGAAACGATA TAAATTACCG 611220 

CAGCTCCTAA GGTACCACCA AGTACTGCGA TTGGTACGTT TTTCTCTGGA TTTTCAACGG 611280 

CATCTGCGTT AGCACAAGCT GATTCTAACC CTAAGAACGC CCATAATGTC ATTGAAATAG 611340 

ATACACCGAT CGCTTCAAAA GTTGGTACAT TGTGCGGGTT CCAAGAGTTT ACATACATTG 611400 

AACCATCAAA CCATTTCCAA C CAATG AT AG AAATACCTAC CACAGGAATA ATTACGCCCC 611460 

AAATGGTAAA TGAACTGATA TTACCGGTGA TTCTTGCACC ACCAAAGTTA AGAACGGTTG 611520 

CAAGCCAAAG GGTGAAGATA GTCCATAATG CGATAGAAAG TGGTGAAAGG ATTGTGCCGA 611580 

AAAGCTCTGA ACCATAACCC ACCGCAGAAA TTGCGATTGC TGTATTGGCA ATAACTAATG 611640 

ATACACCGTA AGTGTAGTTT GCCATGAAGT TACCGGCTTT ACCGAAAGAG TATTCCGCAT 611700 

AACCGCCCAT ACCACCAGAT TTTTTG CTAA ACATTCCACA TTGGGCAAAT GCATATGCTA 611760 

ATGCAGTTGA GCCAACCGCT GTGACCAGCC AAGACACTAT TGAAATGGTT CCAATTTCGG 611820 

CTAATTTGGT CGGTAACATA ATGATACCAG AACCCATCAT ATTAACCATG GTAAGAATGG 611880 

TGAGTTGTAC CACACCAATT TTATTGCTTT TAGCACTCAT AATTTATACT CCTACAAGTG 611940 

CGGTCAAAAA ATCAGATATT TTTAACCGCA CTTTTTTGTT TGTGTTGAGA GAGTTATGAA 612000 

GAAGATCCTC ACAACCTCAC TTTATTAATA GTCAGTTAAA ACATAGCCAT ATGCACGAGT 612060 

ACGTCCATCA GGGTCTTTTT GTAAGTAAAC CCCTTGGATT TCAGGTGCGA AACCAGGTAA 612120 

TGTGTTGATC CCTTCTTCTA ACGCAAGGAA ATATTGGTGT 3CTGTAGTGC TCCATTTTTC 612180 

TCCTGGCACT ACACATAACA CACCTGGAGG GTAAGGTAAC 3CACCTTCCG CAGCCACACG 612240 

ACCAACAATA TCAGTCAACG GAACGAGTTC AACTTTGTTA CGTATTAACT CAATATTTGC 6123 00 

ATCATGTGGA TTTAATACAT ATTCTGGTAA TGTCGCTTTG 3GGAACAAAT CTTTTTGAAG 612360 

TTGTTTTACA TTTCGGCTTA CATAAAGATC ATGCATTTCT TGGCATAATT GACGAATGGT 612420 

GTAACCTTTG TAACGATCTT CATTGTTTTT ATACACAGTT 3GTAAGACAT ATTTTAATAA 612480 

AGAGTCTTGT TTAATGTGTT TTTCAAACAA GGCGATTTGA 3CAACTAAAG TTTGCATTTT 612540 

GGTGATGGTT TCTGCTGGAG TGAGCAAGAA TAAGATTGA3 TTCAAGTCAC ATTTTTCCGG 612600 
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AATAATACCG TTTTCACGTA AGTAGTTAGC AAGAATGGTT 3CTGGTACAC CAAATTCTTC 6126 6 0 

ATATTCACCT GTTTCTAAGC TAATACC CGG TGTGGTAAGC AAGAATTTAC ATGGATCAAC 612720 

GAAGTATTGT TCATCAGCAT AACC77CAAA TTTATGCCAT 3TATCTGTTG GGTGGAATTT 612780 

GAAGAACTCG AGATTAGTTG CGATTTCC77 TGTGTCATAA 7C77GCCATT TTTTACCTTT 61284 0 

AATTGTGGTT GGAATAAATG GACGAATTAA TTCACAGTGG 77TAACACTA ATTTACGCGC 612 900 

TTCGATACCT ACTTTCACAC ATTCATGCCA TAATCGACGA rCAGCTTCAC TACCTTGAAT 61296 0 

TTTCGCATTC ACATCTAACG TAGCAAATAA CGGATAGAAC GGACTAGTTG ACGCATGTAA 61302 0 

CATAAAGGCA TTATTGAAAC GTTTGTGATT TACATAACGA 7C77GACCTT TAATGTGTTT 613080 

ATCTTTTTTG TGAATTTGTG AAGTTTGTGA GAAACCTGCT 7GT7GTTTAT GAACAGATTG 61314 0 

TGTCACTAAA ATAC CTGGGT CATTTTCATT TAATTCAAGC AATAATGGCG AGCAGTCTTT 613 2 00 

CATCATTGGA ATGAATTGTT CATAACCTAC CCATGCAGAG 7CGAATAAGA TGTAATCACA 61326 0 

AAGGTGACCT ATTTTATCCA CTACTTGGCG TGCGTTATAA ATTGTACCGT CATAAGTACC 6133 20 

TAATTGAATC ACTGCCAAAC GGAATGGACG TTTTTGGTTT AAT77TTCAG GTGCAACTTC 6133 80 

TTTAATTAAT GATTTCAGAT AATCTTCTTC GAAGCAGTGA CTATCAATAC CACCAATGAA 61344 0 

ACCAAATGGG TTACGTGCAG TTTCTAAGTA AATTGGGGTA GCACCCGCTT GAATTAATGC 613500 

ACCATGGTGG TTTGATTTAT GGTTATTACG ATCAAATAAC ACTAAATCGC CAGGAGCAAG 613560 

TACAGCATTT AACGCAACTT TGTTTGAAGA AGATGTACCA 7TCAATACGA AGTAAGTTTT 613620 

ATCTGCATTG AATACTTGAG CCGCATATTT TTGTGCATCA CAAGCTGCCC CTTCGTGAAT 613680 

TAACAAGTCA CCTAATTTCA CGTCCGCATT ACAAATGTCC 3AACGGAAAA TGTTTTCACC 61374 0 

GTAGAAGTCA TAAAGGAAAC GACCAGCTGG ATGTTTACGA 7AG7ATTGAC CACCTTGATG 613 800 

TCCCGGACAG TCGAAAGCGA TATTACCCAT TTCCACATAT 7CA7TTAACA TTTTGAAGAA 613 86 0 

TGGCGGTAAC ATTTTTTCTT CATAAAGTTT TGCTGCAGTT 7CGATTTGGC GGCTATAAAG 613920 

TTTGATGTCA TAACCGTTTA AATCTTGGAT ATGGTAAATA 3AA7CATAGA ATTTTGGATC 613980 

CACCTGTTGT TCGTCGGTTT GAACAATAAA CACTGGAACA 7CAAATTTCG TTGCTTTAAT 614C4 0 

TCTATCGAGG TATTCACCTA CATCACTTGA ACTTAATACG ATAGCTGCAA CATCTGTAAA 614100 

GTCTGTTTTA GCAATCTCAA CTAATTCTCT ATTTGTAGAG AAATATTGTT" UAACTTTTGG 6X4"1 60 

ACTATATGCA ATTTTTAAAT TTGGCATAAT AAACTCCTTT AT77ATTTTT GACGTAAAGT 614220 

TACCCAGCAT TATTAATTTT AATAACGCAA TAGATTTATT 7AGAATAAAA TAACACGATC 614 280 
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TAGTTTTTTA TTATAAAAAC TAAAGTAAGA ATATATTTAT TTTAAATTAA ATAAGATCAA 61434 0 
GTTAATTTCA TAAAACATTT CTTACCTGTT CTAGGCAATA CAAAAATATC CAGAAATTAA 61440 0 
TCTATGGAGA CTCTCTAAAC AGAGAGAACA ACTCTGTTTA . GAGAGCCCTG TTGGATGGTT 614460 
TGTTTTGAGA AGCAAATAAA GAGTATGAGA AACAAGAACG ATAGGATGGC ATCATAATAT 614 52 0 
GACGAGTGCG ACGAATATGA GCCATTAAAG AACGACCTTT AATAGGATTA AACCGnAAAA 614 58 0 
ATCTTAATGC CTTTGTATGG ACATATCTGT GTATATATGT ACGAAATAGC ATAGGAAAAA 61464 0 
TCCCTCTTTC TATCTAAAGT AACCTCTCTT GGGTATATTC 7CAAGCACAT TTAAGGATCA 614700 
TGTCAATAAT ATTTTTTAAA AAATGTGATC TTAGTCAAAA ACAATTTTAA ATTTTACATA 614760 
AAAAATACAA AACCAAAACA AAAAAATAAT AAAGTTATTA AATTTTTAGA ATTAGAAATA 614 820 
AAGCTATTTT ATATAAATCT TAAACCAAAC TTGCTACCAT TACCGCTTTA ATTGTGTGCA 614880 
TACGGTTTTC TGCTTGTTCA AATGCAATGT TCATTGGAGA TTCAAATACA TCTTCAGTAG 614940 
TTGTTAGGTG GGCTTCAGCC CACCAACAAA CAATCGCGAG ATATTTTGTG GCTGAAGGCC 615000 
CnCCCTACGT TAAGTACGCA TCATTCTATG CG TGCTTCTT TTTATTTTAG GCGCAATCAT 615060 
TATGATGATT TTATAAAGGC AATTCAGTTG TTGATTTGAC rGTTTTTAGA GTAACTTCTG 615120 
ATTTTAAGGT TTTAATGCCA AGCCTAGAAT TAAGATAGGT ATTTTTGACT AATTAAACGC 615180 
TATATAAGGA TACTTGTACT ACTAATAAAA TGGAACCAAT 7AGCAATAAG CATCCAATCA 615240 
TTGGCATGAC GAATTTAACC CATCTATCAA ATGGAATTTG CAACATTTGG AGTGTCACTA 6153 00 
ACACTAATCC TGTCGGCGCC AAGAATAGCA TTGCATATTG TCCCCAGTTG TAAGCGGAAA 615360 
CCACGATATC GCGTGGAATA CCCACTGAGT CAGCAAGTGG 73CGATAATT GGCATTGAAA 615420 
GTACGGCTAA ACCAGAAGAA GATGGTACGA TTAAACCTAG GAAAATAAAT ACGACTAATT 6154 80 
GGCCTAAGAT GAATACGCTA CCCGGCATAC CACTAACTAC ATTAGACATA TAATCAAGGA 61554 0 
TAGTGTCAGA AATCATACCT TGTTCGAGTA CTAAGTTTAC 3CCACGAGCA AGACCAATGA 615600 
TTAAGGATAC GCCTACTAAT TCTGATGCAC CTTCAGTGAA AGA7TCCATA ATATCTTTTT 615660 
CAGACAATCC ACTAATAAAC ATAATGATGA TGGTAATGGC AAG3AAAGAT GCAGCCATTT 615720 
GAGGGAACCA CCATCCGCCA ACCATTACAC CCCAAATCA7 AATAGGGAAT GAGATACAGA 61578 0 
AAAGCGTTAA GATTAATTTG CGACGAGCTG AGAATGGGAT AST7GTGTTC GGATCAAAGT 61584 0 
TTTTCATATA ACGTTGACGG AATTCTTCGC GATCGTCGTA A3TATAAGAA AAACTTGGGT 615900 
CAGCTTTGAT TTTTTTACAG TACCAATAAA GATATGCGAT TACGCAAGTT GCCCCTAAAA 61596 0 
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CTAAACCTAG AGCACGGAAA CCAATACC7T CAGTAAATTG AATACCAGCC GCATTTGATG 616020 
CGATAACAAC GGAGAATGGG TTAATTGTAG AGAATGCAGT TCCCATAGAT GCAGCAAGGA 6 l6 080 
ATATAGCCCC TACGCAGACT ATCGCATCAT ATCCCAGAGC CAAGAATACA GGCACCAGAA 616140 
TCGGGTAGAA TGCCACTGCT TCTTCTTCGA TACCACAGGT TGTGCCGCCT AACACCATTA 616200 
AGACGGATAC GCAGAATACA ATAAAAAACT CATTGCCTTT AGT7TTCTTC ACGAGAGCCA 616260 
TCAAACCTGC ATTAAAAGAA . CCGGTTCGGT TAATAACACC AATCATACCC CCCAATACGA 616320 
AGATAAAGAC CATAACATCA ACGGCTTCGA TAGTTCCTTC CACCATACTT TTGGTGATGT 616380 
CTTCAATGCC TTTGTGGTGT TGTTCTACAC GTTG AT AGGT GCCAGGAATA GCGATTGGTT 616440 
TTTTGATCAC GCCTTCGGTG AAGTTGGAGA GTTTAATTTT GATATTGAGA TTATCAAGAG 616500 
TGTCTGTTGT GGCGGGATAA GTTTTATCAT CAACGCCGTA AGCTTTGACA ACAAATACAT 616560 
TATCAGTGGA ATTATATGTT AATTTTGAAT ATGAACCGGA TGGAATAACC CAGGTTAATC 616620 
CAACAGCGAG AATTAATATT GCAAATAAAA TGGTAAACGC TGATGGGAAA TTAAACGTTT 616680 
TCTTCTTTTT GGATGCATCC ATAGCGAGCT CCTTATGTTT AACGTTTAAA GTGCGGTTGG 616740 
TAAAACATTG GTTAAACCAA CCGCACTTTT TACCTTGAGA ATGGCTTCCC AAAGTTCCTT 616800 
TATTATTTAA GCATAATAGG ATATGCCTTC AGTTTTTTTC GTAATACGAG TACCAGCTTT 616860 
GCCTTTCACA ATGTCCACAA TATCAGATAA AGAtCCTATT ACTGCATCTT TTCCTGTTTG 616820 
TTTCGCAAAG TTGATCGCGG CTTGTACTTT CGGCCCCATG GAACCTGAAG CGAAACCAAG 616880 
TTCTGAAATA GCTTCAGGTG AGGCAACTGA AATTGCTTTT TGA7TAGGTT TACCCCAATC 617040 
TACGAAAGTT GCGGAAACAT CAGTTGCGAT GATGAATAAA TCAGCGTCAA GATTTTCTGC 617100 
AAGTAAAGCT GAACATAAAT CTTTGTCGAT AACGGCTTCA ACACCTTGTA AATTATGGTG 617160 
TTCATCATAA TAGGTTGGAA TGCCACCGCC CCCCGCACAA ATTACGATAC TGCCTTTTTC 617220 
AAGCAACCAT TTGACCGGAC GAATTTCAAA AATACGTTT7 GGTAATGGGC TTGGCACAAC 617280 
GCGACGATAT TTATCACCAT CTTGTGCTAT AGACCAATTT TTTTCTTTTG CCAAACGTTC 617340 
AGCTTCTTCT TTCGTATAAA CAGGGCCTAT TGGCTTAGTT 3GATTTTTGA AAGCTGGGTC 617400 
GTTGATATCA ACTTCTACTT GAGATAATAA CGTTGCAAAT 33CACTTCAA ATGGAACTAA 617460 
ATTACCGAGT TCTTGTTGAA TCATATAACC AATCATTCCA 33T3TTTCTG CTCCCAATAC 617520 
AT CTAAAGGA TAGGTTGGCA CATCAGTATA GGCAGCACCT T37AAGGCGA GCAAACCCAC 617580 
TTGTGGGCCA TTACCGTGTG CTATCACTAA TTCATTATTT 33C3AAATCT TAGCAATTTG 617640 
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CTCACAAGCA ATGCGAACAT TTTG7CGTTG ATTTTCGGCT 3TCATTGGTT CTCCGCGTCG 617700 

TAATAACGCA TTACCGCCTA ATGCAATCAC TATTCTCATA CGTTCTCCTT ATGCCAAACT 617760 

TGCTACCATT ACCGCTTTAA TTGTG7G CAT ACGGTTTTCT 3CTTGTTCAA ATGCAATGTT 617820 

CATTGGCGAT TCAAATACCT CTTCAGTTAC TTCAATACCA 7TAGCTAATT CAGGATATTT 617880 

TTCAGCAATT TGACGACCAA CTTTGGTTTC GCTGTTATGG AAGGCTGGCA AGCAGTGCAT 617940 

AAATTTCACT TTTGGATTAC CAGTGCGT7T CATTAATTCA GGTGTGACTT GATAAGGAAG 618 000 

TAATAATTTA ATGCGTTCGC CCCAAGTT7C TAATGGTTCA CCCATTGAAA CCCACACATC 618060 

AGTATGGATA AAATCTACGC CTTTCACCGC TTTGTCGATA TCTTCAGTTA CAGTAATACG 618120 

AGCTCGACTT TCTTTCGCAA ATTTTTCGCA CATTTCCACA AGATTTGCTT CTGGTAATAA 618180 

TGCTTTAGGT CCACAAATAC GAACATCCAT ACCTAATTTT GCAC CAATTA ATAAAAGTGA 618240 

ATTACCCATG TTATTGCGAG CATCCCCAAT ATATACATAG CTAATTTCAC TTAATGGTTT 618300 

GTCGCAATGT TCAATCATGG TAAGTACGTC GGCAAGCATT TG7GTTGGGT GGAATTCATC 618360 

GGTTAAACCA TTGAATACTG GCACTCCAGC ATAATCAGCC AGT7CTTGAA CGATACTTTG 618420 

TTTAAAGCCA CGATATTCAA TGCCATCATA CATTCTGCCT AATACGCGGG CGGTATCTTT 618480 

CATGCTTTCT TTGTGGCCAA TTTGAGAGGA ATTAGGGTCG ATGTAGGTGA CTTGTGCGCC 618540 

TTGATCATAA GCGGCGACTT CAAATGCACA GCGTGTACGG GTGGAGGTTT TTTCAAAGAT 618600 

GAGCGCGATA TTTTTGCCTT TTAATTTTTG TTGTTCTGTG CCAGCATATT TGGCTCGTTT 618660 

CAAATCTCGG GAGAGATCTA AGAGATATTT AATTTCACGT 7CTGTGTGAT GAACAAGACT 618720 

AAGTAAATGT CTATTTTTCA TATTGAAAGC CATAATAATC 7CC7TGTGTT TTGACTATAC 618780 

ATTGGGGAAT AAACATACAT CATTCGAGAT ACTGCTTGTT G77CGAACAG TTG C ATT AT A 618840 

AGAGAGGTAA AATGAAATTT GTTGTCGTTT TTCAACTGGT AA7GCCAGTA TGTAGAATTT 618 900 

TATTGCGAGA TTTTTAGTAT TATTAGAATT TAATAAAATA A7C7AACTCT TTATTGTTAT 618960 

TTGTTTGATT TCTAATAGTA GATGAATTTA AACGAAAATA 7377TTAGTT TATTTTTGAT 619020 

GAAGAGGAAT GTGTCTATCT ATACTTAATA AAAGTGCGG7 7A777TTATT GCAGTTTTTA 619080 

ATATATTGAT CTTCAGCAAG TACCATTTGT ATATTTAGTG A7A7GATAAA CATAGTTTAT 61914 0 

TTTTTGAGGT TTTTATGAAT TTACCTTTTC GAGCAATGG7 G7C7GATTTA GATGGCACAC 619200 

TTTTAACACC TGAACATTTA GTCGGTGATC TTACCATTGA 7AC3CTGAGA GCATTAGAGC 619260 

AAAAAGGCGT AGATATTATT TTGGCAACAG GACGCAATCA 7ACCGATGTG TCATCCATTC 619320 
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TTGGAAAAAT TGGTGCGGAA CGTGCGGTTA TGATTACATC AAACGGTGCT CGTGTACGGG 619380 

ATTTACAGGG TAATTTGCTT TATAG CAATA GTTTGCCTGA AGAATTAGTT CTTGAGCTTT 61944 0 

ACAAAACGCC ATTTGATACT TCCAAAGTAT GCATGAATAG CTATCAAGAT GAAGGTTGGT 619500 

TTACTAATAA AGATATTCCT GCAATGCGTC AGTTCCATAA AGAATCTGGA TTCGATTATA 619560 

ACGTTGTCGA TTTTTCTAAA CATCATGGAC GTGGGACAGA AAAAGTCTTT TTTATTGGTA 619620 

AAACGCCAGA GGATTTAGTT GAAGTAGAAA CTTATTTACG AGATAAGTTT GGTGACGTAA 619680 

CGACAATTGT TTATTCAGCA TTAGCTTGTT TGGAAGTAAT 3AATAAGAAT GTTTCAAAAG 61974 0 

GGGATGCATT AAAACATTTA CTCGAATCAC GCGAGTATGA GTTAAAAGAC TGTATTGCTT 619800 

TTGGTGATGG AATGAATGAT GTAGAAATGC TTTCTTGGGC TGGAAAAGGT TGCATTATGA 619860 

AAGATGCTGA TATTCGTTTA AAAATGGCTT GTCCAGAGTT AGAAGTTATT GGCTCAAATA 619 92 0 

AAGaAGAATC AGTCGCTCGT TATTTGCGAA CCCAATTTGG ATTAGATTAT TAATGCAGGC 619980 

ATTATTATTC ATAAGTTATG GTGCAATATT AGGCGCGTCA TTGCGTTGGG CTATAGGATT 62 0 04 0 

GTTATTTAAT CCTTTATTTT CCTCATTTGC TTTTGGGACT TTAATCGCTA ATTTGTTTGG 62 0100 

CTGTTTAATT ATTGGTGTAT TACTTGGGCT TTTTTGGCAA TTTCCACAAA TTAGTGCTGA 62016 0 

ATGGCGGTTA TTTTTAATTA CGGGTTTTTT AGGATCGCTA ACCACATTTT CGTCTTTTTC 620220 

TTCCGAAGTT GTGGAATTAT TTTTTAATGA CAAGTGGTTA AATGGATTTT GTGTATTAAT 62 0280 

GATGCATTTA TTCGGATGTT TAGCTATGAC TGTGTTAGGC ATTTGGATAT ATAAAATTTG 62034 0 

TCTCAACTTT TATCTTAATC CCATTCACTT TGGTTTTGCC CAATTAAATC AGCAAATTCA 620400 

TCGCTACGAA ATCCGTGTGA TAGCATATAT TGCCAAATTT TTTGTTTCAT TTTAGGCGTT 620460 

TGCTGTTCGT TATAATTTGG GAATTTTTTA CGTAACAAGT TCTCAGCCAT TTCATACCAA 62052 0 

TCAATTTCTG ATTCCATTAA AACTTCATCA ATAATATCAG AAGACACACC TTTTAATTGG 620580 

CGTAATTCTT GTCGAATTCT TCCTACACCA TAACCTTTTT 3CACGCGTGA ATTTAGATAA 62 064 0 

TTTTCTGAAA AACGACGATC ACTTTGCCAA TTTTTTGCTT 3GCATCGAGA TAATGCATCA 62 0700 

TCAATTTCTT CTTCCGAAAA GTTCTTTTCC TGCATTTTAT TGC3GAGCTC GAATTCACTA 620760 

TATTCTCTGC GGGAAAGAAG ATTAACTATG TAATTAAAAG CAA3AGATGA CAAGGAATGA 620 820 

TTCCTTTATT TTTATTGAGT TGATATAAAG TGCGGTCATT TTTAACCGCA CTTTTGGCAT 62088 0 

TTGTAATTTT CTTTATTCAA AATCACTTTC TGATTCAGTA 77A7TTTCAG ATTGTTCAAT 620940 

ATCCGCCATT AAGGCTTGTT CTGGATTGGC CACTAATTCA GCACGTAAAC GAGCTTCTAA 621000 
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TTCATCTGAT TTCTCTATAT 777C377AAG CCATTTCATT GAATTAGCCT TTCCTTGACC 62106 0 

AATTTTTTCA CCATTGTAGG AATACCAAGC GCCTGATTTT 7C7ACAAGT7 TGTGTTTTAC 621120 

ACCAAGTTCT AATAATTCAC CTGC7777GA AATGCCTTCT CCATAGAGAA TTTGGAAATC 62118 0 

CACTTGGCGG AACGGTGCCG CTAATTTGTT TTTCACTACT 777ACGCGGG TTTCATTTCC 621240 

AATAATATTT TCCCCGTCTT TTACAGAACC TGTACGGCGA ATATCTAAGC GAACAGAAGA 621300 

ATAGAATTTT AATGCATTAC CGCC7G7GGT GGTTTCAGGA 77ACCAAACA TCACGCCTAT 621360 

TTTCATACGG ATTTGGTTAA TAAACACAAC TAGACAGTTT GCATTTTTAA TTTGACCTGT 62142 0 

GAGTTTACGC AAAGCTTGAG ACA77AAACG TGCTTGCAGC CCCATATGAG AATCGCCCAT 621480 

ATCGCCTTCA ATTTCAGCTT TTGGTG7CAG TGCGGCAACG GAG7CCACAA TAATTACATC 62154 0 

AATTGCACCT GAGCGAACTA ATGCATCACA GATTTCAAGT GCCTGTTCCC CATTATCTGG 621600 

TTGAGAAACA AAAAGTTCTT TTACATCTAC AC CAAGTTTT GCTGCATAAA TAGGATCAAG 621660 

TGCGTGTTCT GCATCAATAA ATGCACAGGT TTTTCCTGCT TTTTGCGCTT GAGCAATGAC 621720 

GGAAAGAGTT AATGTTGTTT TACCCGATGA TTCAGGCCCG AAAATTTCTA CAATTCGACC 62178 0 

CATAGGCAAA CCACCAATCC CTAGCGCAAC ATCTAACCCA AGTGAACCAG TAGAAATAGA 621840 

CTCTACATCC AACGTTTTGG TATCGCCTAA TTTCATAATT GAGCCTTTAC CAAATTGTTT 621900 

TTCGATTTGC CCTAGTGCAG CCGCTAGGGC TTTTTGTTTT TCTTCTTGAG TTGCCATAAT 621960 

TAAAATCCTG TTTGAATGTT CAAATTTTTG TGATTATATC TGTATTGATG TACAGGTCAA 622020 

GAAAAATATT TATATTAATA AAAAAATATG GGGTATATAT 77CAG7AAAG AGGATGGGGA 622080 

AGG C7TAAAA TAAAAGnTTT AAA7ATAGTA 7AT7AA7A7A 7AAACCAA7C GTTTAGATAA 622140 

AAATAAATTT TAAATTTACG ATC7GGC7CA CAAATC7GAC A777A7ATTT AGG7GTAGTA 622200 

AAAATTTCAT GATATAAA7G AAA7CAGAAG TACTTCTACT GAC7CTtTTA AAATAATTA7 622260 

7CATTGGAGG TTTAATA7GA ATATAAAGGA TGAGCA7A7A SA7AGCGTTT GC7CC7TGT7 62232 0 

AGATCAG7TA G7AGGAAATG T77CC777AA AAA7C7TT77 AC7GGTTACG GTTTGTtTCA 622380 

CAAGGAAGAG ACAATGT77G C7AT77GGCA AAA7AAAAAA C777A7T7AC GCGGTGAGGG 622440 

TGTTCTCGCA AT7CAATTAA CTAAA77AGG 77G7GAACC7 777ACAACGA ATGAAT7GAA 622500 

7AAACGG77T G7GC7TTCAC AATA7TATGC ACT77C7GA7 CAGA7777AC G7AG7AA7AG 622 560 

ATTGTG7AGA AAA7TGA7TA 77C777C7A7 TAAGCAGAT7 C77GAGCAGA AGC7AGAATG 622620 

7ACGTTAAGA AAAT7GAA7C GA7TAAAGGA 777ACCCAA7 77AACGA77A AACA7GAAAG 6 22680 
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AGCTTTAATA AAAGTTGGTA TTACAAATGT TGCGATGCTA AGAGAGATTG GCGCAGAAAA 622740 

TGCATTGGTG GAATTAAAGA AAAGTGGCAG TGGTGCTACG CTTGATTTTT ATTGGAAATT 622800 

AGTATGTGCT TTGCAAAATA AAAA7AGTCA GATGTTAAGT CAAGCTGAAA AAGAGCGTTT 622860 

ATTGAAGAAA TTAAACGAAG TTTGGAGAAA AAATGGCTTA AAAGGCTATA GAAAATTAGA 622920 

TGATGAATAA AATTTGTTCA TTCAAATAAT TTnnnGCAAA AAG7ACTTGC AAGGGATTTG 62298 0 

AAAATCCCTA TAATGCACCG CACACAACGA CG CACTGTTG TGAAGTTTTT TAAGTTTCCA 62304 0 

AGTGCGTCGT TATTTTTTGC TCT77AACAA TATATCAGAC AA7CTGTGTG GGCACTTGTT 623100 

GATTGACTTG TTTTAAAACT ATTT7TAAT7 TTGAAGTCTT AATAGGTGCT TAACTGAAAA 623160 

TTCATTATTA CTTTTTTAAG TAGTATTTTA TTTATAGCTA AGCAGTTTAT TGAGCGATTG 623220 

AACTTGAATT GAAGAGTTTG ATCATGGCTC AGATTGAACG CTGGCGGCAG G CTTAACAC A 6232 80 

TGCAAGTCGA ACGGTAGCAG GAGAAAGCTT GCTTTCTTGC TGACGAGTGG CGGACGGGTG 623 340 

AGTAATGCTT GGG AATCTGG CTTATGGAGG GGGATAACGA CGGGAAACTG TCGCTAATAC 623400 

CGCGTATTAT CGGAAGATGA AAGTGCGGGA CTGAGAGGCC GCATGCCATA GGATGAGCCC 623460 

AAGTGGGATT AGGTAGTTGG TGGGGTAAAT GCCTACCAAG CCTGCGATCT CTAGCTGGTC 623520 

TGAGAGGATG ACCAGCCACA CTGGAACTGA GACACGGTCC AGACTCCTAC GGGAGGCAGC 623 580 

AGTGGGGAAT ATTGCGCAAT GGGGGGAACC CTGACGCAGC CATGCCGCGT GAATGAAGAA 623640 

GGCCTTCGGG TTGTAAAGTT CTTTCGGTAT TGAGGAAGGT 7GA7GTGTTA AATAGTACAT 623700 

CAAATTGACG TTAAATACAG AAGAAGCACC GGCTAACTCC GTGCCAGCAG CCGCGGTAAT 623760 

ACGGAGGGTG CGAGCGTTAA TCGGAATAAC TGGGCGTAAA GGGCACGCAG GCGGTTATTT 623820 

AAGTGAGGTG TGAAAGCCCT GGGCTTAACC TAGGAATTGC ATTTCAGACT GGGTAACTAG 623 880 

AGTACTTTAG GGAGGGGTAG AATTCCACGT GTAGCGGTGA AA73CGTAGA GATGTGGAGG 623940 

AATACCGAAG GCGAAGGCAG CCCCTTGGGA ATGTACTGAC 3C73ATGTGC GAAAGCGTGG 624000 

GGAGCAAACA GGATTAGATA CCCTGGTAGT CCACGCTGTA AAC3CTGTCG ATTTGGGGAT 624060 

TGGGCTTAGA GCTTGGTGCC CGTAGCTAAC GTGATAAATC GACC33CTGG GGAGTACGGC 624120 

CGCAAGGTTA AAACTCAAAT GAATTGACGG GGGCCCGCAC AAGCGGTGGA GCATGTGGTT 624180 

TAATTCGATG CAACGCGAAG AACCTTACCT ACTCTTGACA 7377AAGAAG AGCTCAGAGA 624240 

TGAGCTTGTG CCTTCGGGAA CTTAGAGACA GGTGCTGCA7 3GC73TCGTC AGCTCGTGTT 624300 

GTGAAATGTT GGGTTAAGTC CCGCAACGAG CGCAACCCT7 ATCCTTTGTT GCCAGCGACT 624360 
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TGGTCGGGAA CTCAAAGGAG ACTGCCAGTG ATAAACTGGA GGAAGGTGGG GATGACGTCA 624420 
AGTCATCATG GCCCTTACGA GTAGGGCTAC ACACGTGCTA CAATGGCGTA TACAGAGGGA 624480 
AGCGAAGCTG CGAGGTGGAG CGAATCTCAT AAAGTACGTC TAAGTCCGGA TTGGAGTCTG 624540 
CAACTCGACT CCATGAAGTC GGAATCGCTA GTAATCGCGA ATCAGAATGT CGCGGTGAAT 624600 
ACGTTCCCGG GCCTTGTACA CACCGCCC3T CACACCATGG GAGTGGGTTG TACCAGAAGT 624660 
AGATAGCTTA ACCTTTTGGA GGGCGTTTAC CACGGTATGA TTCATGACTG GGGTGAAGTC 624720 
GTAACAAGGT AACCGTAGGG GAACCTGCGG TTGGATCACC TCCTTACTGA AGACGAGAGA 624780 
CAGCGAGTGC TCACACAGAT TGGCTGATAG TTGTAGACAA ATGAGCAGAA GAAAACATTA 624840 
CCCTTGGGTC TGTAGCTCAG GTGG7TAGAG CGCACCCCTG ATAAGGGTGA GGTCGGTGGT 624900 
TCAAGTCCAC TCAGACCCAC CACTCTGAGA GTGAGTGAAA CGAAAGGTGT AGTGTAAATA 624960 
AATAATAACT AAGACATAAA TGATTAGTTA TTAAATTATG ATGAAATGGG GATATAGCTC 625020 
AGCTGGGAGA GCGCCTGCCT TGCACGCAGG AGGTCAG CGG TTCGATCCCG CTTATCTCCA 625080 
CCACTTATCA TTGTTAAGTA AATTAGAAAA AGACAAATTA ATAAAGTATT AAGGTAGTGA 625140 
TTAAGCTATT TTAAATATTA GGTTATTTTA TTCTTAGTTT TAAGTTTAAT TTTAAATTTA 625200 
ATTTTGTTTT AGTTTATTTA ACGATGATAA CTGAAAAGTT TTATCAACTG TTCTTTAAAA 625260 
AATTGGAAAC AAG CTGAAAA CAAGAGATTT TCGAGAGAAA GTCTGAGTAG GCAAAACAGT 62 5320 
AAAGTGAAAG AGAGAACTGA AAAGGAAACT CTAAAAACAA AACCTGTTTT GTAAAAAAAT 62538 0 
CTTGATTGAA CAAAAGCAAT CAAGTGTTTA GTTGAATGAA AATACGCATC AAATTGACCG 62544 0 
CACTTTGAAG TGAAAACGTA AAGTGATTGA AAACATTTGA GGTTGTATAG TTAAGTGACT 625500 
AAGCGTACAA GGTGGATGCC TTGGCAATCA GAGGCGAAGA AGGACGTGCT AATCTGCGAA 625560 
AAGCTTGGAT GAGTCGATAA GAGGCGTTTA ATCCAAGATA 7CCGAATGGG GAAACCCAGT 625620 
AGATGAAGAA TCTACTATCA ACAAGTGAAT TCATAGCTTG TTGAGGCAAA CCGGGAGAAC 625680 
TGAAACATCT AAGTACCCCG AGGAAAAGAA ATCAACCGAG AT77CGTCAG TAGCGGCGAG 62574 0 
CGAAAGCGAA AGAGCCAGTA AGTGATAGCA ATATAGTGAG C-AGAATGTGT TGGGAAGCAC 625800 
AATCAAAGAG GGTGATAATC CCGTATCTAA AAACCATAT7 GTG3TACTAA GCTAACGAGA 62 586 0 
AGTAGGG CGG GACACGTGAT ATCCTGTTTG AAGAAGGGGG 3CCCATCCTC CAAGGCTAAA 62592 0 
TACTCCTGAT TGACCGATAG TGAACCAGTA CTGTGAAGGA AAG 3 CGAAAA GAACCCCGGT 625980 
GAGGGGAGTG AAATAGAACC TGAAACCTTG TACGTACAAG 3AG7GGGAGC GAGGGCAACC 626040 
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TTGTGACTGC GTACCTTTTG TATAATGGGT CAGCGACTTA TAT7TTGTAG CGAGGTTAAC 626100 
CGAATAGGGG AGCCGAAGGG AAACCGAGTC TTAACTGGGC GAATAGTTGC AAGGTATAGA 626160 
CCCGAAACCC GGTGATCTAG CCATGGGCAG GTTGAAGGTT GGGTAACACT AACTGGAGGA 626220 
CCGAACCGAC TAATGTTGAA AAATTAGCGG ATGACTTGTG GCTGGGGGTG AAAGGCCAAT 6262B0 
CAAACCGGGA GATAGCTGGT TCTCCCCGAA ATCTATTTAG GTAGAGCCTT GAGGTGACAC 626340 
CTTTGGGGGT AGAGCACTGT TTCGGCTAGG GGGCCATCCC GGCTTACCAA CCCGATGCAA 626400 
ACTACGAATA CCAAAGAGTG ATACTCAGGA GACACACGGC GGGTGCTAAC GTCCGTCGTG 626460 
GAGAGGGAAA CAACCCAGAC CGCCAGCTAA GGTCCCCAAG TCTATATTAA GTGGGAAACG 626520 
AAGTGGGAAG GCTTAGACAG CTAGGATGTT GGCTTAGAAG CAGCCATCAT TTAAAGAAAG 626580 
CGTAATAGCT CACTAGTCGA GTCGGCCTGC GCGGAAGATG TAACGGGGCT GAAATATAGC 626640 
ACCGAAGCTG CGGCATCAGA ATTTATTCTG TTGGGTAGGG GAGCGTTGTG TAAGCGGAAG 626700 
AAGGTTCATC GAGAGGTGGG CTGGACGTAT CACAAGTGCG AATGCTGACA TAAGTAACGA 626760 
TAAAACGGGT GAAAAACCCG TTCGCCGGAA GACCAAGGGT TCCTGTCCAA CGTTAATCGG 626820 
GGCAGGGTGA GTCGGCTCCT AAGGCGAGGC TGAAAAGCGT AGTCGATGGG AAACAGGTTA 626880 
ATATTCCTGT ACTTGGTAAA GCTGCGATGT GGGGACGGAG TAGGTTAGGT TATCGCACTG 626940 
TTGGATATGT GCGTTTAAGT TGGTAGGTGG GAAGTTTAGG CAAATCCGGA CTTCCTTAAC 627000 
ACAGAGAGAT GATGACGAGG CTCTACGGAG CTGAAGTAAC TGATACCACA CTTCCAGGAA 627060 
AAGCCACTAA GCGAAAGGCT TTACTAAACC GTACTGAAAA CCGACACAGG TGGTCAGGTA 627120 
GAGAATACTC AGGCGCTTGA GAGAACTCGG GTGAAGGAAC TAGGCAAAAT AGCACCGTAA 627180 
CTTCGGGAGA AGGTGCGCCG GCGTAGATTG TAAGGGCTAG CCCC7GAAGG TTGAACCGGT 627240 
CGAAGATACC AGCTGGCTGC AACTGTTTAT TAAAAACACA GCACTCTGCA AACACGAAAG 627300 
TGGACGTATA GGGTGTGATG CCTGCCCGGT GCTGGAAGGT TAATTGATGG TGTCATCGAA 627360 
AGAGAAGCAC CTGATCGAAG CCCCAGTAAA CGGCGGCCGT AACTATAACG GTCCTAAGGT 627420 
AGCGAAATTC CTTGTCGGGT AAGTTCCGAC CTGCACGAAT 3GCATAATGA TGGCCAGGCT 627480 
GTCTCCACCC GAGACTCAGT GAAATTGAAA TCGCCGTGAA 3AT3CGGTGT ACCCGCGGCT 627540 
AGACGGAAAG ACCCCGTGAA CCTTTACTAT AGCTTGACAC TGAACATTGA ATTTTGATGT 627600 
GTAGGATAGG TGGGAGCCTT TGAAGCAGTG ACGCCAGTCA TT3TGGAGGC GACCTTGAAA 627660 
TACCACCCTT TAACGTTTGA TGTTCTAACG AAGATGACGA AACCTGGTCT CGGACAGTGT 627720 
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CTGGTGGGTA GTTTGACTGG GGCGG7C7CC TCCCAAAGCG 7AACGGAGGA GCACGAAGGT 627780 



AGACAGACAA GTCGAGCAGG 7ACGAAAG7A GGTCATAGTG ATCCGGTGGT TCTGAATGGA 627900 
AGGGCCATCG CTCAACGGAT AAAAGG7AC7 CCGGGGA7AA CAGGCTGATA CCGCCCAAGA 627960 
GTTCATATCG ACGGCGGTGT 7TGGCACC72 GA7G7CGGC7 CATCACATCC TGGGGCTGAA 62 8020 
GTAGGTCCCA AGGGTATGGC 7G77C3CCA7 TTAAAGTGGT ACGCGAGCTG GGTTTAGAAC 628080 
GTCGTGAGAC AGTTCGGTCC CTATCTGCC3 TGGGCGTAGG A7GATTGATT GGGGCTGCTC 62814 0 
CTAGTACGAG AGGACCGGAG TGGACGCATC ACTGGTGTTC CGG77G7G7C GCCAGACGCA 628200 
TTGCCGGGTA GCTAAATGCG GAAGAGATAA GTGCTGAAAG CATCTAAGCA CGAAACTTGC 628260 
CAAGAGATGA GTCATCCCTG ACTTTAAGTC AGTAAGGG77 GTTGTAGACT ACGACGTAGA 628320 
TAGGTTGGGT GTGTAAGTGA TGTGAGTCAT TGAGCTAACC AATACTAATT GCCCGAGAGG 6283 8 0 
CTTAACTATA CAACGCTCAA GTGTTTTTGG GAGCTAAGTG AAG7AAGAGA TGAAAAGCGA 628440 
AGCAAATAAA AGCAGAGCGA AAGAGAAGTA AAAGACTAAA CAAAGAAAAG TAAATATAGA 628500 
AGACTTAATA GAAAGAAAAT CGGATTCAGC TTGTGACCAA 7AAGAACGAG TGAAAGGTAG 628560 
AGGAAAGACT GAGTAACGAG AGATAAAAGA GACGAGAGAT AAAAGAGAAA AGACGAGTTA 628620 
TCAAAGAATT ATCCTGGCGG CGATAGTGCG GTGGACCCAC CTGAGACCAT ACCGAACTCA 628680 
GAAGTGAAAC GCTGTAATGC CGATGGTAGT GTGGGGTTTC CCCATGTGAG AGTAGGGCAC 62874 0 
CGCCAGGTTT TATTTTTTTA GTTTATTCAT TGAGTAAATT AAAAAAATAA AAAATTTTTG 628800 
GCAGAGATAG TGCAATAGAT CCACCTGAGA CCATACCGAA C7ZAGAAG7G AAATGTTGTA 628860 
ACGCTGATGG TAGTGTGGGG GTTCCCCATG TGAGAGTAAG GCAC7GCCAA TCGTCATTTT 628920 
TAGCGGAGTG GTAGTTCAGC TGGTTAGAAT ACC7GCC7G7 CAC3CAGGGG GTCGCGGGTT 628980 
CGAGTCCCGT CCATTCCGCC AATTCATATC ATAGTTTATT SA7ACCAATA GGGGCGTAGT 62904 0 
TCAATTGGTA GAGCACCGGT CTCCAAAACC GGGTGTTGGG AGTTCGAGCC TCTCCGCCCC 629100 
TGCCATAAAA AACCTTTCAT TTTCAATAAT TTACTACATT 37AAAAATTC TCTTGTGAGA 629160 
AATTATCGTC TGTGACATTT ATTCATAAAC TTTATTATGT 3A7C3CATTT AAATGCGTAG 629220 
GAATATAATA ATTtCTAATA ATTAATTTTG TTGTAAGGaA 7AAAAATGGA AGAGTCCCTA 629280 
GAATTAGAAA AATTGCCACG AATCATTACT GATGTATTGA AAA7CGTGCT TTGTACAGCG 629340 
TTGATTGCGC TAGCGATTGT GCTTATTATT GTCCTTGTAA AAA7AACTTA TACTTTATCT 629400 



TTGCTAATCA CGGTCGGACA 7CG7GAGG77 AGTGCAATGG 7A7AAGCAAG CT7AACTGCG 627840 
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ATGATGGTGC TTAACACTTC GTCTGTTGTA CCTTATGATG TTGCTGAACA AGCAGTAATG 629460 
TTTTTCTTAT ATTTCGGGTT TATTGGTTTG ATTGTGCAGT ATTTTAAAAG CGGATATCAC 629520 
TTCCCTTTAC GCTATTTATT TATGCTGGGA TCACTGCGAT GTTGCGTTTA ATCATTGTTA 629580 
ATCATGAAAG CTCGATGGAT ACCATCTTAT TTGCAGGCGT AATTTTGATT ATGGTGATCG 629640 
CACTCTGTTT GGTGTTATAT TCTAATAAAC TGAGAAATAT ATAGTTTTAG ATTCAAAACA 629700 
ACAAAAAACG CACTTCATTT GAAGTGCGTT TTGTCTTTTT AGTTGAGCTA CTCAGATTTG 629760 
CTTTCTAAAA GTGCGGTTGA ATTTTCTTCT GTTTTTTCTT CCGCACTTTC TGGAATGACA 62 9820 
TCCTGAATTG CCATCACTGA TTTCAAACTC TCTTGGCGAA CTTGTTCAGC TAATGCTTTA 629880 
TCGCCCGCTT GTTCAAATAC ATAAGATGCC ATCATCAAAT CATTTTGTTC TAATTGTTCA 629940 
GGGCAAGCGA TCACGTTTTT GAATACATCT GCTGCTTTAA TAAATTCATT GTTACGAACA 63 0000 
TATAAATAAC CCAAAGCACG ATTGATACAG CATTTTTGTT TTTCATCCAC ACGTTTTGCA 630060 
CGTTTTTCTA TTAGCTTGAG AAGTTTACTG TTATCTTCTG GTTGTAAACG TGTAATTTGA 630120 
GTACAAAGAG GTAAACTGAT TGCTGTATTG TCACCGAGTT TTTTCAGTAT TTCAAATGTC 630180 
AATTCAGTAG CTGATTCATG ATCATTACAG TCAATTAAAC GTTGAATAAG GCTAATTTTA 630240 
AGTTCAATAT TGTTACGGCG ATGACGAGGT TGCTGATTCC ACCAAGTTAG TAAGCCATCA 630300 
ATTCCTTCTT CGTTCATTTT CTCGTCGAGT AAACCATTTT CGGTTTTAGA GCGAAGATCT 630360 
TTGAATTCTT CATCATTGAA TAAACCGCTA TTCGCAACAT TGTGTAAAAT TTTATCTAGA 630420 
GCTTGATAGG CTTTAGAGCG AAGATAAATT TCTACCG CGA GTTTTAATAC TTCTTTATTG 630480 
CGACGAGCCA TTTCTAATAA GCTATCTACA GAACTGCGCG CTGCAGGTAA CTTGTTTTGT 630540 
TGCAATAAAA TGCGAGTACG GGCAATTTCC ACGAGCAAAT TATCAGAGCC GGCTAATTCT 630600 
GTTGCTTCAA TTAAATAGCG ATTTGCACTA AATTCGTCGC CACGTTGTTG AGCGGCTTCT 630660 
GCTGCTTTGA TGAGATTTAG TACAGGTTCA GCAGAATGTT TAGCATTTTT GCCAATTAAT 630720 
TTTTCTGCTT TAGCGTAATC CCCTTCATCC ATTTTTACCA AGCCTTCAAG GGTTTGTTTT 630780 
TGCGCTTTTA CACGTTTGCG ATTAGAAAAC CATTGATAAG AGCTACGACT TAAACGAAAG 630840 
AAACGAGTGA CGCCCCATTC AAAAGCATAA ATTATTG CTA AAGAAATAAT GAAAAAAATC 630900 
ACTAAGGTAG TGATGGACAT TTCTATAATA CGATTTGCTG TCTCAATGCG TACATAACCT 630960 
TGCTGACCAG AAATATAAGG CCCTGCTACA AGTCCTACAA GCAATGTCAG CATTAAAAAG 631020 
AGCACTCTAA ACATAGACTT ATCCTTATTG TTGTGATTC-. 3ATT3TGTTG GTTTAACAGC W 
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TTCTACTTGA GGCATTGTAT CAA7C3CC77 GTCTGCTTCA ATTTCCACTT TTTGTACATC 63114 0 
TAAAGCTGTA CGATTAAGAT ATTT37CAAG TAATGTTAAA C777TTAATT GCTCTGGTAC 631200 
ATCTACATAA ATAGAAGTAT CAGTCAATCC ATCTACTAAT 777AAGAAAT TTTGTGTTAC 631260 
TTCAGCGTTT GTATCAAAAT AGCTACGAAC CCAAGAAGAA ACAGCTTCTA GAGATTGCTT 631320 
ATAAAGTTCA TTTTGCTGAC GAGGAACTGC CATAATCGCA AGCTGTAAAC GTAGACGAAT 631380 
GTTCTCACGA AGATAAATAT CTTGA7T7GG TGCAAGTAAT 7C777TTTA7 TTGAATTTTG 63144 0 
TTTTGGCGAA ATACGAATAA AATGA7T7AG GAAAGAGGT7 GCG CTTTTT T CAATATTTTG 631500 
TTGCCAGTCA GTAATGTTGT TGGA7AATTT ATCATTATTT TTAGATGTTT CATCAAAATT 631560 
TACAnTCAAA GCCTCTGTAA TTCATCGACT GTGTTTGCAA GCTGTGATAG T T TTTGCATT 631620 
ATCGCATTTT GATCCACACT TGAAAGCGAA AGAAGTTGTT 77AAATCTTG ATTGATTGCA 631680 
CTACGAATTT CATTTGCTTG TGAATTATTA ACCTTGACGA GGGTTTCATC AGCTAATTTT 631740 
AATAAAGAAA CCGCTGTATC AACATCGTTA TCTAAAACAA GTTTACGCAG GGCATTATTT 631800 
AGTAAAAAAT CAGCTTCGGA AAATAACCAA TCGCTTGGTT GTTGTGCGAT GGCAAGCTGA 631860 
CTTACTTGTT TCATTTGAGT TTGTAAGGAT GTTATTTCCC CTGTTTTGCT TACAATTAAT 631920 
TGTTCCAGTT GAGCTATATT TTCTTGTGCA GTTTTTAAAC TCTGTTCTAA TTGTGTAAGT 631980 
CGTTTATTGT TATTGGTGTT ATTTGAGGAA AGATTTGCTC CCGTTTGATT TTCAAGTGCG 632040 
GTTAATTTCT GTTGAATTTT AGCCATTTGC TGCTGACCAA AATAGTATCC AGCTCCACCA 632100 
ATACCTAGCG CAACAAGTAT TGCTAATAAA CTCAATGCTG 7ACCAGTTTT TTTCACAATA 632160 
GTTTGCGGAA CAGACTGCAT TGTTTCAGCT TGTTCAACAG 77G77TTGGG CGTATCTGTA 632220 
AGTTGTTCGG TGAGGTCGTT AGGTTGCTCT TTTGCCATAT CAA77CCTTA ATAAGTGATA 632280 
TTGAGTAAGG TATTTTATAA TACTTTGCGT TGATAAGAAA AA7ATCAAGC TATCCACTAA 632340 
TAATAGAAAA TATAGATTTT TATATCGGCA GAATTAAGCT A777ACGCAA TAAAACTAGG 632400 
TACTATCCTA CCACTCTTAG GTAAAAAAGT CATTTTGAT7 37t3ATAGGT AAAATTTATA 632460 
GTATTTTTCG AAAAATTGTG ATTTATGTCA CATTTTTTTG CA777ATACT CCCTAAGTGG 632520 
TAAATTGTTC GCCAATTTTT GTTGTTCTGG TAGGGACACC AZ37GGAATG TAATCTAGCA 632580 
CAAGCAAAAC AATGGGTTAG CGCCTTGGaT CAACGCCG77 77GAGCGTGC ATTACAAGGT 632640 
TCAGGCGATG CATTCCAACA CGTTTTAGCG ATTGTCCCT7 7AC777TACA CC7AAACCAT 632700 
CCACAACTTC CCGGCTATGT TATTCACGCC CCCTCAGGTA 773CAAGTTT CCTCGCATC7 632760 
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GATTATCAAA AAAAGTGGCT CACCAATGAA TACGGTATTC ATTATGCCGA TCATAAACCA 632920 
TCAACACTCA AAAGTGCGGT AAATTTTCAC GAAGTTTTTC CACCAATTTT AGGTGTTTAT 632880 
GTAATGGGTA GCTTTGGCTC AATAAGTCAA ACCTCTTCTT CAGATCTTGA TACTTGGATT 632940 
TGTGTCCGTG ATGGCTTGAG TCTAGATGAA TATACACTTC TTACTCAAAA AGCCAAGCGG 633000 
ATTAGTGAAT GGGCTATGCA ATTTAATGTG GAAATTAAT7 TTTATTTGAT GGATCAACAA 633060 
CGTTTCCGCA ATGAACATTA TGCTGACCCA CTGACTATTG AAAATAGCGG CTCTGCGCAA 633120 
TATATGTTAT TGCTTGATGA GTTCTATCGC TCCGCCGTAC 3CTTGGCAGG TAAACCTCTA 633180 
CTTTGGTTGC ATTTATGGGT GGAAAATGAA AAAGACTATG AAAAAGAGGT GGCACGTTTA 633240 
ATTACGGAAG GGGAAATTGA TCCAAATGAT TGGGTAGATT 7CG3CGGTTT AGGACAATTT 633300 
TCTGCAAACG AATATTTCGG TGCCAGTTTA TGGCATCTTT ATAAAGGGAT TGATTCACCT 633360 
TATAAATCTG TGCTCAAAAT TTTGTTGTTG GAAG CCTATT CGAAGGAATA CCCAAACACT 633420 
TGCTTAATTG CCCGCACTTT TAAGCGAGAT TTACTTGCAG GCAATACCAA TCCTGATCAC 633480 
CATTTTGATC CTTACATTGC CATTCTTGCA AAAGTAACCC AATATTTAAC CGCACTTTCT 633540 
GAATTTAAAC GTTTGGATTT TGTGCACCGT TGTTTCTATG TGAAAGCAAC GGAAGATTTT 633600 
GCACGTTACC AAGCCAATAA TTGGCGTATT CGTTATATGG AAATCCTTGC GCAAGAATGG 633660 
GGATGGTCTG GAGAAACGGT AAAACATCTC AATAAGCGTC CATTTTGGAA AATTAAGGCA 633720 
GTAAAAGAAA ACCACGATAA CATAATGAAA TTTTTAATGT TGA3TTATCG TAATTTAGTG 633780 
GAATTTGCTC GAAAG CATCA CATTCACTCG AGCGTCGTGC CACAAGATAT CAACATTCTT 633840 
TCTCGTAAAC TTTATACTGC TTTTGAAGAA CTTCCCGGCA AAGTGTCCTT ACTCAACACA 633900 
CAGATATCTC ACAATTTATC AGAAGCACAC CTGACTTTTG 7GGAAGTTCG CGGCAATAAA 633960 
CATTTTAAGG ATGGTTGGTA CCTTATCAAT CAACCAATAC ACCATATTAT GTTCTCCAAA 634020 
GAACGGGTGA TCGAATACGG AGAAAGCCTG AATAAATTAG TTTCTTGGGC TTATTTCAAT 634080 
CATTTACTCA CTGAAAAAAC CGAATTGTCA ATTTTTAGCA AGAATGTGAC TTTAAGCACA 634140 
TTACAACGCT TTGTCACTAA CTTGCGTCAG TCTTTTCCAA GCACCATCGC TAAACAACCT 634200 
AAAAACAGCG ATTTATTAAA TCAATGTGAA ATTCGTAGCT 7GT77ATTGC CATAAATCTC 634260 
ACGACCGATC CAACATCCAA AGTAGAAGAA GTATTAACGC- 37A77TCATC GCGAGATTTA 634320 
TTTAGTTTTG GATCCCTCGA GCAAAGCCTT GTGGGCAGTA 7CGA77TTAC TTATCGTAAC 634380 
GTGTGGAACG AAATCCGAAC GC.TCCATTTT GAAGGGCAAA AT3CCATTTT GCTTGCGCTA 634440 
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AAAGTACTTT CTAACAAAAT TTATC37GGT GTTAATCGCC CAGATTCAAT CCAAGTCTAT 
TGTTATAGTG AACGTTATCG CCAAGATTTA CGTCAATTAG TGATGGGATT AGTCAATCGA 
TGCGTTAGCA TCCAAGTCGG CGA7A7TCAA CAACCTTGCC AAACGTCACG TTTACGCGTA 
GCGGGTAAAA ACTGGCAATT ATTTTTTGAA GATCGCGGGA TTAGCTTACA AGAAATCGGA 
AATGAATCGG TCTGTAATGA AGC7C-AAAG7 GCGGTGGATT TTGACGAAGT TTTACAAACA 
CCAATTGAAG ATGGCGAGAC AAACCAAGAA AGTCGTCGCT ATCCACCAGA AATGGATGCC 
TTCGCCAGTG AAGGATTCCT ACAATTCTTT TTTGAAGATA ATTCTGATCA CAGCTTCAAT 
GTTTATATTT TAGATGAATC TAATCATCTC GAAATCTATC GCCACTGCGA TGGTGAAAAA 
GATGAAAAAG TGCGGGAGAT TAATCAACTT TATCAAAACG CCAAACAGGA AGGCGATAAA 
AATCCTTACA ATATCGTTCA ACATAATTTT AACTACCCTC AATTTTATCA ACTACAAAAT 
GGAAAAAATG GCATATCCAT CGTGCCGTTT AAATTCCGCC AAATGAATAA GTAATATTTT 
CCTGTGGTTG ATAGGTTACC GAAAGATATC TATACTTATT TCCTCTTTTA CTAGATAAAT 
TGTAGATATG ATAACTTCGC AAACACCAAT CACTGTGCTA GGTGCGGGAT CTTATGGAAC 
TGCGCTGGCA ATTACCTTTT CTCGCAATGG TTCTCCCACT CACTTATGGG GGCACAATCC 
CGCCCATATC GCACAAATGC AGACAGAACG ACAAAATTAT CGTTTTTTGC CGGATGTCAT 
CTTTCCTGAG GATCTTCATT TAGAAAGTAA TCTTGCACAA GCAATGGAAT ATTCTCAAGA 
TATTTTAATC GTGOTGCCA A GCCATGCTTT CGGTGAAATT CTTATAAAAA TCAAACCGCA 
CTTAAAAGCC CATCACCGAT TAATTTGGGC AACAAAAGG7 TTGGAACGTA ACACAGGGCG 
TTTACTACAA ACCGTAGTTG AAGAACAACT CGGAACGCAA 7A7CCACTAG CTGTACTTTC 
TGGCCCAACT TTTGCAAAAG AATTAGCGCA AGGTCTACCA TCAGCTATTA CGCTTGCTGC 
CAATAACGAG CAATTCGCAC GGGAATTTCA GTCTCGTATT CA77GTAGTA AAGGTTTCCG 
AGTTTATATA AATTCGGATA TGACTGGCGT TCAACTTGG7 GGAGCAATTA AAAA7GTGA7 
CGCAAT7GG7 GCGGGTA777 CAGACGGTA7 GGGATTTGGC 3CAAATGCTC GCACAGCAC7 
GAT7AC7CGA GGTATTGCAG AAA7TACCCG CTTAGGTA7C 7CC-C7CGG7G CAAA7ACCAA 
7ACATT7A7G GGAATG7C7G GAT7GGGCGA 7T7AG7GCTA AC77GCACCG A7AA7CAATC 
GCGCAA7CGA CG77TTGGA7 7AA7GC7AGG TAAAGGA77A GA73CCCAAA 7GGC7A7GGA 
AAATATCGGG CAAG7CGTAG AAGGT7777A TAATACAAAA GAA3CCTATT TGCT7GCACA 
AAGACAAGGT GTGGAAA7GC CGA77ACAGA ACAAATTTA7 CAAA7GC7G7 777G7GGCAA 
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AAGCGCACAA GATGTAGCAA TCAGCCTTTT GGGGCGAGCA 7GTAAAGGCG AATAAAAGGA 636180 

GAAATTATGA CATTAGATGT GTGGCAACAT ATTCGCCAAG AAGCCAAAGA ACTTGCTGAA 63624 0 

AACGAACCTA TGCTTGCTAG TTTTTTTCAC TCTACAATTT TAAAGCATCA AAATCTGGGC 636300 

GGTGCGCTAA GTTATTTATT GGCTAACAAA TTAGCCAATC CTATTATGCC AGCTATTTCT 636360 

CTCCGTGAAA TTATTGAGGA AGCCTATCAA TCTAATCCTT CGATTATTGA TTGCGCTGCT 6 36420 

TGCGATATCC AAGCTGTCCG CCACCGAGAT CCCGCTGTAG AATTGTGGTC CACTCCATTG 636480 

CTTTATTTAA AAGGTTTCCA TGCGATTCAA AGTTATCGAA TTACCCATTA TTTATGGAAT 636540 

CAAAATCGTA AATCCCTTGC CCTTTATTTA CAAAACCAAA TTTCAGTAGC TTTCGATGTA 636600 

GATATTCACC CAGCGGCGAA AATTGGCCAC GGAATTATGT TCGACCATGC nACAGGTATT 636660 

GTTGTGGGTG AAACATCTGT AATCGAAAAT GATGTTTCAA TTTTGCAAGG GGTAACGCTT 636720 

GGCGGTACGG GAAAAGAATC AGGCGATCGT CATCCCAAAG TACGCGAGGG TGTTATGATT 636780 

GGGGCGGGTG CAAAAATTCT CGGTAATATT GAAGTAGGTA AATACGCCAA AATTGGGGCA 636840 

AACTCTGTTG TGCTTAACCC TGTGCCGGAA TATGCCACAG CGGCTGGCGT GCCTGCTCGT 636900 

ATTGTGAGTC AAGATAAAGC AGCAAAACCT GCTTTCGATA TGAACCAATA TTTTATCGGC 636960 

ATTGATGATG GAATGAATTT AAATATATAA GGAGACACCA TGATCAACAA AGATACCCAA 637020 

CTCTGCATGT CTTTATCAGG TCGTCCGAGT AATTTCGGTA CTACCTTTCA CAATTATTTG 637080 

TACGACAAGC TAGGATTAAA TTTCATTTAT AAAGCATTCA CCACGCAAGA TATTGAGCAC 637140 

GCCATnAAAG GCGnTCGTGC ATTAGGCATC CGTGGTTGTG CTGTTTCAAT GCCATTCAAA 637200 

GAAACTTGTA TGCCATTTTT AGATGAAAnT CATCCGTCAG CACAAGCCAT TGAATCCGTA 6 37260 

AACACCATCG TGAACGATAA TGGCTTTTTG CGTGCATATA ACACTGATTA CATTGCCATC 637320 

GTAAAATTAA TTGAAAAATA TCATTTAAAT AAAAATGCTA AAGTCATTGT TCATGGCAGT 637280 

GGTGGTATGG CAAAAGCCGT TGTGGCAGCC TTTAAAAATT CAGGTTTTGA GAAATTAAAA 6 37440 

ATTTACGCAC GCAACGTAAA AACAGGTCAA TATCTCGCCG CA777TATGG CTACGCATAC 637500 

ATTAATTCTT TAGAAAACCn ACAGGCAGAT ATTTTAGTCA AT377ACGTC AATCGGCATG 637560 

AAAGGCGGCA AGGAAGAAAT GGATTTAGCC TTTCCAAAAG C377CATTGA TAATGCTAGT 637620 

GTCGCGTTTG ATGTAGTGGC TATGCCTGTT GAAACGCCC7 7TA77CGTTA TGCTCAAGCA 637680 

CGAGGAAAAC AAACTATTTC TGGCGCAGCA GTGATTGTAC 77CA3GCTGT AGAACAATTT 637740 

GAACTTTATA CGCATCAACG CCCAAGCGAT GAATTAATCG 77GAAGCTGC GGCGTTTGCT 637800 
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CGAACAAAAT TTTGAAATAA AGATATGG7A CATTGTGTTT TTTATTAAAA TTTGTTGCTC 637860 

TCGATCACAT TTCTGAATAT TGCTCGTTGC ATCTTTATAA CATTCATTTA ACATTGAACC 637920 

CTATTTAAGT GATAG CTCTA ACGGAGGAAC TTTATGGGTG AGATGGCATC TTTAAGAAGT 63 7980 

CATAAAAATG GCATTATTTT TATTTTAGAT ATTGTGCTGT TT7TTGTGTT ATTAAATGTA 638040 

TTACCTTTTG AACCAAAAGC TAATTCTGG7 TTGGCATTA7 TAGCTTTTAT CGCGGTGCTT 638100 

TGGTTAAGTG AAGCATTACA CGTTACTA77 ACTGCATTA7 TAGTTCCACT TTTGGCTGTG 63 8160 

GCATTGGGAT TAGTTAGTAC CAAACAAGC7 TTAGTTGGTT TTGCTGATCC GACAATATTT 638220 

TTATTTTTTG GTGGCTTTTC CTTGGCGACG GCATTGCATA TTCAAAAACT TGATAAATTG 638280 

ATTGCCAATA AGATTATGGC ACTAGCACGC GGTAATTTAT TTATCGCAGT TATTTATCTC 638340 

TTTTTGATTA CAGCCTTTCT TTCTATGTGG ATGAGTAACA CGGCAACTGC TGCAATGATG 638400 

TTACCCCTCG CCATGGGTAT TTTAAGCCAG CTTGATCGCG AAAAAGATCA TAACACCTAT 638460 

GTGTTTGTGC TGTTAGGGAT TGCTTACAGT GCATCAATTG GTGGTATGGG AACCCTTGTA 638520 

GGAAGCCCAC CAAATGCAAT TGTAGCAAGT AATTTAAAT7 TAACTTTTTC TGATTGGTTA 638580 

TGGTATGGCT TACCAATAAT GATTATTTTG TTGCCGTTGA TGATTGGGAT TCTTTATATT 638640 

ATTTtCAAAC CAAAACTTCA TCTCAATTTT GAACAGACCT TTGAAAATAT TGAAATGAAT 638700 

CCTATGCGTA TATTGACGTT TATTATTTTT CCAGTCATTG CTTTAACGTG GATATTTAGC 638760 

GGTAAAATTA ATCCGTTTAT TTCAGGATTA CTAGGATTAC AAAAAAACAT TGCAAGTTTT 638820 

GATAGTATCG TAGCCTTATT GGCGGCAATT GTTATTTGT7 CAACAGGCGT TGCAAGTTGG 638880 

AAACAAATTC AATCAAATAC CGATTGGGGC GTATTAATGC 7777CGGTGG TGGATTAACA 63854 0 

TTAAGTGCGG TGTTGAAGGA TTCTGGTGCA AGTAAAATT7 TAGCGGATAG TATTGTTTTT 639000 

ATGATTGATG GACAACATTT CTATCTTATT GGTTTATTAG TTGCGGCGTT CATTATTTTC 639060 

TTAACTGAAT TTACTTCTAA TACAGCGAGT GCGGCGTTAC TTGTACCTAT CTTTATTTCT 639120 

ATCGCTCAAT CATTGGGTAT G CCAGAAATT GGTTTAG CAT 7AA7TATTGG TATTGGTGCA 639180 

TCCTGTGCCT TTATGCTACC AGTAGCGACA CCACCAAATG CGA77GTATT TGGCTCTGGT 639240 

CAAGTAAAAC AAAGTGAAAT GGTCAAAGTT GGTTTCTTAC 7GAATTTAGT CTGTGTTGTA 639300 

GTTATTGCCA CTATGGGTTA TATGTTCTGG CTTAAATAA7 ATAGAATTGT TTACTTTTAA 639360 

TAAATGATGA TTGAAGATCA TAAATTTAAA CGTAAGAAG7 ACAA7AAAGC CATTTAAATA 6 3 9420 

AATGGGTTAA AGCAAATGAA GCTTTAACCC ATTTTTCATA ACC37TCTAT ACAAAGCTAT 639480 
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TTATTGTGTT CATAAGCATA AAGCSTATTG CTCATCAACA TTGCAACGGT CATTGGCCCA 63 9540 

ACGCCACCGG GGACTGGTGT AATGTAAGCC GCTTTTTCGG CTGCTTTATC AAACTCTACA 63 9600 

TCGCCTACTA ATTTTCCATC TACT33GTTA ATTCCAACAT GAATTACTAC CGCACTTTCT 63 9660 

TTGATCCAAT CGCCAGAAAT TAAATTTGGT TTACCTACCG CAACGACAAG TATATCTGCT 63 9720 

TGGCGAACGT GGTTTTCCAA ATTTTTAGTG AATCTATGTG TTACTGTGAC GGTTGCCCCT 63 9780 

GCTAATAATA ATTCTAAAGA CATTGGGCGG CCGACAATAT 73GATGCGCC TACAATTACT 63 9840 

GCGTGCTTGC CGTGTAAATC AATACCCGT7 GTTTCTAATA GTTTCATCAC ACCATAAGGT 63 9900 

GTACAAGCAC GTAAAGTTGG AATACGTTGG CATAACCGCC GAACATTATA AGGATGAAAG 63 9960 

CCATCTACAT CTTTTTTAGG ATCGATACGT TCAATAATAG CTTCCGCATT AATTTGTTTT 64 0020 

GGCAAGGGGA GTTGCACCAA AATACCGTCA ATATTTTTAT GTGCGTTAAG TTGGTCAATA 64 0080 

ATCGCTAATA ATTCATTTTG CGTGGTTGTT TCAGGGAGGT CATAAGATTT AGAGAGAATA 64 0140 

CCGACTTCCT CGCAACTTTT ACGTTTATTG CCCACATAAA 7TTGCGAAGC AGGATCAGCA 64 0200 

CCAACGAGGA TTACAGCAAG TCCTGGAGCG CGTTTTCCTT 3TTCAATATA ATGGGTTATT 64 0260 

TTATCTGCTA AATTAGCTTT AATTTGTTTT GAAAGTTCAG TACCAGAGAT GATTTTTGCG 64 0320 

GCCATTGAGC TATCCTTGAT ATTATGTGAT GAAAAAGAAA GCGTTTGCTA TTTTAACGAA 64 0380 

CAATGATTTT TTTACAATGA AAAAGGGGGA TATTTCTTAA AGTGGAATAA TTTTGAACAA 64 0440 

TTAAGTTGAA AAATCAAAAA TTTCATTGAC TGAAATAAAA ACAAACTTAT AATTGACCGC 640500 

ACTTATCGGC GAGTAGCGCA GCTTGGTAGC GCAACTGGTT 73GGACCAGT GGGTCGTAGG 64 0560 

TTCAAATCCT ATCTCGCCGA CCACTTCTTT CGTATTTTCT T3AAATTTTT ATAAAAGAAA 64 0620 

TCCTTTGAAT GCGCCCTTAG CTCAGCTGGA TAGAGCAACG CCCTTCTAAG GCGTGGGTCA 640680 

AAGGTTCGAA TCCTTTAGGG CGTGCCATTC GTTAnCTGTT TAACnAGATC CTGTTTAGTT 64 0740 

TTTCCAAAnA TAAGTACTTT CAGTCTGTnA GATTTTATGC TCATAAnCTG CATCATTTGA 640800 

GTGAAGAAGC TTAAATACAC TCTTAATGAT GCAGATAAAA ACAATATTTT GGCTATTTAA 64 0860 

GTATTTTCCA AGCTCTGAAG CCATAAATGG CAATTACTAC AAAACAGATT AATGGTAGGA 640920 

TAAAGGAAAA ATTTACTGCT GGAAGTCCCA TAACTTCGCC TTGGTCAATA ATGATTCCTT 64 0980 

GTAGTGGTGG CATTAATGCG CCGCCTACAA TAGCCATTAC TAAACCTGCA GCTCCTAATG 641040 

TCGATTCCTC TTTTAAGCCA TAGAGGGCAA TACCATAAAT 33TAGGGAAC ATTAAAGGCA 641100 

TAAAACCTGA GGTTAAAATT AGGCAGTATA GACCCCATAC AC33TCAATA AAGATAACTC 641160 
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CGAGAATACT TAAAAAACCA CCAATAGCAA AGAGCATCAG CATAAATTCT GCTTTTAAAT 64122 0 

ATTTCATTAA TGCCGTGCTA ATAAAGCGAC TGCTAATAAA AATAGCCATA GCAATGATGT 64128 0 

TAAAGTTTTG CCCTTCAGCT TTAGTAAAAC CTAAACGTTC AGCGTATTGT ACGATAAATG 64134 0 

TCCAACACAT GATTTGAACA CCTACGTAAA AGGCTTGTGC GATCACGCCT TCACGATATT 641400 

TGGCTTTTTG AGCCAGTCGG CTTACTGCTG TTTTAAAGCT GATTTGTCCG GCCTCTTCTA 641460 

TTTTTACGGC TGGCATTTTT TTCAATCCAA TGATAATAAA CACTGCAACC ACGACAAAAC 641520 

CGAGTGCTAT GTAAGGATCG CGAATTTCAG CTAAATCATG GGTGCGAATA CTCATTTTTT 641580 

CTGCTTCAGA CAGGGTGTGG AAAATCAAA7 TACCTGCAGG ATCACGTTTG TCAGATTCAA 641640 

GATTAGTTAG GACTAACTGG GAAGCAACAA ACATACCTGT AATTGAACCA AGTGGATTAA 641700 

ATGATTGTGC GAAATTTAAA CGTCGAGTAG CTGTTTGAGG ATCTCCCATT GCGAGAATAT 641760 

AAGGATTGGC AGTGGTTTCC AAAAAAGCGA GCCCAAAGGT TAAAATATAA AGGGAGACTA 641820 

AAAAGAAATT AAATATTTCA TATTGCGCAG CTGGCCAAAA TAAAAATGCA CCTATTGCAT 641880 

AAAGAGCAAG CCCCAGAAGA ATCCCCGCTT TGTAGCTATA GCGACTGGCA AATAATGCCG 641940 

CAGGAATAGC CATTGTGCCG TATCCTCCAT AAAAAGCTAA TTGTACCAAT GCCGCTTCTG 642000 

AGGCTGGAAT TTCCATTACT GTTTGAAATA CCGCAACCAT CGGATTGGTA ATGTCGTTGG 642060 

CAAATCCCCA AAGAGCAAAT AAGCTAGTAA TAAGCACAAA GGGGACGATG AATTTCTTTT 642120 

CTAAAACTTT GGCGTTCATA ATGTTTTCCT CATGTAAGTG ATGGGGTATA ACAAGATTTA 642180 

GGATTCTTCA ATACGTAATC CATAGGTGTG GAATTTACCT AACACTACCT GCATTTGCTC 642240 

TTTGCTGAGC AGTGGAATTT CTAAGCCTGT AGAGAGTAAT TTCAAATACC AAGACGCTAA 642300 

TACTTCTACT TCTTGTGCGA GCCATAAGGC TTTATCTAGG TTTTCTCCGC AAGTGATTAA 642360 

ACCATGGTGT GCTAGTAAAA TGGCTTTGCT TTCTTTGATT CCCGTTGCGA CATAACTAGC 642420 

TAATTTGTGA CTACCAAATG TTGCATAAGG TACACAAGGA ATA7GATCTG TGCCGCTTAC 642480 

GGCTAC CATG TAATGAATTG CAGGAATAGG TTTTTCGAGA ATGGATAAGC CTGCACAGTG 64254 0 

AATGGAATGA TTGTGGACAA CGGCATTTGC TTCAGGGCGA 3TA7GATAAA CACTCAAGTG 642600 

AAATTGCCAT TCGCTTGATG GTAATTTATT TTCTTCGTGT TTG3CATTTC CATCAACATA 642660 

AACAATATTT TCTGTCTTCA TTAAGTGATA TGGCATACCT GTC3GGGTAA TCAGCATTCC 642720 

ATCTTTATAA CGAACACTAA CGTTTCCCGC TGTGCCTTGA 7T7AAACCTA ATTTTGTCAT 642780 

TTCAAGGCAA GTATCAATGA TTTTTTGTGA TAATTCTGC7 CTGTTCATTT TGTAGTACCT 64284 0 



-77.384- 

SUBSTUUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/O5320 



CTATTGTTTA TAAAATGGGA 


GTAACCCCTT 


TTTTAATGAT 


AATGTTGCCA 


TATTTTGCGA 


642900 


TCTCACCACT GACAACAACA 


GCATAAGCCT 


GTTTAGCACG 


7GTATAAAAA 


TCGAAGCGTT 


642960 


CTAGACAGGT TAAATTTGGT 


GTGAAACCGA 


CCGCACTTTC 


AATCGCATTT 


AAGTAACGAG 


643020 


TTTCAACATT CGGATCTAAA 


GAATCTCCCT 


CAACTGCTTT 


CATCATCAAC 


AGAGGGGCAT 


643080 


CAACATAAGC GTCAAATTCG 


AATAAGGGAG 


TTATTGCTTC 


AAGTAAAATA 


TCTATAGATA 


643140 


TACCATCTGC ACGTATTACA 


TTTTTATGTA 


GTGAATGTGC 


3GGAAAATGG 


GCGTCAGCTA 


643200 


GAACTATCTC ATCGCCATGC 


CCCATTTCGG 


CGAGGGTTTT 


7AGTAATTCA 


GGAGAAAGAG 


643260 


CTGGGTGAAT ACCTTTTAGC 


ATTTT 3TTGT 


TCCTTCTAGT 


TTGGGTAAAT 


TCGTTTTCTT 


643320 


GTTGGTTGCA TCGCTTGCTG 


TGCCGCGTTT 


ACATTTTCGT 


AAATGCCTAC 


GCCTGCAAAG 


643380 


GTAAACATTG CGGCACCAAG 


TACAGTACTT 


TCAGAAATGT 


CCACAACATC 


AATCGGTAAA 


643440 


TTTAAGGTGT TTGCACGGAT TTGATTCCAC 


AATACATTTT 


77GAACCACC 


CCCAACACAA 


643500 


ATTAAGCTTT TAGCTTGGAA 


CTGACTGACT 


TGATGTAGCA 


CGGATAAACC 


GTTTTTGAGT 


643560 


TTATTTGCCA TATGTTGTAA TGCGCTGACA 


TAAATTTCTC 


CACGAGTAGC 


AAACATGGAA 


643620 


AGTCCACTGA TATTACCTTG 


TCCTAGTTGG 


CTAAAAATAC 


CTTCAAAATT 


GACCGCTCTT 


643680 


TTTCCCGCAT TAAAAGCTTT 


TTCTCCCTCT 


TTGATCATTG 


TGGTGTAATA 


GTGATCGCTG 


643740 


CCATAAACAT CGGAAAATAA TAATTTACCT 


AACCATTCTA TGACGCCAGA ACCCACCCAT 


643800 


TGTACCGCTG GATTAAAGCA ATTGGATTGT 


GCATCAAATT 


CAGTGGTTAA 


GCCTTGAGAA 


643860 


ACAAACTCAA ATCTAGGTTC 


TGCGTGCTGG 


GTTCTAGCCA 


TTAAGATTTC 


CCAGGTGCCA 


643920 


GAACTTAACA CAGGCTGATT 


CAGCCCTGCA 


CCAGACCCAA 


ACACAGCAAA 


TTGAGTATCA 


643980 


TGTCCACAAG AAATGACAGG 


TACGGGATTT 


AATCCCCATT 


TCTGGGCTAA 


CGGTGTACGT 


644040 


AATTTTCCAA CTTTTTCACC 


TGCATAACGC 


ATAGGAGGGA 


AATGGTTATT 


ACTTAAACCT 


644100 


AGCGATGCTA AAATCGATGG 


ATCCCAATTA 


CCGCTAGTAA 


GGTTTGTCAT 


CATTGATGTT 


644160 


CCCGCCATTG TGTGATCTGT 


AGTGAATTGA 


CCAGTTAAGC 


3TTGAGTGAG 


CATTGACGAA 


644220 


ATAAAAACGA ATTTAGCCAT 


TTTTTGGAAA 


ACATCTGGCT 


TGTGTGTTTT 


TAACCAATGT 


644280 


AATTTAAATA AAGTATTAAA 


ACTGTATTGA 


CCAATGCCGT 


TAC3TTGATA 


AAGAGATTTG 


644340 


ATATCTAATT GATTAGATAG 


ATTT7CCATT 


ACTGGTATGG 




TTTCCATGAA 


644400 


ATAATCGGAT AAAGTTGTTG 


ATCATTTTCA 


TCAAAAGGTC- 


CGCCATCCAC 


GCCGAAAGTG 


644460 


GTAACAGATA TTCCTACAAT ATCTTTTAAA 


TCAATACCT7 




TTGATTGAGG 


644520 
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GTTTGAGTTG CACAAGAGGT TAATTTTTGC CAGATTTCTT CAATATCCCA AATATGATAA 644580 

TCAGATGATT CGATTCCTTG TTTTGTATTA TTAGCAAGGT GATGAGAGGC AAGAATTTGT 64-1640 

CCTTTTTCAT TTATCGCAAT GGTGCGTAAA TTTGTTGCAC CACAGTCAAA AATCAATGCG 644700 

ATAGCCATAA AAACTCTCCT CAGCGCAGTC AAAAATCATT ATGTTTTTGA CCGCACTTTT 64476 0 

TTATAAAAAC AAATTAGGGG TTATTTATAA AGCGGACCAA AGTTTTGGCA AGCTCGATAA 64482 0 

TCTTGCCCTT CCTTGTCTTG ACCAAATCCA TTCCAAGCGC TAGGGCGGAA AATATTTTTC 644 880 

TCTGATACAT TATGCATACA GACTGGAATG CGTAACATTG AAG CAAGAGT GATTAGATCA 64494 0 

GCCCCCACAT GACCGTGAGT CGCTACACAG TGATTTGCGC CCCAATTTGC CATGACTGAA 64500 0 

TACACATCAG TAAATGCACC TTTTCCAGTT AAACGTGGAA CAAACCATGT TGTTGGCCAA 645060 

GTTTCATTAG TACGTTGATT TAATTTATTA TGTACATCTT GAGGTAAGTC GATTGACCAG 64 5120 

CCTTCCGCAA TTTGTAAAAC GGGACCTAAA CCTTTAATAA GAT7AATACG GTGTATTGTA 645180 

AACGGTATGC CACCTTTGGT TAGGAATTGA GAAGATAAAC CGCCCCCTCG AAAATATTCG 645240 

TGAACAGCAG GGCACCAACG TGTATTTTCT AAGCAGCGTT TTGCTTCTTC TTCGGTAACA 64 5300 

TCCCATGCTG GTTTTAAAGT TGGATTGCCT TGAGCATCTT GATGTTCTCC CGTTCCATCA 645360 

AGTGCAGCTG AACCTGAATT GATTAAATGA ATGAATCCAC TTTCAGGTCG CCATCCAGTA 64 5420 

ACACGCTCAA CCGAATCTTG ACTCCAATAA GTACGCACAT CTGCGAAAAT TTGAGCTTTG 645480 

CCAGTTAATT GATGCCCAAA TAACATTCCT ATTGCATTTA AACTATCATT TTCCGTGGCA 645540 

AGAATATAAG GTGGACGCAC GCCATTCCAG TCATAAGTTG AATTGAGCAT TGCCTCCATA 645600 

AAATCGCCGT TTGGCAAATG ATCAGTCCAA TGACGCTGCC CTTGAAAACC TGCTGCAATG 645660 

GCATTATGAC CTAAGGCTTC TTCTGCATAA TTTAATGTTG CTAATTTTGG ATTTCCTACC 645720 

ATCAAATCAC GAGTGATAAT GGTCATTTTC ACAACATTTT CCCAAAGTTC TGCACGCTCT 645780 

TCCGCATTGC GTTGATTCTC TAGGCTATTT ACATCAACCC CTTCTTTGCA ATATTGTTTA 645840 

ACCCAACTCA AGGCTAAATC AACTTCTTCT TGATCATAAA 7TTTGCGGTC TAAACGGCGT 645900 

TTAATTTCCA TCATATCCAC ATATTCATTA CGCATACCTA AATATTCTTG GAAGAAAGCT 645 960 

TGATTTACAA TAGAACCTGC AATTCCCATG GAAACTGACC CAATAGATAA ATAGGATTTT 646020 

CCTCGAATAC TTGCAACAGC AAGCCCAGCA CGAGCAAAAC 3CAATAATTT TTCTTTTACA 646080 

TCTTCAGGAA TGTTTGTGTC ATCGGCTTCT TGAACTTCTG TGCrGTAAAT GGAAAAGGCT 646140 

GGTAGTCCTA ATTGAGAATG ACCAGCAAGG GCGGCAGCCA AG7AAACCGC ACCTGGGCGT 646200 
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TCCGTACCGT TAAATCCCCA AATTGCTTTA GGCATGTGAG GATCCATATC AATGGTTTCT 646260 
GAGCCATAAC ACCAACAAGG GGTAACGGTA ATGGTTAATC CAACGTTTTC GCGTTTAAAT 646320 
TTATCCGCAC AGGCGGCTGC TTCGGCTACA CCGCCGATAG TGCTATCTGC AACTACACAT 646380 
TCAACGAAAG TACCATCTGT ATGACGAATA TGTGTTTGTA ATAATTGAGC AACAGATTGA 646440 
GCCATACGTA TTGTTTGGGT TTCAAGAGAT TCTCGAACCC CCATTCGACG ACCATCAATA 646500 
GTTGGACGAA TACCGATTTT TATACGATTT GATTGAGTAG CAAGAGCCAT' AGTTACACTC 646560 
CTTTGTTTGT GCTTAAGTAA GAATGATGAA ATCACTGCAG AACAAATGGT GTTTTCATTG 646620 
AATTAGAGTG TGAAAGAAAA ATGATAAGGA AAACAGTAAG AAATGAAATT TTGTTGCAAA 646680 
ACTGCGAGCA TCACAAAAAT TGACTATATT TAAGGAAATG TATATGACCG ATTCTTTCAA 646740 
TTTTrAGTAA TTTTCGGTCA AAATGGTCAT TTGTTTTTAT AAAACGGTCA TTATATCGTG 646800 
TTGCTCACAA TATTTTTGTA AGTTATCGGG AAGTGACCGA TCAGAAAAAA TGGTATTAAT 646860 
TTTGCTTAAA TCGGCAAGTT GAATCAAACT TGTTTTTTCA AATTTAGAAG AATCAATTAA 646920 
CAAATAAGCA CGTTCTGAAG CTTCCATCAT TTTTCGTTTT AAAGAGGCAT TCAGCTCGTT 646980 
TGATTCCCAG ATATTACCGT TTTTATCAAT TCCTGAACAA GAAAACACTG AAAAATTAAT 647040 
ATGTAATCGT TGTAATAAGT ACTCAGATAA GGGACCGTAA AATGCTTCAT ATTTTGCTGA 647100 
ATAAACTCCG CCAGTAACAA TAGTTTTAAC ATTGGATTTA TTAACTAGGG CATTAATGTT 647160 
AAACATTGAA TTGGTTACTA CTGTACAAGG AATATCGGGC ATTAAATAAG CAAAATACCA 647220 
ACTTGTTGAG CTTGCATCTA AACCTATAAC GGCATTTTCA TATA3CAAAT CCAAGGCTTT 647280 
TTGGGCAATA TGTCGTTTAG CTGTTGCATT AATATGTTTT CGA3TTTGGA AAAATGAACC 647340 
TAAATCTTTG GTTTTATTAC TCACTGCTCC TCCGTGGGTT CGG73CAATA AGCCTTTGTT 647400 
CGCTAATTTG TTCAAATCGC GACGAATGGT TTCCACCGAA ATATCACAAT GCTGTGCAAG 647460 
TTCTATTACA CTGGCTTTTC CTTGTTGATT TACCCATTGT AAAATTAATT CATCACGATA 647520 
ATTCATCTCT TTTCCCTATA CGGTGGATTT AGTCGAGATT 37A3TTTACG CTTGAGTATA 647580 
TTGAAAATCC AAGGATAAAT TATATTGGGG TGACGTATAT CTTCCTAAAA GTGCGGTCAA 647640 
TTTTTTGTGA GTTTCTTTTC AAGAGTATGC AAGCTACAAT ACGC3CCCAA GTTTTATCAA 647700 
TGTAAATCAG AAAGAGAATA ATTATGCCCT TTGCTATTGG TCA3C3TTGG TTAAGTGAAA 647760 
GTGAAAACGC TTTAGGATTA GGTGTTATTA CCGCATTAGA 7CAA3GAACT GTTACTATTT 647820 
ATTTCCCCGC AGCAGATGAA ACACGGATAT ATGCTATGGC 3CAAGCACCT TTAAGTCGAA 647880 
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TTGTATTTAG CAAAGGCGAA ACATTATCCC ATCAAGCTGG CTGGCAAGGC GAGATTTTAG 647940 

ACGTTCAAAA TATGAACGGT TTGTTGTTTT ATTTAGTTAA AAATCCACAA GATGAAGATG 64 8000 

TTATTGTGCA AGAACGTGAT ATTTCGCCGA TTATTTCTTT 7AGTCAAGCG AAAGATCGTC 648060 

TGTTTTCAGC ACAAATTGAT CGCAGCACTC ATTTTGCATT GCGTTATCGC ACGCTTTGTC 648120 

ATCAGCAAGC ACAATTTAAA TCGCCATTGC GTGGTTTACG CGGAACGCGT GCAAGTTTAA 648180 

TTCCCCATCA GCTTCATATT GCAGCTGAAG TCGGTAATCG AGTTAATCCT CGCGTGTTAT 648240 

TGGCGGATGA GGTTGGTTTA GGGAAAACCA TTGAAGCAGG AATGATTTTG CAGAATCAAC 6483 00 

TTTTTGCTGA GAAAGTGCAA CGTGTTCTTA TTATCGTGCC AGAAACCTTG CAACATCAAT 6483 60 

GGCTGGTGGA AATGCTTCGT CGTTTTAATT TGCATTTTGC ACTTTTTGAT GAAGAACGTT 648420 

GCAACGATTT TGATCTTGAT GCGGTTAATC CATTCACGAC TGAAAGTTTA ATTATCTGTT 6484 80 

CGCTGAATTG GTTAGAAACG CATCCAAACA GAGTAGAGCT GGTGCTCAAT GCTCAATTTG 648540 

ATTGCTTAAT TGTGGACGAA GCCCATCATT TGGTGTGGTC TGAAACCTCG CCAAGTACTG 648600 

CTTATTTATT AGTTGAACAG CTTGCTCGTA TCATTCCATC CGTCTTGTTA CTCACTGCAA 648660 

CTCCAGAGCA ACTTGGGCAA GAAAGTCATT TTGCTCGTTT GCGCTTACTG GATCCAGAAC 648720 

GTTTCTTTGA TTATCAAACC TTTGTGAAAG AGCAGGAACA CTATCAACCT GTGGTTAATG 648780 

CCGTTGAATC TTTGTTGGCA AATAAGGCAT TAAGTGCGGT CGAAAAAAAT CATATTTCTG 64884 0 

ATTTATTGCT TGAACAAGAT GTCGAGCCAC TTTTTAAAGC GATTGCATCA AATAATGATG 648900 

AAGAACAACA GCGTGCCCGT CAGGAATTGA TTCAAGCCTT AATTGATCGT CACGGCACGG 648960 

GGCGAATGTT ATTCCGCAAT ACACGTCAAG GCGTGAAAGG 7TTTCCGCAC CGTGTTTATC 64902 0 

ATCAAATTAC ACTCTCTGAA GAGAATGATA AAATTGATTG GCTGATTGAC TTCCTCAAAC 64908 0 

TACATCGCAA TGAAAAAATC TTTGTGATTT GCCAGACGGC 3GCAACTGCG ATTCAGTTAG 64 914 0 

AACAAATTTT ACGTGAACGT GAGGCGATTC GCGCCGCAGT GTTTCACGAA AAAATGTCGA 649200 

TTATCGAACG GGATAGAGCC GCCGCTTATT TTGCGGATTT AGAAAACGGC GCGCAGGTTT 649260 

TACTGAGCTC GAGTATTGGC TCGGAAGGGC GTAATTTCCA A7TCGCAGCA AATTTAGTGT 649320 

TATTTGATTT ACGGACAAAT CCCGATTTAT TGGAACAATG 7A7TSGCCGA TTGGATCGTA 64 9380 

TTGGACAAAA ACGTGATGTG CAAGTTTATG TGCCTTGTGC 3AAAGATTCG CCTCAAAGTC 64 9440 

GTTTAGCACG TTGGTACAAT GAGGGATTGA ATGCTTTTGA ACAAACTTGT CCAATGGGAA 64 9500 

TGGCATTATT TTCTCAGTTT GCCGATGAGT TGGAAAAAGT 3CG37CAAAT TCTACCGCAC 649560 
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TTTCAGAGAA TGAATTTTCT GGATTATTAA AACAAACTAA AACCGCACGG GAAAAACTCA 649620 
AGATTGAGTT AGAAAAAGGT CGTGATCGTT TATTAGAGCT AAATTCTCAT GGCGGTGAGC 649680 
AAGCACAAGC ATTAGCGGAT CAAATTGCTG ATGAAGATAA TTCGCCAGAG CTTGTGAATT 649740 
TTGCTTTAAA ATTATTTGAT ATTATTGGCG TAGAGCAAGA AGATCTTGGG GCTAATAGTA 649800 
TTGTAATTAG TCCAACTGGG ACAATGCTTG TGCCCGATTT TCCAGGTTTA AAAGAAGAAG 649860 
GTGTGACGGT TACCTTTGAT CGAGAACTTS CCCTTGCCCG CGAAGAAATG GAGTTTCTGA 649920 
CTTGGGATCA TCCTATGATT CGTCAAGGTA TTGATCTTGT TGCTTCGGGG GATATTGGCA 649980 
AAGCCGCAAT GGCATTGCTT GTAAATAAAC AACTGCCAGC TGGAACCTTA TTAATTGAAT 650040 
TGATTTATGT GGTGGAAAGC CAATCGCCAA AAGGGTTGCA GCTCAATCGT TTCTTGCCGC 650100 
CAACGCCTAT TCGTCTGCTG CTTGATAACA AAGGAAATAA CATTGGTGAG CAGGTTGCCT 650160 
TTGAAACCTT GCATAGCAAA TTGAAACCAC TTGGTAAAAA TATTACTAAT CAAATGGTGA 650220 
AAATGGCACG GAGCAACATT GAATCCTTGA TCATGCGAGG TGATCAACTC GTAAAATCCT 650280 
TGGCAGAACC GATTATTGCT GAAGCTAAAA ATCAAGCAGA 7CAACAATTA AGCGCAGAAA 650340 
TTAACCGTTT ACAGGCTTTG CGAGCAGTGA ATAAAAATAT TCGCCAAAGC GAAATTGATA 650400 
TTTTGGAACA ACAACGAACA CAATCACTTG ACGAGCTTTC TAAAGCAAAT TGGCGTTTGG 650460 
ATTGCTTGCG TGTCATTGTG ACGAACAAGG AATAAAAATG GCATTGATTG AATACAATCC 650520 
GCCCCTTGAA CCTTATTTGG ATATTATTTA TCAAGATAAT CATTTGTGCG TGGTAAACAA 650580 
ACCGAGCGGT TTGCTTTCCG TGCCGGGCAA TCAACCACAA TATTATGATA GCGCAATGAG 650640 
TCGAGTAAAA GAAAAATTTG GCTTTTGTGA GCCTGCTCAT C3TTTGGATA TGGCAACGAG 650700 
CGGTATTATT GTGTTTGCTT TAAGTAAGGC GGCGGATCGT GAATTAAAAC GTCAATTTCG 650760 
CGAACGTGAA CCGAAAAAAC ACTATCAAGC GATTGTTTGG GGGCATTTGG AGAACGATTA 650820 
TGGCGAGGTA AATTTGCCGA TGATTTGTGA TTGGGAAAAT CGACCTCGCC AACGTTTGGA 650880 
TTTCGTTTTA GGAAAAAGAG CGGTCACAAA ATTCGAAGTT TTA3CACGTT TGCCGAATAA 650940 
CAGTACTCGC GTGAAACTGA CGCCCGTGAC AGGCAGATCT CATCAATTAC GCTTGCACAT 651000 
GTTAGCATTG GGGCATCCAA TTCTAGGCGA TAAATTTTAC "TCATCCAC AGGCTAAAGT 651060 
TATGTCGCCA AGATTATGTT TGCACGCAGA AGAATTGAC3 ATTX3CCACC CCATTACAGG 651120 
GGAAACAATG ACTTTTAATG CGAAGTCCGA TTTTTAAATT TAC3CATAAG CACGAGATCA 651180 
CGAATGAAAA ACTTTTTAGC TCAACAAGGA AAAATCACGC 7AA7TCTCAC CGCACTTTGT 651240 
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GTGCTTATTT ATCTTGCTCA ACAGC7GGG7 TTTGAAGACG A7ATTATGTA TTTGATGCAT 651300 

TACCCCGCTT ACGAAGAGCA AGATA3TGAA GTGTGGCGTT ATATCTCACA TACATTGGTA 6 51360 

CATTTATCTA ATTTGCATAT TTTG777AA7 CTGTCTTGGT 7T7TTATTTT CGGTGGAATG 651420 

ATTGAGCGCA CTTTTGGCTC GGTTAAATTA TTGATGTTGT ATG7TGTAGC ATCTGCCATA 651480 

ACAGGATATG TGCAAAATTA TGTG7C7GGC CCCGCTTTCT 77GGGCTTTC TGGTGTTGTA 651540 

TATGCGGTTC TAGGTTATGT ATTTA7ACG7 GATAAATTGA ATCATCATTT ATTTGATCTG 651600 

CCAGAAGGTT TTTTTACAAT GTTA77GGTG GGGATCGCAT TAGGTTTTAT TAGCCCCTTA 651660 

TTTGGTGTTG AAATGGGAAA TGCTGCACAT ATTTCAGGCT 7GATTGTCGG CTTGATTTGG 651720 

GGATTTATTG ATAGCAAATT GCGCAAAAAT TCGCTAGAGT AAGTCCGTTT AATTTGGATA 651780 

AAGGATTCGC TATGAAACAA TCGTTACGCC ATCAAAAAAT 7ATTAAACTG GTGGAACAAT 651840 

CTGGCTATTT AAGCACGGAA GAATTGGTTG CTGCCTTAGA TGTTAGCCCT CAAACGATTC 651900 

GTCGTGATTT GAATATTTTG GCGGAGTTAG ATTTAATTCG CCGCCATCAC GGTGGTGCGG 651960 

CATCGCCATC TTCTGCAGAA AATTCTGATT ACGTGGATCG TAAACAATTC TTTTCATTAC 652020 

AAAAAAATAA TATTGCACAA GAAGTTGCGA AGTTGATTCC TAACGGTGCA TCGTTGTTTA 652080 

TTGATATTGG TACGACGCCG GAGssTGTCG CCAATGCGTT GCTTGGTCAT GAAAAACTCA 652140 

GAATTGTGAC GAACAATCTG AATGCCGCTC ATCTTTTACG CCAAAATGAA AGTTTTGATA 652200 

TTGTCATGGC GGGCGGATCA TTACGAATGG ATGGTGGAAT TATCGGCGAA GCTACGGTAA 652260 

ATTTTATTTC TCAATTTCGC CTAGATTTCG GTATTTTAGG SA7TAGTGCG ATTGATGCAG 652320 

ATGGTTCATT ATTGGATTAT GATTACCATG AAGTACAAGT AAAACGAGCG ATTATTGAAA 6 52380 

GTTCACGTCA GACCTTATTA GTGGCCGATC ACTCTAAATT 7AC7CGCCAA GCGATTGTTC 652440 

GCTTGGGCGA ATTAAGTGAT GTGGAATATT TGTTTACAGG 7GATGTTCCT GAGGGCATTG 652500 

TCAATTATTT GAAAGAGCAG AAAACGAAAT TGGTTTTATG 7AATGGTAAA GTGCGGTAAA 652560 

AATATCTTTG ATTTTCTTAT TAATTTGTCG ATAAAAGAAG 77A7TACTCT TAATTTTTGA 652620 

TTTAATTGAA ATTTATCTAA AAGTAATCTA AATATTCTCT ZGCTGAATTA TTGTCTTTTC 652680 

TATAATTAAA CATTTCCAAG CGTAAAAGTA TCTTGCTTT7 7TAATCAATT AAAGAAATTT 65274 0 

CATATTTCTG TATTATCTAA TTATTTTTAG CTACCAATA7 7777TAAAAC ATTCCGAGCT 652800 

TAGATAAGAA AATCCCTTGC TGGGCAAGGG ATTTAGTAA7 GGG77AAAGT GCGGTAGAAA 652860 

TTACCAACCT TTTACAACGC CATC7TTAAA GTGTTTTTGA 3C77CTTGGT AAACTTCTTC 652920 
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TGTTTGGTAA GATTTTATGA AATC7TGAAC AGCTTTGCTG TCTTTGTTAT. CGGTACGAGA 652 980 

AACGATAATG TTCACATATG GAGAATCTTT ATCTTCTACA AATACACCGT . CATCTTGAGC 653 04 0 

ATTTAAGCCT ACTTGACCCG CATAAGTATT GTTTACTACA GCTAAATCAA CGTCGTCTAA 653100 

TGCGCGTGCC GCAACAGAAG TATCTACTTC AGTGATGTTT AATTTTTTCG GATTTTCAAC 65 3160 

AATATCTAAT ACAGTTGAAA GAAGGTTATT TGCATCTTTT AATTTGATTA AACCTTGTTT 65 3220 

TTCAAGAAGA ATTAATGCAC GACCACGGTT TGTTGGATCG TTAGGAACAA CAACTTTAGC 653280 

ACCGTCTTGT AATTCATTCA CATTTTTGAT TTTTTTAGAA TAACCCGCTA ATGGATAGAC 65334 0 

GAAAGTATTA CCCACGATAA CTAAGTTATT TAAATTTTTC GCTTTTGCAT CTTCATCTAA 653400 

ATAAGGTTTA TGTTGCATTG CGTTTGCATC TAAATCACCT TTAGATACAG CTTCATTTGG 65 3460 

TAATGCGTAG TCATTGAATT CAACGAATTG AACGTCTAAA CCATATTTTT CTTTAGCGAC 653520 

TTTTGCTGCA ATTTCTGCAA CTTGATGCTC TGGGCCAGAC ATCACGCCTA CTTTGATTTT 65 3580 

AAGCGGTGCT GCTGCAGCTT CAGGTTTTTT GTCTTCTTTA CAGCCTGTTA AAACGAGAGC 65364 0 

TGATGCGATT GCAGTGATTG CAAAAAGTTG TTTTAATTTC ATAGGATTTC CTTCCTGTTT 653700 

AAGTTAAGAG TTGCGTTTAA TTAACGATGA TCCACTTTTT TAGCCAGTGT ATCGCCGAGT 653760 

TTTTGGCTAA TCATAACGAA TAGCACAATA ATAATGGTTG CCACCCAAGT TACATAAGGC 653 B20 

ATATTGCGAT ATACGCCCGT AGTTGATAGC GAGGCTACCT AAACCACCGC CCCCTTGTGT 65.3880 

TCCTGCCATT GCAGAATAAC CAACTAAAGT GACTAGCGTA AGAGTAACGC CATTAATTAG 653 940 

CGTAGGTAGA GCTTCTGACA AATAGAATTT ACGAACAATT TGCCATTTAG TAGCCCCCAT 654000 

TGCTTGAGCT GCTTCGGTTA AACCATTTGG AATTTCCATT AGTGCATTAG CAGTTAAGCG 654 060 

AGCCACGAAT GGCATTGCAC AAATACTCAA TGGAATAATT GCT3CTGTTG TACCTAATAC 654120 

AGTTCCCACG ATGAAACGAG TTACAGGTAA TAAGATTAGG AGCAAAATAA TAAATGGAAT 654180 

GGAACGCCCA ATATTAATAA TCGTGTTTAA CACAAAATGA GTGCGGTTAT TTTGTAAAAT 654240 

CTCATTTTTT CCAGTTAAAA AAGTCCATAT GCCaACAGGC ACGCCGACTA GTACAGCAAG 654300 

TAGGGTAGAT GCAAAACTGA TATAAACAGT TTCATAAGTt 3CGGTTGCGA CAACGCCCCA 654360 

CATTTGAGGT GTTAATTGCT GGCTGAATGT TGCCAAAAAA TCATTGAACA TAACCAAGCA 6 54420 

CCTCCACGCG CACGTTGTTT TCCATTAAAT AAACTTTGGT TTGCGTAATG GCATCTTCAT 6 544 80 

CGCCTTCTAC TTCAGCAATG GTATAACCAA ATTTCACGCC TCCAGCATAA TCAATTTGTG 6 54540 

AGGTTAAGAT ACTGAGCTCC ACGCCAAATT TTTTTGATGC TTGAGAAAGT AACGGTGCAT 654 600 

I 
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CGACTGAGCG ACCCGTAAAC TCAAATTTGA TGATTGGATA GGCTTTACTA TGTTTCGGTG 6 54660 
TATCAGTAAG ATTTTCCAAA TATTCATCAG GTAGACTGAT GTGGAAGGTC GAACGAATAA 654 720 
ACTCTTGTGC TAATTCTGTT TTAGGGTTTG CAAAAATTTC ACC3ACAGTA CCTTGTTCAA 654 780 
CTAGGCGACC TTGATCAATG ACAGCAAC77 GATCACAAAT CTGTTTAACA ACTTCCATTT 654840 
CATGAGTAAT CAATAAAATC GTAATACC7A AAGTGCGGTT AATTTCCTTT AATAATTTCA 654900 
GAATAGATTG CGTCGTTGCA GGATCTAATG CGCTCGTTGC 7TCATCACAT AATAAGACTT 654960 
TAGGATCGCT CGCTAAGGCA CGTGCAATGG CTACGCGTTG 777TTGCCCG CCAGAAAGAT 65 5C20 
TGCTTGGGTA AGCATCACGT TTTTCACTTA AACCAACAAG ATCTAAAAGT GCGGTAATTT 655080 
TTTCTTGGAT TTTTGCTTTT GACTCACTTT CCAATTCTAA GGGTAATGCC ACGTTTTCAA 655140 
AGACGGTGCG AGaACTTAGT AAATTGAAAT GCTGAAAAAT CATTCCAATT TGACGACGAG 655200 
CAAGTACTAA TTCGCGATCA GAAAGTTTTG TTAATTCTAC GCCATCAACA ATAACGGAAC 6 55260 
CGCTTGTCGG TTTTTCTAAT AAGTTCACAC AGCGAATTAA 7GTACTTTTT CCTGCACCAG 6553 20 
ATGCACCAAT TACGCCACAG ATTTGACCTT TTTCGATATT CAACGAAACA TTATCAAGnG 655380 
CAGTCAATTT TTTGnTCGGT AGCTCAAAAA TTTTCGnAAT ATTATTTAGc TTAATCATAT 655440 
AAGCCCTTTT TATTTATTGT TTTTAAATCT GTTTTGGTAT TCTAGATGTC TAGATTGCTA 655500 
TGTCAATATG TCAGATTATC TTTTTTAGAC AGATTAGTTA TGACTTATAT TTGCTAATTG 655560 
CTTGGATTAA ATAGATAATT TTTGTCAATT TGACATGTAT AAAAGGTAAG AGAATGAATA 655620 
AGGCTATTTT TTTAGATCGC GATGGCACGT TAAATATTGA 7TATGGTTAT GTACACGAAA 655680 
TTGATAACTT TAAATTTATT GATGGTGTGA TTGATGCATT 3CGAGAATTA AAGAAAATGG 655740 
GATATATGTT GGTATTAGTG ACCAACCAGT CGGGCATTGC ACGTGGTTAT TTTTCTGAGG 655800 
ATCAGTTTTT ACAATTAACA GAATGGATGG ATTGGTCGTT AGC7GAACAA GATGTGGATT 65586 0 
TGGATGGTAT TTACTATTGT CCACATCATT CTGAGGGAAA GGGCGAATAT AAAGAAGATT 65592 0 
GTGATTGTCG GAAGCCTAAA TCGGGAATGT TATTGCAAGC GA7CAAAGAA TTAAAGATCG 6 55980 
ATCCTACGCA ATCTATTATG GTTGGAGATA AAGTTGAAGA CCTAAAAGCG GGGATTGGTG 656040 
CGAAAGTAAA AATGAACGTA TTAGTTCGTA CTGGTAAACC AG7AACAGGG GAAGGAGAAG 656100 
GAATAGCGGA TTATGTGTTA GATTCTATCG TAGATCTTCC GAGAATTTTA AAACG CTTAA 656160 
AAAAATAGCC AAAAAGATCT ATATTTTGCT CTAATCGCT7 "ACTTTAAT CAAAAGATCA 65622 0 
TTTTTTTAAA TATTTTTACA AAAAAGTACT TGCAAGGGAT TTGAAAATCC CTATAATGCA 6 56280 
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CCGCACACAA CGACGCACTG TTGTGAAGTT TTTTAAGTTT CCAAGTGCGT CGTTATTTTT 656340 
TGCTCTTTAA CAATATATCA GACAATCTGT GTGGGCACTT GTTGATTGAC TTGTTTTAAA 6564 00 
ACTATTTTTA ATTTTGAAGT CTTAATAGGT GCTTAACTGA AAATTCATCA TTACTTTTTT 6S6460 
AAGTAGTGTT TTATTTATAG CTAAGCAGTT TATTGAGCGA TTGAACTTGA ATTGAAGAGT 656520 
TTGATCATGG CTCAGATTGA ACGC73GCGG CAGGCTTAAC ACATGCAAGT CGAACGGTAG 656SB0 
CAGGAGAAAG CTTGCTTTCT TGCTGACGAG TGGCGGACGG GTGAGTAATG CTTGGGAATC 656640 
TGGCTTATGG AGGGGGATAA CGACGGGAAA CTGTCGCTAA TACCGCGTAT TATCGGAAGA 656700 
TGAAAGTGCG GGACTGAGAG GCCGCATGCC ATAGGATGAG CCCAAGTGGG ATTAGGTAGT 656760 
TGGTGGGGTA AATGCCTACC AAGCCTGCGA TCTCTAGCTG GTCTGAGAGG ATGACCAGCC 656820 
ACACTGGAAC TGAGACACGG TCCAGACTCC TACGGGAGGC AGCAGTGGGG AATATTGCGC 656B80 
AATGGGGGGA ACCCTGACGC AGCCATGCCG CGTGAATGAA GAAGGCCTTC GGGTTGTAAA 656940 
GTTCTTTCGG TATTGAGGAA GGTTGATGTG TTAATAGTAC ATCAAATTGA CGTTAAATAC 657000 
AGAAGAAGCA CCGGCTAACT CCGTGCCAGC AGCCGCGGTA ATACGGAGGG TGCGAGCGTT 657060 
AATCGGAATA ACTGGGCGTA AAGGGCACGC AGGCGGTTA7 TTAAGTGAGG TGTGAAAGCC 657120 
CTGGGCTTAA CCTAGGAATT GCATTTCAGA CTGGGTAACT AGAGTACTTT AGGGAGGGGT 657180 
AGAATTCCAC GTGTAGCGGT GAAATGCGTA GAGATGTGGA GGAATACCGA AGGCGAAGGC 657240 
AGCCCCTTGG GAATGTACTG ACGCTCATGT GCGAAAGCGT GGGGAGCAAA CAGGATTAGA 657300 
TACCCTGGTA GTCCACGCTG TAAACGCTGT CGATTTGGGG ATTGGGCTTA GAGCTTGGTG 657360 
CCCGTAGCTA ACGTGATAAA TCGACCGCCT GGGGAGTACG GCCGCAAGGT TAAAACTCAA 657420 
ATGAATTGAC GGGGGCCCGC ACAAGCGGTG GAGCATGTGG TTTAATTCGA TGCAACGCGA 657480 
AGAACCTTAC CTACTCTTGA CATCCTAAGA AGAGCTCAGA GATGAGCTTG TGCCTTCGGG 657540 
AACTTAGAGA CAGGTGCTGC ATGGCTGTCG TCAGCTCGTG TT37GAAATG TTGGGTTAAG 657600 
TCCCGCAACG AGCGCAACCC TTATCCTTTG TTGCCAGCGA CTT3GTCGGG AACTCAAAGG 657660 
AGACTGCCAG TGATAAACTG GAGGAAGGTG GGGATGACGT CAAGTCATCA TGGCCCTTAC 657720 
GAGTAGGGCT ACACACGTGC TACAATGGCG TATACAGAG3 GAA3CGAAGC TGCGAGGTGG 657780 
AGCGAATCTC ATAAAGTACG TCTAAGTCCG GATTGGAGTC TGCAACTCGA CTCCATGAAG 657840 
TCGGAATCGC TAGTAATCGC GAATCAGAAT GTCGCGGTGA ATACGTTCCC GGGCCTTGTA 657900 
CACACCGCCC GTCACACCAT GGGAGTGGGT TGTACCAGAA GTAGATAGCT TAACCTTTTG 657960 
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GAGGGCGTTT ACCACGGTAT GATTCATGAC TGGGGTGAAG TCGTAACAAG GTAACCGTAG 65 B 020 
GGG AACCTgC GGTTGGATCA CCTCCTTACT GAAGACGAGA GACAGCGAGT GCTCACACAG 658080 
ATTGGCTGAT AGTTGTAGAC AAGATTAAAA ACGAAGCGAA AGCAACGTTG AAAAATAAAC 658140 
GTTAAAAGAT AAAAAGAAAA TAGAGTATCT TTAATTGATG TCCCCATCGT CTAGAGGCCT 658200 
AGGACATCGC CCTTTCACGG CGGTAACCGG GGTTCGAATC CCCGTGGGGA CGCCAATTAA 658260 
AGATAACTTT ATTAGATTGT CTTACTGTTC TTTAAAAAAT TGGAAACAAG CTGAAAACAA 658320 
GAGATTTTCG AGAGAAAGTC TGAGTAGGCA AAACAGTAAA GTGAAAGAGA GAACTGAAAA 658380 
GGAAACTCTA AAAACAAAAC CTGTTTTGTA AAAAAATCTT GATTGAACAA AAGCAATCAA 658440 
GTGTTTAGTT GAATGAAAAT ACGCATCAAA TTGACCGCAC TTTGAAGTGA AAACGTAAAG 658500 
TGATTGAAAA CATTTGAGGT TGTATAGTTA AGTGACTAAG CGTACAAGGT GGATGCCTTG 6 58560 
GCAATCAGAG GCGAAGAAGG ACGTGCTAAT CTGCGAAAAG CTTGGATGAG TCGATAAGAG 658620 
GCGTTTAATC CAAGATATCC GAATGGGGAA ACCCAGTAGA TGAAGAATCT ACTATCAACA 658680 
AGTGAATTCA TAGCTTGTTG AGGCAAACCG GGAGAACTGA AACATCTAAG TACCCCGAGG 658740 
AAAAGAAATC AACCGAGATT TCGTCAGTAG CGGCGAGCGA AAGCGAAAGA GCCAGTAAGT 658800 
GATAGCAATA TAGTGAGGAG AATGTGTTGG GAAGCACAAT CAAAGAGGGT GATAATCCCG 658860 
TATCTAAAAA CCATATTGTG GTACTAAGCT AACGAGAAGT AGGGCGGGAC ACGTGATATC 658920 
CTGTTTGAAG AAGGGGGGCC CATCCTCCAA GGCTAAATAC TCCTGATTGA CCGATAGTGA 658980 
ACCAGTACTG TGAAGGAAAG GCGAAAAGAA CCCCGGTGAG 3GGAGTGAAA TAGAACCTGA 659040 
AACCTTGTAC GTACAAGCAG TGGGAGCGAG GGCAACCTTG TGACTGCGTA CCTTTTGTAT 659100 
AATGGGTCAG CGACTTATAT TTTGTAGCGA GGTTAACCGA ATAGGGGAGC CGAAGGGAAA 6 5916 0 
CCGAGTCTTA ACTGGGCGAA TAGTTGCAAG GTATAGACCC GAAACCCGGT GATCTAGCCA 659220 
TGGGCAGGTT GAAGGTTGGG TAACACTAAC TGGAGGACCG AACCGACTAA TGTTGAAAAA 6 59280 
TTAGCGGATG ACTTGTGGCT GGGGGTGAAA GGCCAATCAA ACCGGGAGAT AGCTGGTTCT 659340 
CCCCGAAATC TATTTAGGTA GAGCCTTGAG GTGACACCTT TGGGGGTAGA GCACTGTTTC 659400 
GGCTAGGGGG CCATCCCGGC TTACCAACCC GATGCAAACT ACGAATACCA AAGAGTGATA 6 59460 
CTCAGGAGAC ACACGGCGGG TGCTAACGTC CGTCGTGGAG AGGGAAACAA CCCAGACCGC 6 59520 
CAGCTAAGGT CCCCAAGTCT ATATTAAGTG GGAAACGAAG TGGGAAGGCT TAGACAGCTA 6 5958 0 
GGATGTTGGC TTAGAAGCAG CCATCATTTA AAGAAAGCGT AATA3CTCAC TAGTCGAGTC 659640 
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GGCCTGCGCG GAAGATGTAA CGGGGCTGAA ATATAGCACC GAAGCTGCGG CATCAGAATT 659700 
TATTCTGTTG GGTAGGGGAG CGTTGTGTAA GCGGAAGAAG GTTCATCGAG AGGTGGGCTG 659760 - 
GACGTATCAC AAGTGCGAAT GCTGACATAA GTAACGATAA AACGGGTGAA AAACCCGTTC 659820 
GCCGGAAGAC CAAGGGTTCC TGTCCAACGT TAATCGGGGC AGGGTGAGTC GGCTCCTAAG 659B80 
GCGAGGCTGA AAAGCGTAGT CGATG3GAAA CAGGTTAATA TTCCTGTACT TGGTAAAGCT 659940 
GCGATGTGGG GACGGAGTAG GTTAGGTTAT CGCACTGTTG GATATGTGCG TTTAAGTTGG 660000 
TAGGTGGGAA GTTTAGGCAA ATCCGGACTT CCTTAACACA GAGAGATGAT GACGAGGCTC 660060 
TACGGAGCTG AAGTAACTGA TACCACACTT CCAGGAAAAG CCACTAAGCG AAAGGCTTTA 660120 
CTAAACCGTA CTGAAAACCG ACACAGGTGG TCAGGTAGAG AATACTCAGG CGCTTGAGAG 660 1B 0 
AACTCGGGTG AAGGAACTAG GCAAAATAGC ACCGTAACTT CGGGAGAAGG TGCGCCGGCG 660240 
TAGATTGTAA GGGCTAGCCC CTGAAGGTTG AACCGGTCGA AGATACCAGC TGGCTGCAAC 660300 
TGTTTATTAA AAACACAGCA CTCTGCAAAC ACGAAAGTGG ACGTATAGGG TGTGATGCCT 660360 
GCCCGGTGCT GGAAGGTTAA TTGATGGTGT CATCGAAAGA GAAGCACCTG ATCGAAGCCC 66O420 
CAGTAAACGG CGGCCGTAAC TATAACGGTC CTAAGGTAGC GAAATTCCTT GTCGGGTAAG 660480 
TTCCGACCTG CACGAATGGC ATAATGATGG CCAGGCTGTC TCCACCCGAG ACTCAGTGAA 660540 
ATTGAAATCG CCGTGAAGAT GCGGTGTACC CGCGGCTAGA CGGAAAGACC CCGTGAACCT 660600 
TTACTATAGC TTGACACTGA ACATTGAATT TTGATGTGTA GGATAGGTGG GAGCCTTTGA 660660 
AGCAGTGACG CCAGTCATTG TGGAGGCGAC CTTGAAATAC CACCCTTTAA CGTTTGATGT 660720 
TCTAACGAAG ATGACGAAAC GTGGTCTCGG ACAGTGTCTG GTGGGTAGTT TGACTGGGGC 660780 
GGTCTCCTCC CAAAGCGTAA CGGAGGAGCA CGAAGGTTTG CTAATCACGG TCGGACATCG 660840 
TGAGGTTAGT GCAATGGTAT AAG CAAGCTT AACTGCGAGA CAGACAAGTC GAGCAGGTAC 660900 
GAAAGTAGGT CATAGTGATC CGGTGGTTCT GAATGGAAGG GCCATCGCTC AACGGATAAA 660960 
AGGTACTCCG GGGATAACAG GCTGATACCG CCCAAGAGTT CATATCGACG GCGGTGTTTG 661020 
OCACCTCGAT GTCGGCTCAT CACATCCTGG GGCTGAAGTA GGTCCCAAGG GTATGGCTGT 661080 
TCGCCATTTA AAGTGGTACG CGAGCTGGGT TTAGAACGTC 3TGAGACAGT TCGGTCCCTA 661140 
TCTGCCGTGG GCGTAGGATG ATTGATTGGG GCTGCTCCTA G7.CGAGAGG ACCGGAGTGG 661200 
ACGCATCACT GGTGTTCCGG TTGTGTCGCC AGACGCATTG CCGGGTAGCT AAATGCGGAA 661260 
GAGATAAGTG CTGAAAGCAT CTAAGCACGA AACTTGCCAA GAGATGAGTC ATCCCTGACT 661320 
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TTAAGTCAGT AAGGGTTGTT GTAGACTACG ACGTAGATAQ GTTGGGTGTG TAAGTGATGT 661380 

GAGTCATTGA GCTAACCAAT ACTAA7TGCC CGAGAGGCTT AACTATACAA CGCTCAAGTG 661440 

TTTTTGGGAG CTAAGTGAAG TAAGAGATGA AAAGCGAAGC AAATAAAAGC AGAGCGAAAG 661500 

AGAAGTAAAA GACTAAACAA AGAAAAGTAA ATATAGAAGA CTTAATAGAA AGAAAATCGG 661560 

ATTCAGCTTG TGACCAATAA GAACGAGTGA AAGGTAGAGG AAAGACTGAG TAACGAGAGA 661620 

TAAAAGAGAC GAGAGATAAA AGAGAAAAGA CGAGTTATCA AAGAATTATC CTGGCGGCGA 661680 

TAGTGCGGTG GACCCACCTG AGACCATACC GAACTCAGAA GTGAAACGCT GTAATGCCGA 661740 

TGGTAGTGTG GGGTTTCCCC ATGTGAGAGT AGGGCACCGC CAGGTTACCA AATACTTATC 661800 

TAAGTTAAAT AAAAACAGAA GGACCCCGTG TCGAAAGATA 7GGGGTTTTA GCTTTTGGGA 661860 

ATTTATTCAT TATTTAATCA AATAAGTGTC TAATTTTAAT TTTCAATAAG TAAGTAATTT 661920 

TTCAACTCAT ATGAAGTCAC ATTCCTATAA ATGTTTTATT AGC7GTGCTA TAATCCCACT 661980 

AAAATTCTAC CCTTAAAAAC AAGAGAAATT ATGACCGCAC TTAATGTATT AATTTATCCT 662040 

GATGATCACT TAAAGGTTGT CTGTGAGCCT GTTACTAAAG TTAATGATGC AATTCGTAAA 662100 

ATTGTTGATG ATATGTTTGA TACGATGTAT CAAGAGAAAG GTATTGGTTT AGCTGCACCT 662160 

CAGGTGGATA TTTTGCAACG TATTATTACT ATTGATGTTG AAGGCGATAA ACAGAATCAG 662220 

TTTGTTTTGA TTAACCCTGA AATTTTGGCT TCAGAAGGCG AAACGGGAAT TGAAGAGGGG 662280 

TGTTTATCCA TTCCAGGGTT CCGTGCGTTG GTTCCTCGTA AAGAAAAAGT GACAGTGAGA 662340 

GCGTTAGATC GTGATGGTAA AGAATTTACT TTAGATGCTG ATGGTTTGCT TGCGATCTGT 662400 

ATTCAACACG AGATCGATCA TCTTAATGGA ATTTtATTTG TTGATTACCT TTCTCCACTT 662460 

AAACGCCAGC GCATTAAAGA AAAGTTGATT AAATACAAGA AG CAG ATT GC GAAAAGCTAA 662520 

AACGTAGGGT GGGCTTTAGC CAGCAATCAT TTCAAAAAAC 3GTGGGCTTA AGCCCACCCT 66258 0 

ACTTCCTATC AATTACCATA ACGTAGAACA TTATGAAATC ACTTAATATT ATTTTTGCTG 662640 

GTACGCCAGA TTTTGCTGCA CAGCATTTAC AAGCCATTCT AAATTCTCAA CATAATGTGA 662700 

TCGCTGTTTA TACTCAACCT GATAAACCAG CTGGTCGCGG TAAGAAATTG CAAGCAAGTC 662760 

CTGTAAAGCA ACTTGCTGAG CAAAATAACA TTCCCGTTTA TCAACCTAAA TCCTTACGTA 66282 0 

AAGAAGAAGC ACAGTCTGAA TTAAAAGCGT TAAATGCAGA T3TAATGGTT GTTGTGGCTT 662880 

ATGGATTAAT TTTACCGAAA GCTGTATTAG ATGCCCCCCG 7TTG3GTTGT TTGAATGTGC 662940 

ATGGTTCTAT TCTTCCACGT TGGCGAGGTG CAGCACCAAT TCAGCGTTCA ATTTGGGCTG 663000 
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GCGATGTACA AACGGGTGTA ACCATTATGC AAATGGATGA AGGTTTAGAT ACAGGCGATA 66306 0 

TGTTACATAA AGTCTATTGT GATATTTTAC CGACTGAAAC 7TCAACGAGT CTTTATAACA 663120 

AACTGGCAGA GCTTGCTCCA TCAGCATTAA TCGATGTTTT AGATAATCTT GAAAACGGTA 663180 

AATTTATAGC GGAAAAACAA GATGGCAGCC AAAGTAATTA TGCAGAAAAA CTTTCTAAAG 663240 

AAGAGGCGCA ATTAAATTGG TCACTTTCTG CAATGCAACT TGAGCGTAAT ATCCGCGCTT 663300 

TTAATCCTTG GCCAATTGCC TATTTTTCAA CAGAAGACAA GGATGGCAAT GCACACACTT 663360 

TAAAAGTGTA TCAAGCGAAA GTGTT3CCTC ATCAAGATAA ACCAGCGGGA ACTATTTTAA 663420 

GTGCGGATAA AAATGGCATT CAAATTGCGA CTGTCGATGG CG7CTTAAAC TTATTGCAAT 663480 

TACAATCTGC AGGTAAAAAG CCTATGTCTG CACAAGATTT ATTAAATGGC CGTGCAGAAT 66354 0 

GGTTTACTAT TGGTAAGGTG CTTGCATAAT GAAAAAATTC TCTTCTAAAA CTATCAAAGC 663600 

AAAAAATTCA GTAAAAATGA CCGCACTTTC GACCAGGGCT ATTGCTGCAA ACTTAATTTT 663660 

GCAAGTATTG GATGAGGGCA AATCATTGTC AGCGTTAATT CCAGAAGTGC AACTTTCTGT 663720 

AAAAGCTCAA GATTTGCCTT TACTACAAGA AATTTGTTTT GGCGTGTGTC GAGTATTGCC 663780 

TCGCTTAGAG CAAATTATCA AACGTCTTGT GGATAAGCCG CTTAAAGGTA AAACTCGCAT 663840 

TGTTCATTGC CTGTTACTTG TAGGGTTATA CCAATTGCTT TATATGCGAG TGCCTGCTCA 663900 

TGCGGCAGTT GATGAGGTTG TGAACGCAAC AAAATCATTA AAATCTGATA GTTTTAGAGG 663960 

ATTAGTGAAT GCGGTTTTGC GTAGATTTTT ACGTGAACAA GATGAAATTT TGGCAATTAT 664020 

CGATAAAAAT TGGCAAACGC TTCACCCTGA ATGGTTCGTG AATAAATTAA AAAAAGCCTA 664080 

TCCGAATTGG CGTGAGATCA TTGAGGCGAA CAATCAGAAA CCACCAATGT GGCTACGTGT 664140 

GAATTCACAA AAAAACGCCC TCGAAACTTA CCGCACTTTA CTTGAAGAAC AAGGTGTTTC 664200 

TTCGAAAACA AGCCATCATC CTAATGCGCT ATGTTTAGAT ATACCGATTG CGGTGCAAAA 661260 

ATTACCACAC TTTGAAGAAG GGGCGGTTAC GGTGCAAGAT TTGAGTGCTC AATGGGCGGC 664320 

AACGTTGCTT GAGCCAAAAA ATGAGGAGTG GATCCTCGAT 3CTTGCGCGG CACCAGGCGG 6643 80 

TAAGACGACC CATATTTTAG AACTGGCACC TCAAGCTAAT 3TGA7TGCAT TAGATGTAGA 664440 

ATCTCATCGC TTAAAACGAG TAGAAGAAAA TCTTGAACGT TTAAATCAGC AAGCGATAGT 664500 

GGTGTGTGGT GATGCGAGTA AACCTGACGA ATGGTTAGCT GAAATCGGTA AAAGTGCGGC 664560 

GAAATTTGAC CGAATTTTAC TTGATGCGCC TTGTTCTGCA ACGGGGGTGA TTCGCCGCCA 664620 

CCCTGATATA AAATGGTTAC GCAAAGAAAC CGATATCGCT ^"TCGTTG AATTACAGAA 664680 
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GAAAATTTTG AGTGCACTTT GGGAAAAACT GAAGCCAAAC GGTGTTTTGC TTTATGCGAC 664740 

TTGTTCTGTA TTGCCAGAAG AAAATTGCGA ACAAATCCAA GCATTTTTAA ATGCTCACGC 664800 

AGATGCGGAG TTATTGTCAT TGCCCTTTAG TGATGATAAA AGTGCGGTGG GTTTTCAATT 664 B60 

TATTCCGCAA CCAAATAGTG GCGATGGGTT CTATTATGCG AAATTGCTTA AACGAGCATC 664920 

ATAAAGGAGG GTGATAATGA AAATTATCAT TTTGGGTGCA GGTCAGGTAG GAACGACGCT 664980 

TGCAGAAAAC TTAGTCAGTG AAGATAACGA TATTACCTTA GTGGATAATG AATCTCCTCA 665040 

GTTACAAACA TTGCAAGAAA AGCAC3ATTT GCGTGTGGTA CAAGGCTCTC CATCATCTCC 665100 

AAAAGTGCTT CGTGACGCAG GCGCGGCAGA TGCCGATTTA ATGGTTGCTG TGACAGCCTC 665160 

TGATGAAATC AATATGGTCG CCTGCCAAAT GGGCTATACA TTATTTAATA CGCCAACGCG 665220 

AATTGCACGT ATCCGTAATT CAGAATATTT ACGTGAAAAA GACAAGTTGT TCAACAATGA 665280 

AAATATTCCT ATTGATCATT TAATTTCGCC TGAAAATCTT GTAACTGATG AAATTACACG 665340 

TTTAATTGCT TATCCAGGCG CATTACAAGT TGCCCATTTT GCCAATAATC GTATTAGTAT 665400 

TGTTGTAGTG AAAGCTTATT ATGGGGGGGC TTTGGTTGGA TATGCACTTT CCGCATTTCG 665460 

CGAACATATG CCACATATTG ATTGTCGCAT TATGTCTATT TTACGTAATG GCAAACCGAT 665520 

TCGTCCACAA GGCTCATACC ATTGTAGAAG CTGGCGATGA AATCACGTTT ATTTGCGCTA 665580 

CTGAACATAT TAAGGCGATA ATGGGAGAGT TACAACGTTT GGAGAAACCT TATAAGCGAG 665640 

TAATGATTGT TGGTGGAGGA AATGTTGCTT TTGGCGTAGC AAAACGTTTG GAAAATTCTT 665700 

GTACTGTAAA GCTTATTGAA CGAGATTCAA ACAGAGCGCA AGCCTTAGCA GaAAAGTTGC 665760 

CAAAAACGTT AGTATTTAAT GGAGATGCCT CAGACCAAAA CTT3CTTTTT GAAGAACATA 665820 

TTGAAAGTGT GGATGTATTT CTTTCATTAA GTAGCGACGA TGAAGCGAAT ATTATGTCAG 66 5880 

CTTTGTTAGC CAAGCGTTTA GGTG CGAAAA AAGCAATGGT ACTGATTCAA CGGATTGCTT 665940 

ATATTAATCT TATTCAGGGA GGCACGATTG ATATTGCGGT TTCTCCACAA CAAGTAACGA 666000 

TTTCTGCTTT GTTAGGTCAC GTGCGTAAAG GCGATGTAAA AAA73TGGCA ACATTACGAC 666060 

ATGGCATTGC CGAAGCCATT GAAATTGTTG CACACGGTAA T3T3AATACT TCAAATATAG 665120 

TAGGGCGAAA AATTGGTGAG TTGCGTTTGC CGATGGGAAT CATTATTGGT GCTTTATTAC 666180 

GAGGGAATGA TGTAATTATT GCTCGTCGTC AAGTGATTAT TGAAGAAGGC GATCATATAG 666240 

TGATTTATTT AAGTGATAAG AAAAATGTGC CAGAAATTGA GAAATTATTC CAACCAAGCG 666300 

CATTCTTTAT TTAGTTTTTT TACTTTTCAG AGTGATTTAT TATAATAGTC GCTCTTTTTA 66636 0 
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TGTAATTTTT GAAGGGGAAC A7TA77A7GA ATTTTATTAA AGAATTTCGC GAATTTGCAA 666420 
TGCGTGGCAA TGTCGTAGAT ATGGCTGTCG GTGTGATTAT 7GG7AGCGCA TTTGGCAAGA 6 664 80 



TTGATTTCAA AGATATGAAA TTTG7AT7AG CACAAGCACA AGGCGATGTT CCTGCAGTTA 666600 

CGTTAAATTA TGGTTTGTTT ATTCAAAA7G TGATTGATTT 7AT7ATTATT GCTTTTGCAA 666660 

TCTTTATGAT GATCAAAGTA ATCAATAAGG TAAGAAAACC AGAGGAGAAA AAAACTGCAC 6 66 720 

CAAAGGCAGA AACATTGCTT ACTGAAATCC GTGATTTATT AAAGAATAAA TAATATTTAA 666-780 

AGAATGAAAG TTAGCAGAAA TGC7GAC777 TTTTATTACT ATTTTTTAAG CTATAATCAG 666840 

CCCTCAATTT TAGGGAAATA AAATGAAAAA ATATAATAAA CTTCGCATTG AATGGGATTG 666 900 

TCGCCGAGGA ATGTTAGAGT TAGATAAAAT CATAATGCCT TTTTATTTGA CGCATTTTCA 666 960 

TGAATTAACG GATGACAAAA AAGA7ATC77 TATTCGTTTA TTAGCAAGTA CGGATTTGCA 667020 

GTTATTTTCG TGGTTTTTTA ATC77GCGAA ATCACAAGAT GTAGAGCTTC AAATGATGGT 667 080 

TGAATATATT CAAAAAGTGC AGAAAATCAT CATAAATTAA AATTATTGAT TAGCGAATGA 667140 

ACTTTTTTAA CACGCTTTTG TCTGAACAAG CAACAAGAGC TTGCTGTCTT GATATTAAGG 667200 

CGTGTTAGAT ATTGGCATGG GAGAAATATG GCTGAACAGC TAACAGATCA GGCTTTGGTA 667260 

GAAAGAGTAC AGCAAGGGGA TAAAAAAGCC TTCAATTTGT 7GGTTTCGCG TTATCAAAAT 667320 

AAAGTAGCAG GGCTTTTGAC CCGATATGTA TCGCGTAACG ATATTCCTGA TGTGGTGCAA 667380 

GAATCCTTTA TAAAGGCTTA TCGCTCAATT GAATCTTTTC GTGGCGAAAG TGCTTTCTAT 667440 

ACATGGCTTT ATCGAATTGC CGTTAATACG GCAAAAAATT A777AACGGC TCAAGGTCGC 667500 

CGTCCACCAA ATGAAGATAT TTTGGCAGAA GATGCTGAAA A7TATGATGT GGGAACACAC 667560 

CTTAGGGATG TGGATACACC CGAAAATGAG ATGTTGTCTA 3TGAGTTAGA AAGAATTGTT 667620 

TTTGATACTA TTCATAACTT ACCAGAAGAT TTAAAAACTG CGA7TACGTT ACGAGAACTA 667680 

GAAGGTTTAA GTTACGAAGA TATTGCAGAA ATTATGGATT 37CCTGTTGG TACGGTTCG7 667740 

TCCCGAATCT TCCGAGCAAG GGAAATGA7C GAAAATAAAA 77CAACC7CT AA7GTAGAGC 667 800 

GAA7AACAAT CGGAG7TTAC 7A7GCAAAAA GAGCAGCTT7 CAG Z 37ATA7 GGATGGAGAA 66 7860 

CAAGTCGAAA. C7GACTTGAT AGATGCTT7A TTAAGAGACG AAGAATTACA AGCGTCT7GG 667920. 

CATTCA77TC ATACCGTTCG TTCAGTAA7G CGTAAAGAAA 37GCGGTCTT 7TTAGGGGCT 66 7 98 0 

GATTTTACCG CTAAAATGGC AGAT7TGATT GAGTTAGAAG ACG7GAAGAA AGTTGATGTC 668040 



TCGTAAGTTC ACTTGTTAGT GATA77777A CGCCCGTGTT GGGGATTTTA ACTGG7GGTA 
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ATTGCTGTGT CTCAACCTGA ACCAGAAGAC GCACATAATT C7G7A7TTAT GCAAAAATTA 668100 
AAAGCGTTCT TTGCACCAAT GACGCAAG77 GCTGTTGCTG CTGG7GTATG TTTAGTGGCA 668160 
GTACTTGGTG TTCAATCTTT CAATAATAAA AACGATGCG7 CTAA7TTACC TGAGACTCCA 668220 



AAAGATACAT TAACTTCAGA TCAGC77GAG AAAAAAAGTC GTCGCATTGG TGCAATGTTG 66834 0 

CAAAATTATG AATTGCAACG TCGAATGCAC TCTGATGCTT TAGATGTAAG TAGCAGTCAA 668400 

GTAAGATAAA TTGGTTTCCT TTGTTCAGAT TATTGATTCA CCACCTAATT GTTATTTAGT 6 6 84 60 

GTGGTGAATT TTTATCCTTT AGATTTCTAT GAAAAAAATC CCA77AAAAT TTACCGCACT 668520 

TTCTCTTTCT TTGCTATTAA GTAGCATTGC. TTCTGCTGAA GAGCTTTCTG CGAAGCAGTC 668580 

TTTAGATAAA ATGACACAAG CATTGGATAA TCTCAATTAT GAAATTGCCT TTGTGCAAAC 6 6864 0 

TACTCCAGCA AATATGGATT CATTTCGTTA TCGACATATC AAACAAGATA ACAAAACCTA 6 6870 0 

CGCACAATTA GTTACTTTAG ATGGTCGCCA GCAAGAAATT A77CAACGTG ATAATTTAGT 668760 

CAGTTATTTT CAGCCAAATG CTCAAGCATT TACGCTTAAT AG7GGCAATA TAGTTGATGC 66882 0 

GATGCCTGCG GTTGTGCGTG CAAATTTTGA TAAGCTTTCT 7C7GATTATG ATTTCGTAAA 668880 

ATTAGGTAAA GATCGCGTTG CTGGGCGTTT CGCTGATACG ATTAGAATTG TTCCTAAAGA 668940 

TGATTTTCGG TATCAATATT TGGTGTTTAT CGATGAAGAA AATGGCTTGT TATTACGCAG 669000 

TGATATGCTT GATCGCGAAG GCAAGCTACT TGATCAATTT AGAGTTGTAA CACTTTACAT 66906 0 

CGATGACAGA TTGAGAGGAT TAACGGATTA TATTAACAAG GTATCATTGC CCCCTTTATT 669120 

GAAAGAAAGT AAAAATGAAC AAAGTTCAGA TATAACTTGG 7C7GCAGGTT GGTTGCCACA 66 9180 

AGGTTTTTCT TTAATTCGAT ATACTCAAGA AATATTAGAA AATGAAATCA TAGATAGTGC 66924 0 

ATTATATAGT GATGGCTTAT TTACTTTTAC GTTGTTTGTC 7C7AATGTAG GCTCTAATGA 669300 

CCTACCAGAA AATACT7GGA AACAAGGGGC TTATACGAT7 7A7AGCGAGG TCATCGGAGG 66 9360 

AAAAGAAATT ACTTTTATTG GGCAATTACC AATCTCGACG 3CAAAACGCA 7TGTACAAGA 66942 0 

AGTCAAA77T AGA7AAAAAG 7GCGG7AA7T T777ACGA7A . 77777A7CAA 7AACTGA777 66 9480 

7GAG77AGGC ATTGAC7AAG AT7CGCACGT T777ACG7GC GAA777TTAT 77TCTTAA77 669540 

T7A77AA77C TAC7TGGTGA 7TA7GACC7T 7TTTTAGAA7 7AAA7TTGCT CGCTCACGGG 66 9600 

77GGAAGAAT GTTTTGATTG AGAT77AATC CGT7AATTTC A7CCCAGATT 7TACT7GCCG 6 69660 

7CGCGA7AGC CTC7TC7T77 GATAAGC77G CG7AATG777 AAA37AAGAa 77AGGATCG7 669720 



G7AT7GCAAA CCTTGCCA77 TAA7AA7GCG G7TCAAGAGG 



77AGC7ATAA TGCGCCAAG7 
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TGAATGCACT TTCGCGGAAT TTCAGAAATC GTTTGATATA CCATTCTTTC AATAATTTTT 669780 

CTTCAGCATC AACATAAATA GAGAAATCCA CAAAATCTGA TACGAATGTT TGATCGGTTT 669840 

TATTATTACC CGTTTGAAGT ACATTCAAGC CTTCTAAAA7 AAGAATGTCA GGTTTATCTA 669900 

CCACATCAAA TTTATCGGGA ATAATATCGT ATGTTAAATG AGAGTAAATT GGTGCTGTAA 669960 

CATTGCTTTT ACCTGATTTT ACATCCGCTA AAAAGCGAAT GAGTTTAGGT GTGTCATAAG 670020 

AAACGGGAAA ACCTTTCTTT TGTAAAAGAT TATCTTGTTT AAGCTTGTTT AATGGATAAA 670060 

GAAACCCATC TGTTGTGATG AGATCAACTT TTCTTTCAGT TGGCCAATGA GAAAGTAGAG 670140 

ATTGTAGAAT ACGTGCAGAA GTGCTTTTCC CAACAGCGAC ACTGCCAGCA ATACTAATTA 670200 

TGTAAGGTGT TTTGGCATTA TTTCTGCCTA AAAAACGATG TAGTACCGTT TGGCGATGTA 670260 

AATTTTCATC AATGTAATAG TTAATAAGAC GAGTTAATGG TAGGTAAATT GTACTTACTT 670320 

CATCTAATGA AAGGTCTTCA TTAAAGCCTA AGAGTGGTTT GAGATCCTGT TCTGTCAATT 670380 

TTAATGGAAC GGATTTACGT AATTCCGCCC ATTGTTCACG ATTAAAGCTT AAAAAAGGTG 670440 

: TTTGCTGAGT TGAAAATTCC ACAATAATTT TATTTGATGG CTAAATAAAC AGAGAAAAAT 670500 

ATACGCTATA AATAAAAATT TAGCATTCAT TTTTCATTAA ATGTACGCTA ATTTGATTAA 670560 

AAAATCACTT TTTTGATTGT GATTTAAACG AATAATCAAA AAAATAAACT TTTTTATAAA 670620 

AAATACTTGT CAGTTAAAGT TTTTTCCATA TAATACGCCT CACTTGCTTA CGACACGCCG 670680 

ACTTAGCTCA GTAGGTAGAG CAACTGACTT GTAATCAGTA GGTCATCAGT TCGATTCCGA 670740 

TAGTCGGCAC CATTCTTTCG TATCAAGTAT TCATTTAGTG TGGAGGGGTT CCCGAGCGGC 670800 

CAAAGGGGGC AGACTGTAAA TCTGTTGGCT CAGCCTTCGA AGGTTCGAAT CCTTCTCCCT 670860 

CCACCATCTT TTAGATGGAT CCTGATGGGA CAGACGAATT TAGGACTTGC GGGCATCGTA 670920 

TAATGGCTAT TACCTTAGCC TTCCAAGCTA ATGATGCGGG TTCGATTCCC GCTGCCCGCT 670980 

CCAGACGCTG ATATAGCTCA GTTGGTAGAG CGCACCCTTG GTAAGGGTGA GGTCGGCGGT 67104 0 

TCAAATCCGC CTATCAGCAC CAGTCTTATA ATTCCTCATC C7TATATCAA TCAGCAAATA 671100 

AATTTATTGG TTAATGTGGT TTAATTTACC CATCGATAAC CGT37CTATT TAGAGGGACT 671160 

ATTTCAATGT CTAAAGAAAA ATTTGAACGT ACAAAACCGC AC3TAAACGT GGGTACAATC 671220 

GGCCACGTTG ACCACGGTAA AACAACTTTA ACAGCAGCAA TCACAACCGT ATTGGCAAAA 671280 

CATTACGGTG GTGCAGCGCG TGCATTCGAC CAAATTGATA AC3C3CCAGA AGAAAAAGCG 671340 
CGTGGTATTA CCATCAACAC TTCACACGTT GAATACGA7A CACCGACTCG CCACTATGCA 671400 
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CACGTAGACT GTCCGGGACA CGCCGACTAT GTTAAAAATA TGATTACTGG TGCGGCACAA 67146 0 

ATGGATGGTG CTATTTTAGT AGTAGCAGCA ACAGATGGTC CTATGCCGCA AACTCGTGAA 67X520 

CACATCTTAT TAGGTCGCCA AGTAG3TGTT CCATACATCA TCGTATTCTT AAACAAATGC 671580 

GACATGGTAG ATGACGAAGA GTTA77AGAA TTAGTGGAAA TGGAAGTTCG TGAACTTCTA 67164 0 

TCTCAATATG ACTTCCCAGG TGACGATACA CCAATCGTAC GTGGTTCAGC ATTACAAGCG 6717 00 

TTAAACGGCG TAGcAGAATG GGAAGAAAAA ATCCTTGAGT TAGCAAACCA CTTAGATACT 671760 

TACATCCCAG AACCAGAACG TGCGATTGAC CAACCGTTCC TTCTTCCAAT CGAAGATGTG 671820 

TTCTCAATCT CAGGTCGTGG TACTGTAGTA ACAGGTCGTG TAGAACGAGG TATTATCCGT 67188 0 

ACAGGTGATG AAGTAGAAAT CGTCGGTATC AAAGATACAG CGAAAACTAC TGTAACGGGT 671940 

GTTGAAATGT TCCGTAAATT ACTTGACGAA GGTCGTGCAG GTGAAAACAT CGGTGCATTA 6 720 00 

TTACGTGGTA CCAAACGTGA AGAAATCGAA CGTGGTCAAG TATTAGCGAA ACCAGGTTCA 672060 

ATCACACCAC ACACTGACTT CGAATCAGAA GTGTACGTAT 7ATCAAAAGA TGAAGGTGGT 672120 

CGTCATACTC CATTCTTCAA AGGTTACCGT CCACAATTCT ATTTCCGTAC AACAGACGTG 672180 

ACTGGTACAA TCGAATTACC AGAAGGCGTG GAAATGGTAA TGCCAGGCGA TAACATCAAG 672240 

ATGACAGTAA GCTTAATCCA CCCAATTGCG ATGGACCAAG GTTTACGTTT CGCAATCCGT 672300 

GAAGGTGGCC GTACAGTAGG TGCGGGCGTT GTTGCAAAAA TCATCAAATA ATTGATGGAT 672360 

TCCTGAATGT CTTAAAGATA AAAGACAGAA GAAACAAAAG AAAAGTGCGG GGAAAATTCT 67242 0 

CCGCACTTTT TTATTTTATA TATGTAAATA TTTACTAAAT TATCTGATTT TGGATTAGAA 672480 

CTAAATGCTC ACTGGTCATC TAAATATCCT GTTGCAGTTT 3GTTTGTGTT ACCCCTAGGA 67254 0 

ATGGTATTG C CGGTGGTATC TTTACCCCAT CACTGACAAC AGGCGCAGGC ATTGGCACAA 672600 

TGCTTTGGGA TCTAAGTGGT GGTATGGTTG ATCAACGTT7 7TTGGTGATT TTATGTATGG 67266 0 

TGGCATTTTT AGCTGGCTGC ACACAATCGC CAGTTACAGC CAG7GTTATT GTAATGGAAA 67272 0 

TGACAGGTGC ACAACCCGTT CTCATTTGGC TCTTGATTTC C AG C ATT ATT GCATCCATAA 672780 

TCTCGCACCA ATTTAGCCCA AAACCATTTT ACCACTTTGC TGCAGGCTGT TTTCTCCAGC 6 7284 0 

AAATGCAAGC TCGCCAAGCC GAAGAATTAC GTAGCAAAAC Z G AAC AAG AG AAATAAAAAT 6 72900 

GCCTCAAAAT CTACCGCACT TTTACCGCGG CCGTTTTTCT 3TTGCACCAA TGTTAGATTG 67296 0 

GACAACACGC CATTGTCGTT ATTTTCATCG CCAATTTTCA AAGCACGCAT TACTTTACAC 6 73 020 

TGAAATGGTC ACAGCACCAG CGATTATCCA CGCAAAATAC GACCACTTGG ATTTTGATTT 673 080 
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ACAAGAAAAT CCCGTTGCGT TACAGCTGGG AGGAAGCGAT CCTGAACAAC TCAAATATTG 673140 
CGCAAAACTT GCTGAGGAAC GAGGCTATCA CGAAATTAAT C7TAATGTAG GATGCCCTTC 673200 
TGATCGCGTA CAAAATGGAA TGTTTGGTGC TTGCTTAATG GCGAAAGCAG ATTTGGTAGC 673260 
AGACTGTGTA GAACAAATGC AAAGTGCGGT CAAAATTCCA GTCACTGTGA AAACGCGTAT 673320 
TGGCATTGAT GAATTAGACA GCTA7GAA77 TTTATGTGAT 777ATTGAAA AGGTTCAAGG 673 380- 
AAAAGGTTGC CAAGAGTTTA TTATCCACGC ACGAAAAGCT 7GGC77TCAG GCTTAAGTCC 673440 
CAAAGAAAAT AGAGAAATTC CGCCA7TAGA TTATATTCGG GTGTATCAAC TAAAACGTGA 673500 
TTTTCCACAT CTAACTATTG CAATTAATGG TGGTATAAAA ACCATTGAAG AAATGAAG C A 673 560 
ACATTTGCAA TATGTGGACG GCGTGATGGT TGGGCGAGAG GCCTATCAAA ATCCAAGTTT 673620 
ACTTGGGCAA ATTGACCAAG CCTTATTTGA TCCTAACGCA CCAATTGTTA CCGCTCATGA 673680 
AGCGGTAGAG TCAATGCTTC CTTATATTGA ACAACAACTT AGCCAAGGAA TACACCTTAA 673740 
TCATATCGTC CGTCATATAT TAGGCGCAT7 CCAAAATTGC AAAGGTGCTC GTCAATGGCG 673800 
ACGCTATTTA AGCGAAAATG CGTTTAAACA AGGCGCAGGA ATTGAAGTGG TTGAAACAGC 673860 
CTTAAGCTTT GTAGAAAGCT AATCCTAAAA ACAAAATAAG CCGCAAAAGT GCGGCTTATT 673 920 
TTTCAGCTGT TTTTCTTACG CAATACGCAT TTGAAAAATC ACCAATTCAG CTTGGCAACA 673 980 
GAAAGTGAAA TCTGCCTTTA ATAAATAGCC ATCATCCACT TTTGTAATTT CAGTTGTTAT 674040 
AGGGGGACAT AAGCCGAGAC CTATAAATAA TATCACTTTG GG777TAGAG ATAACTAAAA 674100 
CTCAAACTGA ACAGACATTC TGTAATTTCT GCCAGGTGCG TAGAAGCGGT TTAAGCCTTT 674160 
ACCTGTTGCT GTTTCTACTC GGTTAATTGT GCCAAGATG7 CGAACAGAAC GGGCAGAGTC 674220 
CCAAGTGAGA TATTTTTTGT TGGTTAAATT ATATACACCA GCG3TAAATG TAAGATTTTT 674280 
AATTGGTTTC CAATAGGCAA TCGTATCGAT CACTGTATAG CGATTATTAC GCCATAATCC 674340 
GCGAGAATCT TTTACGTCTT TGCCGTTTGC TTGTGTAGCA 3GTACAGTTC TTTCAGTGCC 674400 
ATAAATATTT TCTTTTCGTT TGACCATACT CGTCCATTGA 3AA77AAAGC TATCTTTTGC 6 74460 
TTTTTTGGCT GCAACATCGG TGATATACAC ATCCATGCCC CA7777TTGC TTGGTGCATC 674520 
ATAGCCAATA TTGTATACCG ATGTGGTTGG TTGCAATGC-. 777.VTAGGCT GATCTTGTGA 674580 
AGCAATAGCA GTATATTGCG GATTTAGCTT CAAAAATTCA 3CA7ATCCAG AACGTAATTT 674640 
GTTATCTTTA ATTCTTCCTT TTTGATAGGT CAATTTATAA — AAATGGA AACCTTGTAG 674700 
TTTTTCAAAC AAATCACCCA TTTCAAGACG TGAAGCAATT 7CGATACCTC TGACTCTTGC 674760 
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TTGATCTCGA TTTTGGTTTT GATAAAACG3 ATATTCTATT 3CAGAACCTT TATCAATTTG 674820 

TTTATTTTTT TCAAAGACCA AATCAATAAA ATTACGATAA CCACTTTGAA ATGCACTTAA 674880 

CGTAAGATAA CTATTTTCCT TATAAAAGGT AAATGCGACT TCTTTCGTTT TTGCTGTTTC 674940 

TGCTTTTAAA TTGGTATTTG GACCTATGGA AAAATCTGGA TGCTTGAATG TCATATAAAT 675000' 

TTCATCAGAG GTTGGTGCAC GGAAAGCATT AGCATATTTA AGCTGTACAC GAAGCCAATC 675060 

TGTGGGATCA AGATTTAACC CTAAATTGTA AGAATGATGT TTATAGTCAG TTTTGCGTAA 675120 

TAACAGGGCA AGATTCTCTT CAAAATTTTT TTTATAACAC TCAGTGTTAT AGCGACAATC 67518 0 

CTTATATCCG CTAGGAACAT ACGCGCCATA AACGACATCT TTTTCATTAA AAGGTACAAA 675240 

TATTCCTGCA ATTAAGCCAC CTGGAACTGG AGTTTTTTCA TCATAACCAG GCAAATATTT 675300 

TACGTGGTCA TAGCGATAAT TTAAATCTAG CCCTAGCCAA GAGGTAAGTT GCACATTATC 675360 

TCCAAAATAC AACACATTAT TTTTAGTGGT AACAGGGATT AAATAGGTAT CTTTGCCTAT 675420 

GTCGGAATGA AGCGGTGTAC CATTGACACA ACCAGCTACG CTGACATTAG GGTGTGGTGT 675480 

TTTCTTCTCG CCAAGATTTC CCCCCTTTGC TCTAGCGCAG AAAAAGTAGT CAGCCCACCA 67 554 0 

TTGCACATTG GCTGCGGTGT TGTATTGGTG ATTAACCATA CTTTTTAGTG TTTTTTCATA 675600 

AAGACCACCA TATTTTAGTT GGTGTTGGGT ATGCCATAGG TGAAATTCTT TGTCTAAATC 675660 

AAGTTTAATT TGTTGGGTAT GGGTGTTTAA ATCACGGTCA TTAACGAAGT CTGTGCTGTA 675720 

GCCATAGCTT TTTGGAAAGA GAAAACGAGC TGTTTCTTGT 3GAAAGCCAT TCCACGACGG 6 7 57 BO 

TGTCTTTCCC TTTTTTAGTG GGATTTTGCC ATATTTTTTC 3CGTTAGGTA ATGTTCCAAC 675840 

TTCTATTTCT CTATCATCAT AAGTGTATTT TTCACTGGAG 7TTTCATCGT ATTCTTGATA 675900 

AATTCTAAAT TTTTTACTAC AATCTAATTT TTCACAATTA A7TAAAACAG AATCAAGTGA 675960 

ACTGCGTTGT GAAATATCCT TATCAGCATC TTCACCCTTA CTATTCTTAA ATTCATGAGA 676020 

CCAGCCAATT TCTTTGCTTT CAAGTTCACC TCCATATTTA 7CCTTAATTT TATAAACCCC 67608 0 

TTTTTCTTCT AC TAAATGCA ATCCTTGGGG GTTACTTACA C3A7TACAAG TGGATTGATG 676140 

ACAATATTCA TCAGAACGTG CTTTATTGGT GATTTTTTGT 3AAGAATAAC TTAGTTTAAT 676200 

ATGATCCCAA AAAGGCGTTT GACTGAAATT TTCATAACTA AATTGAATAT TTTTTCGTTT 67626 0 

GGATTGATCG TTAATAATAC GCTCACCGTA TTTTTCATTG TTAGCTGTAC TATATGGTCT 676320 

AAGAGCGTAA GACAAATCTA TACCCTTTGT TTCTAAAGTA 3AA7CATCTA ATGCCACACT 67638 0 

CAAGCGATGG TTTTCATTAG GCTGAAAGCC CAGTTTTATT AAT37GCTTT GGCGGGTAAT 676440 
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TTGATAAGGA TCGGCTTTTT CACGGGTAGG ACCAACCGCT CTTAAATCCG CCTGTTTATT 676500 
GGGATAAATT TTATAATCGT AGTTTTCTAT TTCGTGCCCA TCACGCGTTG TATCAATGAT 676560 
TAAAATATCA AATTTTTTAG AACGTCCTGC TAATGTAAGT GTCTTAAGGT TTTGATTATT 676620 
CATTGTTTGA TAGCCACGTT TATAGGAAAG ATAATAATCT TTATCTATCA GATAATCTCG 676680 
AGCATCTTTA GTTTCAAATA TAACAGAGCC ACCCAATGCG CCACTACCAG ATTTTAAGGA 676740 
GTCAGCACCT TTGGTAATAG TTGCT3TTTT AACATTTTCA ATTTCAATGC TATTACGAGT 676800 
ATTATTAAAA TTGCCATAGC CTTCAAATAG TTCTTTAAAT CCTTGAGAGC TTAAAGTTTC 676860 
AGCTTGACGA AGCCCATCAA CCATAATACC TACACGGTTT TCATCAACCC CTCGAACTGC 676920 
ATAACCACTT GCGCCCGTTC TACCTGTTTC AACCACCGTA ATACCTGTTT CATAGCGAAC 676980 
GAGATCACGA GAATCAGACG CCTGCTGTTT CGCTAATTTT TTGG CAGAAA TTTGGGTTTC 677040 
CCCGACTTTT TTCTCTTTGA CATTAATATT TTCTGATGAA CCTGAAACAT TAATTTGTTC 677100 
TAGTTGTTCA GAAACATTAC TATTTTGGTT GGTTGGTTGG TTGGTTGGTT GGTTGGTTGG 677160 
TTGGTTGGTT GGTTGGTTGG TTGGTTGGTT GGTTGGTTGG TTG3TTGGGC AGCATAGGCT 677220 
ATGCTTGCAT TTAATGCAAA TGCAATAGAG CAAGCAAGCA GGCTGAATTT AAAGTTGGTC 677280 
ATAGGTTTCC TtaTtCTTAA TGATAATAAT TGTCATATAT TAAATAATTC AATTTATCTA 677340 
ATCAATATCA AAATGAAAAA GTAATTGTAG GGTGGGCTTT AGCCACAACA AACAATCGTA 677400 
AGATATTTTG GTGGGCTGAA GCCCACCCTA CGGAAAGTAC GCATTGATTA CGTACTTCTT 677460 
TTTAGGAGTA ATCATTATGA TGATTTTATG AATTGCGTAG T3TTATTGAT TTAGTAATTG 677520 
TAGGGTGGCT TTAGCCCACC AACAAACAAT CGCGAGATAT TTT3TGGCTA AAGCCCACCC 677580 
TACGTTTGGG ATAGGTTCAA AATAAGCCGC AAAAGTGCGG CTTATTTTTC AGCTGTTTTT 677640 
CTTATGCAAT ACGCATTTGn AAAAT CACCA ATTCAGCTTG 3 CAA CAGAAA GTGAAATCTG 677700 
CCTTTAATAA ATAGCCATCA TCCACTTTTG TAATTTCAGA TTGAATTTCA CAAGGTTCAC 677760 
TTTCTACATC ACGTGCTTTC TGAGTAAAAA ATGCGAGTGC TT CTTGCGCT TGTCCTTCAC 677820 
TGTCATAAAT ATATTCAATA ACCTGACTAC AATCACGATT ATC3AAAAGT GATTTCATAT 677880 
CAAAAGTATT ACAACCTACA CATTCAATCG GTTTTTCGGT TT3AATTGCC ATAATATTAT 677940 
CCTTTTATTC AGATTATTTT GCAGCGACAA AACCCACTGC TTCATACACT TTCGCCAAGG 678000 
TTTCTTGTGC TTTTGCACGA GCTTTTTCCG CACCTTGTCG TAAGATATTA TCTAATAAAG 678060 
TTTCATCATT ACGATATTGA TGGAAACGTT CTTGTAAACT A3CAAGTAGG GTTGAGACTT 678120 
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CATCCGCTAC TGCAGTTTTT AAATGTCCGT ACATTTTACC TTCAAATTCT TTTTCAAGAT 6 78180 

CAGCAATTGG CTTATCCGTA ACCGCAGAAA GAATATCTAA AAGATTAGAT ACCCCCGCTT 678240 

TATTTTGCAC ATCATAACGA ACAACAGGCG GCTCATCTGA ATCTGTTACG GCACGTTTAA 6 7 83 00 

TTTTCTTCGC CACAGATTTT GGATCTTCTA AAAGTGTCAG CACGTTGTTG CGGTTATCAT 678360 

CTGATTTTGA CATTTTCTTT TCAGGATCTT GCAATGACAT AATACGCGCA CCTGCTTTTC 678420 

CAATGAAAAT TTCAGGAATG GTGAAAATAT TGCCATAAAG TGCATTAAAG CGGTTTGCAA 6784 80 

TATGACGCGT AATTTCTAAG TGTTGTTTT7 GGTCATCGCC AACAGGCACG CTTTTTGCTT 678 54 0 

GATAAAGTAA AATATCCGCC GCCATTAACA CAGGGTAATC AAACAAACCC ACGTTAATAT 678600 

TTTCTGCATA ACGCGCTGAT TTATCTTTAA ATTGCGTCAT TCGGCTCATT TCACCGAAAT 678660 

AGGTGTAACA GTTTAACACC CAGCTTAATT GCGTGTGTTC TGGAACGTGA GATTGAACAA 678720 

AAATAGTACT TTTATTTGGA TCAATTCCGC ACGCTAAATA AAGTGCAAGC ACATCAAGGG 678780 

TTGCTTTGCG AAGGGCAACA GGATCTTGAC GAACAGTGAT CGCATGTAAA TCAACTACGC 678840 

AAAAAATACA TTCATAATCT TCTTGCATTT TCACCCAGTT ACGCAACGCT CCCAAATAAT 678900 

TTCCGATAGT TAATTCACCA GAAGGCTGCA CGCCACTAAA AACAATTGGT TTTGCCATAA 678960 

TCAATCCTTA ATACCTTAAA ACTGTTCACA CATCATATCA GAAACTCTAG GC TTTTTTA A 67 9020 

TGTTCGAGTT CAAAAGCTAG GTTAAAAATG CTATATTTAA CGGAAACGTT TTCCTGATAT 679080 

TTACTAATGA AAAACTACCA CGATATTGTT CTTGCCCTTG CTGGCGTGTG CCAATCAGCA 679140 

AAATTGGTTC ATCAACTTGC AACAGAAAGT CGAGCAGATT CAGAGACATT TTTAACCGCA 67 9200 

CTTAATAGCC TTTTCATTAC CCAGCCTCAA CGAATTGAAG A7GTTTTTGG TGGCGAAGTT 679260 

CGTCATTTAA AATTAGGTCT AGAAACCTTA ATTCATCAGC TCAACGCGCA AGGCGATCAA 679320 

AATTTAACTC GCTATTGGCT AAGCCTTTTA GCATTAGAAG GAAAATTATC GAAAAATTCC 679380 

GATGCCAAAC AAACATTGGG CAATCGAATT TCTCGCCTAA AAGAACAAGA AATTCATTAC 679440 

GCTCGTGATA GTGAAACAAT GCTATCTATT ATGGCAAATA 7T7ACAGCGA TATTATTAGC 679500 

CCATTGGGCA AAAAAATTCA CATACTAGGC TCGCCTGATT ATTTGCGACA AGAACTCGTG 67 9560 

CAAAATAAAA TCCGTGCAGT TTTACTTGCA GGCATTCGC7 CTGCCGTGCT GTGGAAACAA 67 9620 

ATGGGCGGAA CAAAATGGCA AATTTTATTT TTCCGCAGAA AA77ACTTGC CACCGCAAAA 67 9680 

CAGATTTATT CTTCTATTTA TTAATACAAT TCTGGAGCAA ACA77TATGC AACTCTCTAC 6 7974 0 

ACTGACCGCA CTTTCCCCTC TTGATGGTCG TTATCAAGAT AAA37AACGC CATTACGTGC 679800 
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TATTTTTAGC GAATTCGGGT TAA73AAATT CCGTGTAGCT 3TG3AAGTTC GTTGGTTACA 679860 
AAAATTAGCT TCAACGGCAG ACAT7ACCGA AGTACCGCCA TTTTCTACGC AAGCAAATGC 679920 
TTTTTTAGAT GGAATTGTGG CTAATTTTAA TGAGGCCGAT 3CTGCGCGTA TTAAAGAAAT 679980 
TGAACGCACA ACTAATCACG ATG73AAAGC CGTTGAGTAT TTTCTGAAAG AGAAAATTCA 660040 
AAACGAAGTG GAACTAGTGA AGGTTTCTGA ATTTATTCAC TTCGCTTGCA CCTCAGAAGA 680100 
TATTAACAAT CTCTCTCACG CATTAATGTT AAGCACCGCT 33T3ACGAAG TGATTTTACC 680160 
AGAATGGCAA AAACTGATTG ATGAAATTAC TCGTCTTGCA 3AAGAATATA AAACGATTCC 680220 
ATTACTTTCT CGCACACATG GCCA3CCAGC TTCACCAAGC ACC3TGGGCA AAGAAATGGC 680280 
GAATGTCGTT TACCGCCTAA AACGTCAATT TAAACAACTC 3AAAATGCGG AAATCTTAGG 680340 
TAAAATCAAT GGTGCAGTAG GTAACTACAA TGCGCATTTA 7CG3CATATC CTAATATTGA 680400 
TTGGCATAAA TTCAGCGAAG AATTT3TCAC TTCATTAGGT ATTCAATGGA ATCCTTATAC 680460 
CACACAAATT GAGCCGCACG ATTACATCAC TGAATTTTTT 3AT3CTGTAG TTCGCTTTAA 680520 
TACCATTATC ATTGATTTTG ATCGTGATTT ATGGGGATAC ATTGCATTAA ATCACTTTAA 680580 
ACAACGAACG ATTGCAGGCG AAATTGGTTC TTCTACCATG CCACACAAAG TCAATCCAAT 680640 
TGATTTTGAA AACTCAGAAG GCAATCTAGG ATTAGCCAAT GCAGTGATGA CCCATTTAGG 680700 
TCAAAAATTA CCAATTTCTC GCTGGCAGCG TGACTTAACA GATTCAACTG TATTACGTAA 680760 
TTTAGGCGTA GGATTAGGTT ATTGTTTGAT CGCTTATGCT TCAACACGCA AAGGCATCAG 680820 
TAAACTTGAA GTAAATCAAC CGCACTTATT AGAAGAACTC AATCAAAACT GGGAAGTTTT 680880 
GGCTGAACCA ATTCAAACCG TAATGCGCCG CTATGGAATA 3AAAAACCTT ACGAAAAATT 680940 
AAAAGAATTA ACGCGAGGTA AACGAGTGAC AGAACAGGCT ATGCGTGAAT TTATTGATAA 681000 
GTTGGATATT CCACAAGAAG AAAAATTACG TTTACAAAAA TTAACACCTG CTACTTATAT 681060 
TGGGGCTGCA GTGGAATTAG TAGAAAAACT ATCATAGGAA 7TT3GCTCTT TTTTCAACAA 681120 
TATTCTTTAC AAGAACATAG CTTTTCTCTA TAATCCTGCG 3CT3TGTTAG TCAATCTAAC 681180 
AAATTTCTGG TTGGTGCTTG ACCTATTCAA GCCCCATCCA A3ACC3TAGG GGAGTAATCT 681240 
TAATTATCCT ACGTAGATGG TGAACAGAAT AAGAATTTTT 3TT3CTTCTG GGCGCCGAAG 681300 
TCATCCTAGT CTTAGGATTA GGTAAATTAA TTCCGAGTAA T333A3TGTA TTCAGGAGCT 681360 
AAAAGCCAAT GGCATTAAAT CTTCAAGACA AACAAGCAAT T3TT33TGAA GTAAATGAAG 681420 
CAGCCAAAGG TGCACTTTCA GCAGTAATCG CGGATTCTCG 3G3T3TAACT GTTGAGAAAA 681480 
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TGACTGAATT ACGTAAATCA GCACGTGAAG CTGGTGTTAC AATGCGTGTA GTTCGTAATA 68154 0 
CTTTATTACG TCGCGCAGTT GAAGGCACAG ATTACGAATG CTTAAAAGAT ACGTTTGTAG 6B1600 
GTCCAACACT TATCGCGTTC TCTAACGAAC ACGCGGGCGC AssTGCTCGT TTGTTCAAAG 681660 



AAGATGTTGA ATTCTTGGCA ACAT7ACCAA CTTACGAAGA AGCGATTGCA CGTTTAATGG 681780 

GCACAATGAA AGAAGCTGCA GCAGGCAAAC TTGCTCGCAC C77CGCGGCA TTACGCGACA 681840 

AATTACAAGA AGCAGCTTAA TTATTAAG CG TTTCTTACTT CA7CTAACTT TATTTATTTT 6B1S00 

AGGAATTGAT TGTTATGTCA TTAACTAACG AACAAATCAT 7GAAGCGATT GCTTCAAAAA 681960 

CTGTAACTGA AATCGTTGAA TTAATCGCAG CGATGGAAGA AAAATTCGGT GTTTCAGCAG 682020 

CGGCAGCAGT AGCAGCAGCT CCAGCAGCAG GCGGTGCAGC GGCAGCAGAA GAAAAAACTG 6B2080 

AATTCGACGT TGTACTTAAA TCTGCAGGTG CGAACAAAGT AGCAGTAATT AAAGCAGTAC 68214 0 

GTGGTGCAAC TGGTTTAGGC TTAAAAGAAG CTAAAGATTT AGTTGAATCT GCTCCAGCTA 682200 

ACTTAAAAGA AGGCGTTTCT AAAGAAGAAG CTGAAGCACT TAAGAAAGAA TTAGAAGAAG 682260 

CGGGTGCAGA AGTAGAAGTT AAATAATTTC TATTTTAACC ACTTTAAAAT TCAAAAAACC 682320 

GATGGGAAAC CATCGGTTTT TTCTTATATA AAAGTTTGTT ATAGTTTTTA CTTAAAAACT 682380 

TACCATTTGC TATCTTTCTA AGATAGAATA TTACCCGTTG TTATTGATGA ATAAAGAGAA 682440 

AATTTATGAC AAAAAAAGCA TTAAGTGCGG TAATTTTAGC AGC7GGAAAA GGAACGCGTA 682500 

TGTATTCTGA TTTACCCAAA GTTCTACATA CAATCGCGGG 7AAACCAATG GTAAAACACG 682560 

TGATTGATAC TGCCCATCAA TTAGGCTCAG AAAATATTCA 777AATCTAT GGTCACGGTG 682620 

GGGACTTAAT GCGTACCCAT CTTGCGAATG AACAAGTAAA TTGGGTATTA CAAACAGAAC 68268 0 

AACTTGGCAC AGCACATGCA GTTCAACAAG CAGCACCTTT C777AAAGAT AACGAAAACA 682740 

TTGTTGTGCT TTACGGCGAT GCACCATTAA TTACTAAAGA AACATTAGAA AAATTAATTG 682800 

AAGCGAAACC AGAAAATGGC ATTGCATTGC TTACCGTAAA 777AGATAAC CCAACAGGCT 6 82860 

ATGGACGAAT TATCCGTGAA AATGGGAACG TTGTAGCCA7 737AGAACAA AAAGATGCGA 682920 

ATGCTGAGCA ACTAAATATT AAAGAAGTCA ATACTGGCG7 7A73GTATCT GATGGTGCAA 682980 

GTTTCAAAAA ATGGCTAGCT CGTGTAGGCA ATAATAATGC 7CAAC-GCGAA TATTACTTAA 683040 

CGGATCTTAT TGCTCTCGCA AACCAAGATA ATTGTCAAG7 7G77GCTGTA CAAGCAACAG 683100 

ATGTCATGGA AGTTGAAGGC GCAAA7AATC GCTTACAAT7 AGCCGCACTT GAACGTTA77 683160 



AGTTTGCTAA AGCAAACGAT AAGTTTGAAA TTAAAGGTGC 



AGCCTTTGAA GGTAAAATCC 



681720 
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TCCAAAATAA ACAAGCCTCC AAA77ATTAC 


TTGAAGGCG a 


«ATGATCTAC UAlLLLbLlL 




GTTTTGACCT 


ACGTGGAACA TTAGAGCATG 


GAAAAGATGT 


vjvjmAATCGAT GT i. AA lullA 




TTATCGAAGG 


TAATGTTAAA CTCGGTGATC 


G C GT AAAAAT 




DO J jtU 


AAAATGTTGT 


TATTGGCAAT GATG7AGAAA 


TAAAACC CT A 


^ TCriGTGCTA GAGGAX ItlA 




TAGTAGGAGA AAAAGCCGCA ATTGGCCCAT 


TTTCTCGTTT 


nCG v- C CAGGT G LAbAAL 1 1 G 


DO J4dU 


CTiCl PTG AAAC 


GCATGTCGGT AAC77737AG 


AAATTAAAAA 


«TC i ACCGTT GGTAAAGG 1 1 


b a JbzU 




TCACCTGACC TATG77GGCG 


ATTCAGAAAT 


*GGv-TCAAAT TGTAATATTG 


bo JjoU 




CATAACCTGC AACTACGATG 


GTGCAAATAA 


^ ITWMIII TV TV TV TV f^f^ TV TTf T\ TT^^^'*T/*^ 

■n-TTTAAAACG ATCATCGGTG 


b o Jo4U 


ATGATGTGTT 


TGTGGGATCT GATACACAAT 


TAGTCGCGCC 


AGTGAAAGTC GCAAATGGLG 


DO J / UU 


CAACTATTGG 


TGCTGGGACT ACAATTACAC 


GTGATGTTGG 


CGAAAATGAA TTAGTGATTA 


bo J / b U 


CAAGAGTTGC 


TCAACGACAT ATTCAAGGTT 


GGCAACGACC 


AATAAAGAAA AAATAAAATA 


DO JDZU 


GAATAAAAAA 


TCCTACGTAT TATCGTAGGT 


TTTTTTATAA 


ACCAATTTTA CAAATCGTAA 


OO JOOU 


TTAAAATCAC 


ATAAAAAATG ACCGCACTTA ATGTTAATAA 7TTATTTGCT AGTTTAGGTT 


boJ y*t U 


TATGTTGATG 


AAGACGGTAT AGCATTCTAG 


CTGTAACAGC 


TAGAATAAAG GGATAAACCC 




AAAAAAGCGT 


TGAAAATAAA TTGATTTGCC 


AGCTTGATAG 


ATAGGGATTT TTACTAAATG 


cq Ancn 


CTGTAGAAAT 


TAATAATGCC ATTGGACACA 


ATAATATAGG 


CGAACAAAAG GCAGCAAGAC 


O O *4 U 


CCCAAGCAAA TGGACTAAAT TTAGTTGGTA AAGATTGTTT 7TTCATATTT TAAATAATTA 


cpAi on 


AAAATAAATA GATACAAGAA AGAAATATAA TAAATATGTT 


GAATAGTAAA GAATATTTTA 


b a 4^*1 U 


ATGAAAGTAA 


CAATGTAGAA ATGGCGCACC 


CGAAAGGATT 


7GAACCTTTG ACCGCTCGGT 


b b 4 J UU 


TCGTAGCCGA 


GTACTCTATC CAGCTGAGCT 


ACGGGTGCGT 


AGATGATGCT TTAATTATTC 


6 84360 


ATAACCACTT 


TAATAAGATA GAGCCGTTTT AAAAATGGCG 


CACCCGAGAG GATTCGAACC 


dD'ItzU 


TCTGACCGCT 


CGGTTCGTAG CCGAGTACTC 


TATCCAGCTG 


AGCTACGGGT G CAG AAT AAA 


oo44o U 


TAAAACAAAC 


AATGGCGGTG AGAGAGGGAT 


TCGAACCCTC 


3A73GAGCTT TTTAACCCCA 


c a a c a n 


TACTCCCTTA 


GCAGGGGAGC GCCTTCAGCC 


TGCTCGGCCA 




D O *• D U U 


GCGGTATAAT 


ACGTTTTTTA GAAAATATGT 


CAAACCATTT 


7T73AAAAAC ACACCTGTTT 


684660 


GAATATTTTA 


TCTACACATT AAATATATTA 


TTGAATAAAA 


A7CTACTCAT CATTCAAAAA 


684720 


TACTAAAATC 


TTAGATATTG TTTCCCGTCT 


TAATTCATC7 




684780 


TTTAGAATTT AGTGCTGTTA ATGCCCCTTC 


GTTCTATTA7 


7AAAAGAAGA ACCGCACTTT 


684840 
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TTGAAGTGCG GTTATATTTT TAATAGTTTT ACGCCACCTG TTTAGGTTGT TTAAATACCG 684500 

TAACTTCTGG TGCTACGCCT ATAAATTTCT CAATCTGAAC GATACAAGTA TTTGGTGAAT 684960 

TGCCTTGTGC CAATTTAGAT GTACCTTCAT CTCGAGTTAA CACATTTGCA CAACCATTTT 685020 

TACATAATGG TTTTTCACTT TCACCTAAGT ACATTGGGTC ATACCATGCG CCTTCATGGA 685080 

GAGCGACAGT ACCTTTGATG ATATTTTCTG TTACAGCCGC ACCTGCAAGC ACTTGACCGC 685140 

GTTTGCTATG AATGCGAACA ATATCACCGT CTTTAATACC ACGAGCAGCC GCATCTTCAG 685200 

GGTGAATCAT CACTGGCTCA CGATCATTTA CCGCATATTT 7TGACGTAAT GAAGTATGCG 685260 

CCAATTGACT GTGTAAACGA TAGTAAGGAT GTGGTGTCAC TAAAGCTAAC GGATATTCTT 685320 

CCGTCACATT ACCCGCAAAC TCTTCAGGTT CCATCCAACT AGGATGCCCT TTACAATCGT 685380 

TATAATTCAT TTTCTCAACA ACATCAGAGA AAATTTCAAT TTTACCTGAC GGTGTGCCAA 685440 

GCGGATTGAG CAATGGnTCT TCACGGAATT CACCATAACG CACCCATTTC TTCGCAGCTT 685500 

CACCCGCCTC AAAACTTAAT GGTTTATTTT CTGCCCAGAA TTTGTCAAAA CGTGGCATTG 685560 

CTACACGATT TGCACGTGCA GCACTAAAGG CTGCATTATA GAATTCTTCC AGCCACTCCA 685620 

TTTCAGTTTT ACCTTCAGTG TATTGTTCTT CCACACCGGC ACGTTTAGCA AGCTCAACGA 685680 

AAATATCGTA GTCATTTTTT GCTTCAAATT GTGGTGGAAC CACTTGTTTC ATCGGGTAAA 685740 

CACTCATCAT AGAGTAGTCG CCAGCCATGG TTAAGTCATT ACGTTCATAA CTCGTCGTAG 685800 

CTGGTAACAC AATATCTGCC ATGCGTGCAG TTGGCGTCCA GTTCACCTCA TTGACAATCA 685860 

CTACATCAGG TTTCTGGAAA GCTTTCACTA AGGTATTGGT ATCTTGATGG TGAACAAACG 685920 

GGTTACCACC TGCCCAATAT ACCGCTTTGA TGTCAGGATA AGTAA7TTCA GTACCGTTAT 685980 

ACTGAATCTT TTTGCCTGGA TGGAGTAACA CATCAGCAAT ACGCGCTAAT GGGAACGCGG 686040 

ATTTAGACGT ATCATCCAAC CATGTTTTTG CCCCCGCTTT 3CCTGATGGA CTTGCTGTAA 686100 

TTGAGCCGAT AATACCGCCT GTCGCCGTTG GTACCCCACC ATTTGAATAA TGATAACTCA 686160 

AGCCAAAGCC GCCACCCGGT AACCCAATTT GTCCTAACAT A3A7GCAAGG GTTACTAACA 686220 

TCCAGTGGGT TTGTTCACCA TGGCGTTGGC GTTGCATCCC CCA3CCACCC ATTAACATGG 686280 

TACGTTTACT GGCGAAATCA GCTGCAAGTT GCTTAATGGT T7CTGCTGGC ACACCACAAA 68634 0 

TTTTAGCTGC CCATTCCGCT GTTTTTGGTT GGCCATCAGT TTTACCTAAT AAATATTCTT 6864 00 

CGAATTTAGC GTAACCTGAC GTATATTTTT TCAAGAAATC TTTATCGTGC TTGCCTTGTT 686460 

CAACTAAAGT ATGTGCAATA CCAAGCATTA ATGGCACATC C37TGCTGTA TTCACTGGAA 686520 
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TCCATTCTGC 


ATTCAACATT 


TGGCAAGTTT 


CGCTTTTTTG 


TGGGTCGATA 


CAAATAATAC 


6 86 bo U 


GTTTACCACT 


CGCTTGGAAT 


TTCT7GAAA7 


ATTCAATCCC 


TTTTTGGTCA 


G TGGACATCL 


c 0 c c a n 


AAGCAATACG 


CATTGTTGTG 


AGTGGATTTG 


CAGACCAAAG 


CACAATAATA 


T C ACT ACTTT 


boo /OU 


CTAATATGGA 


TTCCCAGCTG 


GTTTG7TGTT 


CGTACACCTC 


AATCGTGCCT 


AATACATGTG 


ooo7oU 


GCATAATTAC 


TTGTGCAGCC 


CCCGTAGAGT 


AATCCCCTTT 


GTGTCCCACA 


AAACCACCTG 


6 86 82 0 


TAGCGTTCAT 


ATAACGCTGT 


AATAACGTAC 


GAGAAGCATG 


TAATGAACCA 


C AACT AAAC C 


c a c 0 o n 
686 88 U 


AACCATAAGA 


ACCGGCAAAA 


ATACCTGTTG 


ATCCATGTTC 


GTCrwCGCACA 


CGTTTAAGCT 


b 0 b y 4 U 


GATTGTGTAC 


TAAATCTAAC 


GCTTCATCCC 


AAGAAACGCG 


_ CATTCA 


TCACGACuAu 


e r "7ft ft ft 
bo / U U U 


GCATTGTAGT 


ATCGCTTTTT 


CCTGGATTAG 


CTAAAAAGCC 


I « J.ACGCACC 


^ ^r^^n^ f** ^ ^P^P 

ATTGotauAl 1 


DO / uo u 


TCACGCGACG 


TTCGCTATAC 


AATTGATCGG 


CAACAACTGT 


TTGCAATTCG 


TTCGouAt. 1 0 


DO / U 


CAGGCTCAAT 


AGCTGGACCA 


GATTTCACGA 


CCTTACCATC 


TTGTACTACA 


ACCCCAATAb 


bo / loU 


ATCCCCAGTG 


AGCGGCAGTC 


ACTACCGTTT 


TCATTTCAGC 


1*T CTTTTGCG 


TV 0 0»0»07S nTTT 


DO / i^U 


TTGATACAAC 


GCCCACCATA 


CCACCAGAAA 


GGGCACTACC 


AGCCACGCCT 


AAAGATGTTT 


c 0 "7 ft ft 
bo / iuu 


TTTTCAGAAA ATCACGACGT 


TGTTCATTTA 


CGTTATTCTT 


TTTCATTTCA 


GCCT CGTTTT 


DO / ioU 


AGATAGTTAA 


TTCATTCATT 


ATTGTTTTGC 


CATATCTTTG 


GCATTGCGTT 


GCAGATAAAT 


DO /42U 


AGTTAATGCA 


CGTACTTCAT 


CTTTTTTCAT 


TGATGTACGG 


TCTTTCATAG 


AATTCACCAC 


687480 


ACCAATCCAT 


TGGTTAGCCG 


TGTAATGATC 


TGCACCAATT 


GCT3CGTGAC 


AACCACTACA 


e a 1 c a r\ 
bo 754 0 


TTGAGTTTGG 


TTTAACTGAT 


TACCGTATTG 


ATTAAGCGTG 


GTTAAATCTG 


ATGTCATTTT 


c 0 1 £ r\ n 
6876 00 


TTCTTTTGCG 


ACATTCACCG 


CAACACTGAT 


TTCTTTCCAA 


TCAGAATCTG 


TTACTGCATC 


£T D 1 c c n 


ATGAACTATT 


TTTAATACTT 


GAACATGATT 


ACGTGCATCT 


TCGTCCATTA AAGCAAGCGT 


£ O *7 "7 O f\ 

6B772 0 


GATACGTTTA 


CCTAATTCTT 


GATACACAAC 


TGCTTCAGCC 


CCCACTTGTT 


GCCAACCATG 


£ D T7B ft 

bo / / 0 u 


TAAAGTGCCT 


TGAATTTGAT 


CACCATCCAC 


TTTCCATTGC 


ATTAATTCTG 


CATAAGGCAT 


bo / o4 u 


TAGGCGAACC 


TCATTTCCTT 


TATCATTGGT 


CGCTTTTACC 


ATTTCAGTGG 


CAAAAATAGC 


DO / -J U U 


TGAGCCATCA 


GAGAGAGTAC 


CACCTTGTAC 


TGCAGAGGAT 


7TTT3TGTAT 


TTTGATCGCC 


bo / ?oy 


ATGCACTTCA 


GGTAGGAAGT 


GAACAATGCC 


CTTGTGACAA 


TCAATACAAG 


TTTGACCGTT 


688020 


TGTTTGCGCC 


TCCGTATGAG 


TTTGTTTTGC 


TAATTTAGTT 


TGTTTTGAAA 


GCTCCATTGC 


683080 


ATCAAAACTG 


TGACAGCTAC 


GACAGGTTTC 


TGAATCATTG 


GCTTTCATAT 


CCTTCCACAC 


688140 


TCGTTGTGCC 


ATTTCTGCAC 


GATGAGCTTC 


ATATTTTTCT 


77ATTCTCAA 


TCTTACCTTG 


688200 
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TGCTTCATAC CACAAGTCTT TTAAAGCAAT AAATTT AG CC 7TGACATAAT GCCAACCTTC 688260 

TTTTGGAATA TGACAATCTG AACA7TGTGC TCTAACCCC7 TTTGCATTAG CAAAATGGCT 688320 

AGAACCTTCC CACTCCTGTT GTGGATAACT CATTGAATGA CAACTAGCAC AAAACTCTGG 6 883 BO 

TGTACTCGTT TTGTGCATTA TCCACTGAGA ACCCCATAAT GCTCCCACCC CGACACCGAC 688440 

TAAACAAAGT GCGGTTACTA TTT777TCAT TTTTGACATA GCCACTCCAA TAAAATAATA 688500 

AAAAACAACC CTAACTACTT ATAG77AGGG TTGATTGTAG AGGTTTTGTA AATCAAAAAC 688560 

TATGATATTT CTCAAGAAAA AATGTTATAA GCTGAAGAAA AACACTATAT AAATCAATAA 688620 

ATAACGATTA GTATCAACTT TGCACATTTA GAAAATGAT7 AACACTTTTA AGTACATTTC 688680 

TTCGAACATT ATCTTTTTCA AATAACACCT CATGTTTAGC ATTTAATATG ACTTCACATC 68874 0 

TAGCATTCGG AAAAAGTGCG GTTAATTTTT CAAGATTTTT GTTATCTACT ATTTTTCTTT 688800 

TTCGGCTTGT AAAATTAGGA TTGGAATTTC AATCTTAGGA ATAACTTTCG GCAAGCGTTT 688860 

AATTGCGTTC AAACACAAAT GTACCCAACG GAATGTTGGC CCGCCAAGAT TAATTGCTGG 6 88920 

ATTTTTACGA TTTATACGAT TCATCCATTT CATTCTGGTT TTACAGAAAG TTAATTCATT 688980 

GTATTCCAAG TGGGCTTGTT GATAAGCACC TTTGCCAAAA ACATAACGCT CGCCTTGTCC 689040 

TAAAATATTC ATTAGGGTAA TAATCAGTTC ATCTCTAATG GGATGTTTTA AAAGAATACC 689100 

GTAAAAAGGC GAAGAAAGTA CCGCTTTATT AATGTGATGA TCATAATTTG CCAAATAATA 689160 

GGTTGCAATC AATGCGCCCA TTGAATGAGC AAGCAAATGC TGCGTTGAAT AGCTGAAAAG 689220 

TGCGGTTACT TTTTCGATGA TTTTCGCCAT ATCATCGACA TAGAAACGAA ATTCATCTAA 6 89280 

ATGCCCTTTT TGAGGAATAA TACGCTGTGA ATAGCCTTGA CCG CGATGAT CAAATAGCAA 68934 0 

TACATCGTAA CCTTGATGAT AAAAATCATA AGCGAGCTC7 GACCATTTCA GCATATTTTC 6 89400 

TGCTCGACCA TTTACTAAAA TCATCAATTT TCTGACCGCA C77TCAGGTT GAATCAAATG 689460 

ACGATAAGCT AATTTTATAT TTCGTTTACC AGAAAGATA7 7GGGTAGGAA ATTGCTCAAA 689520 

AAAAGGCAAT AATTCTGCAA GAGCAAATTG ATGAAAATAA GG77CTCTGA TCATAATTTT 689580 

TTAATGAAAA GGGCGTAGTA AATACGCCCT TTGTAGTGAA AGTAAAATTT ATGCCACTAA 68964 0 

TTGTTTTAAA ATACGGCGAA CTGGCTCTGC CGCACCCCA7 AA7AATTGGT CGCCCACGGT 689700 

AAAAGCTGCC AAAfATTCAG GCCCCATAGC CAATTTACG7 AAACGCCCCA CTGGCACGCT 6 89760 

TAATGTACCT GTTACTTTCG CTGGCGTTAA TTCACGCAA7 37GATTTCTT TGTCGTTTGG 6 89820 

AATCACTTTT ACCCATTCAT TATGTGATGC AATAATTTG7 7CGA7TTCTT CTAATGGTAA 6 89880 
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GTCTTTTTTC AGTTTGATGG TAAAC3C7TG GCTATGGCAA CGTAATGCAC 



CGATACGCAC 



689940 



ACATAAACCA TCAACAGGAA TTGGATTG7C GCTTAAACCT AAAATTTTAT TGGTTTCTGC 6 90000 
ATAACCTTTC CATTCTTCTT TAGTTTGCCC TGTTTCAGGA AGAAGTTTGT CAATCCAAGG 6 90060 



TTTTGCAGTC ACTTTACGTT 


CAATATCTAA 


AATAGATGAA 


GCAGGGTCTT 


TTAATTCACT 


690180 


CGAAACTGCT TGTTCTAATA AACCCATTT3 


TGAAAGTAAT 


TCACGCATAT 


TTTTTGCGCC 


690240 


AGCACCTGAA GCCGCTTGAT AAGTTGCCAC 


AGAAATCCAT 


TCCACCAAAT 


CTTTTTCAAA 


690300 


TAGACCGCCG ATAGCCATTA ACATTAAGCT 


TACGGTACAG 


TTACCGCCCA 


CGAAAGTTTT 


690360 


AATGCCTTTT TTCAAACCTT 


CAGAAATCAC 


GTGTTGGTTT 


ACTGGATCAA 


GCACGATAAT 


690420 


TGCATCATCT TTCATACGCA 


ACGCAGAAGC 


GGCATCAACC 


CAATAACCAT 


CCCAACCTGT 


6904B0 


TGCTTTTAAT TTTGGATAGA 


CTTCA7TGGT 


GTAATCGCCA 


CCTTGGCAAG 


TCACGATAAT 


690540 


GTCTAATTTT TTAAGTTCTT 


CAATATCGAA 


TGCACTTTTC 


AGGTCGCCTG 


CATCCTTGCC 


690600 


ACCAAAAACA GGTGCTTTTT 


GACCTGCTTG 


TGAAGTTGTA 


AAAAATACGG 


GATTAAGATT 


690660 


TTCAAAATCA TTTTCCTGCG 


ACATACGATC 


CATTAATACG 


GAACCCACCA 


TTCCGCGCCA 


690720 


GCCGATAAAG CCTACATTTT 


TCATTGTTGT 


TTCCTTAGTT 


TGTTGTGCTT 


GAATAGCATT 


690780 


ATTAATTACA AGATAGCGTT AGnAAAATCA AGTATTTTTA ATGAAAATTG 


ATCTTTCGCG 


690840 


AAAGAAATTA AATAAAAAAG 


TGTGGTTAAT 


TTAAAAGAAA 


ATTTAATTTA 


ATCACTCTTT 


690900 


TTCTAGTTAT CTACTTCAAC 


ACTTATTACG 


CCATCTTCTG 


CTTTAAGTAA 


AGCATACGCA 


690960 


TCTTTCAACA TTGTGGAATC 


AATGGAAAAG 


CAACGAATTT 


3TAACCGCAC 


TTCTCCACTA 


691020 


CTTTGATCTT TGACTTGTAT 


ATGTTCAATA 


CGATACTGAT 


TATTTACTAA 


CAATTGGGTA 


691080 


ACTTTCCCTA TGCTTTCCGC 


ATCATTGACA 


AGAATATTGA 


ATTTCGTCCG 


ACGACGTTGT 


691140 


GATTTACGAT GAACCCAACG 


TTGAACCAAC 


GGACTTAATC 


GAATAGACAC 


CAAAATCATC 


691200 


ACAGTGGCGA TGACCGCATC 


AAACACGAAA 


CCCGCCCCAG 


CAGCAATACC 


GATCCCCGCA 


691260 


GAAGCCCAAA TAATCGCCGC 


AGTGGTTAAA 


CCTGAAATCG 




CTTATGCAAA 


691320 


ATCACACCAG CACCTAAAAA ACCGATGCCA 


CTAATCACTT 




ACGCATTGGA 


691380 


TCTGTACGAA TATTTTCTGA AACTTGTGCA TAATGCTCTG 


CGG™TGAAT 


TGAAACAATG 


691440 


GTTAGCACAC AAGTGGTAAC 


GGCAATAATG 


GCACAAGTTT 


TTACACCCAC 


AGGCTTACGT 


691500 


TTAAGTTCAC GTTCTAAGCC 


AATAACACTG 


CCAAGCACCA 




CATTTTGCTA 


691560 



GATTAAGCTA CCACCTAATG CCGCGCCAAA GTTATCCGTT GGGAAATTAT 



CAGCACGCAT 



690120 
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AAAATAATTA AGTGATCAGG ATTGAAAAGT GCGGTTAAAA GTAAAGATGA ATTTTCCATA 69162 0 

ATGATAAAAA TAAGTCCGAC ATACTCGTCT ATTCTACATC ACTTAGCTTA AAATCTTTAC 69168 0 

CTTTCCAAGT CTTTAATTTA TCACCTTTCT TGCGAAAATT GAG7AGAATC TTGCGTTTGA 69174 0 

AATTTTATAG AGCGAAAGAA TGGTTATTTT ATGCAAAAT7 CAACCCCAAG CATTGGCTTT 691800 

GTAAGCCTTG GTTGCCCAAA AAACTTGGTA GATTCTGAAC GAATCTTAAC GAAATAAACA 6 9186 0 

AAAAATCCAT CTTCGTATTG AAGATGGATT TTTTTATTAG CCGAACACTT TTTCCAAGTG 691920 

TGCTTGGTAG TCTGCTAAGT ATTGTTCTAC TTGCGGACTT TTAACCACAT CGTTACATAA 691980 

GAATGTCGGC AGGCGAGTCA AACCGAGGAA CTCGTTGAGT TTGTGGAAAT GCATATACAA 692040 

AACATCCACG CCTTTGCCTT CAAAGAAATC GCCTTCGCGA GTAAAGGCTT CAATCGGTGC 6 92100 

ATTCCAAGTC AGTGAAAGCA TGTGTTTTT7 TCCTTGCAAC AAGCCGCCTG TGCCATAGCC 692160 

CTCGGTTGGA TTAACGCTGT GTCTGCCATC ACTGTGATAT AACTTGCCGT GCCCATTGGT 692220 

TAATACTTCG TCTATGTATT TTTTCACTGT CCAAGGCTCA TGCATCCACC AGCTCGGCAT 69228 0 

TTGCCAAATC ACGGCATCCA TCCACAAGAA TTTTTCGATT TCAGCTTCAA CGTCATAACC 692340 

AGCATCAATT ACAGTTTCTT TGACATTGTG TCCAAGTGCG GTCAAAACTT CTTTCGCTTT 692400 

TTTGTGAAGC GTGTGGTTCA ACTCGCCGTG AGAATGACCA AACGCCTTAC CGCCGTCTAA 692460 

TAATAAAATA TTCATCTTTT TGCTCCTAAA ACAAATAATT ATAAAAAAAA ATGGGGTTGC 692520 

CATTATGCCT TTTTACGTTA ATTTTTAAAA GTATATTTGT CTGCCACGTT ATTTCTAGAC 6 92580 

TATAAGGAAG ATTACAGCCC GTAGGGTGGG AATAAACCCT AG77AAACGC GTGGGCTTAA 6 92640 

GCCCACCCTA CATTGGCTAC ATTAGCTGGA ATTGAAAATT CT337AAAAAA TTGGTGGAAA 692700 

TCGAACGAAA AATGACCGCA CTTTTAAAAT AAAAAATCGG CAGAAAATTT CTTGCCGATT 692760 

TTTATTAACT TTTCAAAATC GCCCTCAATC TATCAAGTTG G7777GTGT7 TTTTCTTGTT 6 92820 

TTTGCTCGGT GGTAAGTTTT GGTTTATCGC GTTCCCATAG CA2ATCGTCA TTAGGTAATT 692880 

CAGCTAAAAA TCGGCTTGGT TCTGGGCGAA CTAATTCGCC A7A77GACGA CGCTCACGAC 6 92940 

ATAAGGAAAA AGTGAGTTCT TTTTGCGCTC TTGTGATCCC ZACATAAGCC AAGCGGCGTT 693000 

CTTCTTCCAC GTTGTCTTCA TCAATGCTAG TTTGGTGAGC- ZAAAATGCCC TCCTCCATAC 693060 

CAATCAAATA AACATAAGGG AATTCCAATC CCTTGGATGC "37AA7G7C ATCAGTTGAA 69312 0 

CTTGATCGCT GTCATCATCG TCTTCGCCTC GCTCTAACAT ATCCCGTAAT GTCAGGCGGG 693180 

TTACCACTTG ATTAAGGTTC ATCGGCTCAT TGGTTTCATC CC2T777AAC ATATCCGCAA 693240 
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CCCAGTCAAA TAGCGTGGCG ACATTCTTAC TTTGCATTTC TGCCGCTTTA GGGCTTGTcG 693300 
CGTATTCGTA CAAATATTCT TCATAATGAA TCGCAGATAA CATAGAACGT ACCGCACGTT 693360 
CTGGTTCAGA ACGTTGAATT TCATCATyAA GTTCTACAAT CCATCGACCA AATTTTTGCA 693420 
ATGAATCATA GGCTTTTGGC GTGATGCGTT GAATAAGCTC AAACTCAAAA ATAGCCTCAA 693480 
ACAAACTGAT GTGTTTTTCT TGAGCCAACT CGCCAAGTTT TTGTAAGGTT GCGGTGCCAA 693540 
TTTCACGCTT CGGTGTATTT ACAATACG CA GGAATGCTGC GTCATCATCT TGATTTACCA 693600 
CCAAGCGTAA ATACGCCATC ATAT CTTTGA TTTCTGCACG AGAGAAAAAA GAAGTACCGC 693660 
CCGAAATTTT GTAAGGAATA CGGTTTTGCA TCAGTACTTT TTCGAGTAAT CGGGATTGAT 693720 
GATTGCCTCG ATACAAAATC GCATAATCTT TATATTTGGT TTTACGGCTA AAACGATGGG 693780 
CGATCAACTC GGCGACAATC CGCTCTGCTT CGTGTTCTTC ATTTTTTGCT TCGATGACAA 693840 
GCAATTTTTC CCCTTTACCA ATGG7TGAAA AAAGTTTCTT ATCAAACACG TGCTCATTGT 693900 
TATCAATCAA AATATTGGCA CAATGCAAAA TACGCTGGGT TGAACGGTAA TTTTGCTCTA 693960 
GCTTAATCAC GTTCAAACGA GGGAAATCAT CGCGTAAACG CACCATATTT TCTGGTCGTG 694020 
CGCCACGCCA CGAATAAATA GATTGGTCAT CATCGCCCAC CACAGTGAAA CAAGCACGAT 694080 
CACCCACTAA AAGTTTAATC AGTTCATATT GACTGGTATT GGTATCTTGA TATTCATCCA 694140 
CCAACAAATA ACGAATTTTT GCCTGCCATT TTGACCGCAC TTCTTCATTT TGCTTGAACA 694200 
ACAACGTCGG AAGCATAATC AAATCATCAA AATCAAGAGC ATTGTAAGTT CGAATTTGTG 694260 
TGGCGTAACG TTACATAACA TTTTGCGAAA GTTTGATATT TAGCATCACG CGCCAACGCA 694320 
AACGCCTGTT TTGGCGAAAT CAAATCATTC TTCCAGTTAG AAATCACTGA AATTAACTCG 694380 
CGCAATAAAT CCTTATCTTC TTTTAACACA TCAGCGGTTA GCTCTTTTAA CAACGCAAAT 694440 
TGATCGTGCT CATCAAACAA GGTCATATTT GATTTAAAGC CCAACGCTTT ATATTCACGC 694500 
'TTAAGAATGT CAAAACCGAG CGTATGAAAA GTGGAAACAA GCAAGCCTTT AGATTGTTCT 694560 
TTGCCAATGG AATGTGCCAC ACGCTCTTTC ATCTCGCGTC- CGGCTTTATT GGTAAAAGTG 694620 
ACGGCGGCAA TTTGTTTCGG AGAATAACCG CACTTTTCAA TTAAATGGGC GATTTTATTA 694680 
ATGATTACGC GAGTTTTGCC AGAGCCTGCA CCAGCAAGCA CAAGACAAGG ACCTGTCACA 694740 
TATTCAACGG CTTGTTGTTG TTGAGGATTG AGTTTCATAA GAATTATTGA GCCCACGCAT 694800 
AGGGCAGTAA TACAGTGTCT AATAAAAATG AGAGAGGCAA AT CTAAG ATT GGCAATCCCC 694860 
ATTGTTGCGC CATTTCAAGA TCATAAGCAA CCCCTGCATA GGCGGTATAT TTTTCTGTTG 694920 
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GATCGATAAG TTTGACCACG GAACCACAAC CAGATAAAAC GATAAGTGCG GTTAAAAAAA 694980 

TAAAGATTTT TATCATCGTG CTTTTAACGC ATTGAACACA GGCACAGGAA CTAGCTCAGC 6 9504 0 

GACATCACCG CCATGCAAAT AAATTTCACG CACAATGGTG GAAGAAACAA ACGCCCATTT 695100 

TTCTGCTGGT GGGAAAAACA GACTGTCTAC GCCTTTTGTG AGTAAACGAT TAAGGGCAGC 6 95160 

CAATTGCAGT TCATATTCAA AATC7GTTG7 TGTGCGTACG CCACGAATAA TAGCGGAAAT 6 95220 

ATTGTGCTGT TTAATCACAT TTGCCAACAA ATCAGAAAAG CCAAACACTT CCACATTGGA 6 952B0 

TAAATGCACA ACAGATTGAC GAACAAGTTC TACGCGTTCC 7CCAAAGAAA ATAGTGGCTT 695340 

TTTACTTGGG CTATTCGCCA CCGCCACTAA AACACGAGGA AAAATTACCG CACTTCTTTC 695400 

AATAATGTCT AAATGACCGT TCGTAATCGG ATCAAAAGTA CCAGGATAAA TCACGCTCGT 695460 

CATACATTGC GCTCCAAATA AGGTTTTAAT AAATCTAACA AACGCTGTAA TGCCCCTCGG 6 95520 

TTTTCCATCA GCACTTCATA GCCAGCATTA CCTAAACGTT CGCGGGATTC TTTTGAGTTT 6 9558 0 

AATAAGGCTT CTACGGCGCG TTCTAAGGCA TCTGCGGTTG AATTAACTTC CAACACACCT 69564 0 

TGCACTTCTA CCAGCATTCG AAATATCTCG GGAAAATTGA AAGTATGCTT GCCAGTAATC 695700 

ACTGGCATTT TAAATGCAAG AGGTTCTAAA GGATTATGCC CCCCGTGTTT CACAAGGCTT 695760 

CCACCCACAA AAG CAATATC GGAAATGCCA TACATCAACA TCAATTCGCC CATACTATCG 695820 

CCCAAAATCA CTTGGGTATT TTCATTTGGT AATTCATTTG TGGAGCGACG AATAAATTGA 69588 0 

AATTTTTCCT TTTTAAGTAA ATCAGCCACC ACATTAAAAC GC7CTGGATG GCGAGGAACG 69594 0 

AGCAATAACA ATAAATTTGG GTATTTTGCT AACAAAGCGC GGTGAGATTT TAAAATGATT 696000 

TCATCTTCTC CATTATGCGT GCTGGCAGCA ATCCATATTG GGCGATCTTG TTTCCAAAGG 6 9606 0 

GTGCGCAATG AATCAATTTT ACGTAATAGT TCATCATTCG TATTGAGATC ATATTTAATA 696120 

TTGCCCGTGA TATTCAATTT TTCCTTTGGA TAGCCCAAAG TGGCATAGCG TTTTCCACTA 6 9618 0 

ATGTTATCCT GCGCTGCAAT CAAGCTAATT TGTGACCACA 77377TGTAA GTGCGCTTTT 6 9624 0 

ATTTTTCCGT aacgATGCGC AGAACGCGCA GATAAACGTG CA77AGCGAT AACAAATGGA 6 96300 

ATATTGCGTA AAAATAATTG ATGAATAAGA TTAGGCCAAA 377C7GTTTC CATCACGATA 696360 

CATAATTTAG GTTGTACAAA ATTAATAAAA CGATGGATCG AAAAAGGTAA ATCAAGGGGG 69642 0 

AGATAATAAT GAAAAACACT ATCTCCAAAA GTGGCTTTGA CG3GCTCTGA ACCTGTGGGC 6 964 80 

GTAAAAGTCG TAAAAGTAAT GGATAAATGT GGATAATCT7 G773CAATTG ACGAACCAGC 6 9654 0 

GGTGTCGCAG CAATCACTTC CCCTACGGAG GCTGCGTGGA 7A^AGATCCC TTGTGGTGGT 696600 
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GGGCAAGACG CATTGCCATA AAAACCATAA CGTTCAGCCA AACGCTGACG ATAACGTGGA 6 96660 

GATTTAACAC TGAGCAAGCC AATAAAACAC AATATCAACG GCTGGCAAAT TAAAAGCAAG 696720 

CTGGTATAAA AAAAACGCCA CATAAATGAA ATTCGGTTAT ACTTAAAAAA ATTTCGGCTA 696780 

GTATAGCAAA AAAAGGATTG AAAATATGCC TACAATTAGC GTTGCAATGA TTATAAAAAA 696840 

TGAAGCACAA GACCTCGCCA ATTGC7TAGA TACCGTAAAA GATTGGGTGG ATGAGATTAT 6 96900 

CATTTTAGAT TCTGGCAGCA CAGATAACAC TAAAGAAATT GCGCTCAGTT ATGGGGCGAA 6 96 96 0 

ATTCTATGAA AATAGCGACT GGCAAGGATT TGGTAAACAA CGCCAATTAG CCCAACAATA 6 97020 

TGTAACCAGT GATTATGTAC TCTGG7TAGA TGCTGACGAA CGCGTTACGC CCAAGTTACA 6 9708 0 

ACAGGCTATC TTAAGTGCGG TTAAAAATGA TCGAGAAAAT ACCGTTTATG AAATTCCACG 6 9 7140 

AGTGAGTGAA GTATTTGGGC GTGAAATTCG CCATTCAGGC TGGTATCCCG ATTATGTGGT 6 97200 

TCGCCTCTAT CGCACAAACT ATGCACAATA TAATGATTCA CTTGTACATG AAAAAGTGGA 6 972 60 

ATTTCCAGCT GGCACAAAAG TAGAAAAATT GACAGGGGAT TTAGAGCATT TCACTTATAA 6 9732 0 

AAGCATTCAT CATTATCTAG TGAAATCCGC AGGTTATGCC AAAGCATGGG CAGACCAACG 697380 

CCAAGCTAAA GGAAAAAAAG CCACACTTTG GCAAGGAATT TCACACGCGC TTGGTTGTTT 6 97440 

TGTGAAGATG TATTTGTTAA AAGCGGGTTT TTTAGATGGC AAACAAGGAT TTTTATTAGC 6 97500 

GGTGTTATCG GCGCATTCAA CCTTTGTAAA ATACGCCGAT TTATGGGAGC GCGATCAGCA 6 97560 

TAAACACTAG CTAGTTTTGC AAGGACAATC ATTTAAATGA TCGTCCACCA GCC CCATAGA 6 97620 

TTGCATAAAC GCATAGCACG TGGTTTCGCC AATAAAGACG AAACCACGTT TTTTTAAGGC 697680 

TTTAGAAAGT GCTTTCGATA CTTCTGTTTT AGTTGGCACA GATCGCAAAT CAGGCACATC 6 97740 

ATTGACGATC GGTTTATGAT TTACAAATGA CCAAATAAAA TCACTGAAAT TTTCACCGCA 6 978 00 

CTTTTCCATC GCCAAATAAG CTTTCGCATT TTTAACAATG GCTTCTAACT TGGCTCGATG 697860 

GCGAATTAAT CCTGAATTTT GCATGCAAGC ATCAATATCA AGTGCGGTCA TTTTTGCAAT 6 97920 

TTTTTTCGGA TCAAATTGAT GAAAAGCCTC ACGGTAAGAT TCACG7TTTT TCAAAACCGT 6 97 980 

AATCCACGAA AGCCCCGCTT GCTGCCCTTC CAAACAAA77 7777CAAATA GCTTTTGGCT 6 9804 0 

GTCGAATTCA GGCTTTCCCC ATTCCTTGTC ATGATAATCA A7A7AAATAG ATTGTTCGCC 6 9810 0 

AACCCAAGGG CATCGAGTAG TCATAACATC GCCTTTTTAA 3C737TCA7A AACCGAGACA 6 9816 0 

AAATCTGGCA TTACGCCTCG CCATAAATGG AAAGAATGTG CTGCTTGTGC GACTAACATT 6 9822 0 

CCAAAGCCAT CGCTAACATT GGTTAAACCT AAACTTTTGC ATAATGCAAT AAATGGCGTG 6 98280 
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TCTGTGCCTT TCGCATATTG CATATCATAA AAAGCCGAGC CCAATTTTAA AATTTCAGCA 698340 

TCAACTGAAG CCGTTCCACC ACTTAATCCA GCGGAAGTTG CATTAATCAC CAAATCATAA 698400 

GTTTGTAGCG GAATCGAATC CATAGAGACA GCTTGAATAT TGCCGTAAGG CTGAAATCTT 6 98460 

TCAGCTAATT CTTTGGTTTT CGAAAAAGTG CGGTTAGCAA GCACAATGTT TTGTTGAGCT 6 98520 

TGTAAAAGTG GCAATAATAC GCCTTTTGTT GCTCCGCCCG CCCCCAAGAT TAATACGTGC 698580 

TGATTTGGAC GAAGCCAATT TAAACGTTGT AAATCCGTCA CTAAGCCAAT CCCATCAGTG 698640 

TTATCCGCAT AAAGTTTTCC ATCATCGAGT TTTTTTAGCG TATTACAGGC TTCCGCCAGT 6 98700 

TTTGCTCGTT GGCTATATTC GTCTGCCAGC TGATAAGCGC GTTCTTTAAA AGGCGAAGTA 6 98760 

ATATTGCAAC CTTTCGCACC CTCCTCAAAA AATGCCAAAA GCTGTTGTTC AAAAGCATCA 6 98820 

AGATCGCCTA ATTTTGCAAT GTATTCCATA GTTTGATGGG TTTGTGCGGC TAACTTATTT 698 880 

TGAATTAACG GCGATTTACT TTGCGCAATC GGATTGCCCC ACACAGCATA AAGATCCATA 698940 

AATTATCCCT GTCTAAAAAG TTGATTGGTG CGCAAGTCTC GAATTTCCGA TGGATTATGC 699000 

GCCCTGCCTA CCATTTCATT CAATACTGGA AAATCTGAAC CGAATTGTAA CCGCACTTCA 699060 

TCGGCGGTAC GGCAAGGTGG CTCTCCTGTT AGGTTTGCAC TCGTTGAAGT TAATGCAAAA 699120 

CCCGTGAGTT CACATAAGGC TTTCACAGAT GGGTGATCGC ACAAACGTAT TGCAATGCTA 699180 

TCAAATTTTC CTGTGAGAAA ATGCGGGGTG GTGGATTTAG CTGGCACAAT CCAAGTCGTT 699240 

GGACGTTCAT ATTTACCTTG CAGGCGAGAA AGCTGTTCAT CGTTAATCTG CTCAAAATCG 699300 

ACAAAAGGAC GGAAAAAATC TAAGCTAGGA GCGACTAAAA TCAGCCCTTT TTCCACTGGA 699360 

CGTTGCTTTA AATCGAGTAA TTTTTTTACC GCACTTTCAC TTTGCGGATT ACAGCCTAAA 699420 

CCAAATACAG CTTCAGTGGG ATAAGCAACC ACTTGATTTT GTCGAAGGGC ATCGGCGATT 6 99480 

TGTTCTCTAT TCATTTCATT CTTTTACTTT TATTGCTCAA AAATATGACG GCAAGTTTTA 699540 

TTTGCACACT GGAAAATTTG TTTTTCCCCA TCTTCGCTTT TTAACAAAGA AAGAGGAAAA 699600 

TGGCACGTTG GGCAAGGCAC GGAATAAGGC TTGGCAGGCA AAGAAAATTT ACATTTAGGG 699660 

AAATTATCAC AGCCGTAAAA AATCTTTCCT TGGCGACCTC GACGAGAAAT CAAATGTCCC 699720 

GTTTTACATT CAGGACAAGT AATTTTTTCC TCAGATTCAG A7TCTTCCCG CACCACAAAA 6 99780 

TCGCATTCAG GATAATGACT ACAACCAATA AACATCCCAA AACTGCCTTG TTTCAACTGC 699840 

AATAAATTAC CGCACTTCGG GCAAATTTCA TCAAGTGTTT T7AATACTTT ATGCTCCGAT 6 99900 

CGTTGCAAAG GACGCAAATA ATCACATTCA GGATAAGCAG AGCAACCTAG AAACAGCCCT 699960 

-77.418- fi . 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCI7US96/05320 



TTTTTGCCTT 


GTTTAATTTG 


CAACGGCGCA 


CCACATTGAG 


GGCAATATTC 


CTGTTGTTTG 


700020 


CTATGATGAA AAAGGCTTTG ATTCATAATC 


TATCCTTATG 


CTTGAAGCAT 


TTCTTCCAAT 


700080 


TCTTCCTGTG 




1 1 L-\-VJ X 1 * w - 


ACATCATCTA 


ATGCTTTCTT 


CACATCCACT 


700140 


TGTTGAG CCA 


a a ar , Tr , r*r , r3T 


c* a a , r ,, "'"'"i .^t^ 


TTATTTTCGG 


CATTATATAA 


TTCGGTATCT 


700200 


GCCAGTTGAT 


TX 1L 1 Alvji 1 




GAAGAAAATT 


TATTCATTTT 


TTCTTCTAAT 


700260 


TGCGTGATTT 


TTTTACGTAA 


TGGTGCAGTT 


TGTTGGCGTA 


ACTCTGCTTC 


ACGGCGTTTT 


700320 


TGTTCCTTGC 


GATTTTGAAC 


CGAATTTTCA 


TTATCGCCCA 


CTTTTTCCGA 


AACTTTATTT 


700380 


TCAGACGTAC 


TGTTTTGTTC 


ACTCAGCCAT 


TTTTGATAGT 


CTTCTAAATC 


GCCTTTAAAT 


700440 


TCTTCCACTT 


TTTTATCGTG 


AACTAAATAA 


AATTCTTCCA 


CGGTATTGCG 


TAATAAATGA 


700500 


CGATCGTGCG 


ACACCACCAC 


CAAAGAACCT 


TCGTAATCCA 


CCAATGCTTC 


CGTTAATGCT 


700560 


TGACGCATAT 


CCAAATCCAA ATGGTTAGTC 


GGTTCATCAA 


GTAGTAACAA 


ATTCGGGCGT 


700620 


TGCCAAACAA TCAAAGCCAA CACCAAACGA GCTTTTTCTC 


CTCCAGAAAA 


AGATTTCACT 


700680 


GCTTGATTTA CTTTATCGCC GTGAAACGCA AAACTGCCTA 


AATAATCCCG 


AACTTGTTGC 


700740 


TCCGTTTGCT 


CAGGCGCGAG 


TTTTTGCATA 


TGCCACAGAG 


CAGATTCGTC 


TGCGCGTAAA 


700800 


GTATCTAATT 


GATGCTGAGC 


AAAATAACCA 


AGTTGAACAC 


CTTTAGCTAA 


TTGTACCGTG 


700860 


CCTGAAAGTG 


CGGTCAGTTC TCCCGCTAAA AGTTTAATCA GTGTTGATTT 


TCCTGCACCA 


700920 


TTTTTCCCGA 


GTAAACCAAT 


GCGCGAACCT 


GGCACTAAAT 


TCAGTTTAAT 


TTTACTTAAA 


700980 


ATTTCTACCG 


CACTTTCGCC 


GATGCCATAA 


CCTGCACTCG 


CTT3CTCAAT 


CATCACTAAG 


701040 


GGATTCGGCA 


AGGATTGCGG 


TGGACGAAAT 


TCAAAAGTAA 


AAGGATTATC 


CACATAAGCA 


701100 


GGTGCAATCA 


GCTCCATTCT 


TTCTAGTGCT 


TTCATACGGC 


TTTGTGCCTG 


TTTGGCTTTA 


701160 


GTGGCTTTGG 


CTTTAAAGCG 


ATCAATATAT 


TTTTGTAAAT 


GGGAAATCTT 


TTGTTGTTGC 


701220 


TGACGATACA 


TCGCTGTTTG 


TTGAGCCAGT 


TTAGTGGCTC 


GTTGCACTTC 


AAAGGAAGAA 


701280 


TAATCGCCCG 


TGTATTCGTT 


GAGCTTCTGA 


TTTTCGATAT 


GGAGGATTTT 


TGTCACAATT 


701340 


GGATCAAGAA AATCACGATC GTGAGAAATT 


AATACTAAAG 


TGCCTTGATA 


TTGCACTAAC 


701400 


CATCGTTCCA ACCAAATAAC 


CGCATCCAAA 


TCCAAATGGT 


„ - v_uGTTC 


ATCCAGTAAT 


701460 


AATAAATCTG 


ACGGACAAAG 


CAATGCCTGT GCCAAATTCA 


AACGCATCCG 


CCAACCGCCC 


701520 


GAAAAGGCTT 


TCACTGGCTG 


TATTGTTTCT 


TCTTGGCTAA 


A7CC7AAACC 


ATGCAATAAA 


701580 


GACGCGGCAC 


GCGATTGAAT 


TGTCCACGCA 


TCCAAGGTTT 


CTAATTGCCC 


GTGAATGCGT 


701640 
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GCAATGGCGT TACCGTCATT 


GCGTTCATTT 


GCACGTTCAA 


GCTTTTGTTG CAAACGGCAA 


701700 


TATTCACGAT CCCCTTGAAT 


CACATAATCA 


ATCGCAGAAA 


TATCCAATGC AGGCGTTTCT 


701760 


TGATTTACCC AAGATACCCG 


CCAATTTGCT 


GGATAATTCA 


CCTCACCGCC CTCTGGCATT 


701820 


AATTCTTTTT TTAATAAGGC 


AAAAAGCGAA 


GATTTTCCAC 


AACCATTTTT CCCCACCAAA 


701880 


CCGACTTTTT GCTTGGGATT 


AATCG7AGCA 


GACGCATTTT 


CGAGAAGTTC CGTTTGCCCT 


701940 


CGTTTTAAGG ATAAGTTACT 


AAATATAATC 


ATTTTTCTAC 


ATAGGTCTTA ATTTGAGGCT 


702000 


ATTTTGCAAT ATTTTTTCTT 


TTCTCGGAAC 


AGTCTATTCC 


GATTTTATCG ATTTTCTAGT 


702060 


CAAAAAAGCC ACGTATAATA AGACGCAATA 


AAAACTATTT 


ATAATATAAC AAGTCAATAT 


702120 


rrcGGGTATA TCTTAGGCAT 


TTTTTACCCT 


TAGAGGAACA ATCGACAGGG TTTTCCCTAA 


702180 


AGGAGCGAGC AATTTTAACA 


ACGTTTCAAG 


CTGAGGATTC 


GTTTGTCCTT TTTCAATGCG 


702240 


TGCAATCATA GGTTGCTTCA 


GACCGCTTAA 


GGTTTCAAGT 


TGTTTTTGGG AAATCCCAAG 


702300 


TTGCTGGCGA GAAGTAATCA ATTCTTTAAT 


TAAGGCTACA 


CGCAAATTAC TTTCTCGGAT 


702360 


TTCTTCTTCA TTGAAAATTT 


GCTGTTCAAA 


CTCATTCCAA TTTGAACCTA ATGGGCTGAT 


702420 


TTTATTCATT TTTCAATCTC 


TCTTTTAATT 


CACTTAAGCG TTGTTGGGCT GTTTGGATTT 


702480 


CTCGTTTTGG CGTTTTTTGT 


GTTTTCTTCA 


TAAATTGATG 


TAGTAAGACA AAGCGACCAT 


702540 


CCATTAATCT TGCAAACAAG 


ATGCGATCCC 


TAATTGGACG 


AAGTTCCCAA ATTTCACCGT 


702600 


CTAAATGTTT CACATAGGGT 


TTGCCAACAG 


ACGTCCCGAG 


TTCGCTTAAT AACTTTACAT 


702660 


AATCTCGAAT TTTATTCAGT 


TTAATTCGAC 


TATCTTTGCT 


TTCATTTTGA GCCAGAGATA 


702720 


GCAGATACTC TTTCACTGGC 


TCAATGTCAT 


TTTGGTCTCT 


GTAAAAGAGA ATCTCGTACA 


702780 


TAATTTATCC TATTTATCTA 


CTTATTTCAA 


TAACCAATAA 


GTTATTGATT TTTGATGTGT 


702840 


AATCATAAAT AGAAACTAAA 


AATTTGGCGA 


GATAGTCATT 


TCAATCTTTC GATCTAGATC 


702900 


GCAAAAATAG CGAAAATAGC 


TTGATTTTCA 


AGGAGATTTT 


GCACAAATGC CGATGTTTGA 


702960 


ACATTGGCTT TGAAAGAGAG 


AGTAAAAGAT 


AGATCCTTTC 


TTAAGAAAAA GTGCGGTAAA 


703020 


AATTTACCGC ACTTTTGATT 


TTAGATAGGT 


TTAAAATTCA 


AACTGAACTG ACATTTTATA 


703080 


ATTTCTACCT GGTGCGTAGA 


AGCGGTTAAT 


GCCTAATCCT 


GTT3ATTGAT CTATAACATT 


703140 


ACTTGTTCCA AATGAACGAA TTGAACGAGC 


AGAATCCCAA 


GTAATGTATT TACGGTTTGT 


703200 


AAGATTATAT ACACCAGCTC 


TTATGGTTAA ATTTTTAATT 




703260 
703320 


ATCTAGAATA GTATAAGATT 


TGCTTCTCCA 


, TTTAATTGTG 


CTGTCTTTTT TATTTTCTTC 
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TTTATAGAAC ATATTATAAG • TATCTTCTGG ATTTTTACTT GCTACATGTG TCGTATAGAA 703380 

ATCGAAACCA AATTTATGAT TTGGATGATC ATATCCTAAA CCATATACCA TAGTTCTAGG 703440 

CTGAATTGCA TTCATAGGAA TATTGCCATT CATTCTGCCT TTTTGATAGG TATATTTATA 703500 

GCTTAGGTTA AATCCATCCA TAAATTTTGC CATTTTACCA AGGAATACTT TTGAATTAAT 703560 

TTCAATACCT TTTAAAGACG CATTATCTCT ATTTATATTT TGATAAAGAG AAAATGGTAA 703620 

TGTTTCACCT CTTCCAGAGC CGCCTACT7T AAAAGTTTCT TGCTTTTTAA ATATTAGGTC 703680 

AATAAAGTTT TTATAGTTAG TTTTAAACAG ACTTGTCGAG ATAAATCCCC AATCATCATT 703740 

ATGTAATGTG AAAGCAATTT CTTTGGTTTT TGCTATTTCT GGTTTTAAAT CAGTATTTGG 703800 

CAAAATAGTG AAATCAGGGT GTTTAAAGGT GAAATACATT TCATCTGAAG TTGGTGTTCT 703 860 

AAAACCTTTA GAATATTTTA GTTGTAAACG AAGAAAACTC GTTGGATCAA TGGTTGAAAC 703920 

AAAACTATAA GAATGTGCTT TATATTTTTT GTTCTGTTTG GCGATATAGT CAATATTTTG 703 980 

TTGTACATTT TCCTTAACTT TATTAGGATC TGAATTTGAA TTGTTTGGTA ATGGAATAAA 704 040 

TAATCCTTTC ACAATATCAT CGGGTAATTT GGGTGTGATA CCGTGTTTAT ATTTTGGTTG 704100 

ATAATGGATA TTGTCATAAC GATAACCCAA ATCAAAAGAT AAATAATCAG TTATAACAAA 704160 

ATTATCAAAG AGATAGACTG ATTTTCCTGT TGTTTTAATG GGTAATAAGT AAGAAAATTC 704220 

AGGATCAACT CGAGGACAAA GGTTAGCATT CCACTCATAA GTCGTTGCAC AAGTGTGAGG 704280 

TTTTCCAGTC CAAGAATCCT CACCAAGCGT AGGTGTTGCC CACCATTGCA CATCAGAAGC 704340 

ATCGTTGCCA GCACGATTAA CCATGCGCTT CATCGCGGTA TTATATGATC CACCATATTG 704400 

TAGATTATGT TCAATATGCC AAATTTTGAA GTCTTTGGTT AAATCTAAAT TTAATTGTTG 704460 

GGTGTTGGTG TCCAAATCTC TCTCTTGCCA GAGGCGTTCT AAATAACCAG GTGAAGAGGG 704520 

AAGAATAGAT TTTATTTTCC TATCATTATC CTTTATTTTA GCGAATTTTT TGCCATTTAA 704580 

TTCTTTTATT TCAAGGTCAA CTTCTTTCCA TTTTCCATCA TAG CC AT AAT AATTGTTACC 704640 

TTTAAAAACT TTTATTTTTG CGTTATTTTC ACAATTAAAT ATTGAACAAT CATACCAAGT 704700 

GTCAGAGGGG TTGTTTAGGA CTAGTTTATC GTCTATTACT CTCTTATCAG TATCAATAAA 704760 

TTTCTTGAAG TCATAGGTTT TATCACTACT CTTAGCTGTA TTGTTTTTTT CCTCAAATTG 704 820 

AAGGTCTGAA CCATCTCGAC GTGTTATTTT CCCATTTGTT AC77TTAGTC CCGTAGGATT 704880 

GTCTGTGCCT TCACAATGTC TTACACCAGC ATCACAATAC 7CATCTGTGC GTGCACGAGT 70494 0 

TTTAATACGT TGATCAGAAT AAGTGAGTTT TAGCGTATCC CAAAATGGAG TTTGAGAGAA 705000 

-77.421- ^vG^ 

^° 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



ATTTTCATAA CTAAATGAAA TATTACGTCT CTTTGTTTTA TCATTGGTGT GTCTAGAATC 705060 

AACTTCAGGG GTTTCATTAC CACTACGTTG ATATTTTAAT GTATAGGATA AATCTTGCCC 70512 0 

ACGAGAACGA TGTTCATATA AATCAGCGGC AAAGGTAAAA CGATGATTTT CTGTAGGATT 705180 

GAAAGATAAT TTTAATAATG TACTATCTTG TTCAATTTTA TATGGATCTG CTTTTTCTCT 70524 0 

TTTTTTACCT TGAATTTTAT CGTTATAATT TTTATAACCA TAGTTCTCAA GTTCATGCCC 705300 

ATTTCTGCTT GTTGTAACCA CTAGCACATC GAACTTTTTA TAACGTCCTG CAAGAGTAAG 705360 

GGTATCGAAT GATTGATTAT TTTCCGTAGC GTATCCCTTT TTG7AACTTA CATAGTAATC 705420 

CTTGTTTATG AGATAATCTC TCGCATCTTT TGTTTTATAA ATTACAGAAC CACCTAAGGA 705480 

ACCACTACCA TTCTTAATAG AATCAGCCCC TTTTGTGATA TTTACTTCTT TTAAGGTTTC 705540 

AATTTCTGCA CCATTACGCG TGTTATTGAA ATTACCATAA CCTTCAAAAA GCTCTTTAAA 705600 

GCCTTGAGAA GATAAGGTTT CAGCTTGACG TAATCCATCA ATATTAATCG CTACACGATT 705660 

TTCATCTACA CCACGAATGG CAAAACCGCT TTGCCCAAAA CGTCCAGCTT CAACAACAGT 7 0572 0 

AACGCCCGTT TCGTATTTAA CGATGTCTTT AATGTTGTTT GCTTGTTCTC TTTCCAGCGT 705780 

TTTAGCTGTT TTTACCGTTT CAGCAATTTT TGGTGGTGTT TTTGTATCAC TATTTTCGGT 70584 0 

AGAACCAGAT ACATTTATTT GTTCTAGTTG TTCAGAAACA TTACTATTTT GGTTGGTTGG 705900 

TTGGTTGGTT GGTTGGTTGG TTGGTTGGTT GGTTGGTTGG TTGGTTGGTT GGTTGGTTGG 705960 

TTGGTTGGTT GAGCTGCATA AGCAACACyT GCCGTTAGCC CAAGCATAAC GGAATAGGCA 70602 0 

AGCACGTTTA ATCTAAAATT GGTCATATTT AATCCCATAA AAAAAATAAT AATAATTCTC 706080 

AAACATATTA TAGGAGAAAG TATTCTCTCA CAATACTAAA AGT3TATTTT TGATCAAAAT 70614 0 

CAAGAAATAA AAACTATTCT CATTATTTGC TGTATTTAAA CGTGCTTGTT TCCTATAATG 706200 

CGAGCCGTTG ATTGTTGATA TTAGTAATTG TAGGGTGGGC TTCAGCCCAC CATCAAACAA 70626 0 

TCGTAAGATA TTTTnGTGGG CTGAAGCCCA CCCTACATTA AGTACGCATA ATTCTTTCTA 706320 

TGCGTACTTC TTTTTATTTT AGGAGTAATC ATTATGATGA TAGATAAACG CCTAATTAAC 70638 0 

ACGGTGGCTG ACAGCAAAAA ATGGATTGGT ATCACGGTGT T3TGGAATTG GGTGGCGTTA 70644 0 

GTAGTTGTAG GGTGGGCTTC AGCCCACCnA CAAACAGTCG TGA3ATATTT TGGTGGGCTG 70650 0 

AAGCCCACTC TACGTTAAGT ACGCATAATT CTATGCATAC TTC7TTTTAT TTTAGGAGTA 706560 

ATCATTATGA TGATAGATAA ACGCCTAATT AACACGGTGG CTGACAGCAA AAAATGGATT 70662 0 

GGTGTCACGG TGTTGTGGAA TTGGGTGGCG TTAGTTGGTG GGATTATTAG TGCCGTCGTG 706680 
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TTTTCTTATA TTTTACAGGC GGCTTATTTT CACGAATTAA GCC7GTTAAG TGCGGTCATT 706740 
TTGGGCATCG TTTTGATTGC AGCAT7GGCA TTACGTGCGT TTGCAGGGAA AAAATCGGTG 706800 
CAGGCGTCTT ATTTTGCCAG TACAAAAGT3 AAGCATGAAT TGCGTAGCCT TATCTATCGT 706860 
AAATTGGCTT CTATGCCGCT TAACCAAGTG AATCAACAAT CCACCTCAAG CATTATTCAA 706920 
GTGGCATCAG AAGGTGTAGA ACAGCTTGAA ATCTATTTTG GGCGTTATTT GCCGCAGCTT 706980 
TTTTATAGCT TGCTTGCACC GCT7ACCCTC TTTGCTTTCT TGATCTTTTT CAGTTTTAAA 707040 
ACAGCCATTA TTTTATTAAT TTGCGTGCCG CTTATCCCAA TGTCGATTAT CGCGGTAAAT 707100 
AAAATTGCGA AAAAACTTTT GGCAAAATAT TGGTCGATTT ATGTGGGATT AGGCAGTAGC 707160 
TTTTTAGATA ACTTACAGGG TTTGATTACG TTAAAAATCT ATCAAGATGA TGCTTATAAA 707220 
GCGAAAGCGA TGGATAAAGA GGCTGAGCAT TTCCGCAAAA TCACCATGAA AGTGCTTACT 707280 
ATGCAGCTTA ACTCGGTTTC ACTGATGGAT TTACTCGCTT ACGGTGGCGC AGCTATCGGG 707340 
ATTTTAACCG CACTATTGCA ATTCCAAAAT GCACAACTCA GCGTGTTAGG CGTGATTTTA 707400 
TTTATTCTCC TTTCCTCCGA GTTCTTTATT CCGCTTCGTT TGCTTGGTTC ATTCTTCCAT 707460 
GTGGCGATGA ATGGCAAAGC GGCTTCAGAT AAGATTTTCA CATTGTTAGA TACGCCAGTG 707520 
GAAACCCAAC AAAGTGCGGT GGATTTTGAA GCAAAAAATA ACGTTCAAGT GGAAATTAAA 707580 
GATCTGCATT TTTCTTATAG TGAAGAAAAA CCAGCAATTA CAGGTTTAAA TTTGAGTATC 707640 
TTACCAAACC AACTTTCTGT ATTTGTGGGT AAAAGTGGTT GCG3TAAATC AACTTTAGTT 70 7700 
TCGTTGTTGA TGGGCTTTAA TAAAGCGCAA CAAGGTGAGA TTTTGTTTAA TGGACAAAAC 707760 
GCCCTCAATA TTGACCGCAC TTCTTTCTAT CAAAAAGTAT CGTTGGTGAG CCATAGCAGT 707820 
TATGTGTTTA AAGGTACGCT GCGTGAAAAT ATGACGATGG CGAAAATTGA TGCTACAGAT 707880 
GAACAAATTT ATGCGTGTTT AGAACAAGTC AATCTTGCCC AATTCGTTCG TGATAATGGC 707940 
GGATTAGATA TGCAACTATT AAGCCGAGGC GCGAATTTAT CGG3CGGTCA AATTCAACGT 708000 
TTAGCCTTAG CGCGTGCTTT ACTACACAAT GCCGAGCTTT ATATTTTTGA TGAAGCGACC 708060 
AGTAATATTG ATGTGGAAAG CGAAGAAATT ATTTTGCAGT TCATTCAACA ATTTAAACAA 708120 
CAAAAAACCA TTGTGATGAT TTCTCACCGC TTGGCAAATC- CGGTAAATGC GGATTGTATT 708180 
AACGTACTTG ACCAAGGCAA ATTGATTGAG CAAGGCACAC ATAAAGAGCT AATGGAAAAA 708240 
CAAGGTGCGT ATGCTGAAAT GTTC C AACAA CAAAAAGATT TAGAACAAAT TAGAGAGGTG 708300 
GCAAATGCGT AAAAATGGTT TTGTTGTAAT GGGGCATTTC- TTGAAATTAG TGACTCCACT 708360 
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TGCGCACATT ATGGCGTTTA CCATTACTAT GGGTACGCTC GGTTTCCTTG CTGCCATCTT 708420 

TATTATGGTG CTGGGTGCGA CGGGGTTAGT GAATCTTTTA AACTTTGATA CTCATTTAAG 708480 

TTTCTCTGGC ATTTTGACCG CACTTATTGT ATTGGCGGTG GCTCGTGGTG CATTGCGTTA 708540 

TTTAGAGCAA ATGTCAGGGC ATTATATCGC CTTTAAATTA CTGGCATTAT TGCGTGACAA 708600 

AGTGTTTTCT TCTTTACGCC GTTTGGCTTT TGTGAAGTTG CAAGATAAAC AAGCTGGGCA '708660 

ATTAGTGTCT TTAGTGACTA ATGATATTGA ATTACTCGAA GTTTTTTATG CGCATACCAT 708720 

CGCACCAATT ATGATCGCAT TCTTTACC7C TGCGATTTTA TTGTTGGTCT TTGCCCAGCT 708780 

TTCAAGCTGG TTTGTGCTTG TGGCATTGGC TGCGTATTTA ACAGTAGGCG TGATTTTACC 708840 

GATTATCACC ACCAAATTGG CACGTGAAGA TGGCAGACGT TATCGTGAAT TAGTAGGGGA 708900 

AATGAATGAC TTCTTCCTCG ACAGCGTGCG TGGTATGAAA GAAATTCAGC TTTTCGGTTA 708960 

TGCAAAACAA CGTTTAGATG AAATTCAACA ACGCAGCCAA AAAATCGATA CGGCGTTTGA 709020 

GCGCATTAAA GACCAAGAAG CGAAAGTTCG TGTTTATACT GAAGTGGCAG TATCTGTTTT 709080 

CAACATTATT ATGCTGTTTA CTGGCTTAAT TTTATTTAGC TTAGATAAAA TTGATTTCGC 709140 

TGCCTTTTTA ATCGGCGTGA TTTTATTGAT GTCGAGCTAC GGGCCAGTTA TCGCCTTAAG 709200 

TAACCTTTCA AGCAACTTAT TACAAACCTT GGCTTCTGGC GAACGAGTAT TAAGTTTATT 709260 

AGCGGAAGAG CCAGAGTTAA AAGATGTAGA AAGTGCGGTA GATTTAAAAG ATGTTTCTCG 709320 

CATTGATGTC GAGAATGTAA ACTTCGCTTA CGGCGAAGAA CAAATTTTAT CGGATGTCAG 709380 

CTTATCTGTG AAAAAAGGGG AAATATTAGG TATTCACGGT AGAAGCGGCA GCGGTAAAAG 709440 

TACCTTGTTA AAACTGCTTA TGCGTTTTTA CGATCCAAAA TCAGGTAGCA TTAAAATTAA 709500 

CGGCGAAACC TTACCGAATA TCAACACTTG CAGTTTGCGT GACAATATGG CGTACATTAC 709560 

TCAGCAAACC TATATTTTCA ACGAAACCAT TGAAGAAAAT ATTCGCCTCG CACGCCGTGA 709620 

TGCAACCTTA GAAGAAATTA TGGAAGCGGC GAAGAAAGCC TCAATTCATG ATTTTATTTT 709680 

GAGTTTGCCA CAAGGTTATC AAACAAAAAT GACCGAATTG GGTGGCAATC TCTCTGACGG 709740 

AGAAAAACAA CGTATCGGTA TTGCACGAGC ATTTTTACAC AA7GCACCGA TTATCTTGCT 709800 

TGATGAGCCA ACCAGTAATT TGGATAGCTT AAACGAAGCA ATGATTTTGA AATCATTACT 709860 

CAATGTGAAA GCTGAAAAAT TGATTATTCT CGTCAGCCAC CGCCAATCTA CCATGGCAAT 709920 

TTGTGATCAG GTAATTGGCA TAGAAAACGG CAGAATGTCC TAAATTAATA TAAGAAAAAA 709980 

TCGCACTGTT AAAGGTGCGA TTTTTTTGTT AGAGGAAAAA AGT3CGGTGA AAATTCCCTT 710040 
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TGGATTTTAT AGTTCAGGTT CATTTAATAG GTTAAGCAAA GCTAAACGCT TGCGATAAGT 710100 
TTTCAGCACG CAATCAATAT GTGGCTGCGG CATAAAGGAT TGTGAATAAA TCTGCTCTAC 710160 
TTTTTCCTTT TCTTGTATAA TTTCAGGAAT TAATTTTTGA ATAATCACAT TTTTATTTAA 710220 
TCCAATATTT TCCCCAAACT CGACAAAATC ATCGCCGATA TATTCACCGT ATTGAGTATT 710280 
AAATCCTTTG GCTAGTGTGG CATTACCTTC TTCTCGCGCT AACAATGGCA AAGCAAGTAG '710340 
TGTTGAATTA AATATTTCAG GATAGGGCGA CACTGACACA AAATCATAAA TTGGAGCAAG 710400 
TTTTGGATGA CTGTTTTTGG GATAAATAAA TGAAAAATTG CGTAAGTGAA GATCATTATT 710460 
TCCTAATAAA TAAGCGTAAA TAATTCGACG AAAAATTTCT GGTTGCTGAG CTAAATGATT 710520 
TTCTGTGTGC TGCAAAATAA ACTTAGCAAT TTGTTCATAA CTTACATATT GCTCATTATC 710580 
TGCACCTATT TTTCCATACT TGTCTCGAAT ATTCATTGCA CCATCAAGTT GTTCTTGGTG 710640 
CATTGGTTTT TGCTGTTTAT CACGATCAAA ACGCGTTATA ACAAAAGCAA ATTCTTTATG 710700 
ATTTTGTTCG CCAGCAAAAG AAACTAAACC ATTTTCTGGC ACATCAAACC CTAATTCTTT 710760 
CATAATGCGC ATGGTGGCGT GTTCATTTTC AGCTAAAAAA GGATACTCTT CTGGAGAGGG 710820 
CTTTAAAATA TAATTTCCCT GTTGATTTAC GCTGTCAAAG TGCTCATCTT TGATAATAAG 710880 
CTGTAATTTT GGTTGAAAAC CTGAAATGCT CATTCCTTGC TGTTTTTGGG GTTTCACTGT 710940 
AATAAATTCT TGGCGAGAAA AGGGTAATTC AGGATTAAAA TGTTTATTGT CTGTAAGGTA 711000 
ATGCAAACCT TCAGCACTGT AACCTGAAAG TGCTTCATTT TTCTTCAATG GCTTTAATAA 711060 
AATACGACAA AAATTCATTG TTTTTCTTCC TGAATTTGCA CTGCGCCTAA CATATTTTCC 711120 
CCGTTATTAA GTAAAAAGCG AAACATATCG CTTTCATCAA TTCGTTGATG AAGTGCATAT 711180 
TTGTGTTTTA GCCAGCCTTC TGGGACGAGC GATGCAAAAT AAGGGAATAA GGTGTCAGAA 711240 
TGAAAAGGAC TTTGCTCAAT AGGAAAGCTG AGAGAGAGCG GTATTCCTTG ATAATCGGGG 711300 
TTGTAAGAAA AATGAAAACC ACGATGATCT TCTCTAAGTA AGCCAATAAA TTCGCCGTAG 711360 
AGAAATACTT TTCCCGAGCG GACTAAATCG CGCATAGTGA AACCCCTAAT GTTTGAGCAA 711420 
CAAGAAACAC GGTTGTAAAT CTCACTTGGC TTGGATCTT3 AAATAATCGG TTCAAGGTAG 711480 
AAATAGACAC GCCAGTTTGC AGTTCTAG C A TACTAAGCTC AATACCAAGT GATTTACGCT 711540 
TATCATTGAG CATTTTTCCA AATGCTTTGA GATCGGTAAT TTTCCCTGCG TAAAGTTGTT 711600 
GTCTTTGCGC TTGCTCATAG GTAATGACTG ATTTCTGAAG CTTTTTTAAT TCATCAATTT 711660 
GATTTTCTAA TTGXGCACTA AGATTGTCCA TATTTGATAT TTTTTnCTTT TTATGGAAAT 711720 
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ATTTTATATC 


ATATATGATT 




AGAATATCTT 


TTTTGATTTT 


TTTTAGGGAA 


■71 i "7 q n 


AAATTTGAGG 


AATTATTCAA AAATGATAC7 


TAAAATCTGC 


TCTGTCCATT TGTAATTTGT 


71 1 ftdft 


CCCATTTTTT 


GGAGAGCAGA 


TTAAATTAA7 


TGAAATGTTG 


TTTGCTTGAG 


CTAAATATTC 


71 i Qnn 


AAAATTTTAT 


AAAGGTCATC 


CAAATAATGA 


ATGGATTGAA 


TTTTACGAAT 


TGTGCGGGAT 


711 Q^n 


TTTCCTCGAA 


TTAAAATGGT 


TTCAGTACTG 


GCTAAATTGC 


CTTTGCGGGA 


GATACCTTTA 


7i 7 n^n 


AGCAAATCGC 


CATTGGTAAT 


GCCTG7TGCA 


GTAAATACAA GATTGTCATC 


ACGCACGAGA 


717 OSO 


TCTTCAAGTT 


TTAACACTTC 


ATTCACTTTT 


ACGCCCAGTG 


CTGCACAGCG 


TTGAATCTCA 


71 71 Aft 


TTAGCTGCAA 


TTTTTTTATT 


TTCTTCGGTG 


TCGCTTTTTA 


CTTCATTGCG 


TGGGATTAAA 


71 77fJft 


CGAGCTTGCA 


TATCACCACC 


TAATGCTCGA 


ATGGCTGCAG 


CAGCTGCCAC 


GCCTTCTGGC 


71 77K0 


GCACCACCAA 


TTCCATAAAG 


AAGATCGACT 


TCAGCATCAG 


GTAAGCAGCA 


AAGCACAGAA 


71 7 17 ft 


CCTGCCACAT 


CGCCATCAGG 


AATTGCCAAT 


ACTTTCGCGC 


CCAAGTTATG 


TATTTGTTTA 


71 7 IQft 


ATTACAGCAT 


CGTGACGTGG 


TTTTGCTAAT ACCATTACGG 


TAAGGTCAGA AAGGGATTTT 


71 7 A Aft 


CCTAGCTTAG 


ATGCGATGCG 


GCGAAGATTT 


TGTTCCAGTG 


GTAAATTTAA ATCAATGATG 


71 7 ^nn 


CCTTTTACAT 


TTGAACCCAC 


CACTAATTTT 


TCCATATACA 


TATCAGGTGC 


TTTTAAAAAG 


717 ccn 


GTATTTTTGC 


CACCTGCAGC 


CAAGACAGAA ATGGCATTAG ATTGCCCCAT 


TGCGGTCATA 


71 1C5 n 


TGTGTACCAT 


CAATAGGATC TACTGCGATA GAAACTAATT 


CCCCTAAGCC AGAACCGACT 


71 7fift ft 


TTTTCGCCAA 


CATAAAGCAT 


TGGGGCTTCA TCAATTTCGC 


CCTCTCCTAT AACGATTTCA 


71 7 74ft 


GCGTCCATAT 


GAATTAAATT 


CAGCATATAA 


CGCATCGCTT 


TTACCGCTGC 


ATCGTCTGCC 


7i 7 a nn 


GCATTTTTAT 


CTCCTCGACC 


AAGCCACGTG 


TAAGCTGCTA 


GAGCGGCGGC 


TTCTGTTACT 


•7i i o <r a 
7128oU 


CGTGAAAATT 


CAATGGCTAA 


TGCTCGATTC 


ATT ATT ATT C 


TCCTTCTGCT 


TATTTTTCAA 


712 9ZU 


GATTATGGTA AAAATAGCAT 


CATTCTATCA CTGAGTAATC 


GTTTG CATAA TAAATTTTTA 


*TT loon 


TTCAATGCTT 


TAAAAAGGTA 


AATTTACTGG 


GTAAAATACC 


CCTAAACTTA 


CCCATATTTA 


7i7 riA n 


AAAGGAAATC 


ATTATGTCTT 


TAGAAATTTT 


AGACCAGCTT 


GAAGAAAAAA 


TTAAACAAGC 


7i 7i nn 


GGTAGAAACT 


ATCCAATTAC 


TTCAATTAGA AGTTGAAGAA 


TTAAAAGAGA 


AAAACGCAGA 


/ 1 jib u 


ATCTCAAAGA 


AATATCGAAA 


ACTTACAAAC 


TGAAAATGAA 


CAG CTGAAAA ACGAACATCG 


713220 


TAATTGGCAA 


GAGCATATTC 


GTTCATTACT 


TGGTAAGTTT 


GATAACGTTT 


AATCGTAGTA 


713280 


AAAGGCTTAG 


ATTTTCTAAG 


CCTTTTTATT 


TTAATCATTT 


GAA7AATTTT 


CTTTTCTCTT 


713340 


TGAGAAAAAA 


TAAATATAGG 


ATAATAAAAT 


GCACATTTGC 


AT7CTTTCAG 


GCAGCACTTT 


713400 
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AGGTGGTGCG GAATATGTTG CCGAGCATT7 AAACGATGTT TTAGAAACTC AAGGTTTCTC 713460 

CACCGCACTT TTTCACGGAC CAAATTTATCT TGACATTGAA AACGAGAAAA TTTGGCTTGT 713520 

TGTGACTTCA ACGCATGGTG CAGGCGAA7T GCCAGACAAT TTAAAACCTC TATTTGATGA 713580 

ATTAGCGAAT AGCCAAAAGG ATTTTTCAGA TGTTCGCTTT GCGGTCGTTG GATTAGGTAG 713640 

TTCTGATTAT GATACTTTTT GCTATGCAGC GGACAAAGTG GAGCAAACAC TTCAAGCAAA 713700 

AAGTGCGGTA AAAATTTGTG AGACTTTAAA AATTGACGTG TTAAACGTGG ATGATCAAGA 713760 

AAGTTATGCT GAAGAATGGT TGCCGAGTT7 TATTGAGGGA TTGAAATGAT CGCCCTAATT 713820 

CAGCGTGTGT CTCAAGCAAA AGTGGATGTA AAGGGCGAAA CAATAGGGAA AATTGGCAAA 713880 

GGTTTGTTAG TTTTGCTTGG TGTAGAAAAA GAAGATAACC GAGAAAAAGC GGATAAACTC 71394 0 

GCTGAAAAAG TGCTTAATTA TCGAATTTTC AGTGATGAAA ATGACAAGAT GAATTTAAAT 714000 

GTTCAACAAG CACAGGGGGA ATTACTTATC GTTTCGCAAT TTACATTAGC AGCGGATACG 714 060 

CAAAAAGGTT TACGCCCGAG TTTTTCAAAA GGTGCGTCCC CAGCATTGGC TAATGATTAT 71412 0 

ATGAATACTT TATCCAAAAG TGCGCAGAGA AATTACCTGT TTCAACAGGG CAATTTGCAG 714180 

CGGATATGCA AGTGAGCTTA ACAAATGATG GGCCTGTGAC GTTTTGGTTA AATGTATAAT 71424 0 

AAGAAAATCT AAGTTGGCAA TAAGCTCACT GTTTTACATT TGTTTTATTA AATGGTTTAG 714300 

TTAATGGAAT ATTCTCGTTA AAGCGTATAA ATTCCATCAA TTAATAATGA ACCATATATT 714360 

CGGTTGGTAA GCAAAAAGGC GGACTGAAGC CCTCCATTGC TCCCTCACCC ATAAATGGGC 714420 

GTTTCCTTTC ACCAATGGTC ACTTAATAAT AACGAGCAAT CGCTTATTAT TTTACTAATA 714480 

AAAATGCGAT GAAATTCTTT TCAAATTGCA CCGCACTTTT AAGAATATAA GAATAGTAAA 714540 

TTATTGTCGG ATTAAAAGAG CAACGGCTTC ACAAGCAATC CCCTCTTGTC TTCCTGTAAA 714600 

GCCTAATTTT TCGGTAGTCG TTGCTTTTAC ATTAACTTGC TCAATATCGC ATTGGAGATC 714660 

TTCAGCTATT TTGGCACGCA TTGCATCAAT ATGTGGGCGC ATTTTAGGTG CTTGAGCGAT 714720 

GATGGTAATA TCAACATTAC CTATTTTATA TCCCTTTTCT TGTACTTGAC GAAACGCTTC 714780 

ACGCAGTAAG CCTCGACTAT CCGCATTTTT ATATTGCATA TCAGTATCGG GGAAAAGTTT 714840 

TCCAATATCG CCTAAAGCCG CAGCCCCTAA GATTGCATCA GTTAATGCGT GTAATGCCAC 714900 

ATCGCCATCT GAGTGCGCAA TAAAGCCCGT ATGATAAGGC ACTTCTACAC CACCAATAAT 714960 

TAATGGACGA TCTTCGCCAA AAGCGTGAAC ATCAAAGCCG TGTCCAATTC TGATCATAAT 715020 

TTATTCCTTG TTAAATAAAA TTCTGCTAAT GCTAAATCTT CAGGACGAGT GACTTTTAAA 715080^ 
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TTATCGCTAC GTCCAGCCAC TAAG7GCGG7 CGAAATCCAG CAAGTTCTAT TGCTGATGCT 71514 0 

TCATCTGTTA TATTCGCACC TTGTT3AATT CCTGTGGAAA GCGCATCTCT TAATATATCT 715200 

ACTGGGAAAA ACTGCGGTGT CATTGCTTSC CAAAGCTGGC TACGATCTTC TGTTTTTACA 715260 

ATACATTGCT GATTGTCCGC TCGT7TAATC GTATCTGTTA CTGGGATTGC CAAAATCGCA 715320 

CCTTGTTTAT CTTCAATAGC TAACAATTTA TCAATATCAG CATGTTGTAA ACAAGGGCGA 7153 BO 

GCAGCATCAT GnACAAGCAC CCAGGCATTT TTTTCCGCAA TTGCATTTAA ACCATTTAAG 71544 0 

ACCGATTCAG CTCGCGTTGT GCCACCTTCC ACTAACTGAA TTTTAGGATC GAGCGATAGT 715500 

GTAGAAATAT AAGGATCATC TTTGCTTACC GCCAAGATAA TTTTAGATAC GGCAGGATAA 71556 0 

GAAAGCATCA CATCGAGTGT ATGTTCAAGC AGTGTTTTGC CAAGCAGCGT TAAATATTGT 715620 

TTCGGTTTAT CCGC TTGCAT TCGTGAACCA ACACCAGCAG CTGGCAAGAC CGCAATAATT 7156 BO 

GAACGAGCCA TTATTTACTC TCTTTTACAA TATGATAGAA CACTTCATTT TCTTTCACTA 71574 0 

AGCCATGTTG CATTCGTGCG CGTTCTTCGA TCGCTTCAAA ACCTTTTGTT AATCCTTGAA 715800 

TTTCTGCATT AATACGCTGA TTACGTTGAG ATAGCTTTTC ATTTTCTGCT TGATTTTCCT 715860 

TAATTTTCTC AGCATTTTGA CGATAATCTA AAAAACCGTT ACTGCCAAAC CAAAAATTAT 715920 

ATTGAAACAA TACTAATACA GAAAGAAGGA TTAAAATAAG AAGTCGCATA CGGATATTTA 715980 

TTGTGAGTAA AATTTTAACC TGTTTACCGT GAAAAATTAG GAAAAACGAT AAAATGAAAG 716040 

AAAGTGCGGT TAAAAATTCT TTTATTTTAA CCGCACTTTT TTGTATAAAA ATTATTTTCT 716100 

AGAGAGAGGT GGAACAAAGG TTAAACCTAA ATCCCAAGGT TGCTCAATCC AAGTATTTTG 716160 

TGGAATATCA ATTACGTAAT CATCCACTAA TTCCGCACCT GCAGGTTTTG CAAATACAGT 716220 

GACAAATTTT GCATTAGGGT ACATTTGACG AATGGCACGC GCTGTATTAC CCGTATCAAC 71628 0 

TAAATCATCT ACCACGATAA ATCCTTCGCC GCCATTTGGC ACTTGGGCTG CATGAAGAAC 71634 0 

TTGTAGTTCT CCCTGATTAT TGTGATCGTG ATAACTTGCG ATACAAACGG TTTCAATATG 7164 00 

ACGAAGACCC AATTCTCTAG CCAATACAGC CGCTGGAAAC AAACCGCCGC GACTCACCGC 7164 6 0 

AATAATACCT TTCCATTGGG AAGCTGGAAG TAAACGTTCT GATAATCTGC GAGCATGCAT 71652 0 

TTGAAACATA TCCCAAGTCA CCACATATTT TTCGCTCATA ATTGCACCTT AGTTTAAATT 71658 0 

TATCGAGAAA TAAAAAATTG CGTAAGGATA ACCCGAAATG GCG7TTTATG CTATTATTTC 716640 

GTCAATATTT TCAGTAAAAA GGAGCAATTA TGTCTGAAAT TACAACACTT CAACCTTCAC 716700 

TGTTATGGAA ATGGTTCGAT CAAATTTGTG CAATCCCTCA TCCTTCTCAT TATGAAGATA 716760 
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CGTTAGCTAA CTTTATTGTA AATTGGGCAA AAGAAAAGCA TTTTTTTGTT GAACGCGATG 716820 

AAGTAGGTAA TGTCCTCATT CGTAAACC7G CAACAAAAGG AATGGAAAAT CACACGCCTG 716880 

TTGTGCTACA AGCCCATCTA GATATGGTGC CACAGGCTAA TGAAGGCAAT CCACATGATT 716940 

TTACCAAAGA TCCAATTCAA CCTTATATCG ATGGAGAATG GGTGAAAGCA CGAGGTACCA 717000 

CACTAGGGTC TGACAATGGT ATCGGTTTAG CCTCTACTTT AGCGGTGTTA GAAAGCAATG 717060 

ATTTAGCCCA TCCACCTCTT GAAGTGCT77 TAACAATGAC AGAAGAAACA GGCATGGATG 717120 

GCGCAAAAGG CTTACGTCAT AACTGGTTAC AATCTGAAAT TTTAATCAAT ACAGATACCG 717180 

AAGAAATTGG CGAAATTTAC ATTGGTTGTG CGGGCGGGAT TAACGCAAAC TTTGAAATTC 717240 

CCGTTCAATA TGAAACTAAT ACGTTTGAGC ACAGTGCACA AATCACCCTT AAAGGTTTAC 717300 

GTGGCGGCCA CTCTGGCGGT GATATCCATA CAGGGCGCGC AAATG CAATT AAAGTGTTAG 717360 

CGCGAGTATT AGCAAAACTC TCTCAAAATC AACCGCACTT TGC7CTCTCT GAAATTCGTG 717420 

GTGGCTCAAT TCGTAATGCA ATTCCTCGAG AAGCAGCAGC TGTGTTAGCC TTTAATGGCG 717480 

ATGTAAAAAC CATAGAAAGT GCGGTAGAAA ATCTCGCGGT TGTGCTTAAA GAAGAATTAG 71754 0 

CAATTGCAGA ACCTAATTTC ACACTTTTTG TAGAATCCGC AGAAAAAGCC CCTACCGTAT 717600 

TCACCGCACA AAGTACTCAA ACGGTTATTA ACGCACTCAA CGTATTGCCA AACGGCGTAA 717660 

TCCGCAATAG TGATGTAGTT AAAAATGTCG TAGAAAGTTC ATTAAGCGTT GGCGTATTGA 717720 

AAACAGAAGG TAATGTTGTA AAAAGCACCA TTTTAGTTCG TTCATTAATT GAAAGCGGTA 717780 

AATATTACGT AACTGAAATG CTTAGCTCAC TTGCAATCTT AGCAAATGCA AAAGTCGAGT 717840 

TTTCTGCACC TTATCCAGGC TGGCAACCTG TAAATGACTC 7ACTATCTTA GAC GTTACTC 717 900 

GCAAACATTA TGCTGAAGTG CTAGGCGAGC AACCTGTAGT GAAAGTCATT CACGCAGGAT 71796 0 

TAGAATGTGG TCTTTTAAAA GAACATTATC CAAACATTGA AATGATTTCT GTTGGGCCAA 718020 

CAATACGaAA TGCTCACTCA C C AG ATG AAA AAGTGGAAAT CGCAACAGTA CAAACCTATT 718080 

GGGATTTATT GACAAGAGTA CTTGCCGATA TTCCTGCGAA GTAATCTAAT ATTAATTAAA 718140 

AGTGCGGTTA AAATTTCTTT TGTTTTAACC GCTCCTTTAT 77777TCGTT TCGCTCTTGG 718200 

GTGCGCCTGA TCGTACACTT CTGCCAGATG TTGGAAATTT AAG7GAGTAT AAATTTGTGT 718260 

GGTGGAAAGG TTGCTATGCC CAAGCAATTC TTGCACGGCG CGTAAATCAG AACTGGCTTC 718320 

CAACATATGC GTCGCAAAAG AATGACGTAA TTTGTGCGGA 7TAAGATGGC TATTTAAGCC 718380 

TTGACGAATA CCCCAAGTTT CTAAACGTTT TTGAATAGCT CGA7GAGAAA TGCGATTTCC 718440 
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AAGCTGGCTA ACAAATAATG CCTCATCTTT TGGGTTAAAT AATGCCCGCA CTTTTAACCA 718500 

TTCTTGAATG GCATGCGAAG CGTAACGCCC AAACGGCACA ACTCGTTCTT TGTTACCTTT 718 560 

TCCAATAACG CGTACTTCCC GCACACGGGT ATTAATGCTG TTTAAATCTA AGCCTTGTAA 718620 

TTCAGATAAA CGCAAACCTG AACTATACAT TAATTCCAAA ATAGCACGAT CACGAATATC 718680 

AATTGGCTCT TTGCTATCGT TGGCAAGCAA TTGTTGAACT 7GCTCGCCAT CCATATTTTT 718740 

CGGTAAATGC CTGCCTTGTT TCGGTGCAGA AATGCCTGTG GCAGGATTTA CTTTTAATTC 718800 

GCCTTGTTGC ACTAAAAAAC TGAGAAATCG ACGCAATGCA GATAAACGCA AAGCCAAGCT 718860 

T TTTT CTTTT AAGCCTTGTT TTTTGCTTTC CGCTAAAATA AAGCGCACCA CGCTAGGCGT 718920 

CACTTGTGTC CAAGAATGAA TATCTTGTTG CGCTAAGATT TTGATGGTGG CATCAAGCTG 718980 

ATGTTGATAA TTAGTGATTG TGTGAGGACT CATTTGGCGT TCAATCCGCA AATAATCCCA 719040 

ATAACGATTT AACGCTGTTA GCATGACAAA CTCAATTCAA ATAAACGTTC TTTTGGGTTC 719100 

AATTTAAACC CTTCCGATTC CAACATTGAA TATTGATTTT GCGCTAATTC TGCCACTAAA 719160 

CGATTGGATT GCGTGAAATG CACAAAGTCT TTTGCTTTAG AAATCAACGC CGCATAAATT 719220 

TCTGTTTGTT GAGCATGTTC CAACACAAAA ATATCGGTGA TTTGCCAATA GCGTTGTAAT 719280 

TGTAAAGAAG AAAGGCGAGG GAAAAGCTGC ACAAAGCCAA TAGCCTTTTC ATTTTCATCC 719340 

ACCGCAATAA AAAACAGGCT TTCATTAAAA CGCATACGAT TAGTTAAAAA AGCTAAGGTA 719400 

CGTTCTGGAT TCTCTGCTTG CCCATAGGCT TGGCGATAGG CTTCAAAAAG AGGAAGAAGC 719460 

ACTTCAATAT TCCATTGTTC AGCTTTGAAA AGTTTCATAA 7TGGTTATTT TTTATTGGTT 719520 

CCATACAGGT AATTGTAGCT TTTTAGCTCA AGATAATCAT CTTTCTGTGA GAATTTTTTT 719580 

AATTTTATGA TCTTCTGCAA AGAATAGGGG CGAAATTTTG GTATAGTAAG CAAGTTAATT 71964 0 

TTATCAACTA TGGAGAAACA AAAATGGCAC GTCGTCCTTT AGTTATGGGT AACTGGAAAT 719700 

TAAACGGTAG CAAAGCATTC ACGAAAGAAT TAATCGAGGG ATTAAAAGCG GAATTACATG 719760 

ATGTAACAGG TTGTGATGTA GCAATTGCCC CTCCCGTTAT GTATTTAGGT ACGGCTGAAG 719820 

CAGCACTTTC TGGTTGTGGT TGCAGCTGTG GCGGTAAAAG 7GTGATTCAA TTAGGTGCAC 719880 

AAAACGTAGA TATCAATGTG AAAGGTGCAT TTACTGGTGA 7A777CAACT GAAATGTTAA 71994 0 

AAGATTTCGG CGCAAAATAT ATCATTATTG GTCACTCTGA ACGCCGCACT TATCATAAAG 720000 

AAAGCGACGA ATTTGTGGCG AAAAAATTTG GTGCATTAAA AGAAGCAGGT TTAGTGCCAG 72 0060 

TATTATGTAT CGGAGAATCT GAAGCAGAAA ACGAAGCAGG CAAAACAGAA GAAGTATGTG 720120 
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CGCGTCAAAT TGATGCAGTC ATCAATGCAT TAGGCGTAGA AGCATTCAAC GGTGCAGTGA 720180 

TCGCATATGA ACCAATCTGG GCAATTGGCA CGGGTAAATC TGCAACTCCA GCACAAGCGC 720240 

AAGCAGTTCA CGCATTTATC CGTGGTCACA TCGCAGCGAA ATCACAAGCC GTGGCAGAGC 720300 

AAGTAATTAT TCAATACGGC GGTTCTGTAA ATGATGCAAA TGCCGCTGAA TTATTTACTC 720360 

AGCCAGACAT CGATGGCGCA TTAGTGGGTG GCGCATCATT AAAAGCCCCT GCATTTGCAG 720420 

TAATTGTTAA AGCAGCAGCT GCAGCGAAAA ACTAATTTTC AGTTAATTAG AATAACAACA 720480 

• AAAGTGCGGT AAATTTTTAC CGCACTTTTT TTATATCTTA TATTTTTGAT GAATGGGTTA 720540 

GTAAGTGGTA TCAATCGGCA ATTCTGCTCT GCACCATCCA TCAAATCCGC CAATCATACT 720600 

AAATACATTT TTATAGCCTT GTTCCACGAG AAAAGTCGCT ACATTTCGAC TGCTCACGCC 720660 

GTGATAACAA CTCACAATAA TAGGCGAATC AAAATCTGCT AGTTCTTCAA ATTGCAAAAA 720720 

ACTTTGGTTT GTTAAATGAA AAGCACCTTT AGGATGTGAA TAAGCAAAGC GCATATTATC 720780 

TCGAATATCG ACTAATATTG CGCCTTGTTG CATCATTT CC CAAGCTTGCT GTGGAGTTAT 720840 

TTCTTTAAAT GGCATTTATA AACTTCCTTT TGCGTGTGTT TGTAAACGCC ATCAACCATA 720900 

ACAAGAATCA TCGCGATGAC TAAACAAATA AAAAGTGGGT AGCTTTCGCT ATCAATTTGT 720960 

TCTCCGATCA AAAATGATAC GCATAGCATC ATAATAGTTT CAACATAACC AAGCAGACCG 721020 

AGTAAATTCA TAGGAAGCAT ATTACTGGCT ATTACATAGG CAATTAACGC AGTACCGCTG 721080 

ATTAATCCTA GTAATACAAG CrGCCCCCAA ATAAACGGAT TGGTTTGTTG TACTGTCGCG 721140 

AAATCTGTTT GTAAAGCAAA ATAAATACTG ACAGGCATAA GGCTTAACAT TTCTAAACAA 721200 

AAGGAGGCAA GATCGGTATT TTTTAATGCT TTTCGGATAG AAAAATATGC GGTGTAACCT 721260 

AAACAGATAA CAATGGCTTC CCAAGAAAGA CCACCTTTTA GCACAATATT AGAAATTACG 721320 

CCTAATGTTG CAATGATAAC TGCAATAAAT TTGAATGTTG AAA7GCGTTC TTTAAAAAAC 721380 

ACGCGACCTG CCGCCACCAT TACAATTGGT AAAAGTAAAT AACCAAAAGA TACACTTAAT 721440 

GAACTGCCAT TATTCGGTGC CCAAAGAAAA AGCCACATTT GAAAACCCAT TAATAATCCG 721500 

CAAAGTAAAT ATGACAATGC TAAGTGCGGT CGTTTTTGAA TGCGTTTTAA ACGTTCAATT 721560 

AAAGCCGCTT TTTGTTTAAA TAATGTGACG GACAACAGGA CAAAAGGAAA AGTAAATATC 721620 

ATCCGATAAC CGAAAATATC CGTGCCACTC AAAGGTTTTA 3TAACGTAGA AAAATAATAC 721680 

ATATAGCCAA ATAAAAACGA GGCTAATAAT GAAACGAGAA TACCTTTAAA CATAAGAAAT 721740 

CCTTATTTTA AACCATTATT TATTCTATTC TAACATCGCC CAAAATGCAC GGACTAGGGG 721B00 
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CTGTTCGAGA TTTCTTTTTT GGGTGCAAAT ACCTAATTCA AAAGGCTCAA TAGGTTTATC 
AAGATTAAGT CTGGAAATTT GGTTATTCAT TGGGCTGCTG TCAATTACTG CATCAGGCAA 
CATTGCTAAT CCAAATCCTA ATCCCACCAT TGGCACAATT CCTTCGTGTC CCGCAACAGT 
AGCATAAATT TTCGGGTGTT TAATTTGTTT CTCCCTTAAC CATTGTTCAA TTCGCTGCCG 
TGCGTGACCT TCAACGGGAA AAATAAAAGG CATTTGCTGC CAATCAATAG GTTTTTCTTG 
CAATAATTGT GTCGCCAAAC AAGCCACTCG CGGGGCAATT AGGGACAAAC TAATATCATC 
TATTTTATGA AACACTACAC TAGAGGGCAG ATTATTTGGT TTCCCCGCAA GCGCGAGATC 
GACTTGTTGC GCTTGAATTA ATTCTAGTGC TAACGCTGGA TCGCCTGTAG TCAGTTGAAT 
TTCCACTTTA GGATAACGCT GGCGAAATTC TTTAAGTACG TGAGGAAGAT GGCTATAGGA 
TGCGGTTACA GAACAAAAAA GTTTAATTTC ACCGCAAAGT TCATCGGATT CATCTTTCAG 
TTGTTGTTTA AATTGTTGCC AGTTTTGCCA TTCTGTTTTA GCAAATTGCA AAAATTTCTC 
GCCATATTCA GTAAGTTTGA CTTGGCGATT ATCACGGATA AAAAGTGTCT TCCCTAACTC 
GTCTTCCAAT CGTTGAATTT GACGGGAAAG GGTGGATGGG GACATGTGGT TTTGGGTGGC 
AGTTTTGGTG AAGTTTTTTG TATCACTGAG GTGGATGAAT ATTTGTAGGT CGGTAAATTC 
CATAATTTCT TCTTTTATTT AATATCGGGT TTCGCCGATG GCGACCTACT TTTTCTTTGC 
TCGTGCAAAG CAAAAGTAGG CAAAAAGAAA ACACGCCCTA CTTTGCCTTA TTTCCTGAAA 
AATTGGAAAT TTGCTTAACG GAAATTTTCT GAACTCGCTA CGCTCAAACA GACGAAAATT 
TCCTACAAAT TTCCAATTTT TCAGGCGGCA AAGAAGGGAG CTAATTTATT CTTTCTTCAA 
TTTAAAGTGC GGGTAAAATT TAGCGTATTT TGAAAAATAC CAGAAAACTA ACCGCACTTT 
TTAATAACGC TCTGATATAT TCTGAGCCCC ATATAAATCG CCTTTGCGAC TTTCAATTTT 
TAGGCAATTT GCGTCTGTTT GAGCGTAGCG AGTTCAGCAA ATTGCCGTTA AGAAAATTGA 
AACAAAGCAA AGAACAGCGA TTTAACTGGG GCGTGTTTTC TTT3CCTACT TTCTTTTACA 
CGAGTAAAAG AAAGTAGGTC GTTCATCGAG CGAAATACGA TGCCAATTCA CAAAAAAAAA 
TAATTGCACA AATCGCAACA TTACATTCCC ATAATATCAC 777ACGCAAC AACAAAAAAT 
CCTATAATCA AACCACAACA AAAAAATATG CAAACACAAC ATCATACAAT TATCAACCTT 
ACACAATTAA GGACAAAAAA TGGCTAACTA TTTCAACACA 7TAAATTTAC GTCAAAAATT 
AGACCAATTA GGTCGTTGTC GTTTTATGGA TCGCGAAGAA TTT3CAGATG AAGCAAACTT 
CTTAAAAGGC AAAAAAATCG TTATCGTAGG CTGTGGTGCG "AAG3TTTAA AC CAAGGTTT 
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GAATATGCGT GATTCTGGCT TAGATATTAG CTATGCCTTA CGCCCTGAAG CGATTGCAGA 723540 

AAAACGTGCG TCATTCCAAC GTGCAACCGA AAATGGTTTT AAAGTGGGTA CTTATGAAGA 723600 

ATTAATTCCA ACTGCAGATT TAGTCGTAAA CTTAACACCA GACAAACAAC ACTCTAAAGT 723660 

AGTTGCCGAT GTCATGCCTT TAATGAAAAA AGACTCTGCA TTTGGTTATT CACACGGTTT 723720 

CAATATTGTT GAAGTTGGCG AAGAAATCC3 TAAAGATATT ACGGTTGTGA TGGTTGCGCC 723780 

AAAATGTCCA GGTACTGAAG TTCGTGAAGA ATACAAACGT GGTTTCGGTG TGCCAACATT 723840 

AATCGCGGTT CATCCTGAAA ATGACC CGAA AGGCGAAGGC ATGGCGATCG CAAAAGCATG 723900 

GGCTGCTGCA ACTGGCGGTC ATAAAGCGGG TGTTTTAGAA TCTTCATTCG TGGCAGAAGT 723960 

AAAATCTGAC TTAATGGGTG AGCAAACTAT CCTTTGCGGT ATGTTACAAG CAGGTTCTAT 724020 

CGTATGTTAT GACAAATTAG TGGCAGATGG TAAAGATCCA GCATACGCAG GTAAATTAAT 724080 

CCAATACGGT TGGGAAACCA TTACCGAGGC ATTAAAACAA GGCGGCATCA CATTAATGAT 72414 0 

GGATCGCCTA TCAAACAGTG CAAAATTACG TGCATTTGAA CTAGCTGAAC AAATCAAAGA 7242 00 

AAGCCTTGGT TTCTTATATT ACAAACATAT GGATGACATC ATTAGCGGTC ACTTCTCTGC 724260 

AACAATGATG GCAGACTGGG CAAATGGCGA CAAAGATTTA TTCGCATGGC GTGAAGCnAC 724320 

AGGTAAAACA GCCTTTGAAA ATGCGCCAAA ATATGATGGC AAAATTAGCG AACAAGAATA 724380 

TTTTGATAAC GGCGTATTAA TGATCGCAAT GGTTAAAGCT GGTGTAGAAT TAGCCTTTGA 724440 

TGCGATGGTT GCAAGCGGTA TTTATGAAGA ATCAGCTTAC TACGAATCAC TTCACGAATT 724500 

GCCATTAATT GCGAACACTA TCGCACGTAA ACGCTTATAC GAAATGAACG TGGTAATTTC 724560 

TGATACCGCA GAATATGGTA ACTACTTATT CTCTAACGTA GCGACCCCAA TTCTTGCAAA 724620 

AGAAATTATC CCTAACCTTC AAAAAGGCGA TTTGGGCGAG CCAACTCCAG CAGTGGAAGT 724680 

CGATAACATT ACCTTACGTG ATGTAAACGA TGCAATTCGC AACCACCCTG TTGAATTAAT 724740 

CGGTCAAGAA TTACGTGGTT ATATGACAGA TATGAAACGT ATCGCAGTCG CAGGTTAATG 724800 

TTAAATTGAA CTGAATTAAA AACCGACTTT GTCAATATAA AGTCGGTTTT TTCATAGATA 724860 

AAATTAATCA TAAAAATGCA CGTTAATTAC CACATGCATT TTTCTTATTT AAGCATCCAT 724920 

CGACATACAA AGTAAAGTTA ATGGATGAAT ACAAGTCACG 77A3ATGACA TATCAATTTG 724 980 

CCATTTACAG GTTTGACATT CAGATATAAC GTAATCAAAT CCACCCTCGT TAATATTATC 72504 0 

GAATAGATTT TTACCAATAG ATTGTGAAAT TTCATAGTTT TCTGATTTAA AACCGTAAGT 725100 

CCCAGCAATA CCACAGCATT GGCTAGGTAA CATAATGATT TC7AAACTCG GAATTTTTTT 725160 
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CAACACTTCC AAAGTATAAG GTGCCCAACC CGCCTTATCT ACGTGACAAG CGGTGTGATA 72 5220 
AGCCACTCTA AGTTTAAGTG GTTTCAACGG TAATGTTTTA CCTTCTTTGA AAAGCTGATA 725280 
TAAAAATGGG GTTACCATAT GGATATGCGG ACGGACTTTG GCGTTATCGA TACCTAAAAT 72534 0 
ATGATGGTAT TCGTCACGCA GATTAAGTGA ACAACTTGAT GCCTCACTAA TCACATCTAT 725400 
TCCATTTTCA TCTACCATTT TTCCAATGTA ATCGGTATTG AATTGTGCAA TATTACGAGC 725460 
GCGATTAGGA AAACCGTTTA CCATTAATGG TAAGCCACAG CATTTTTCTT TTTCTAATAA 725520 
CATTACCCCA ATATTCATCG CATTGAACAC TTTAAGGAAT TCTTTGCCAA GCTGTGGATT 725580 
ATTATAATTA ACATAACAAC CGTGGAAATA TGCTACTTTT CGCTCAAATT TTTGTTGGTC 72564 0 
TTGTAGCGCA TTTTTCATAT ACCAGCTACG GAACGTACCA AACGCATATT TAGGTAAAGT 725700 
ACGTTTCTTA CTGATATTAA GGGTTTTTTC CAACATAAAT TTGGTGGCTT TCAGACCCGT 725760 
AATGGTGTTC ACAATGGGGG CAAGTGGAGT ATTGATTTTC CCCATTACAT CTGTGTTACT 725820 
TAAAATCGCA TCACGCAATT TATTCATTAA CGGTTTTTTA GACTGCGCTA AGTGATTATT 725880 
ACGCGCACGT ACAATTAAAT CGCCAATTTT CACATCAGAC GGACAAGCCA CTTCACAACG 725940 
TTTACAGTTG GTGCAATATT TAAGTGCTTC ATCATAAAGT TCAGCAGATT TTAAGCGTAA 726000 
ACGCTCACCA TCTGGGCCAG ATTGTTTTGG CCCTGGATAA AGCGGATTAT TACGTGAAAC 726060 
AGGACAAACA GCAGTACAAG CAGTACATTT AATACAGCTT TCAAAACTTT CATCAATATA 726120 
TTTATAGCTT TCAGGCGAAT TAAGGGATTG TTTTGCACTA TCAATGAGTC GTTGAATATT 726180 
ATTATCCATA TTATTCCCCC TTATTTCGCT AAGATTTCAT CTGCCACTGC CAAGGCAGTT 726240 
ACAACAGCCA CACCCGAACC ACAACCAAGT TCAAGGGCAT TAAAACCACC AATCACATTA 726300 
CCGACGGCAT ATAAATTCGT TAAAAATTGA CCGCACTTTT TCACTTGGCA CTGGGCATTA 726360 
ATCGCTACGC CTGCTGATTG ATAAGGTTGT GGATGAGCAA AG CG ATGAGC AGTCCAAGTG 726420 
AAACGATCTT TATTGTTAAA CCCTTCAACA CCGATAATAT CGGATTCAAA AACTGGCTCA 7264 80 
TAAATTTTAT CAAATTCGGA AATAAGCCCT TTGCTGAAGA AACTTCCTGA CGCCAATACA 726540 
AAATTATCGG CAGTAATTTC TTCATCTTCG AG CAAACGAG TATTGATACA ACGTACTTGA 726600 
TTTCCTTCAA ATGTTGCATT CAATGCACTG TCGCCATTAA TCATTAAACC ACCAAGGGAT 726660 
TCAAATTTAT GGCGTAATTG GATTCGTTGG CGCATACCAA GTAATGATGG TGGCAGTGTT 726720 
GGTAATTCAA ATAATGCAAG TTTAGTTGCA TCACGAAGTG CGG7CATAAA TTCTTGGTTT 726780 
TCTAAACCAA AGCAAGCAGG TAAAAAGACC GCTTCTGCAC CTTGCGCTGA TTCTATAATT 726840 
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TCTTTAACTA AATCTTTAAA AGCGAGTTTG TGTTCTAAAA GTTGAGAGAT ATTGACACTA 726 900 
CGGAACTCAC GAGCATTTTT GCGAAGTTCA TCTAATTGTG GAATATTTAA GAAACCACTC 726960 
GTTACTTCAC AATGTTCAAA TTGTGGGTTT AACACTAAAT TTGCCGCTAA AAGTTGAGGT' 727020 
TGAAAATCGT GATAACCTTC AATACCAAGC ACTGCAATAC GTTTATGCGG AAAAGGTTCA 727080 
TTACCTTGCA CAGTTGGCAC GCTATTTGGC GAAAGCCACG CACCGCGTAA ACTGCCTAAG 72714 0 
CCTGTTACAC GCCAGTGATT TTTTT"CGTA GAACCAATTA AATCAAGATG TAATTCATTG 727200 
GCTAAACGTT CAAAATCTTG TGCTTTAGCA AGCACTTTCT CTGCACCCAA TAAACTATAA 727260 
GGGTGGGCAG GTAATTCATT GCGAAGTGCG GTAATATTTT CTTTTAAATT TTCTACTGCG 727320 
CGATTTTCCC CATATGTCGT TGATGGCATA CGGCTTAATA AATCTAAAGA GCCAGATGCA 727 3B0 
AAATCAATGG CTGCTTGACC GTTGTTGATA ATCACGCAAC GTTTACCGCG TTGTTGAAGG 727440 
GCGATGGCAC AGGTTAAACC CGCCAAACCA CCGCCAATAA TGGCTACATC AAAATTCATT 727500 
GCTATCCGTC CCTTGTTGTG CTTGTTCATC AAGCGGTTTC ACA7CATTTA AAC CTAATAC 727 560 
ACTAGCATAC ATCCAAGAGG TAAATTCGgC TTCGCGAATA GCTTCCCCCC AAGCAATCGG 727620 
TTCAATACCA CGCCAGCGTT CTTCCATAAA GGCGGAAAGT TGAGTGGTTG ATTGACGTGG 727680 
TGTTGCCACT TCAAAACGAT TCATTAGTCC TGCAGCACGA CAAGCACAGA GTTCAGCTTG 727740 
ACAAGTTCCC ATTCCAACTC GGGAACGACG ACGTAAATCG ACGAGATTAT TTACATCCAG 727800 
TTCATCAACA GCGTAACGAA CTTCCCCCGC TGTTACCGCT TCACATTCGC AAACCATTGA 727860 
ACGATCTAAA CGTTCTTTTT CAAGCAAACG AGTAGCCCGT GAAGCGTGAC GATATACGGC 727920 
AGAATAACGA ATAGTACTTG GTAATGAAAT GACTTTTTGA TTGGTCTCTT GACGACTTTC 727980 
AGTAGAGCCT GGCAAAGGTT GCTCTGCAGT CACACAACGT GCCGTTTTAT TGAGTTTTTT 728040 
ACAAACAAGG TCAGTCGCCC ATTCAGCCAT TAAACGATAA GTCATTAACT TACCGCCAGT 72 8100 
GATAGTAATA AAGCCATCTA AGCCATCACG TTCTGCGTGG TCAAGTAGCA CGATACCACG 728160 
ACTCACATTT CGACCTGATG GATCATCATC GCTTGCAACT AATGGACGCA CCCCAGCATA 728220 
AGCACGTAAT ACGCGAGTAT GACGCAAGCT AGGTG CGAGT — CACCTT CACGGAAAAG 728280 
AATATCCACT TCCTCTGGTG TTACTTCCAT ATTATCAATT TGATCATAAG GAATGCGGCT 728340 
AGATGTTGTT CCGATCACAC AAATTGTATC GCCAGGGACC- AGAATATCCG CATCAGCAGG 7284O0 
TTTACGGCAG CGGTTAATTA CAAGTTTATT AATGCGATGA CCCATTACGA GTAATGCGCC 728460 
TTTTGCAGGG AACATTTTAA TTTTGAGATC GGCATATTCC 3CAATCCCTT GTCCCCAAAT 728520 
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ACCACCAGCA TTTACAACAA GCGGTGC AAA AAATTGGCG7 TCTCTGCGAT TTTTGTGATC 728580 

GTACGCATTC ACGCCAATCA CTTTTCCACC TTCACGAATC AAATTTTTTA CTTCGCAATA 72 864 0 

AGTGAACATT TTTGCGCCGT TTTCTGTGGC GTCCATCATA TTAGAGGCGG TTAAACGGAA 728700 

TGGGTCAATA GAACCATCTG GCACAACAAC AGCACCCACT AAATCTGGGT TTACAGAAGG 72 876 0 

CTCCATAATT TTAGCTAGTT CAGGA7CAA7 GGCTTGTGCA TCAATTCCAG ATTTTGCACA 728820 

GCTCTCAAGG AAGGTTTTTT GATAGTCGAG CGAATCTTCA GGCAAAGTGA TAAATAAGCC 728880 

TTCCGTTTCA TCTACGCAAT GACGCGCAA7 TTTGCGCAAA ATGCGGTTTT CTTTAATACA 72894 0 

TTCTTCAGCA GATTCTTGGT CGTTCACGGC GTAACGTGCA CCACTGTGTA ATAATCCGTG 729000 

GTTACGTCCT GTGGCTCCTG TCGCAATATC TCGACGTTCC AATAAAATAC AATCAATGCC 729060 

ACGArGTGCG CAATCGCGCG CAATACCTGC TCCTGTTGCG CCACCACCGA TAATGATCAC 729120 

ATCAGTGCTA AGTGACGAAA GATCTCCAAC ATCTTTATAG ATACTAGGCG ATAATCCCAT 729180 

TGTTTACCCC CGATTCCCAA AATGTAAGAA AAAATAATAT AAAAAGTGTA ATCATTGTAG 72924 0 

GGAAGTGCGG CCAAAATTAA CAACATTTTG AGTGTAAAAn GAAAGCGATT TTGTGATATT 729300 

GATCACAATA ATTTTCGCAT TCGCTCAAAC GGTGTAAAGA TTTGTGAAAC ACTTCACATT 729360 

TTTGATTTTT TTTACTTTCT TATTTTTTAT TTTCTTTTAT GATTCGCAAA TCCCTTACTG 729420 

TTTCAAAAGG GTAAATTTAG ATGACACATA ATTAAAAAGT TGGAGAAAAA ATTATGTTTG 729480 

GACCATTCAA ACCCGCTCCG CATATTGCGG AACTTCCAGC GGAGAAAATT GATTCCACGT 72954 0 

ATAAACGCTT ACGTTGGCAA GTGTTTGCAG GGATCTTCT7 CGGTTATGCT G CAT ATT ATT 729600 

TTGGTGCGTG CAAACTTTGA CTTAGCACAA CCAGGTTTAA 77CAAGCTGG CTTGTACTCA 72 966 0 

AAAGCGGAAC TAGGTGTTAT CGGCTCAGCG GCTGGTCTTG CT7ACGGTTT ATCAAAATTC 72 972 0 

GTTATGGCAG GTATGTCTGA CCGTTCTAAC CCTCGTGTAT TC77ACCATT TGGTTTATTG 729780 

CTCTCTGGTT TATGTATGAC CTTAATGGGT TTATTCCCAT GGGCAACTTC AGGCATTGCC 72 984 0 

ATTATGTGGG TAATGATCTT CTTAAATGGT TGGTTCCAAG GTA7GGGTTG GCCTCCATGT 729900 

GGTCGTACTA TGGTGCATTG GTGGTCTAAA TCTGAACGCC- G7ACTATCGT GTCAATTTGG 729960 

AATACGGCGC ATAATATCGG TGGTATGGTT CCAGGTGCAA 7GG7GTTATT AGCTAGTGCA 73 0020 

ATTTTCTTCA GCACTCACGG TATTGAAGCG CAGGCGAAAG A7G77TGGCA ACAATCATTA 730080 

TACTTCCCTG GTATTGCTGC GATGATCTTT GCAATTCCTG 7G7ACTTCGT GATGCGTGAT 73 314 0 

ACTCCACAAT CTTGTGGTTT ACCATCAATC GAAAAATGGC 37AA7GACTA CCCAGATGAC 730200 
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TATAACGAAA AAACTTACGA AAACGA777A ACTGCAAAAG AAA7CTTCGT AACTTATGTA 73 0260 

TTAAAAAACA AATTGTTATG GTATATCGCG ATTGCTAACG TG77CGTCTA TTTAATCCGC 73 0320 

TACGGTGTAT TAAAATGGTC TCCAG777AC TTGAGTGAAG TGAAACACTT CAATATCAAA 73 038 0 

GGTACTGCAT GGGCATACAC AATC7ATGAA TTAGCAGCGG TTCCAGGTAC ATTATTATGT 73 0440 

GGTTGGGTAT CAGATAAAGT GTT7AAAGGT AAACGTGGTT TAACTGGTTT CATCTTTATG 730500 

ATCTTAACCA CTGCAGCGGT TGTTGCGTAC TGGATGAACC CAGCTACACC AGAAGCAGAG 730560 

CTTGCAAACT ACTCAGCTTG GTATGAAAAC CCATATCAAT TAACTGATTT CGTATTAATG 73 0620 

ACCTTAATCG GTTTCTTAAT CTACGGTCCT GTAATGTTAA TTGGCTTACA CGCTCTTGAG 730680 

CTTGCACCGA AAAAAGCAGC AGGTACGGCA GCAGGTTTCA CTGGTTTATT CGGTTACTTA 730740 

GGTGGTACTG TATCAGCTTC AGCAGTTATT GGTTGGGCTG C7CAACATTA CGGATGGGAC 73 0800 

GGTGGTTTCT ACGTAATGAT CGGCGGTGGC GTATTAGCAG TGTTATTACT CTTAATCGTA 730860 

ATGGTTGAAG AAGGAAAACA CAAAGCGAAA TTAGGCGATA CTTACGGTAC TAAATAATTA 730920 

GCTTAAAAAA GGCGGTGGGC AAATTGCTTA GTCGCCTTTT TTGTAACTAT CATAAGAATA 730980 

ATAAAAAGAT AAGTATCATT TTTGGGAAAA GTAAAAATGA ATAATGAAAA TATGGTAAGA 731040 

GTTTTCTATG TCTTATTAAT GGGGTTAGGA TTTCCTATTA TGAGATTTAT GAGTATTCAT 731100 

TTTGAAACTT TAAATAATAA TTCTGTTAGA TTTTTATCTG GAGGATCATT ATTTGTTATT 731160 

ATTTGCTTAA TTAAATTTAG AAGTGAGTTA AAGAAAATAA TTGGTGAACC nAAAATTATT 73122 0 

CTTTATTTAT TTATTTATTT ATTTATTTTA GGTATTTTTA TGACTGGAAA TATGTTTTTC 731280 

TTTATTAATG GTTTGAAATA TACCTCAGCA TTGGCAGGAA G7A7C7TTGG AATACTTGCT 731340 

ATGCCTTTAG CAATAATTAT AGCTGGAATA TTCTTTAAAG ATGAAAGAGA TCGTATAAGA 731400 

CAAAAAGAAT TTTATATTGG AGAATTATTA GCAATTATTG GTTCGCTAAT ATTCGTAATA 731460 

AATAGTTCAA ATAATGATGG AAATACAGAC TTTTTTCTTG GGGCAATATT TCTTTTTACA 731520 

GCTATTTTTA TTCAATCTGT ACAGAATTTA ATTGTAAAAA AAG7AGCCAA AAAGATAAAT 731580 

GCTGTTGTAA TAAGTGCATC GACAGCAACA ATTTCAGGAG 7A77A7TTT7 ATGTTTAGCT 731640 

TTTAATACTA AACAAATATA TTTATTACAA GATGTTGGCA 77C-3AA7GT7 GATAGGTTTA 731700 

GTTTGCGCTG GCTTTTATGG GATGCTAACA GGGATGTTGA TGGCtTTTTA TATTGTTCAA 731760 

AAACAGGGAA TCACTGTTTT TAACATTTTG CAATTATTAA 77CC7CTTTC AACTGCGATA 731820 

ATAGGTTACT TAACATTAGA TGAAAGAATA AATA7CTATC AG33AAT7AG CGGTATTAT7 7318 80 
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GTAATTATTG GTTGTGTATT GGCA7TAAAA AGAAAAAACA AGGAGTGTTG ATATATAAAG 731940 

TAGATGATGT TGGTGGAATA GGTATAGTTA AATATCTGGT TCAATTGGTT TTATTAAGGG 732000 

CGTTAGCAAT TCTCCATTTA AGTTTATGTT TGAATTAGAT ATTTTGGGAA AAGATGGAAG 732060 

AATAAAGCTG TTAAATAATG CTGAAACATA TGAACTATAC CAATACTCAA ATAAAAATAA 732120 

TTCTGCTGGA AATGATTATA AATCTCTAAT TCTAACTTGT AGAGAGGATA ATGACTATCA 732180 

ATCAGAAAGA ATGATTAAAG CCATTAAAAA T ATT ATT CAT TGTATGACTA ATAATCATCA 732240 

ACCTATTTCA AGTGCTGAAA CATCTTTAGA AACTATTAAA ATTATTCACG GAATAATTAA 7323 00 

TTCTGTTAAA ATAGGTAATG ATCCTAACAA TATATAAGGA GAATAAGTAT GAAACTTAAA 732360 

ACTTTAGCCC TTTCTTTATT AGCAGCTGGC GTACTAGCAG GTTGTAGCAG CCATTCATCA 732420 

AATATGGCGA ATACCCAAAT GAAATCAGAC AAAATCATTA TTGCTCACCG TGGTGCTAGC 73 2480 

GGTTATTTAC CAGaGCATAC GTTAGAATCT AAAGCACTTG CGTTTGCACA ACACTCAGAT 732540 

TATTTAGAGC AAGATTTAGC AATGACTAAG GATGGTCGTT TAGTGGTTAT TCACGATCAC 732600 

TTTTTAGATG GCTTGACTGA TGTTGCGAAA AAATTCCCAT ATCGTCACCG TAAAGATGGT 732660 

CGTTACTATG TCATCGACTT TACCTTAAAA GAAATTCAAA GTTTAGAAAT GACAGAAAAC 732720 

TTTGAAACCA AAGATGGCAA ACAAGCACAA GTTTATCCTA ATCGTTTCCC ACTTTGGAAA 73 27 BO 

TCACATTTTA GAATTCATAC CTTTGAAGAT GAAATTGAAT TTATCCAAGG CTTAGAAAAA 732840 

TCCACTGGCA AAAAAGTAGG GATTTATCCA GAAATCAAAG CACCTTGGTT CCACCATCAA 732900 

AATGGTAAAG ATATTGCTAC AGAAACG CTC AAAGTGTTAA AAAAATATGG CTATGATAAG 732960 

AAAACCGATA TGGTTTACTT GC AAACTTTC GATTTTAATG AATTAAAACG TATCAAAACG 73 3020 

GAATTACTTC CACAAATGGG TATGGATTTG AAATTAGTTC AATTAATTGC TTATACAGAT 733080 

TGGAAAGAAA CACAAGAAAA AGACCCAAAG GGTTATTGGG TAAACTATAA TTACGATTGG 73 3140 

ATGTTTAAAC CTGGTGCAAT GGCAGAAGTG GTTAAATATG CCGATGGTGT TGGTCCAGGT 73 3200 

TGGTATATGT TAGTTAATAA AGAAGAATCC AAACCTGATA ATATTGTGTA CACTCCGTTG 733260 

GTAAAAGAAC TTGCACAATA TAATGTGGAA GTgCATCCTT ACACCGTGCG TAAAGATGCA 733320 

CTGCCCGAGT TTTTCACAGA CGTAAATCAA ATGTATGATG CCTTATTGAA TAAATCAGGG 733380 

GCAACAGGTG TATTTACTGA TTTCCCAGAT ACTGGCGTGG AATTCTTAAA AGGAATAAAA 73 3440 

TAATATCCCT CACnnCCGTG GGTAAACATA CCCACGGTTA ACTAGGTTTC TATATCGTAG 733500 

AAACTAAAAA TCTACTCTAA CAGAGTAACA TCATAATCAA TCTAGGTGTT CTAACCTAGA 7 33560 
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ATTCAAATAA GGAGGCTATT TCAAAACACT CCGTATTCTT TTTTAATAAA TTCTCTTCCC 73 362 0 . 

TTTACTTAGG QAAAACACTC TTCATTTCAA CCGCACTTCT AAGGAGTGAT CTATGGATAA 73 3680 

ATCATTAAAA GCGAACTGTA TTGGCGAG7T TTTAGGTACA GCCTTATTGA TTTTCTTTGG 73 374 0 

TGTGGGCTGC GTTGCAGCAC TAAAAGTAGC AGGCGCTAGT TTTGGCTTGT GGGAAATCAG .733800 

CATTATGTGG GGGATGGGCG TTGCACTTGC AGTATATGCA ACAGCGGGTT TATCTGGTGC 73 3860 

ACATCTAAAC CCTGCAGTAA CCATTGCCCT TTGGAAATTT GCTTGCTTTG ATGGCAAAAA 73 3920 

AGTAATTCCT TACATCATTT CACAAATGCT CGGCGCATTC TTTGCTGCCG CATTAGTTTA 73 398 0 

TGCCTTATAC CGCAATGTTT TTATCGATTA TGAAACAGTC CACAATATTG TtCGTGGTAC 73404 0 

ACAAGAAAGT TTAAGCCTTG CGGGTACATT CTCCACTTAT CCTCATCCAA GTTTAAGCAT 734100 

TGGTGGCGCC TTTGCTGTGG AATTCGTGAT TACTGCAATT CTTATGGCAT TAATTATGGC 734160 

ATTAACTGAC GATGGAAACG GAGTACCTCG TGGTCCGCTT GCCCCATTAT TAATCGGTAT 73 422 0 

CTTGATAGCC GTTATTGGTG GTGCTATGGG ACCATTAACT GGTTTTGCCA TGAATCCAGC 734280 

ACGTGACTTC GGACCAAAAT TCTTTGCTTA TCTCGCTGGC TGGGGCGAAC TCGCTTTAAC 73 4340 

TGGCGGACGC GAAATCCCTT ATTTTATCGT TCCAATGGTT GCACCTGTTT TAGGTGCATT 734400 

AGCTGGTGCA TGGTTATACA AAAAAGCAAT TGGCGGCAAT TTACCTTGTA ATTGCGGCTG 734460 

CGAATAATTA TTTGAAGGAG TAATACTATG ACAGACAAAA AATACATCAT TGCATTAGAC 734520 

CAAGGCACAA CAAGCTCTCG CGCAGTATTA TTAGATCATA ATGCGAATGT GGTTGAAATT 734580 

GCACAACGTG AATTTACCCA AATCTACCCT CGAGCTGGTT GGGTAGAACA TAACCCAATG 73 464 0 

GAAATTTGGG CAACTCAAAG CTCAACCTTA AACGAAGTCG TTGCAAAAGC GGGCATTACA 734700 

TCTGATGAAA TCGCTGCTAT CGGTATCACC AACCAACGTG AAACCACCAT TGTATGGGAA 73 4760 

AAATCAACCG GTACACCTGT TTACAACGCG ATCGTTTGGC AATGCCGCCG TACTGCAGAC 734820 

ATTACCGATA AATTAAAAGC CGATGGCCAT GAAGAATATA TTCGTAATAC CACAGGCTTA 73 48 8 0 

GTGGTTGACC CTTACTTCTC TGGTACAAAA GTAAAATGGA 7TTTGGATAA CGTTGAAGGA 73 4 94 0 

GCACGAGAAA AAGCTGAACG AGGCGAATTA TTATTTGGTA CCG7TGATAC TTGGCTTGTA 733000 

TGGAAATTGA CTCAAGGCCG AGTGCACGTA ACCGATTATA CCAACGCATC TCGTACCATG 73 5060 

TTATTTAACA TCCATACTAA ACAATGGGAT GACAAGATGC TTGAAATCTT GAATATTCCT 73 5120 

CGTTCAATGT TACCTGAAGT ACGTAATTCT TCTGAAATTT ACG3CCAAAC CAATATCGGT 735180 

GGTAAAGGTG GTGTGCGTAT TCCTGTTGCA GGGATTGCTG 3TGACCAACA AGCCGCTCTT 735240 
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* TACGGACATC TTTGCGTACA TGCAGGCCAA GCCAAAAACA CTTACGGCAC AGGTTGTTTT 73 5300 

ATGTTACTCC ACACGGGTAA CAAAGCTATT ACATCCAAAA ATGGACTACT CACAACCATT 735360 

GCTTGTAATG CAAAAGGCGA ACCAGAATAT GCCTTAGAAG GTTCTGTATT TATCGCGGGT 735420 

GCATCAATCC AATGGCTCCG TGATGAACTC AAAATTGTTC ACGATAGTTT TGACTCTGAA 7354 8 0 

TACTTTGCAC AAAAAGTGAC TGATAGTAAT GGCGTATATG TTGTTCCAGC TTTCACAGGC 73554 0 

TTAGGTGCAC CATATTGGGA TCCATATGCA CGCGGTGCGA TTTTTGGTCT TTCTCGCGGC 735600 

GCAAACCGTA ATCATATTGT TCGAGCAACC TTAGAATCTA TTGCTTACCA AACCCGTGAT 735660 

GTCTTAGAGG CTATGCAATC AGATTCGGGT GAACGATTAC AATATCTCCG TGTAGATGGT 735720 

GGCGCGACAA ACAATAACTT CTTAATGCAA TTCCAAGCTG ACATTTTAGA TGTAAATGTA 73 5780 

GAGCGTCCAG TTGTGAAAGA AGTAACAGCG CTAGGCGCAG CTTATCTTGC TGGTTTAGCA 73584 0 

ACGGGCTTCT GGAAAGATTT AGACGagCTT CGCGATAAAG CTCGTGTAGA ACGCACCTTC 735900 

AGTCCAGACA GCGACAATGA AAAACGTGAA CGTCGCTACA AAGGCTGGAA AAAAGCAGTT 73596 0 

AAACGCTCAT TAGAATGGGC AAAAGAAGAT GAAGAATAAT TTATAAATTA ATTCTCATAC 736020 

AAAAAGTGCG GTTAAAAATT CTTTTATTTT AACCGCACTT TTTTGTATAA AAwTTATTTT 736080 

CTAGAGAGAG GTGGAACAAA GGTTAAACCT AAATCCCAAG GTTGCTCAAT CCAAGTATTT 736140 

TGTGGAATAT CAATTACGTA ATCATCCACT AATTCCGCAC CTGCAGGTTT TGCAAATACA 736200 

GTGACAAATT TTGCATTAGG GTACATTTGA CGAATGGCAC GCGCTGTATT ACCCGTATCA 73626 0 

ACTAAATCAT CTACCACGAT AAATCCTTCG CCGCCATTTG GCACTTGGGC TGCATGAAGA 736320 

ACTTGTAGTT CTCCCTGATT ATTGTGATCG TGATAACTTG CGATACAAAC GGTTTCAATA 736380 

TGACGAAGAC CCAATTCACG AGC CAATACA GCCGCTGGAA ACAAACCACC GCGACTCACC 736440 

GCAATAATAC CTTTCCATTG GGAAGCTGGA AGTAAACGTT CTGATAATCT GCGGGCATGC 736500 

ATTTGAAACA TATCCCAAGT TACCACATAT TTTTCGCTCA TAATTGCACC TTAGTTTAAA 736560 

TTTTGCGTAA AGATGCACTA CCCGCATTTT TCACAGACGT AAATCAAATG TATGATGCCT 736620 

TATTGAATAA ATCAGGGGCA ACAGGTGTAT TTACTGATTT CCCAGATACT TGCGTGGAAT 736680 

TCTTAAAAGG AATAAAATAA TTTCTATTAT AACCGTAgGT A3" T ATT T A CGGTTATTAA 7 36740 

TGCCATCTAT GATGAAAAAC ACTTTTCAAT TGAAAAGTGT TTTtCAGAAA GACTTACTAT 736800 

ACCCTGAATG AATAGGAACA TAATATGAAA ACAACGTTAA AAATGACCGC ACTTGCGGCT 736860 

CTTTCTGCTT TTGTTTTAGC TGGCTGTGGT TCACACCAAA TGAAATCAGA AGgACATGCA 736920 
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AATATGCAAT TACAACaACA AGCGGTGCTT GGATTAAACT GGATGCAAGA TTCTGGCGAA 736980 

TATAAAGCAT TAGCTTATCA AGCGTACAAT GCGGCAAAAG TTGCATTTGA TCACGCAAAA 737040 

GTGGCAAAAG GTAAGAAAAA AGCGGTTGTG GCTGATTTAG ATGAAACTAT GTTAGACAAC 737100 

AGCCCTTATG CTGGCTGGCA AGTTCAAAAT AACAAACCAT TCGATGGTAA AGATTGGACT 737160 

CGTTGGGTAG ACGCACGTCA ATCTC3TGCC GTTCCGGGTG CGGTAGAATT TAATAATTAT 737220 

GTAAACAGCC ACAACGGTAA AGTGTTCTAC GTAACAAACC GCAAAGACAG CACTGAAAAA 737280 

TCAGGCACTA TCGATGATAT GAAACGCTTA GGTTTCAATG GCGTGGAAGA ATCTGCATTT 73 734 0 

TATTTGAAAA AAGACAAATC AGCTAAAGCG GCTCGTTTTG CAGAAATTGA AAAACAAGGC 737400 

TATGAAATCG TACTTTATGT AGGTGATAAC TTAGATGACT TCGGTAATAC CGTATATGGC 737460 

AAATTAAACG CTGACCGCCG TGCATTCGTT GATCAAAACC AAGGCAAATT TGGTAAAACT 737520 

TTCATCATGT TACCTAACGC AAACTACGGT GGCTGGGAAG GCGGTTTAGC TGAAGGGTAT 737580 

TTCAAAAAAG ATACACAAGG CCAAATCAAA GCTCGTTTAG ATGCAGTACA AGCTTGGGAT 737640 

GGTAAATAAT TTTCCATTAA AAAGATCGAT TTAAATATCG ATTTTGAAAA TTTAATTGAG 737700 

GGGCTAAGCT CAGTTTTTAC TGGCTTAGCC TTTTTAATTT TTCAAGTTCA CTCAAGTAAT 737760 

CATCATTACT ACAGCCTGAA GTTTTGCTAT GATGTTGCAA GCCTTTCAAA ATAGAAATCA 737820 

TAAGTTAATG AAGAAAAATT TTTCAGCAGG GAAATTGCCG TCTAAAGGAA AAAGTGCGGT 737 B80 

TAATTTTCAC CGCACTTTTA AGCCAAAATT AAAACCCAAA ACGTTGTCGT TGGATGAAAC 737940 

CAAAGTTGTG TTATTCAATA AACCTTTTGA TGTACTCACG CAATTTACCG ACGAACAAGG 738000 

ACGCGCTACC TTAAAAGATT TTATTTCAAT TCCAAATGTT TATGCGGCAG GTCGATTAGA 73806 0 

TAGAGACAGT GAAGGATTAC TGATTTTAAC CAATAATGGC GAATTACAAC ATCGTTTGGC 738120 

AGATCCCAAA TTTAAAACAG AAAAAACCTA TTGGGTGCAA GTGGAAGGTA TCCCTGAAGA 73818 0 

AACCGATTTA GCACAACTGA GAAAAGGCGT TGAACTCAAA GATGGCGTGA CAAAATCCGC 738240 

TAAAGTGCGG TTAATTTCAG AGCCAAATTT ATGGGAACGC AATCCACCTA TCCGAGAACG 738300 

GAAAAATATT CCCACAAGCT GGTTAGAAAT TAAGATTAGT 3AAGGGCGCA ACCGCCAAGT 738360 

GCGGAGAATG ACTGCGCATA TTGGTTTCCC CACTTTACGA 7TAS7GAGAG TGAGTATGGG 738420 

CTTATTATCT ATTAATGGAT TAGAAAATGG CTCATTTAGA T7ATTATCAT TGGATGAAAT 738480 

AAAAGCGTTA TTTCAGACCG TCAAATTATA AAAATAGGGC AAGTATTTAG CTTGCCCTAA 73 8540 

ATTTTTCTCC CATAAATATT GCGCACTGAG TAAATTAGCA CTATCCGCAA CGcGATGAGC 738600 
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TTGAGCTTGG TCAATATTGA ATTGCTCAC7 TAACCCTCAA GCGGTGCTCG CTCGAATATC 73 866 0 



ATAGCGCATT TGTTGAATAT GAAAAACGTC AAACACTGCA CTTAAAATCG CTAAACCGGG 738 78 0 

TACAAAAACA TCCACGCGGT CTTGGTTTAA ACCGTTAATA TTTAGCTCGG TAAAATGCTT 73 8 84 0 

GGCTTGTAGT GTTTGTTCAA TTAGAGCAT7 TAATCGCTCG GCTGTAATGG TTCCATTTGG 738900 

aTCGAGATTA GTCGCAATGA CTTGCGCAAC AGTTTTAATC GTCCCCGATG AGCCGAGCAC 738960 

AGATTGCCAA CCTAATTTGC GATATTCAAG GCCTAAATCT TCGATTTTAT TGACCGCACT 739020 

TTGGCGCGCG CGTTGAAAGT TTTCTGGGGA AATGATGCCA TCGGTAAAAA • ATTGAGTCGC 73 908 0 

AAAACTCACG CATCCCATAT GTCGGCTTTC AGCCATAAGC GGCGTGAAAT CATCGCCGAT 739140 

AATCATTTCT GTCGAGCCAC CACCAATATC TATAACAAGC TTTCTGCCTT TTTCTGGCTG 73 9200 

AGTATGGCAT ACACCAGCGT AGATGGTTTT AGCTTCCGTT TGCCCACTAA TAATATTAAT 739260 

GGGATAGGGG AAAACTTTGG CTGCTTGACG TAAAAATTCG TCATTATTCA CCGCTCTTCG 73 9320 

TAACGTATAA GTGCCAACTA CATTGACGT? TTCCATAGGA AAACCTTGTA AACGTTCAGC 73 9380 

AAATAAGGCT AAGCAATTCA CGCCACGTGT GATGGCCTCT TGATTAAGCA CCGCATTTTC 739440 

ATCTAAGCCT TCTGCGAGTT TAACTTTTTG TTTTAAGCGC GAAAGcACTT GGATTGAGCC 73 9500 

GTTTACAATA CGCGCaACAA TCATATGAAA GCTGTTTGAG CCAAGATCAA TTGCGGCAAT 73 9560 

TTCACGTACA TTGCCACGAT GTTTGGGTTC TAAAATAGAG TCGTTCATAA CATTCCTAAA 739620 

ATTCAAATTT ATAAAGCAAA TCAAACACTT GGTTTGTGCT AGAAACGGAT TGAAAATAAA 73 9680 

GCTGTGGCAT TAGGCGATAA CGTAATGTAA CTTCTGCTAA GCCATCAAAT AAACCTACGC 73 974 0 

CATATTTTAT TTGTAAG CG A TTGGTAATAT TACCACTTAC CGTCACTTTG GATTTATCGC 73 9800 

CCACGCCAGA TGTACCAAGG TTTAAGTCTT GAATACCAAA AACTTCGCCA ATACTGC CCA 73 9B60 

CTAATTTACC GCTCTTTGAA ATGCCTAAAC CAATTAATGC TGCACCAACT GATCCCGTTG 73 9920 

AACCCACTTC TCCGCTGCTT TCTAACGAAC GACCTGTTAA TAAATAAGAA AGTGCTTGAT 739980 

CTTGTGGTTT GCTTGGTTCA CTGAAAATAG TGACTTCTGG GCTATCAGCT ATGCCAATCA 74 004 0 

CTCTCACGCC AGCAGTAATT TTGCTGTCTT CCATTGTTTC AGGATTACGA ATAGCCTCAA 740100 

TATTCAATGT AGGTTGTGTC GCTTGCCCAG AAAAGCTAAT AAGCCCTTTA CGAATCAGTA 740160 

AATCTTGCCC GAAAGAAGCA TAGCGACCTT TGGTTAAATT AATCTGACCA AATAAACCTA 74 0220 

AATTGCCTTT ATCTTGTTTC ACAGAAAGTA AACCATCAAG A7TG3TTTTT AAGCCATAGG 740280 



TGCAACTTGG AAATTTTTTT CTAGGCTATA AATGACGCCT TCGCGCAATG CACCGTCAGA 
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CATCAAGGCT AACGTCTTTA CCAATATTGA TGCGTAAATC AGAGCGAATT TCCATTCCTG 74 0340 

ATTTTGTTTT TGCGGCAAAT TCACGTTTAA TCAGTTCTTC TTTGCTCTTG TGCGGGCCAT 740400 

TTAAAATAAC TTCATCTTCA CTCACTGGCT CAGCAGTATC TGGCAGACTG TCAATTTTAA 74 0460 

TACGCGCCCA AGGAATATCC ACTGTTCCGC TTAAATTCAA TTCCTTCGGA TTGGCTTTTA 74 0 520 

TCGTGATATT TGGACTGAAA CGTAGCTTCG CCATAGAAGG AATATCCACG TTGAAATTAT 740 580 

TTGCTTGCGC ATTTAATTCT GTTGTCCAAT GTTCAATATT CGCCCAGTTT GCACGTCCAG 740640 

TTAAGTTTAA GTGACTATCT ACTGTTTTGA TTTTCCCTTG CAATGTTGAA CGGTTATCAT 740 700 

TAAAGCGTAG AGCAATATCG CCATCAGTAA TATTGACTGG CATAGATTTT AATTTGGTAC 740760 

GAATATTACG AATATTGAAG TCACCATTTA ATAATGGTTT CTCTAAATTT CCACCGAAAC 740820 

TCAACTTCGA TACTACCTCA CCATTCACTG ATTCACCGCT AGTAAGTAGC TGATTTGCGA 740880 

TCGACAAGTT TAATCGTTCT ATCGCAAGGG TTCCGCCAAG TTGGCGATTT TtCGCAAGAT 740940 

CGTTTAAATG AATATCGCCT ACAATTCTGC CTTGGTTATG CACATTGATG TCTGTTTTTA 741000 

AAACCAAATT ATTATTTTGA ATGTCGGCGT TAAGGGTTAA TTTTGGAATA TACAATTTAA 741060 

ATGTACGGTA ATCCAATTTT TGAGAGAAGG CTAAATGATT GCCATCTACG TTGGCGGTAA 741120 

ATTGGAATGG TTTATCCGTA AACCAAGCCA CATTTCCTTG CACTTGTAAA TTGCCTTTGA 741180 

GGCTGTTTTG TTCGATAAGT TTATTCACTA AATCCAAATT AACACGTTTA AATTGGAAAG 741240 

GAATATTGCC TTGCTTGCCT GCATTGAATG CTTGTGGGAA ACATAATTCT ACATCGGTGT 741300 

TTTGCCAGCA ATGTGAGGCA ATATTGGCTT GTGTTTGTTT GTTATCGTAG GACACCGCAA 741360 

TCGCTTGGTT GGATTTTACA TCGCCAATCG GAGTTTCAAA TTTTACCTGT GAAATTGTGC 741420 

CTTTCCACTG CTCCAAAGTG CGGTCAAAAT GTCCGTTAAT TTGTAAATTT GCAGCAACAG 741480 

GCTCGCCTTG AGATTTTAGG ATTAGTTTGT GATTTTGTTC ATCGCCTGAT AAATCAAGAT 741540 

CAAGTAAATG GAGTTTAATA TTTCCGCCAT AATGAAGTTG T7GTGCTTTA ATATTCAATT 741600 

TTCCACTCGA GAGTGAGGCA TTGTTTATAT GACCTTTTAT ACTTGCTTTG GCTAACTGAA 741660 

AACCCTGTAA ATGTAAATTA GATGAAGTTA AATCAAGATC AAGATTAGGT GTCGTAATTT 741720 

GACCAGAAAT CGCTACTCGA CCTTTTACTC GCCCTTTTAA ATCTGACCAT AATCCACGTA 741780 

AATTTGGCGC ATTTATATCT AGCGCAAAAT CAGAATGATC ATCTAATACG CCACTGGCTT 741840 

TAAGATAATT TTCGCCATAT TTAATCTGTA AATCAGGCAC T3TTAGAAGT ACATTTTGAT 7419O0 

TGAGCGTTGC AGAACCTTTT AAACTGATAG GTTTTGCAGA AAGCATTCCG TTTAAATCGG 741960 

v > 
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CTACTGGCAC TTCTACTTGC CATCCTTGAG AGCCTGCAAA ACCACGTGAA TGCAATTTAC 742020 

CAGATAGTGT TGCAGGCATT ACAGGAACAA AAAAAGCAAT ATTCATTTTT TCTAAATCGG 74 2080 

CTTGAATATC CCAGTTTGCA CCATTTTTCC AATTCGCATT ACCCACAAAT TCACTTTTAC 74214 0 

CGTCTAATGA ATCTATCCCC AATTTATTGA CGGTGACTTC • ATAAAGTTTG CCGTCGGCAT 742200 

TAAGTTCCAC TTGAGATGCG GGAATATAAT TCATTCCTGC TACATCGCCC TTAAGTTCAG 742260 

CGTGATAATT TAGTAAATCC CCTGTGAGTT TAAGCGTCAC ATCATTAATT TTGAGTGGCG 742320 

TCATTGTGTT TACAAAAGTG TATTGTCCTT TTGCCACATT TAATGTGAGG TTTAAGGGCA 7423 8 0 

TTTTGTCTTG TGCTAATTGC ACGTTGCCAT TCAGTTCAGC ATCTAACACG CCTTTTGTTT 742440 

TCAAAGAAAG TGCGGTGGAT TTTTTCAATG ATCCCGAAAG CGTAAGATCC ACATCACTCG 7425 00 

CGGGCAGAAT TTCTTTTCCA TCGGATTTCA ATGGCTCCAA ATGGGATTTT AAAGTTAAAT 742560 

CGAGAGGCAT ATCGCCATCG AGTTGTAATT TACCTTGTGA AGAAAGATTA CCCAACGAGC 742620 

TTTCTACCGC TAATTTTTGT AATTGCAGTT GGTTATCGAC GGTATCCGCC TGTGCAATTA 742680 

AACTAGACAT TTCAACAGAT TGAAGCGTTT CGCCTTTTTC ATTCACTGCT TGATACTGCC 74274 0 

AGTTTTTGCC TGAAATTTCA GGAATATGTA AATCAAAAGG AAGAATGATT TCTGATACAT 742800 

TGCCTAAAAA AGCAGGCGTT AAAGATTGCT CAATCGCAGC CCAATCTACA GGCTTATTCG 742860 

GCTGTTCGGC TTTCGGCTCT GATTTAACTT CAGACAATTT TTTTGCAATC ACTGAAATAT 742920 

CGTTAATTTC AGTCGGCGCA ATAGTTAAGC CTTTTTCATT ATTTAAACTT ACCGCACTTT 7429B0 

TAAAATTTCC AAGCGTAATA CTAGTCTGAT CAATGTTTAC AGATAAATCT TGCATCACCA 743040 

AATTTTCTGC ATTGATACTA ATTGGCAAGG AAATACGCTT CATTGAGCCA GACTTTGAAT 74310 0 

TATCAGGTGC CGATGGAGGC AATAATGCAG TATTAATCGC AATCGTCGGT TTATTTAAGG 74 316 0 

TGAAGTCTCG TAAACAAACT TCACGTGAAA ACAAACAACC AAAATCGAGC TGAAACGTGC 743220 

TTGTGCAATA TGTGTCTCAA TCCCAGCGGT TTGATAACGA ACATTCTTTA ACACCAAGCC 743280 

ATTTTGTAAT CCGCCTTCAA CTTGCTCAAC GGAAAAACTA TCAAGCATTT TATCGACAAG 74334 0 

TTGAATTAAA CTTTTTTGCC CTGCATCGAA AGAAAGTGCC CCAGCAACAC CTAAAACAGG 7434 00 

CACCAAAATG ACCGCACTTC CGATACAAAC AGCCTTGCGT ACCCAATGTT TTTTATTAGG 74 3460 

TTTCTCAGGT GATTTTGGTG AAGTTTCTGA TGGTTGTATT TGtTCTGTCA TAAATTCAC C 743520 

TTAAATTTCT GTACCAAGTC CGATGTAAAA TTGAATATTT TTGCTGTTAT CTTTATCACG 743580 

AATGGGTGTG GCAATATCAA ATTTAATCGC ACCAACTGGC GATGCCCAAC GCACACCAAC 743640 
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GCCTGTGCCA TAACGCAGCT CTTTTGCTGT GTAATTATCG GCAGCTAATC CACTATCTGC 7437 00 

AAAAGTTGCC GCCCACCAAT TTGGATAGAC TTGATATTGA TATTCTAAAG AAGTGGTAAG 743760 

CAATCGCGAA CCACCCACCA ATTTTCCATT TCTATTTTTA GGCGCAATTT TTTTATAGCC 743820 

GTAACCGCGC ACACTACGAT CGCCACCAGC AAAGAAACGC AGTGTAGGCG GAATTTTTTC 743880 

AATACCTTTT GTATGTAAAT ACCCGATTTC AGCACGAGCA ACGACACGAT GATTTTCTGC 74394 0 

ATAAGTACGA ACCCACGCGC TAGATGCTTG CACTTTTATA AAAGAAGaTT CTGATAGCCA 744000 

AATTCGTTTG CTTAAATCAA AAGTAATTTT TTGCACATCG CCCCAAGTGG CAAAGGAACC 744060 

ACCACGTAAT CGAGTACGAG TAAATCCAAC AGTTGGATAA AGAAGTAAGG TTTTATCAGT 744120 

GATATCCGCT TGTGTAAAAC TGTCGTATCG CATACGAAGT CCGCCAAAAT ATTGCCAACC 7441B0 

ATGCGCATTA TTCCAATAAC GTAACGCTGA CAACGTAAGC ACTCTCGTAT TGGTATCATT 744240 

CTCTTTTTCC CCTTCCCAAC CGACGGGCAA AATCATAGTA ATAATTTAAT GGATTTTTAA 7443 00 

GCAGTGGCAT TCGATAAGTT GCCTCTAGAG TTTGTTTTGG TGCAGAGAGA TAAAGATTTG 744360 

AACGCAAACT ATGTCCACGG CTATTAATCC AAGGTTTTGT CCAGCCTATT TGTCCGTGAA 744420 

CGCCGCCATC AGTAGAAAAG CCCACACCGA GTTCCATCGC ATTTTTTTTA CGTGGATAAA 744480 

GAATAATCTC CACATCCACA GTTTTGCTTT TATGATTAAC ATTAGGCTGA ACTAATACTG 744540 

AGCTAAACCA ATTTGAAGAT GGAAAATCGC TGGTTAAATC CGACAAATTA TTCATTAAAT 744600 

ACGGATCACC AGATTTGATG TTAAGAATAT TATTTAAGTA ATCATCCCGA ATTTGTGAAT 74466 0 

GGCTAAAAGT AATATTGCCA TAATGATAAC GGACACCACT ATCAAATAAC ATTCGCCACC 744720 

ATGCTTGATG GGTTTCAGGG CTGATTTCTA AACGTGAAAT TTTAAAGTTC CCATCAAAAT 744780. 

ACCCACGATT T AATG CT AAA CGTGAAATCG CTGTTTTGTA ATCATCGTAA GTTTGGTGCT 744840 

CAACCAAAAC GCCATCTTTC GGTAAGTTTT TACGCAATGC ATTAAAATTT TCATCTTGTG 744900 

CGGCTTCCCC CTCAATTTGG CACATCAGTC CCCGCAATTT TTGTTGGCTC GCCTGGTGTA 744 960 

ACATGAGCAA TCAATAAATC GCGTTTGCCT TGACGCTGTT T7C3TTCAAA ACGCACGGAA 745020 

GATTCATAAT AACCAAACAC ACGCAAACCA CGATCCACGG C7TTGGTTAC CAAATGTTGA 745080 

TAGCGTTCGG AGCCATCCAT TTCTTCTTTA TTAATCAAAT 7AACATTGAG ATCTGTATTA 74 514 0 

CGCACAGCAC GGAAACCACG AATGCCTTGA ACTTCAATAT CAACGGTTTG TTCAGCAAAT 745200 

GCGGGAAAGC AACTTAATGC TAAAAAAAGT GCGGTGAGTT TTAGCGATTT TTTCTTCATT 745260 

TTAAGGGGTT AAAATTTTCT AAGTAAATTG CACTATAGTC TACZGAGAAG TTCGTTAGGA 74 532 0 
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TCCAATATTT TCAGTGCATT TTGTCGGTTT TTTCATAAAA AATACCGCAC TTCATTGCCA 7453B0 
AAGTGCGGTA AATTTTTGAG CTGT7TTAAT TAGTGACCGC CGCAACCACA GCTGCCGTGA 745440 
TTATGTTCGT GATTATGTTC GTGATGATGA CCACCACAGC CACAACCGTG ACCTTCTTCG 745500 
TCATCATCGT GGCTGTGCGC ACCGTGAACG TGGCCGTGAG CAATTTCTTC TAACGTTGCT 745560 
TCACGCGCTG CAACAACCTC AACGGTGAAG TGTAATTCTT GCCCCGCTAA CATATGGTTT 745620 
CCATCAACTA CAACTTCATC GCCA7CGAT7 TCAGTAATCA CCACTGGAAC TGGGCCAATG 745680 
• TCAGTATCCG CTAAGAAACG CATACCGACT TCAAGTTCAT CAACACCTTG GAATACATCT 745740 

TTTGGTACAC GTTGAACCAT ATTTTCGCTG TATGCGCCGT AACCTTCTTC AGGTTGTACA 745800 

CGTACTTCAA ATTTGTCGCC AACTTCTTTA CCTTCAAGTG CTTTTTCAAG ACCAATCACT 745860 

AAATTATTGT GACCTTGTAA ATATTCGAGT GGTTGATTTG CTGGAGCTTC ATCTACCAAT 745920 

ACGCCATCTT GTGTGCGAAC TTGGTAAGAA ATGCTCACCA CTACATTTTT TTCTACTTTC 745980 

ATTATGTTTT CCTTATAAAA AATCCGTTAA AAAAGTCGTA CCATTGTAGC GAAAATTATT 74604 0 

CCGCGCGCAA GACTTTACGG ATTAATGAAC ACGAGGCTCT TCTTCATCTT CATCATCAAA 746100 

AAATTCCCCA TCGTCACCGT ATTCATCTTC ATCATCAAGA AATTCCCCAT CGTCACCGTA 746160 

TTCATCGTCA TCGGCATTTG GGTCTTCAAA ATAAGTTCCC CAACCGTCGT AAATACCATT 746220 

ATGTTTTTCT AATAACGGAA GGATTTCTTT TTGTTGAGCA TCAATAATTT CAGCTTTTAA 746280 

TTCTACTTCA CTGATGATGT CAAAACAGAA AATTGGTTTA CCGTCATCAT CTTTAAATTC 746340 

TTCCGCTTCG GAAACTTCAT AGCCCGCTTT AAACGCATCA ACCGCAATTT TTTCTAACAA 746400 

ATCAAAATCG TGGTGTGCAA TGTGATGCTC AATAATGTAA AGCGCATTTG GTTCACTGCC 746460 

ATCATTAAGT AAATCTTCGA TAATTTCACG GGTTTCTGCT TGTAATTCAG CTAATTTTGA 746520 

CATAATAAAA TCCTTCAACA AGAACAAAAG TGCGGTTATT TTAGTGGATA AATCACGAAA 746580 

AGTCGCATAG AATTTCGCAC AATTATTTTC GATAAAAAAG AGCCCTTAAC TATGCTCGAA 746640 

CAACTCCCTT ATTTAGCATT AAAAACTCCG CCAAAAACCA CCGCACTTTT AAAGGCTGAA 746700 

TGTGCGGATT TTATTGTAAA AGAGCATTTA GGCTATGAAA 7G7CAGGTGA CGGTGAGTTT 746760 

GTTGCGTTGT ATGTACGCAA AACAGATTGC AACACCTTAT 77G77GGCGA AAAATTAGCT . 746820 

AAATTTGCTG GTGTTTCTGA ACGCAATATG GGATATGCAG 3G77GAAAGA TCGTCGAGCG 746880 

GTGACAGAAC AATGGTTTTg CTTGCAAATG CCAGGAATGG AAACGCCCGA TTTCAGTCAA 746940 

TTTGAATTAG ATGGCGTAGA GATTTTAACG GTTACTCGAC A7AACCGAAA AATTCGCACG 747000 
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GGTAGCCTTG AAGGAAATTA TTTCGATATT TTATTACGCG GTGCAGAAGA ATCTGATGAG 747OS0 
CTTAAAGCGC GGCTGGATTT TGTGGCAAAT TTTGGTTTCC CCAATTATTT TACGGAACAA 747120 
CGTTTTGGTC GGGATGGCCA TAACCTCACG CAAGCCTTGC GTTGGGCTCA AGGGGAAATC 747180 
AAGGTAAAAG ATCGCAAAAA ACGCAGTTTT TATCTTTCCG CCGCGCGCAG TGAAATTTTT 747240 
AATTTAGTTG TGGCTGCGCG TATCGAAAAG AGCACAATAA ATCAAGTTTT ACCAAATGAT 747300 
ATTGTGCAAT TAGCAGGTTC GCACAGTTGG TTCAAAGCGG ATGAAAAAGA AGACTTAACT 747360 
GCCTTACAAG TGCGGTTAGA AAATCAAGAT ATTTTGCTTA CTGCCCCTTT AATTGGCGAA 747420 
GATATTTTAG CAGCAAGCGA GATTGAAAAT GAAATCGTAA ATCAACATTC AGCTTTCGAT 747480 
CCTTTAATGA AACAAGAAAG AATGAAGGCT GCACGTCGCC CATTATTGAT GAAAGCAAAA 747540 
GGGTTTTCTT GGGCATTTGA GCCAGAAGGC TTGCGTTTAA AATTTTATTT GCCAGCAGGC 747600 
AGTTATGCCA CGGCATTAGT TCGTGAGTTA GTAAATTACA CAGAAGAATA AGGAAATATA 747660 
ATGCGAATTT TAGTTAGTAA TGATGATGGT TTTCACGCGG AAGGCATTCA GGTTTTAGCA 747720 
ACAGAATTAA GAAAAATTGC AGAAGTCATT ATTGTTGCAC CCGATCGTAA TCGAAGTGCA 747780 
GCATCAAGCT CGCTCACATT GGTTGAGCCA TTGCGCCCAC GCCATTTAGA TAATGGCGAT 747840 
TATTGTGTAA ATGGCACACC TGCAGATTGC GTACATTTAG CGTTAAATGG ATTTTTATCT 747900 
GGTCAAGTGG ATTTAGTGGT ATCAGGTATT AATGCAGGTT GTAATATGGG CGATGATACG 747960 
ATTTATTCAG GCACATTAGC TGCAGCCCTT GAAGGTCGTC ATTTAGGTTT GCCTGCTATT 74B020 
GCGGTTTCGT TAGATGGTCG TCAGCATTAT GAAACTGCAG CACGAGTGGT ATGTGATCTC 748080 
ATTCCAAAAT TACAGCATCA ATTATTAAAC CCTCGTGAAA TTATTAACAT CAATGTACCA 74814 0 
GACTTACCTT TTGAAGAATT AAAAGGTTAC AAGGTGTGTC 3CTTAGGTTA TCGTTCATCT 748200 
TCCGTTGAAG TCATTAAACA AAGGGATCCT CGTGATGAAA CCA7TTATTG GATTGGCCCT 748260 
TCAGCATTAC CCGAAGATGA AAGCGAAGGA ACAGATTTTT ATGCCGTGAA GAATGGTTAT 748320 
GTGTCTATCA CACCAATTCA AGCGGATCTT ACCGCATATC ATTCATTGCT TTCTTTGCAA 748380 
AATTGGTTAG ATCAGGAATT TACCAAATAG AGAAAAATAT 3AAAATTTTC GGCACGATGT 748440 
ACGATAAAAC GATGGAATGG TCAAAACATC GTTTTGCTGT TTTTTGGCTC TCTTTTGTAA 748500 
GTTTTATCGA GGCGATATTT TTTCCTATTC CGCCCGATGT GAT3CTGATC CCAATGTCTA 748560 
TGTCAAAGCC AAAAAGTGCG GTGAAATTTG CATTTTATAC 3GCAATTGCG TCTGTAATCG 748620 
GCGGAATTAT CGGTTATGCT ATTGGTTTTT ATGCAACGGA CTG3GTGGAA AACATTGTGC 748680 
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AACAATGGGG ATATGCTGCG CATTGGGCAA AAGCCGTCAG TTGGTTTGAG CAATGGGGCG 748740 

TATTAGTTGT GTTTGTGGCG GGTTTTAGCC CAATTCCTTA CAAGGTGTTT ACGCTCTGCG 748800 

CTGGAGTAAT GCAAATGGCA TTTTTCCCTT TTGTTATCAC CGCATTTGTT TCACGTTTAG 748860 

CGCGTTTCTT GCTAGTAGCA AAATTAGCTG CATGGGGCGG TGAAAAATTC GGAGCAAAAT 748920 

TGCGAAAATC TATTGAGATT ATTGGCTGGT CAGTGGTTGT ACTGGCTGTA ATCGCTTATT 748980 

TTATACTGAA AAATTAGGAT AGAAAATGAA CAAATTAAGT CTTGTTTTAG TAGCTGGATT 749040 

TCTTTTGGTT GGATGTGCAT CTGAATCAGT TAAAGATCCA GACGCATTAC CAAATGGCAT 74 9100 

TATGCAACCA GTAGAAGGCA CTGGTGCCGT TGCTGGCGGT AGTTTTATGC CAGAAATTCA 749160 

AAAAAATACG ATACCAACAC AAATGAAATA ATAACGGAAC AATAAGGAAT AACTATGAAA 749220 

AAATCGTTTC TCTTACTCCC TTTGAGTCTT GTTGTATTAT CGGCTTGTAC CTCTAATTTT 74 9280 

CCTGCACCTA TTTCTGATGC AGATGGAAAT TTTTCCCCTA GTGTAATACA ATCTGTAAAT 74 9340 

GGCAGTAATG TAGGTGGTGC TTGGCAACCT GAAATTCAAA AAAATTCATT ACCTACAACG 74 9400 

GGAAATATGG TCACGCCACA ACAAAATTTT CAACCGATTA ATCAACAACC AACAATG CCA 74 9460 

ACAGCACCTG CACAACCTGC ATTTCAACCC TCTCCGAAAA CCGTAGTTAG TGCACCGACA 749520 

GTACAAACAA AAACAGTTAC CAAAACAGTC GCTGATTGTG TAGATGGACA GCATATTAAT 74 9580 

ATCCCACGTA ATCCAAATAC CAATGCGCCA GATTACAGCA AAATCTCAAA AGGCTCTTAC 749640 

AAAGGCAATA CCTATAAAGT AAACAAAGGC GATACAATGT TCTTAATCGC TTACTTGGCG 749700 

GGGATTGATG TAAAAGAATT GGCGGCGTTG AATAACCTAT CCGAACCTTA TAATTTAAGT 749760 

TTAGGGCAAG TTTTAAAGAT TTCTAATTGT GACATAAAAA CGGTTACTAC AACGGTTTCT 749820 

GTAAAACAAC CTGCAGTCAC AGCATCAACA GCAACGCCAG TTAAACCAGC AGTCACTTAT 74 9880 

ACTCCGGGCG CAAACGGTAC TCAAATAGGA TCTGACGGTA CTATTATTGG CCCAATTAAA 749940 

TCAGAGGCTG GCACATCGCC TAGTGTACCT GTGGCAACTT CATCAACACA GGTTACATCA 750000 

TCTGTAAATA ATGCGAATAG CACACCAATT AATTCCAATG TCGTTGCGCC AATCGCCTCA 750060 

AATGTTGTGT GGCAATGGCC GACTTCAGGT AATATCATCC AAGGTTTCTC AAGCACAGAT 750120 

GGCGGTAACA AAGGAATTGA TATTAGTGGT TCACGAGGAC AAGC7GTAAA AGCGGCTGCA 7501B0 

GCAGGGCGAA TAGTGTATGC AGGCAATGCT TTACGTGGTT ACGGTAATTT AATTATCATC 750240 

AAACATAATG ATGATTTTTT AAGTGCCTAT GCGCATAACG ACAAAATTCT TGTCGCCGAT 750300 

CAACAAGAAG TCAAAGCAGG TCAAGACATC GCAAAAATGG GTAGCTCTGG TACAAATACC 750360 
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GTGAAACTCC ACTTTGAAAT TCGC7ATAAA GGTAAATCAG TGGATCCAGT AGGTTACCTA 750420 

CCAAGACATT AATCTTCCTG TAAAAAGTGC GGTAAAAAAT CTCAACAAAT TTTTACCGCA 7 50480 

CTTTTATCTG GCTTTTTCCC CTTTCGGCAC CTAAAATAGC CGCCACAAAA CCTATCTTTA 750540 

TTCAGTTTCA AAGCAGGTAA TTAGATGATT TCCGAAGAAA ATTTCCAACA ACATACGCCA 750600 

ATGATGCAGC AATATCTAAA ACTCAAAGCG GAGAATCCAG ATATTTTGTT GTTTTATCGC 7 50660 

ATGGGGGATT TTTACGAGTT GTTTTATGAC GATGCGAAAA AAGCGGCGGC ATTGTTGGAT 750720 

ATTTCTTTGA CGAAACGAGG TCAATCTGCA GGACAGCCCA TTCCGATGGC AGGAATGCCT 750780 

TATCATGCAG TGGAAGGTTA TTTAGCAAAA TTAGTGCAGT TAGGCGAATC TGTGGCGATT 75084 0 

TGCGAACAGA TTGGCGATCC AACGACGAGT AAAGGACCAG TGGAACGTCA AATTGTGCGA 750900 

ATTGTTACAC CTGGGACAGT AAGCGATGAA GCGCTTTTGC CTGAACGCCA AGACAATCTG 750960 

ATTGCTGCGG TATATCAAGA GAAAGAAAAA TTTGGATTAG CCACTTTAGA TATGACCTCT 751020 

GGCCGTTTTC AGCTTTGTGA ACCTGCGGAC AAAGAAACTT TGCGTGCGGA ATTGCAACGT 7 51080 

ATTGCACCTG TGGAATTGCT TTATTGTGAA GAATTTAATG AAATGGCTGC GATTGAACAT 751140 

TGTAAGGGAT TACGCCGTCG CCCGATTTGG GAATTTGAAC TTAGCACCGC CATTACGTTA 751200 

TTAAATCGTC AATTTGGCAC AAAAGATTTA CGTGCCTTTG GTGTGGAAAA ATCCCCTCTA 751260 

GGCTTAAGTG CGGCTGGTTG TTTATTGCAA TATGCAAAAG AAACGCAACG TACCGCATTA 751320 

CCCCATATTC AAAGCATTAG CTTGATTCAA AATCAAGACT GCATTCAGTT AGATGCCGCC 751380 

ACGCGCAGAA ATCTTGAATT AACACAAAAT CTTGCAGGTG GCACAGAAAA TACGCTAGCG 75144 0 

TCTGTATTGG ATAAATGCGT CACGCCAATG GGCAGTCGCT TATTGAAACG TTGGATTCAT 751500 

CAGCCTGTTC GTGATGTGGA AAAATTAAAA CAACGCCAAC AATCGATTGC GGAAATTCTG 751560 

AATTTTGATT TAGTCGATGA ACTTCAGCCT TATTTGCAAT TAGTCGGTGA TATGGAGCGT 751620 

ATTTTGGCAC GTGTTGCGCT ACGTTCAGCA CGTCCTCGCG ATCTCACTCG CTTACGCACG 751680 

GCGTTAGAAC AAATTCCAGC ATTACGCGCG ATTGTGCAAC AAAAAACACC GCCATTTTTA 751740 

ACCGCACTTT TCAGCCAAAT TGCTGATTTC AGCGAGCAGT 3CGATTTATT GCAACGTGCA 751800 

TTGATTGAAA CGCCTCCGCT TTTAATCCGT GATGGTGGCG TGATTGCTGA AGGATACAAT 751860 

GCAGAGTTAG ACGAATGGCG TATGCTCTCT GATGGTGCAA CTCAATATTT GGAAAACCTA 7 51920 

GAAAAACGTG AGCGTGAAAG CACAGGCATT GATACGCTAA AAATCGGTTT TAATGCAGTG 751980 

CATGGTTATT ACATTCAAAT TAGCCAAGGC CAAGCACATA AAGCACCTAT TCATTATGTT 752040 
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CGCCGTCAAA CCTTGAAAAA TGCAGAGCGT TATATTATTC CCGAACTCAA AGAATATGAA 752100 
GACAAAGTGC TGAAATCAAA AGGCGCAGCG TTAGCATTAG AAAAGCAACT TTACGATGAA 752160 
TTATTTGATT TATTATTACC GCACTTAGGT TCATTGCAAC TGGCGAGCCT CGCACTTTCT 75222 0 
GAATTGGATG TATTGGTCAA TCTTGCCGAG CGCGCAGACA CCCTCAATTA CGTGATGCCA 752280 
ACATTCTGTG ATGAAGTGAG TGTGAAAATT AAAAATGGTC GCCATCCTGT TGTGGAACAA 752340 
GTATTGAAAG AtCCTTTCAT CGCCAACCCA GTGGAACTCA ATCACAATCG TCATTTATTA 752400 
GTTATCACTG GGCCAAATAT GGGCGGTAAA AGCACTTATA TGCGCCAGAC CGCATTAATT 752460 
ACATTGCTGG CGTATATCGG CAGTTTTGTG CCAGCAGACA GCGCGCGAAT TGGGCCGATT 7 52520 
GATCGTATTT TCACTCGAAT TGGTGCGTCT GATGATTTAG CCTCGGGGCG TTCAACCTTT 752580 
ATGGTGGAAA TGACGGAAAT GGCAAATATT CTTCATCAAG CTACAGCGCA AAGTCTCGTG 752640 
CTTATTGATG AAATTGGTCG TGGTACATCC ACTTATGATG GCTTATCCTT AGCTTGGGCT 752700 
TGTGCGGAAT GGTTATCCAA AAAAATCCGC TCGCTTACAT TATTTGCCAC CCATTA TTTT 752760 
GAATTAACCG CATTGCCAGA ACAGCTAGAA GGCATTGCCA ATATTCATTT AGATGCCCTT 752820 
GAGCATAACA ACACCATCGC CTTTATGCAC GCCGTACAAA ATGGCGCAGC AAGTAAAAGT 7528 BO 
TATGGTTTGG CAGTCGCGGC TTTGGCAGGC GTGCCACAAT CCGTCATTAA ACTAGCAAAG 752940 
CAGAAATTGA CACAATTAGA AAAAAACTCA AGCTATTCAG CCGAACAGCA AATTCAAGCG 753000 
TTGCGTGAAG CCAATCACAA TCAGGGCGAA TTATTCTTTG AACAAGAAAC GGATGCACTA 753060 
AGAGAGGCTA TTGAAAAGCT GGATCCTGAT GATTTAAGCC CTAAACAAGC CTTGGCGTAT 753120 
TTGTATCAGT TAAAGAAAAT GGTGGGGTAA ATATTATATC CCAGCGATAA ATTCAAAGGT 753180 
TTATATGGAT TGGCGGAGGG GAATGGGAGT TGAACCCACC CAAGAACGCT GGCGTCCTCA 753 24 0 
ACAGGATTTG AAATCCTGCC ACCTCACCGG AGATGACGCC CCTCCGTGGT TGAAATTGCG 753300 
GTCACTTTAG CGTAAATTAA TTGGCAATTC AACGTTATTT TAAACGGATT CAAAAATGAC 753360 
CGCACTTTTT CAACAACTTC CTTCCGTTGA TAAAATTCTC AAAACACCTC AAGGCTTACA 753420 
ACTCATTACC GAATTTGGTC ACACTGCAGT CGTGGCAACA TGTCGAGAAT TATTAACCCA 753480 
AGCTCGTCAA TTTATAAAAA AAAACAATCA ACTTCCTGAA TA7TTTTCTA ATTTTGACCG 75354 0 
CACTTTTTTA GAAATTCATT CTCACTTACA AAAACAAAAC CAAGTACAAA TCAAAGCGGT 753600 
GCACAATCTG ACTGGCACTG TGTTACACAC AAATCTTGGG CGGGCACTTT GGTCTGAAGC 753660 
AGCACAACAG GCAGCGCTTT CTGCGATGCA AAAAAATGTT TCACTTGAAT ATGATTTAGA 753720 
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TGAAGGTAAG CGTAGTCATC GCGATAATTA CATCAGTGAA TTATTATG CA AACTCACAGG 7 53 780 
TGCGGAAGCA GCCTGTATTG TGAATAACAA CGCCGCCGCA GTATTATTAA TGTTAGCGAC 753B40 
CTTTGCTCAA GGTAAAGAAG TAATTATTTC TCGTGGCGAA TTAATTGAAA TTGGTGGTGC 753900 
ATTTCGTATT CCAGATATTA TGGAACAAGC TGGATGCCAT TTAGTGGAAG TGGGCACCAC 7 53960 
TAATCGCACT CACCTGAAAG ATTATCGTAA TGCTATCACT GAAAATACGG CTTTTTTAAT 754020 
GAAAGTGCAT AGCAGCAATT ATCAAATTTG TGGTTTTACC TCTTCAGTTT CAGAAGAAGA 754080 
ACTCACCGAA CTAGGTCAAG AAATGAATG7 ACCTGTAGTC ACTGATTTAG GCAGCGGCGC 754140 
ATTAGTTGAT TTAAGCCAAT ATGGCTTACC AAAAGAACCA ACCGTGCAAG AAAAAATCGC 754200 
ACAAGGTGTG GATTTGGTCT CTTTCTCTGG CGATAAATTA CTTGGTGGCG TGCAAGCAGG 754260 
CATTATTGTG GGTAAAAAAG AATGGATCGA ACAATTACAA GCCCATCCTC TCAAGCGTGT 754320 ' 
ATTACGTTGC GATAAAGTCA TTTTAGCTGG CTTAGAAGCC ACATTACGTT TGTATTTAAA 754380 
TCCTGAAAAA CTAACCGAAA AGTTACCAAC TTTGCGCTTA CTCACGCAAC CATTAAAACA 754440 
ACTCAAAATA AATGCTATGC GTCTCAAAGA GCGGTTAGAA TCTCGCTTAA ATTCACAATT 754500 
TGAGCTTCAA ATTGAAGCTA GTCAAGCACA AATCGGTAGT GGCTCACAAC CAATGGAAAG 754560 
AATCCCTTCC GTGGCTGTTA CGATTGCAGA AAAAACAAAC GCAAAACTTT CCGCACTTTC 754620 
AGCTCGCTTT AAACAACTTT CCCAACCTAT TATTGGGCGA ATGGAAAACG GAAAAATTTG 754680 
GCTAGATTTA CGTAGCCTCG CGGATATTGA AACATTATTA AATACATTGG ACGAACTATG 754740 
ATTATTGTTA CTTCAGGTCA CGTTGATCAC GGCAAAACAG CATTATTAAA AGCATTAACT 754800 
GGCACAAGTA CCGCACATTT ACCAGAAGAA AAAAAACGCG GAATGACCAT TGATTTGGGA 754860 
TATGCCTATC TGCCTTTAGA AAACAAAGTA CTTGGCTTTA TTGATGTACG TGGGCACGAA 754920 
AAATTCTTAT CAAATATGCT GGCAGGTTTA GGTGGCGTGC ATTATGCAAT GTTAATTGTG 754980 
GCTGCGGATG AAGGCGTTGC GGTGCAAACA AAAGAACATT TAGCAATATT ACGCCAACTT 755040 
CAATTCCACG AAATTATTGT TGTCATCACA AAAGCAGATC GTACAAATTC AGCGCAAATA 755100 
GAATCGTTAA TCCAAACAAT TAAACAAGAT TATAGTTTTT TACGCAATGC TAACTACTTC 755160 
GTTACCTCAG CAGAAACGGG ACAAGGAATT AGTGAATTAC GTCATTACTT AGCTAATTTG 755220 
GCAGAATTAG CTGATACTCA GAAACCTTTC CGCTATGCAA TAGACCGAGT ATTCAGCGTA 755280 . 
AAAGGGGCGG GTACTGTAGT AACAGGCACA GCCTTTTCAG GAACAGTGAA AGTAAACGAT 755340 
GAAATTTAC C TTTCCACTGG ACAGAAAATT CGTATAAAAG CGATTCACGC ACAAAATACA 75540^ 
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TCAAGCGAAC AAGGTATTGC AGGGCAACGT TTAGCGTTAA ATTTAAATGC TGATTTAGAC 755460 

CGCACGCCAA TGAAACGAGG CGATTGGTTA TTGCAGAATG AGCCACTTCC ACCAACAGAT 755520 

CGCATCAGTG TACAAATTTT GGCTGAAGTA CCATTAAATG AAAGCCAGCC TGTGCATATT 755580 

TATCACGGAG CGAGTCGCAC TACGGGTAAG CTCACCTTAT TACAGGGAAA AAATGCCGCT 755640 

AAAAATGACC GCACTTTAGC TGAAATCATA TTAGATTCAC CATTATTCTT GGCTTTCGGA 7557 00 

GACAAACTTA TTTTACGCAG TGGCGATACA AAAACCTTAA TTGCCGGCGC ACGAGTATTG 755760 

GAAATTAACT CGCCAAAACG TCATAAACGA ACTGAAGTGC GGTTAAATTT CTTAGCCAAT 755820 

TTAGCATTGG CAGAGAATGC TTCGCAACGT ATTGCGCTTA CCCTTCAACA TAATGCGACA 755880 

ACGGCACGCC AATTAATGTG GACGGAACAA CTGACTTCCT TGCAATTAGA TAAAGCACTC 75594 0 

GCCGAGCGGG ACGCTGTACG TTATCAAGAT TGGTGTTTTA ATCCTAATTA CGTACAAGAA 756000 

AAAACGCAGC AAATTTTAAC CGCACTTAAT ATCTATCACG AGCAACATAA TGATCAACTT 756060 

GGTGTAAGCA AAGCCAGATT ATATCGAATG GCAACATTGA ATCAGCCAGA AAACTAATTC 756120 

ATCATTTTAT CGATGAAATG CTTGATGATG GACGATTACA ACAAACGCGT GGCTGGATTC 756180 

ATCTACCAGA GCACaAAATT CAGTTTAATA CTGAAGAAAA ATCACGTTGG ACAGATGTAT 756240 

TAAACGAGTT TGAAAAAGCA AACGGTCAAG CGATTTGGGT GCGCGATATG GCAAATGCAC 756300 

TCGCTATTGA TGAATCAATT ATGCGTAATT TTATGTATAA AGCAGGGAAA CTTGGTTACC 756360 

TCACGCCAAT CGTAAAAGAT AGATTTTTCT TAACTGAAAC CCTCTATGCT TATGCAAGAC 756420 

TCATCAAACA AATCGCAGAA GAAAAAGGAA AAGTTTCAGT AAATGAAGTA CGTGATAAAT 756480 

TGAATTTCGG GCGCAAACTT ACCGTTCAAC TGATGGAATA TTTCGACCGA ATGGG TTTTT 75654 0 

TACGTCGTAA AGGCAATGAC CATATTCTAC GCGATAAGAA TGTTTTTGAT TTATGATGTT 756600 

TATGAAATCG CCCCTTACGC AGCAGGAGAG CAGGATTTGT TGCTCTATTT TGGGCAACTA 756660 

GAAGAGTTAT TTAAACCAGA ATTTAGACAG GGTAATGATA TTTAAATCCT TTAACTTTTG 756720 

AATAGCAATC AAAATCCCTA ATTACATTAA AAATGAGAGA CTATAGATTT TGCACTTCAT 756780 

TTTTATTACA ATAGTCTTTC AATGTAATAC TAAGGAGAAA ATTATGGCAC TTACTAATTC 75684 0 

CTCTATCAGT TTTAGAACAG TTGAGAAAAC AAAATTAGAA GCTTATCAAG TTATTGAACA 756900 

ATATGGACTT ACCCCATCAC AAGTATTCAA TATGTTTTTG GCTCAAATTG CCAAGACTCG 75o&60 

CTCTATCCCT GTTGATTTGA ATTATCTTCG CCCAAATAAA GAAACCCTAG CAGCTATTGA 75702 0 

TGAATTAGAT AGTGGTAACG CAGAGAGCTT CTTTATTGAA 3C7AGTGAAA ATTATTCTGC 75708 0 
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CGAAGAATTT ACAAAACGCA TTCTTAATGG TGGTCAATAA TGTCAGAAGA GAAGCCATTA 75714 0 
AAAGTGAGCT ATTCAAAACA ATTTGTAAGA GATTTAACTG ATTTAGCTAA ACGTTCCCCC 757200 
AATGTGTTAA TTGGCTCAAA ATACATTACT GCAATACACT GTTTATTAAA TCGTTTACCT 757260 
TTACCCGAAA ACTACCAAGA TCACGCATTA GTAGGAGAGT GGAAAGGTTA TCGAGATTGC 757320 
CATATTCAAG GTGATTTGGT ACTGATTTAC CAATACGTTA TACAGGATGA ATTTGATGAA 757380 
TTGAAATTTT CTCGTTTAAA TATACACTCA CAAACCGCTT TAAAATAGAA ATAATCTTAA 757440 
ACAATAATCC GCACGTAAAA TGTGCGGATT ATTTTTACAT AGCATTAAAA CTCAAACTGA 757500 
ACAGACATTC TGTAATTTCT GCCTGGTGCA TAAAAGCGGT TTAAGGCTTT ACCTGTTGCT 757560 
GTTTCTACTC GGTTAATGGT GCCAAGATGT CGAATAGAGC GAGCAGAGTC CCAAGTGAGA 757620 
TATTTTTTAT TGGTTAAATT ATATACACCA GCGGTAAATG TAAGATTTTT AATTGGTTTC 757680 
CAATAGGCAA TCGTATCGAT CACTGTATAG CGATTATTAC GCCATAATCC GCGAGAATCT 757740 
TTTACTTCTT TGCCGTTTGC TGTTGATGCT TCCGCATCTT TTTCATTGCC ATAAATCTTT 757800 
TCTTTTCGTT TAACCATACT TGTCCATTGA GAATTAAAGC TATCTTTTGC TTTTTTGGCT 757860 
GCAACATTAG TGATATACAT ATCCACGCCC CATTTTTGGC TTGGTGCATC ATAGCCAATA 757920 
TTATATACCG ATGTGGTTGG TTGTAAGGCA TTCATTGGTT GAGGTTTACG AGCAATGGCT 757980 
TCGTATTCTG GATGTTTATC TTTATTCAAT TCCAAAAATT CTTTATATTT TGGATTTAAT 758040 
CCATTGTCTT TAATTCTGCC TTTTTGATAG GTAAATTTAT AGCCTAAATG , GAAACCTTGT 758100 
AGTTTTTCAA ATAAATCGCC CATCTCAAGA CGTGAAGCAA TTTCGATACC TCTGACTCTT 758160 
GCTCGATCTC GATTTTGGTT CTGATGGAAC GGATAAGCGA TAGTAGAGCC TTCTTCAATA 758220 
GGACGTGGTC CTACTTCTAC TAAGTCAATA AAATTACGGT AATCGTTTTG GAATGCATTT 758280 
AACGTAATAT AACTGCTGTT TTTATAAAAA GTGAACGCGA CTTCTTTTGT TTTAGAGGTT 758340 
TCCGCTTTTA AATCCGTGTT AGGCTGAATG GAAAATTGCG GA7GTTTAAA TGTCATATAA 758400 
ATTTCATCAG AGGTTGGCGC ACGAAAACCA TTGGCGTATT TAAGCTGTAC ACGAAGCCAA 758460 
TCTGTGGGAT CAAGATTTAA CCCTAAATTG TAAGAATGAT GTTTATAGTC AGTTTTGCGT 758520 
AATAACAGGG CAAGATTGTC TTTAAAATTT TTTTTATAAC AA7-GAATT GTAAGTGCAA 758580 
TCAGTATAGT CTGCAGGCTT CGAATATTTA CTGCCATAAA CATAGTCTTT TGGGCCAAAT 758640 
TTCTTAAATA GCCCAGTAAT TAATCCATTA GGAACTGGAA TTTTTTCGTC ATAACTAGGC 758700 
AAATATTTTA CGTGGTCATA GCGATAATTT AAATCTAGCC CTAACCAAGA GGTAAGTTGC 758760 
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ACATTATCTC CAAAATACAA CACATTATTT TTAGTGGTAA CAGGGATTAA ATAGGTCTCT 
TTGCCTTTAT CAGTATTCAT TAAG CTACAT CTGTGACTAT AATCAGGTGC AGGAGTACGC 
TTACCATTTT CAAGTTTGTT ACAGAAAAAA TTGCCAGCCC ACCATTGCAC ATTGGCAACA 
GTGTTGTATT GATGATTCAC CATACTTTTT AGTGTTTTTT CATAAAAACC ACCATATTTT 
AAACTGTGTT GGGTATGCCA AAGGCTAAAT TCTTTATCTA AATCAAGTTT AATTTGTTGG 
GTGTTGGTAT TTAAATCACG ATCATTGACG AAGTCTGTAC TATAGCCATA GCTTTTTGGG 
AATAAAAAAC GTGCGGATTC TTCTTSATAA ACATCATCCC ATAGTGGCGT CTTTCCCTTT 
TTCAGTGTAA TTTTTCCATA TTTTTTACCA TTCGGTAATG TTTCAACTAT GATATCTCGC 
TCTTCATACT CGTATTTATC CTTCCCCTCT TCATCTTTTT CAACAAAAAC CTGAAATTTG 
TTTTTACAAT TTAATCTTTC GCAATCAATT AAGACCGAAT CAAGTGAGCC TCCAGTGGAA 
TCAATATCGT TATCAACATT TTCACCATTC TTATTCTGAA ATTGACCATA CCAGCCAGCG 
TTTTTGTTGT ATGTAAGTTT ATCCCCATTT TTATCCACAA TTTTATAAAC TCCGCCTTCT 
TCTACTAAAT GTAGCCCTTG TGGATTACTT ACACCATTAC AAGTGGATTG ATGACAATAC 
TCATCAGAAC GTGCTTTATT GGTGATTTTT TGTGAAGAAT AACTTAGTTT AATATGATCC 
CAAAAAGGGG TTTGACTGAA ATTTTCATAA CTAAATTGAA TATTTTTTCG TTTGGATTGA 
TCGTTAATAA TACGCTCACC GTATTTTTCA TTGCCAGCTG TACTATATGG TCTAAGAGCG 
TAAGACAAAT CTATACCCTT TGTTTCTAAA GTAGAATCAT CTAATGCCAC ACTCAAGCGA 
TGGTTTTCAT TAGGCTGAAA GCCCAGTTTT ATTAATGTGC TTTGGCGGGT AATTTGATAA 
GGATCGGCTT TTTCACGGGT AGGACCAACC GCTCTTAAAT CCGCCTGTTT GTTGGGATAA 
ATTTTATAAT CGTAGTTTTC TATTTCGTGC CCATCACGCG TTGTATCAAT GATTAAAATA 
TCAAATTTTT TAGAACGTCC TGCTAATGTA AGTGTCTTAA GGTTTTGATT ATTCATTGTT 
TGATAGCCAC GTTTATAGGA AAGATAATAA TCTTTATCTA TCAGATAATC TCGAGCATCT 
TTTGTTTCAA ATATAACAGA GCCACCCAAT GCGCCACTAC CAGATTTTAA GGAGTCAGCA 
CCTTTGGTAA TAGTTGCTGT TTTAACATTT TCAATTTCAA TGCTATTACG AGTATTATTA 
AAATTGCCAT AGCCTTCAAA TAGCTCTTTA AATCCTTGAG AGCTTAAGGT TTCAGCTTGA 
CGAAGCCCAT CAACCATAAT ACCTACGCGG TTTTCATCAA CCCCTCGAAC GGCATAACCA 
CTTGCGCCTG TTCTACCAGT TTCAACTACC GTAATACCTG TTT3ATAGCG AACGAGATCA 
CGAGAATCAG AGGCCTGCTG TTTCGCTAAT TT T TTGGCTG AAATTTGGGT TTCCCCGACT 
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TTTTTCTCTT TGATATTAAT ATTTTCTGAT GAACCTGAAA CATTAATTTG TTCTAATTGT 760500 

TCAGAAACAT TACTATTTTG GTTGGTTGGT TGGTTGGTTG GTTGGTTGGT TGGTTGGTTG 760560 

GTTGGTTGGT TGGTTGGTTG GTTGGTTGGT TGGTTGGTTG GTTGGTTGGT TGGTTGGTTG 760620 

GTTGGTTGGT TGGTTGGTTG GTTGGTTGGT TGGTTGGTTG GTTGGGCTGC ATAGACTGTG 760680 

CTTGCATTTA ATGCAAATGC AATAGAGCAA GCAAGCAGGC TGAATTTAAA GTTGGTCATA 760740 

GGTTTCCTTA ATTTTTAATG ATAATAATTA TTATACATAT TAAATAATTC AATTTATTTA 760800 

ATCAATATCA AAAAAAAGTA TAATAAGTAC AAAATCTAAT TGCTTTATAT GAGCATAAAA 76 0860 

GAAAATCATT TTTGACCGCA CTTTTGTTTG TAAGTCATAT TTTAAAATTA TCAAAATGCA 760920 

ATTTTTAATC ACTCTTTTAT CGACTGCGTA GATTTCTTTC GTTATAATTG AGCGTCTTTT 760980 

TATTTAACAA ACGTGTTCGG TGTGGATTTT GACCGAGTGC AAATTAATTG AGGTAACAAA 76104 0 

TGTCATTAAA TATTGAAACA ACTCAAGGTT TAGAACGCCG CGTAGCGATT ACCGTTCCAA 761100 

CTGAAATTGT CTCTAAAGCC GTTCGTGAAG AATTTAAACG TGCTGCAAAA AATGTGCGCG 761160 

TAGATGGTTT CCGTAAAGGT CATGTTCCTG CCCATATCAT TGAACAACGT TTTGGTGCGT 761220 

CAATTCGTCA AGATGTATTA AACGATTTAT TACCACGTCA TTTTTTTAAT GCTGTTATTG 761280 

CAGAAAAAAT TAATATTGCA GGTCGTCCAA CTTTTGCTAT TGAAACTTTT GAAGAAGGTA 761340 

AAGACTTAGT TTTCACTGCA ACTTTCGAGG TTTATCCAGA AGTTAAATTA CAAGGTTTAG 761400 

AAAATATCAA AGTTGAAAAA CCAACTGTTG AAATCACGGA AGCTGACATT GATAAAATGA 761460 

TCGATGTGTT ACGTAAACAA CAAGCTACTT GGGCTGAAAG TCAAGATGTT GTAAAAGCAG 761520 

ATGATCGTGT CACTATTGAT TTTGTTGGCT CTGTAGATGG CGAAGAATTT GAAGGTGGTA 761580 

AAGCTACTGA CTTTGTATTA TTTATGGGTC AAGGTCGTAT GATTCCAGGT TTTGAAGAAG 761640 

GAATTGTTGG TCATAAAGCA GGTGAGCAAT TTGATATTGA TGTGACTTTC CCAGCGGAAT 761700 

ACCACGCAGA AAACTTGAAA GGTAAAGCAG CAAAATTTGC GATCACTTTG AAAAAAATCG 761760 

AAAATATGGT GTTGCCTGAa TTAACAGATG AATTTgTTGC 7AAATTTGGC CCTAATACTA 761820 

AGTCTGTTGC TGATTTGCGT GCAGAAATCC GTAAAAATAT GGAACGTGAA TTGAAAAATG 761880 

CGTTAGTTTC TCGTGTTAAA CAACAAGTAA TCAATGGTTT AAT7GAACAA AATCCGATTG 761940 

ATGTACCAGT TTCTGCAGTA GAAGAAGAAA TTAATGTATT ACGCAATCAA GCAGCTCAAC 762000 

GTTTTGGCGG TAATGCACAA CAAACTGCAC AGTTACCGCG TGAATTATTT GAAGCTGAAG 762 060 

CAACTCGTCG TGTACAAGTG GGTTTATTAT TCTCTGAAGT 3ATTAAATCT AATGAATTAA 762120 
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AAGCTGATGA AGAACGCGCT AAAGCAATGA TTGCAGATAT TGCATCAGCT TACGAGCAGC 76218 0 

CAGCAGAAGT TGTGGAATAT TACAGCAAAA ACGAAGAGTT AATGAATAAT ATTCGCAATG 76224 0 

TAGTATTGGA AGAACAAGCT GTTGATGCAG TACTTGCAAA AGCACAAGTA ACAGAAAAAG 762300 

TTTCTTCATT CGATGAAATT ATGAATCCAC AAGCATAATA AGTAATATTA TTATGATTGA 762360 

nTAAAAGTGC GGTCGCTCTT TTTAATAAAA GCGATCGCAT TTTTATTTGT GGGTTATTTA 762420 

CGATAAAATA ATTAGCAGTT TTAATGAAAA AGGTAAGAAA ATGAGTGTAA TTCCTATGGT 762480 

CGTTGAACAG ACTTCGCGTG GCGAACGTTC GTACGACATT TATTCCCGTT TATTAAAAGA 76254 0 

ACGTGTGATT TTCCTAAGTG GAGAAGTGGA AGATCGTATG GCAAATTTAA TTGTGGCACA 762600 

GCTTCTTTTT TTAGAATCGG AAGATCCAAC TAAAGATATT AATATTTATA TTAACTCTCC 762660 

AGGCGGTTCT GTGACCGCAG GTATGGCAAT TTACGACACA ATGCAATTTA TTAAGCCAGA 762720 

TATTCGCACT CTTTGTATTG GTCAGGCTTG TTCAATGGGC GCATTCTTAC TTGCTGGCGG 762780 

AACCGCTGGC AAACGAGCTG CGTTACCCAA TGCGCGAGTG ATGATCCATC AACCTTTGGG 762840 

TGGTTTCCGT GGTCAAGCAT CAGATATTCA AATTCACGCA CAAGAAATTT TGAAAATTAA 762900 

ACACACCTTA AATGATCGTT TAGCATTCCA TACTGGACAA GGTATTGAGC GTATTGAGAA 762960 

AGATACTGAC CGTGATAATT TTATGTCAGC TGAAGAAGCA CAAGCGTATG GTTTGGTGGA 763020 

TGAAGTCTTG GTTAAACGTT AAGGGTATAT AATGACAGAC AAAGATAAAG ATTTGCACTG 763080 

CTCTTTTTGC GGAAAGGAAA AAGGCGAAGT AGATAGATTA ATTGCTGGCA CAGACGGTTA 763140 

TATTTGTAAT GAATGTATTG AACTTTGTCA CTCAATGCTT GAAGAAAGTC ATGATAAAAA 763200 

TTTAGAGGAA AGTGCGGTAG AAAATGAAGA AAAATTACCA ACACCTCACG AAATTCGCGC 763260 

TCATCTAGAT GATTATGTTA TCGGTCAAGA TTATGCGAAA AAAGTGCTTT CTGTGGCAGT 763320 

TTATAATCAT TATAAACGCT TGCGAACTAA CTATGAAAGC AATGATGTAG AGCTTGGTAA 763380 

AAGTAATATT TTACTTATAG GCCCTACAGG TAGCGGAAAA ACGTTACTTG CGCAAACATT 76344 0 

AGCTCGTCGT TTAAATGTAC CCTTTGCGAT GGCGGATGCA ACCACATTAA CGGAAGCTGG 763500 

TTATGTGGGG GAAGATGTGG AGAATGTGTT ACAGAAACTT TTGZAAAATT GTGAATACGA 763560 

TACTGAAAAA GCAGAGAAAG GCATTATTTA TATTGATGAA A77Z-ATAAAA TTAGCCGTAA 763620 

ATCGGAAGGC GCATCAATTA CTCGAGATGT TTCAGGAGAG GGG3TGCaAC AGGCTTTATT 763680 

AAAACTTATT GAAGGTACAA TCGCTTCCAT TCCACCTCAA GGC 3GTCGTA AACATCCACA 763740 

ACAAGAAATG GTAAAATTGG ATACGTCTAA AATTCTCTTT ATTTGCGGCG GTGCATTTGC 763800 
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AGGATTAGAT AAAATTATTG ATAAACGCAC TCAAACCAGT ACGAGTATTG GTTTTAATGC 763860 

CAAAGTTGAA AAAGATGAAA AACAACAATC TCTTTCTGAA TTATTCCGTC AAGTTGAACC 763920 

TGATGATTTA ATGAAATTTG GTTTAATTCC AGAATTTATT GGACGCTTGC CAATGATTGC 763980 

TCCATTAAGT GAATTAGACG aAGATGCGCT GATACAAAtT CTCACAAAAC CAAAAAACGC 764040 

ATTAATTAAA CAATATCAAG CCTTATTTGG ATTGGAAAAA GTAGAATTGG ATTTCACACC 764100 

AGAAGCATTA AAAGCAATGG CGAAAAAAGC ACTTGAAAGA AAAACGGGTG CGCGTGGCTT 764160 

ACGTTCTATC GTAGAAGCAG TGTTGTTAGA TACAATGTAT GATCTACCGT CTCTTGAGAA 764220 

TTTACAAAAA GTTATCGTTG ATGAATCGAC AATTGTAGAT AATCTTGCAC CAAAATTAGA 764280 

ATATTAGAtT TAATCGCAAA AGTGCGGTTG TTTTCACCAG ATTTTCTATG TTGATGCTAT 764340 

TTTCAATAGG CAAGGCGAAA AGAAAATGCt ACAATCGCAG GTTCTTATGG CATTATTTTT 764400 

ACATTTCCAT TTAAAACGGA TTCAATTCTA TGGCAACCGA AATTGTTGAT AAAAAGAAAA 764460 

ATACGCAAGA AGTGATCGTG AAGGCAAGTC TAAAGGTTTA AATACATTCC TTTGGGTTTT 764520 

AGTTGTGATC TTTTTTGCTG CTGCGGCAAT TGGGAATATT TATTTCCAAC AAATCTATTC 764580 

TTTACCGATT CGTGTTATTG GTATGGCTAT TGCATTAGTC ATTGCATTTA TTTTAGCGGC 764640 

AATTACTAAT CAAGGAACAA AAGCACGTGC GTTCTTTAAT GACTCTCGTA CAGAAGCGCG 764700 

TAAAGTCGTA TGGCCAACCC GTGCTGAAGC GCGTCAAACA ACATTGATCG TTATCGGGGT 764760 

AACAATGATT GCTTCTCTCT TCTTTTGGGC AGTAGATTCG ATTATTGTGA CAGTGATTAA 764820 

TTTCTTAACT GATTTGAGAT TCTAAAATGA CTGAAGAAAC AACAGTATCA AAAAAACGTT 764880 

GGTATGTATT ACAAGCGTTT TCTGGCTTTG AAAGTCGTGT AGCT CTAACT TTACGTGAAT 764940 

ACATCAAACA ACAACAAATG GAAGATCAAT TTGGTGAAGT TTTAGTACCA ACTGAAGAAG 765000 

TAGTGGAAAA TGTAGCAGGT AAACGTCGCA AAAGTGAACG 7AAATTTTTT CCAGGTTATG 765060 

TACTTGTAGA AATGGAAATG AATGATGAAA CTTGGCATTT AGTAAAAAGT GTGCCAAGAG 765120 

TGATGGGTTT TATCGGTGGT ACACCAGATA AACCTGCACC TATTTCCAAA CGTGAAGCGG 765180 

ATACTATTTT AAATCGTCTT GAACAAAATA CTGATAAACC 7CGTCATCGT AATGAATATC 765240 

ATCCGGGAGA GGAAGTTCGT GTGACTGAAG GGCCATTTGC 7GAT7TTAAT GGTACAGTAG 765300 

AAGAAGTGGA TTATGAAAAA GGCCGCTTAA AAGTGTCTGT ATCAATGTTT GGCCGTGCTA 765360 

CACCAGTTGA GCTTGAATTT GGTCAAGTTG AAAAAATACA CTAAGAAATG ATTAAAATAT 765420 

AACCGCACTT TTGTAGTGCG GTTTTTTGTT TTTAATGTTT G7T3AAACAG CATAAAAGAG 765480 
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TGTTTTTATA CACAAAATTT GTTGTTATTT CACAAATTAG GTAGAATAAT CCCATATTTA 76554 0 
TGTAAGGATT AAAAATGAAA ACAAAGACAA TTTTGACCGC ACTTTTGAGT GCCATTGCAC 765600 
TAACAGGTTG TGCAAATAAC AACGACACGA AACAAGTGAG TGAGCGTAAT GATTCCCTTG 765660 
AAGACTTCAA TCGAACAATG TGGAAATTTA ACTATAATGT TATAGATCGC TATGTGCTAG 765720 
AACCCGCTGC AAAAGGTTGG AATAACTATG TGCCTAAGCC GATTTCTTCT GGTCTTGCTG 76578 0 
GCATCGCAAA TAATCTTGAT GAGCCAGTCA GTTTCATAAA CCGATTAATT GAAGGTGAAC 765840 
CGAAAAAAGC ATTTGTTCAC TTTAATCGCT TTTGGATTAA CACTGTATTT GGACTAGGTG 765900 
GTTTTATTGA TTTTGCGAGC GCAAGCAAAG AATTACGCAT AGATAATCAA CGTGGATTTG 76 5560 
GGGAAACTTT AGGCAGTTAC GGCGTAGATG CTGGCACTTA TATTGTGCTA CCGATTTATA 766020 
ATGCAACAAC ACCACGCCAA TTAACGGGTG CAGTGGTTGA TGCGGCTTAT ATGTATCCAT 766080 
TCTGGCAATG GGTTGGTGGT CCGTGGGCAT TAGTGAAATA TGGTGTGCAA GCAGTGGATG 766140 
CCCGTGCGAA AAATCTCAAT AATGCAGAAT TGTTACGTCA AGCTCAAGAT CCATATATCA 766200 
CGTTCCGAGA AGCTTATTAC CAAAATTTAC AATTTAAAGT AAACGATGGG AAATTAGTCG 766260 
AAAGCAAAGA ATCACTTCCC GATGACATAC TAAAAGAAAT TGATTAATAA ACAGAAAAGT 766320 
GCGGTAAAAA TTACCCAATT TTTTATCAAC TAAGGAGAAA ATGATGACTC AAATTATTCA 766380 
TACTGAAAAA GCACCAGCAG CCATTGGCCC TTATGTTCAA GCGGTTGATC TTGGCAATTT 766440 
AGTTTTAACC TCAGGGCAAA TTCCAGTGAA TCCTGCAACA GGCGAAGTGC CAGCTGACAT 766500 
CGTTGCACAA GCACGCCAAT CTTTAGAAAA CGTGAAAGCA ATTATCGAGA AAGCAGGTTT 766560 
AACCGCAGCC GATATTGTAA AAACAACGGT TTTCGTGAAA GA7CTTAATG ATTTTGCTGC 7 66620 
GGTTAATGCA GAATACGAAC GTTTCTTTAA AGAAAATAAT CATCCTAACT TCCCTGCTCG 76668 0 
TTCTTGCGTA GAAGTTGCGC GTTTACCAAA AGATGTGGGA TTAGAAATTG AAGCGATTGC 76674 0 
AGTGAGAAAA TAATTTTCTG TTTGGTAATT TCTGCTTAAA AGTGCGGTCA TAAACTCGCA 766 BOO 
TGTTTTTGAC CGCACTTTTT GTTTATCTGC TGATAACAAA AA7TTTACAT TACACCTTGA 766 860 
ATTTTTTATG AATTTTCCCC ACTAAGGGAA TACTTAACCC 7AACTTTGAG AGAACACATT 76692 0 
ATGATGCGTA TTCTTCTTTT CTTGGCAACC AATATGGCTG 7AA7GCTGGT ATTAGGTATT 766980 
ATTTTAAGTG TGACTGGAAT TGCAGGAAAT AGCACCGGCG 37A77TTAAT TATGGCTTTG 767040 
CTATTTGGTT TTGCTGGCTC ATT AATTTC C TTATTCCTG7 77AAAACGAT GGCATTACGT 767100 
TCTGTAGATG GAGAGGTGAT TACTCAACCT CGTAATCAAA 77GAACGTTG GTTAATTGAT 767160 
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ACCGTTAGTC GCCAAGCGCA GAAAGCGGG7 ATTCCTATGC CAGACGTGGC GATTTATCAT 767220 
TCACCCGATG TGAATGCTTT TGCGACAGGT GCGACAAAAA GCAATTCTTT GGTGGCTGTG 767280 
AGTACGGGAT TATTAAACAA CATGACGGAG GCTGAAGCTG AAGCTGTTTT AGCGCACGAA 767340 
ATTTCTCATA TTTCCAATGG GGATATGGTG ACGATGGCGT TATTGCAAGG CGTATTAAAT 767400 
ACTTTCGTGA TTTTCTTATC TCGCGTTATC GCAACGGCGG TAGCAAGTTC GCGTAACAAT 767460 
AATGGAGAAG AAACGCGCAG TTCAGGTATT TATTTCTTGG TTTCGATGGT ATTGGAAATG 767S20 
CTCTTTGGTG TGCTTGCAAG TATTATCGCA ATGTGGTTCT CGCGCTACCG CGAATTTCGT 767580 
GCAGATGCAG GTTCCGCAAG TTTAGTAGGC AAAGAAAAGA TGATTATGGC ATTGCAACGT 767640 
TTGCAACAAC TTCACGAACC CCAAAATCTT GAAGGTTCTT TAAATGCCTT TATGATTAAT 767700 
GGTAAACGCA GTGAACTCTT TATGAGCCAT CCACCACTCG AAAAGCGTAT TGAAGCCTTA 767760 
CGTAATCTTT AAAAATTATA AAAAATCGAC CGCACTTTAA TGAGGTCGAT GTTTTATTTT 767820 
CCTCTTTTCA CCCAATATTT GAACGGGGGC TTTTCCACTT CACATTGCAG TAATGTGTGA 767880 
TCCATAAATT GACAGAAACT TGGAATATCT CTTGTTGTTG CAGGATCGTC AGCAATAATC 767940 
AAAAGTATTT CTCCATCGTT AAGATGACGA ATATTTTTAC GAACAAGCAT GACAGGTTCT 768000 
GGGCAACGTA ATCCTAAAGT ATCTAGGGTT TGTGTGACGG AAATTTCAGA CATATTCTTT 768060 
TTTCTTTTGA AAAGCAGAAC CATATCATAC CGCACTTACG GCAAAATTTC GACAAATCCC 768X20 
AGTCATCAGT GATAGACTAG TGTCATTGAA ATTACCTTGA AAAAAGAAAT GGCGGAATAC 768180 
CTCGTTCCTA AAAGTGCGGT TGTTTTTGAA GAAGAAATTA AGAAAAGCCG TTTTATTACT 768240 
TATTTACAGC ACACCGAAGG TTTAGAAGAC GCAAGAGCTT TTT3GGCAAA GATTAAACAA 768300 
GAACATCCAA ATGCTCGGCA TCATTGTTGG GCTGCCGTAG CAGGCAAGCC AACAGATTCT 768360 
CTACAACTTG GTTTTTCTGA TGATGGCGAA CCTGCTGGAA CGGCAGGAAA GCCAATGTTG 768420 
AGTGCATTGC AAGGCAGTCA ATTAGGTGAA ATCAGTGCGG 7GG7GGTTCG CTATTATGGC 76B480 
GGTATTTTGC TTGGAACGGG CGGATTAGTT CGTGCTTACG GCAATGGTGT TCAACAAGCG 768540 
TTAAAGCTGA TTGAAAGCGA AATTAAAGTT GAACGAACCC — CAAACT TGATTGTGAC 768600 
TATGGTCAGT TAAGGTTGGT TCAACAACTT TGTGAAAAAT ATCAGGTTGA GATTTTATCT 768660 
CAAGGTTTTC AGGCAAATAT TCATTTGATT TTAGGTATTA C-7C-AAAAAAC AATAGAGGCG 768720 
TTTTCTTCAG AATTAACGGA AAAGTCTTCA GGTAGATTAG TTATTCAACT TTTAGAGATA 768780 
GGCGAATAGT TGTGCGTATT TTATCGATTA TCCGAATTAT T33TATTCTT GTGATGTGTT 768640^ 
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TTTCAGGTAC GATGCTAGTT CCTGCAT7T3 TTGCTCTGAT TTATGGTGAT GGGGGCGGCA 768900 

AGGCATTTAT GCAGGCTTTT ATGTTGAGCT TGATTGCAGG TACATTACTT TGGTGGCCAT 768960 

GCCATCACCA TAAACAAGAA TTACGATCCC GTGATGGTTT TTTGATTGTT GTGGCTTTTT 769020 

GGTTAGTTTT AGGAAGCTTG GCAACATTGC CTCTTTTATT GTTCGATTCA CCACATTTAA 769080 

CTATTGCTTC AGCCGTATTT GAAGCATTTT CTGGCTTAAC TACTACTGGT GCAACGGTAA 769140 

TGACGGGGCT GGATAATTTA CCTAAATCTA TTTTGTTTTA TCGTCAGTTT TTACAATGGT 769200 

TAGGTGGTAT GGGGATTATC GTAT7GGCT3 TGGCGATAAT TCCGCTGTTG GGAATTGGTG 769260 

GGACACAATT ATATCGAGCA GAATCTTCAG GCCCTCTTAA AGATCAAAAA TCTTTGCCTA 76 9320 

AAATTTCAGA AGTGGCGAAA GCTCTATGGA TTATTTATGC TTCATTAACT GTTCTTTGTG 76 9380 

CCATTGCATA TTGGCTATCA GGAATGAATC TTTTTGATGC CATTGGGCAT AGTTTTTCAA 769440 

CAATTTCAAA TGGCGGATTT TCAACGCACG ATGCAAGTAT TGGCTATTTT AATCAAGCTT 769500 

CCATTTATTG GGTTACAACA ATTTTTATGC TGATTGGTGG TGTTAATTTT AGTTTACATA 769560 

TTTCCGCTTT TCTTGCACTA GGTAAAAGAA ATATTTGGCG AAATTATTGG AAAGATCCCG 769620 

AATTTCGTTT TTTTCTAACG ATGCAAATTA TTTTTATTGG TATTGTATCT CTATCTTTAT 769680 

ATGGTTATGG TTTAGTTTCA GATATAAACG AGGCAGTAAC AAAAGGTGCA TTACAATTAA 769740 

CATCAATGTC AATGACTGCT GGTTATACGA TTTTTGATAT TGATAATCTT CCGCCTTTTA 769B00 

TTGGGCTTTT ACTGGTAATT TCTGCAGTAA TTGGTGGTTG TGGTGGTTCA ACAACTGGGG 769860 

GATTAAAAGC GATACGGACA CTTATATTGT GGAAACAAAT CGATCGAGAA CTGCATAGTT 769920 

TAATCCATCC AAATTTAGTA CAACCAATTC GAATAGGTAA AAATCGTCTA GCACCAAGAA 76 9980 

TGATAGAAAG TATTTGGGCA TTTTTCATTA TTTTATACTG GTT7ATTGGG GGTGTGTTTT 770040 

TGCTGTTATT CTTTGTGGAA TGAATACTTT TGATGCGATG GGAGCCGTAT TCGCCACATT 770100 

AACGAATGCA GGACCGGGAC TTGGTTTTAT TCACGAAAGT TTTATTGGTG TTCCAGAAAG 770160 

TGCTAAATTA GTCTTTAGTT TTGCTATGAT CTGTGGACG7 7TAGAAATGT TTTCATTAAT 770220 

CGTGCTGTTT ATTCCAAGCT ATTGGAAAAA ATAATAATTG AAAAATTATT GCATTTTTAA 770280 

CCGCACTTTT TAATAAAATG TTTATATTTC CATCAAAAGA TCA77TTTTT AAATATTTTT 770340 

ACAAAAAGTA CTTGCAAGGG ATTTGAAAAT CCCTATAATG CACCGCACAC AACGACGCCA 770400 

CTGTTGTGAA GTTTTTTAAG TTTCCAAGTG CGTCGTTATT TTTTGCTCTT TAACAATATA 770460 

TCAGACAATC TGTGTGGGCA CTTGTTGATT GACTTGTTTT AAAACTATTT TTAATTTTGA 770520 

\ 
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AGTCTTAATA GGTGCTTAAC TGAAAATTCA TCATTACTTT TTTAAGTAGT GTTTTATTTA 
TAGCTAAGCA GTTTATTGAG CGATTGAAC? TGAATTGAAG AG7TTGATCA TGGCTCAGAT 
TGAACGCTGG CGGCAGGCTT AACACATGCA AGTCGAACGG TAGCAGGAGA AAGCTTGCTT 
TCTTGCTGAC GAGTGGCGGA CGGGTGAGTA ATGCTTGGGA ATCTGGCTTA TGGAGGGGGA 
TAACGACGGG AAACTGTCGC TAATACCGCG TATTATCGGA AGATGAAAGT GCGGGACTGA 
GAGGCCGCAT GCCATAGGAT GAGCCCAAGT GGGATTAGGT AGTTGGTGGG GTAAATGCCT 
ACCAAGCCTG CGATCTCTAG CTGGTCTGAG AGGATGACCA GCCACACTGG AACTGAGACA 
CGGTCCAGAC TCCTACGGGA GGCAGCAGTG GGGAATATTG CGCAATGGGG GGAACCCTGA 
CGCAGCCATG CCGCGTGAAT GAAGAAGGCC TTCGGGTTGT AAAGTTCTTT CGGTATTGAG 
GAAGGTTGAT GTGTTAATAG TACATCAAAT TGACGTTAAA TACAGAAGAA GCACCGGCTA 
ACTCCGTGCC AGCAGCCGCG GTAATACGGA GGGTGCGAGC GTTAATCGGA ATAACTGGGC 
GTAAAGGGCA CGCAGGCGGT TATTTAAGTG AGGTGTGAAA GCCCTGGGCT TAACCTAGGA 
ATTGCATTTC AGACTGGGTA ACTAGAGTAC TTTAGGGAGG GGTAGAATTC CACGTGTAGC 
GGTGAAATGC GTAGAGATGT GGAGGAATAC CGAAGGCGAA GGCAGCCCCT TGGGAATGTA 
CTGACGCTCA TGTGCGAAAG CGTGGGGAGC AAACAGGATT AGATACCCTG GTAGTCCACG 
CTGTAAACGC TGTCGATTTG GGGATTGGGC TTAGAGCTTG GTGCCCGTAG CTAACGTGAT 
AAATCGACCG CCTGGGGAGT ACGGCCGCAA GGTTAAAACT CAAATGAATT GACGGGGGCC 
CGCACAAGCG GTGGAGCATG TGGTTTAATT CGATGCAACG CGAAGAACCT TACCTACTCT 
TGACATCCTA AGAAGAGCTC AGAGATGAGC TTGTGCCTTC GGGAACTTAG AGACAGGTGC 
TGCATGGCTG TCGTCAGCTC GTGTTGTGAA ATGTTGGGTT AAGTCCCGCA ACGAGCGCAA 
CCCTTATCCT TTGTTGCCAG CGACTTGGTC GGGAACTCAA AGGAGACTGC CAGTGATAAA 
CTGGAGGAAG GTGGGGATGA CGTCAAGTCA TCATGGCCCT TACGAGTAGG GCTACACACG 
TGCTACAATG GCGTATACAG AGGGAAGCGA AGCTGCGAGG TGGAGCGAAT CTCATAAAGT 
ACGTCTAAGT CCGGATTGGA GTCTGCAACT CGACTCCATG AAGTCGGAAT CGCTAGTAAT 
CGCGAATCAG AATGTCGCGG TGAATACGTT CCCGGGCCT7 GTACACACCG CCCGTCACAC 
CATGGGAGTG GGTTGTACCA GAAGTAGATA GCTTAACCTT TTGGAGGGCG TTTACCACGG 
TATGATTCAT GACTGGGGTG AAGTCGTAAC AAGGTAACCG TAGGGGAACC TGCGGTTGGA 
TCACCTCCTT ACTGAAGACG AGAGACAGCG AGTGCTCACA CAGATTGGCT GATAGTTGTA 
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GACAAATGAG CAGAAGAAAA CATTACCCTT GGGTCTGTAG CTCAGGTGGT TAGAGCGCAC 772260 
CCCTGATAAG GGTGAGGTCG GTGG7TCAAG TCCACTCAGA CCCACCACTC TGAGAGTGAG 7 72320 
TGAAACGAAA GGTGTAGTGT AAATAAATAA TAACTAAGAC ATAAATGATT AGTTATTAAA 772380 
TTATGATGAA ATGGGGATAT AGCTCAGCTG GGAGAGCGCC TGCCTTGCAC GCAGGAGGTC 77244 0 
AGCGGTTCGA TCCCGCTTAT CTCCACCACT TATCATTGTT AAGTAAATTA GAAAAAGACA 772500 
AATTAATAAA GTATTAAGGT AGTGATTAAG CTATTTTAAA TATTAGGTTA TTTTATTCTT 772560 
AGTTTTAAGT TTAATTTTAA ATTTAATTTT GTTTTAGTTT ATTTAACGAT GATAACTGAA 772620 
AAGTTTTATC AACTGTTCTT TAAAAAATTG GAAACAAGCT GAAAACAAGA GATTTTCGAG 772680 
AGAAAGTCTG AGTAGGCAAA ACAGTAAAGT GAAAGAGAGA ACTGAAAAGG AAACTCTAAA 77274 0 
AACAAAACCT GTTTTGTAAA AAAATCTTGA TTGAACAAAA GCAATCAAGT GTTTAGTTGA 77280 0 
ATGAAAATAC GCATCAAATT GACCGCACTT TGAAGTGAAA ACGTAAAGTG ATTGAAAACA 772860 
TTTGAGGTTG TATAGTTAAG TGACTAAGCG TACAAGGTGG ATGCCTTGGC AATCAGAGGC 77292 0 
GAAGAAGGAC GTGCTAATCT GCGAAAAGCT TGGATGAGTC GATAAGAGGC GTTTAATCCA 772980 
AGATATCCGA ATGGGGAAAC CCAGTAGATG AAGAATCTAC TATCAACAAG TGAATTCATA 77304 0 
GCTTGTTGAG GCAAACCGGG AGAACTGAAA CATCTAAGTA CCCCGAGGAA AAGAAATCAA 773100 
CCGAGATTTC GTCAGTAGCG GCGAGCGAAA GCGAAAGAGC CAGTAAGTGA TAGCAATATA 773160 
GTGAGGAGAA TGTGTTGGGA AGCACAATCA AAGAGGGTGA TAATCCCGTA TCTAAAAACC 773220 
ATATTGTGGT ACTAAGCTAA CGAGAAGTAG GGCGGGACAC GTGATATCCT GTTTGAAGAA 773280 
GGGGGGCCCA TCCTCCAAGG CTAAATACTC CTGATTGACC GATAGTGAAC CAGTACTGTG 77^34 0 
AAGGAAAGGC GAAAAGAACC CCGGTGAGGG GAGTGAAATA GAACCTGAAA CCTTGTACGT 7734 00 
ACAAG CAGTG GGAGCGAGGG CAACCTTGTG ACTGCGTACC TTTTGTATAA TGGGTCAGCG 773460 
ACTTATATTT TGTAGCGAGG TTAACCGAAT AGGGGAGCCG AAGGGAAACC GAGTCTTAAC 773 520 
TGGGCGAATA GTTGCAAGGT ATAGACCCGA AACCCGGTGA TCTAGCCATG GGCAGGTTGA 77358 0 
AGGTTGGGTA ACACTAACTG GAGGACCGAA CCGACTAATG 7TGAAAAATT AGCGGATGAC 77364 0 
TTGTGGCTGG GGGTGAAAGG CCAATCAAAC CGGGAGATAG C7G3TTCTCC CCGAAATCTA 773700 
TTTAGGTAGA GCCTTGAGGT GACACCTTTG GGGGTAGAGC AC7G7TTCGG CTAGGGGGCC 773 760 
ATCCCGGCTT ACCAACCCGA TGCAAACTAC GAATACCAAA GAG7GATACT CAGGAGACAC 773820 
ACGGCGGGTG CTAACGTCCG TCGTGGAGAG GGAAACAACC CAGACCGCCA GCTAAGGTCC 773880 
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CCAAGTCTAT ATTAAGTGGG AAACGAAGTG GGAAGGCTTA GACAGCTAGG ATGTTGGCTT 773940 
AGAAGCAGCC ATCATTTAAA GAAAGCGTAA TAGCTCACTA GTCGAGTCGG CCTGCGCGGA 774000 
AGATGTAACG GGGCTGAAAT ATAGCACCGA AGCTGCGGCA TCAGAATTTA TTCTGTTGGG 774060 
TAGGGGAGCG TTGTGTAAGC GGAAGAAGG? TCATCGAGAG GTGGGCTGGA CGTATCACAA 774120 
GTGCGAATGC TGACATAAGT AACGATAAAA CGGGTGAAAA ACCCGTTCGC CGGAAGACCA 774180 
AGGGTTCCTG TCCAACGTTA ATCGGGGCAG GGTGAGTCGG CTCCTAAGGC GAGGCTGAAA 774240 
AGCGTAGTCG ATGGGAAACA GGTTAATATT CCTGTACTTG 3TAAAGCTGC GATGTGGGGA 774300 
CGGAGTAGGT TAGGTTATCG CACTGTTGGA TATGTGCGTT TAAGTTGGTA GGTGGGAAGT 774360 
TTAGGCAAAT CCGGACTTCC TTAACACAGA GAGATGATGA CGAGGCTCTA CGGAGCTGAA 774420 
GTAACTGATA CCACACTTCC AGGAAAAGCC ACTAAGCGAA AGGCTTTACT AAACCGTACT 774480 
GAAAACCGAC ACAGGTGGTC AGGTAGAGAA TACTCAGGCG CTTGAGAGAA CTCGGGTGAA 774540 
GGAACTAGGC AAAATAGCAC CGTAACTTCG GGAGAAGGTG CGCCGGCGTA GATTGTAAGG 774600 
GCTAGCCCCT GAAGGTTGAA CCGGTCGAAG ATACCAGCTG GCTGCAACTG TTTATTAAAA 774660 
ACACAGCACT CTGCAAACAC GAAAGTGGAC GTATAGGGTG TGATGCCTGC CCGGTGCTGG 774720 
AAGGTTAATT GATGGTGTCA TCGAAAGAGA AGCACCTGAT CGAAGCCCCA GTAAACGGCG 774760 
GCCGTAACTA TAACGGTCCT AAGGTAGCGA AATTCCTTGT CGGGTAAGTT CCGACCTGCA 774840 
CGAATGGCAT AATGATGGCC AGGCTGTCTC CACCCGAGAC TCAGTGAAAT TGAAATCGCC 774900 
GTGAAGATGC GGTGTACCCG CGGCTAGACG GAAAGACCCC GTGAACCTTT ACTATAGCTT 774960 
GACACTGAAC ATTGAATTTT GATGTGTAGG ATAGGTGGGA GCCTTTGAAG CAGTGACGCC 775020 
AGTCATTGTG GAGGCGACCT TGAAATACCA CCCTTTAACG TTTGATGTTC TAACGAAGAT 775080 
GACGAAACGT GGTCTCGGAC AGTGTCTGGT GGGTAGTTTG AC73GGGCGG TCTCCTCCCA 775140 
AAGCGTAACG GAGGAGCACG AAGGTTTGCT AATCACGGTC GGACATCGTG AGGTTAGTGC 775200 
AATGGTATAA GCAAGCTTAA CTGCGAGACA GACAAGTCGA GCAGGTACGA AAGTAGGTCA 775260 
TAGTGATCCG GTGGTTCTGA ATGGAAGGGC CATCGCTCAA CGGATAAAAG GTACTCCGGG 775320 
GATAACAGGC TGATACCGCC CAAGAGTTCA TATCGACGGC 3GT3TTTGGC ACCTCGATGT 775380 
CGGCTCATCA CATCCTGGGG CTGAAGTAGG TCCCAAGGGT ATG3CTGTTC GCCATTTAAA 775440 
GTGGTACGCG AGCTGGGTTT AGAACGTCGT GAGACAGTTC 337C3CTATC TGCCGTGGGC 775500 
GTAGGATGAT TGATTGGGGC TGCTCCTAGT ACGAGAGGAC C33AGTGGAC GCATCACTGG 775560 
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TGTTCCGGTT GTGTCGCCAG ACGCATTGCC GGGTAGCTAA ATGCOGAAGA GATAAGTGCT 77562 0 
GAAAGCATCT AAGCACGAAA CTTGCCAAGA GATGAGTCAT CCCTGACTTT AAGTCAGTAA 775680 
GGGTTGTTGT AGACTACGAC GTAGATAGGT TGGGTGTGTA AGTGATGTGA GTCATTGAGC 775740 
TAACCAATAC TAATTGCCCG AGAGGCTTAA CTATACAACG CTCAAGTGTT TTTGGGAGCT 775800 
AAGTGAAGTA AGAGATGAAA AGCGAAGCAA ATAAAAGCAG AGCGAAAGAG AAGTAAAAGA 775860 
CTAAACAAAG AAAAGTAAAT ATAGAAGACT TAATAGAAAG AAAATCGGAT TCAGCTTGTG 775920 
ACCAATAAGA ACGAGTGAAA GGTAGAGGAA AGACTGAGTA ACGAGAGATA AAAGAGACGA 77598 0 
GAGATAAAAG AGAAAAGACG AGTTATCAAA GAATTATCCT GGCGGCGATA GTGCGGTGGA 776040 
CCCACCTGAG ACCATACCGA ACTCAGAAGT GAAACGCTGT AATGCCGATG GTAGTGTGGG 776100 
GTTTCCCCAT GTGAGAGTAG GGCACCGCCA GGTTACCAAA TACTTATCTA AGTTAAATAA 776160 
AAACAGAAGA ACCCCGTGTC AAAAGATATG GGGTTTTTGT TTTTTAGAAG TTTATACTTT 776220 
AACAAAATAA GTTTAGATAA AGTTTATGTT TGTTAGTGAG AAAAATACGC ACTAGTGATA 776280 
CAATCCACAA AATTTTAAGA AAGGTACCCT ATGGCTCGTA AGAAAAAAAC ACGTCGAATT 776340 
ACAGATATTA TGCCAATTCG CAAAGCAGAT AAAAAAATAG ATATAACAAA AGCACGCTCT 776400 
GGTAAAAAGC TTACTTGTTA TGAATTGGAT GCTAAAGCTC GTGAAGATAA GAAAAAACGT 776460 
AAGCATAAAG GTTTAGCTTC AGGATCTCGT CATAGTGCGG TTGAAGAAAA AGCGAATAAA 776520 
CTTCAAAATG AAATTAAAGA TCCAAAAATT GGTAGTAAGA aAAAGATACC GTTGGTTGTT 776580 
GAATTTGTTA ATAAGCCTGA AAAAGGTCAA GTAAtTCCTG TAATAAAACA GGTGAAAAAA 77664 0 
CaAGATCCAA TGAAAGAGCT TGAAAATCTG GAAAATAATG AAATTCTTAA TGAATTATTG 776700 
GATGCTTTAG ATGCGGGTAA AACTATTAGT AAATCAGATC AACAATTTGT AGATGAATGC 77676 0 
TTAGATCGAa TTTCTGAATT AATGGAAGAa CTTGGCATTG AAGATGAAGA TGAAAGCGAA 77682 0 
GATGATTTAT ACCGCACTTT CGAGCGTATG GaTATTAATC AATTTAGGTA ATCTATGATT 776880 
TGGATATTTT TTGTCATCGC ACTTTTCTTG GTAACTGGAT TGACTCTATA TGCAATCCGT 776940 
TTATTAAAGC AGTTAAAAGT TCAAAAGGAA TTGATTGCTA AAGC7AAGAA TAATCGGGTT 777000 
ATACGATTAA AAGAGAGCAT TGATATTATT GCtCGTGCAA TGCAGTCTGG AGAATGTAAT 777060 
CTTTCTGAAG GCGTAATGCG TCTTACAATG CTATTAAGAC CTT77GGTAA GAATTTATCA 777120 
TCTTATCCTG CGATGGCTAA TTTATATGAA GTGGTGCGTG A7A7GCCTAC ACATGATGAC 77718 0 
CGTAAACTAC TTGAGAAAAG AGAAAGAATG CGTCTGGATT 7AGC7CGAGA AAGTGCAGAA 777240 
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GCACAGTTTG AAAAAAATA7 TAAACAAGAA TTGTATATTT 7A77AGAAGA TATTAAATCT 777300 
ATTGAGCTAA TTTAAATATT ATAATTTTAA AGAAAAATGC GCTAAGTCTC TCCTAGCGCA 777360 
TTTTTTATGA TTATTTTTAA CGATTTTGTT CAAAAAATAA TACCGTTGCT GCAACACGAG 777420 
AATGAACATT TAATTTACGT AATAAATTAC GGATATGTAC TTTTACGGTT TCTTCTGAAA 777480 
TAAACAGTTG TGCTGCAATT 7G7773777G ATAAGCCAGT TGCAATTTGA CGAAGTACGC 777540 
CCATTTCGCG ATCCGTTAAG CTGTCTAACG GATTATCTTC GTGAGTACGT TCTAATAATA 777600 
AATTTTTAAT AGAATCACTC AGAA7GACTT CGCCTTGTGC 7ATGCGCTTG ATTTGCTCTA 777660 
GCAATGTATC AGGTTCAGTA TCTTTTAACA AATAACCATC TGCACCAGCA TCAATCAGAG 777720 
TATAAATATC ATTTTTTGCA TCAGACACTG TTAAAATTAA AATTCGCGCA TCAACGCCTT 777780 
CTGCACGTAA TCCTTTGAGC GTATCTAACC CAGAAAGTCC TTTCATGTTG AGATCTAAAA 777840 
TGATCACATC AGGTGATGTT TGTAATGCCA CAGAAATCCC TTCTGTGCCG CTGCTTACGT 777900 
CAGCCACTAC TTCAAAGTTA TCGTCTAATT CTACAAGTTG TTTAATGCCA CGACGCATTA 777960 
ACGGATGGTC GTCAATCAAT AAAACTTTTA GCTTATCTTG CATAATTTCT CCTTTAGTGG 778020 
TTAGAAGTCC ACTTTAAAAA GCATAACATT TTATAAAGAA TTCAATTCTA TGCCAATCTA 778080 
GAATAGAAAA AAATTTGATT TATCTCAAAA ACTTACTATT TGAGGTAGGT TTATTGATGG 778140 
ATAAAAATAG AAAAAGTGCG GTAGAAAAAT AGATAATTTT TTACCGCTCT TTTTTAAGAT 773200 
aAGcLAATATT AAATGGTCGA TTCTAATGCC CAAAGTTCCT GTAAGGTTTC TCGACGACGA 778260 
ATTAGATAGG ATTGATCGCC ATCTACTAAA ACTTCTGCAG TGCGGGCTCT TGAATTATAG 778320 
TTTGATGACA TACTTGCTCC ATAGGCACCA GCAGAACATT GAGCAATATA ATCCCCTTCA 778380 
GCAATTGAAA GTTCCCGTTG TTTGCCTAAG AAATCAGACG TTTCGCAAAC AGGCCCTACA 778440 
ACATCATAAA TGGCTTTTTC TCTTTCTAAA GTGCGGTCAA TTTCGACGAT GTTCATGTAA 778500 
GCCTCATACA ATGCTGGTCG GATCATATCG TTCATTCCTG TATCGGTAAT GGCGAAATTA 778560 
CGGCTTTCAT TACTTTTTAA GTATTGTACT TTTGCTACTA GAATTCCTGC ATTTGCAGAA 778620 
ATTGCTCTGC CGGGTTCAAG AATAATTTCA AGTTCGGGA7 AA7777TTAG TTTTTCTAAT 778680 
AACGCATTTG CGTAATCGCT TGGATGCGGT GG7G777CA7 CCG7ATAAGT CACGCCTAAA 778740 
CCACCGCCCA GATCGAGATG TTTTAATGTA ATTCCATCTT CT777AA77G TTCCATTAGG 778800 
ACAATTAATC GATCTGTTGC ATCTAAGAAT GGT7G7AA77 CGG7GAGC7G TGAGCC7A7G 778860 
7GGCAA7CCA TCCCTGT7A7 7777A7G777 GG7AGCG77G AGGC7AATTT A7A7ACCTC7 778920 
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CGAGCTTCAT TTACGcTTAC ACCAAATTTA TTTtCTTTTA ATCCTGTTGA AATATAAGGG 
TGTGTATGAG CATCAACATC TGGATTTACA CGTAAAGAAA TAGGTGCGAT TTTACCCATT 
TCTCCCGCGA TTTGGTTAAT GTGCTTGAGT TCAGAAACTG ATTCCACATT AAAGCAACGG 
ATTCTAACTT CTAATGCACG CATAATTTCT TCTCGAGATT TCGCAACGCC AGAAAAGACC 
ACTTTtGACG CATCGCCACC TGCTGCCAGT ACACGCTCAA GTTCGCCTTG CGAGACAATA 
TCGAAACCTG AACCAAGTTT TGCCATAATA TTTAACACGC CAATATTtGA GCAAGATTTC 
AGGGCAAAAC AAATTAAGTG AGGaCGATTA CCGAAAGcAG AGTCAAAAGC GTGCCAATGA 
CGTTCAAGTG TCGCGCGAGA ATATACATAG AGAGGCGTGC CAAATTGTTC AGCAAGTTGT 
TGaACTGGCA TATCTTCGGC ATAAAGTTTG TTATGTTTAT ATTGGAAGAA ATTCATGTTG 
TGTGCCTGTT TTAGTTATTT TGGGAATGAT ATTAGATAAT AGATTATTGA GTTTGTTGAG 
CTTGATCTTT TTCAGGaAAA TATAAAGAAC CTTTTACGCC ACATCCTGTA GCGAATATAC 
AAGCTGAACT AAGTACTAAA ATTAATAGTA ATTTTTtCAT TTTTtCTTTC TCACTTATCG 
GTAAATCCGC CTTTCACAAG CTTGAGAAAG GCTTTATAAT TTGCCGCATT TTATCAGATT 
TAAACAGGAA AATTTTATGA ATATTGCAGA ATTTCACCAA AATATTGAAC AAGTTTGGCA 
AAAAATTGAA GAAGAATTGG AAAACCAAGG CgCAGATGTA GATTGTGaAA CGCAAGGTTc 
mrgtATTTAC AATCACCTTT GATAATCGCA CACAAATAGT GgATTaACAA ACAGGAACCG 
CTGCTGGAGC TTTGGgATTG CAAGTtAAAT TAGGCGGTTT CCATTTTGCT TTTAAAAATG 
GCGACTGGGT TTCTAATGAC GGACAACGTT TTTGGGATTG TTTCgTTGAA GCCTGTgCTG 
CACATGGCGA GAACGTGCAG TTCTAAAATG CTGGATTCTC CTTTACTATC AAAAATAATA 
GAAAAACCGA CCGCACTTTC TGTTTTGAAA TCGGTTTTCG GTTATCAATC TTTCCGTAAA 
GGGCAGGAAG AAGTTATTAA TGCTGCTTTA AATGGACaAG ATGCGTTGGT GGTAATGGCA 
ACGGGGAATG GCAAATCGCT TTGTTACCAA ATTCCCGCAC TTTGTTTTGA TGGTTTAACT 
TTAGTGATTT CTCCGCTGAT TTCCTTGATG AAAGATCAAG TGGATCAGCT GCAAGCtAAT 
GGAATTGAGG CGGATTTTCT TAATTCTAGT CAGACTTTAG AACAGCAGCA ACAAGTACAA 
AATAAG CTTA TTTCTGGGCA ACTTAAACtA CTTTATGTGT CGCCAGAAAA AGTGATGACG 
AACAGTTTCT TTCAACTTAT TTCTTATAGC AAAGTCTGC7 TTATTGCGAT TGATGAAGCA 
CATTGTATTT CTCAATGGGG GCATGACTTT CGCCCTGAAT ATACCCAGCT TGGCGGTTTA 
AAAGCCAGTT TCCCTGATGC GCCGATTATG GCACTTACGG CAACGGCAGA TTATGCGACT 
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CAACAAGATA TTCTGCGGCA TCTTAATCTG aAAAATCTGC ACAAATACAT TGGTAGTTTT 7 80660 

GATCGACCAA ACATTCGTTA TACCTTGGAA gaAAAATACA AACCTATGGA GCaACTGACA 780720 

CGTTTTGTTT TGGCTCAAAA GGGTAAGAGT GGGATTATTT ATTGCAACAG CCGAaACAAG 7 80780 

GTTGAACGAA TTGCGGAAAG TTTACGCAAT AAAGGTGTCT CTgCTGCTGC TTACCACGCA 780840 

GGAATGGAAA CG.GCAATTCG TGAAC3TGTG CAACaGGATT TTCAGcCGTG ATAATGTTsc 780900 

AAGTAGTAGT CGCAACCATT GCTT7TGGAA TGGGGATTAA TAAATCCAAT GTGCGCTTTG 780960 

TTGCCCATTT TGATTTACCA CGTAGCATTG AATCTTACTA TCAAGAAACA GGTCGAGCAG 781020 

GACGCGATGA TTTACCCGCA GAGGCGGTTT TGTTTTATGA ACCAGCTGAT TATGCTTGGT 7810 BO 

TACAAAAAAT TCTCTTAGAA AAACCAGAAA CGCCACAGCG TCAGATTGAG CAACATAAAT 7 8114 0 

TAGAAGCTAT TGGTGAATTT GCAGAAAGCC AGACTTGTCG CCGTTTAGTT CTTCTCAATT 781200 

ATTTTGGCGA GCATCGACAA ACACCATGCA ATAACTGTGA TATTTGCCTT GATCCTCCTA 781260 

AAAAATATGA TGGTTTAGTC GATGCGCAAA AAGTAATGTC TACTATTTAT CGAGTGGGAC 781320 

AATGTTTTGG TGCACATTAT GTGATTGCGG TGTTGCGTGG CATGCACAAT CAGAAAATTA 781380 

TTGAACGCCA ACACCATAAA CTTTCAGTGT ATGGCATTGG AAAAGATAAA AGTAAAGAGC 781440 

ATTGGCAGTC CGTCATTCGT CAGCTTATTC ATTTGGGTTT TGTGCAACAG GTTATTAGTG 7 81500 

AATTAAATCC AACGTTGCAA CTTAAAGTGC GAAAGTGATT TTGAAAGGCG AAGAACCGTT 7 B 1560 

AGAATTGGCA ATGCCTCGTA TTTCTGCAAT CAGTAAAATT GCTCATAATC CACAACGTCA 781620 

AGGTGTTGCA AATTACGATA AGGATTTATT TGCACGCTTG CGTTTCTTAC GCAAACAAAT 781680 

TGCCGATAAA GAAAATATTC CGCCGTACAT TGTCTTTAAT GATGCGACTT TGCAAGAAAT 781740 

GGCACAATAT ATGCCAACAA GCAATATTGA AATGCTGCAA AT7AATGGCG TGGGCTCTAT 7818 00 

CAAATTAGAG CGGTTTGGGC AGCCGTTTAT GGCATTGATT CAAGAACATA AGGCAATTTT 781860 

GGCGAATGCG CAAAATAATG ACTAAGTGTT AAAAGTGCGG TTAAAAATGA CCGCACTTTT 781920 

TGTTATACTT GCGCCAATTT TTTCAGTTCT TAGAATTTAA GGT7AAACAA TGCGTACAAG 781980 

TCAATATTTA TTTTCCACCC TAAAAGAAAC GCCAAATGAT GCTCAGGTTG TGAGCCACCA 782040 

ATTAATGTTG CGTGCAGGTA TGATTCGCCC AATGGCATCA GG77TATATA ACTGGCTACC 782100 

GACGGGTATT CGCGTATTGA AAAAAGTGGA AAAAGTTGTT CGCGAAGAGA TGAACAAAGG 782160 

TGGTGCCATT GAGGTATTAA TGCCAGTTGT GCAACCTGCG GAATTATGGG AAGAGTCTGG 782220 

TCGTTGGGAT CAATATGGCC CTGAATTGCT TCGTTTTGAA GACCGCGGAA ACCGTAACTT 7 82^30 
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TGTACTTGGA CCAACTCACG AGGAAGTGAT TACAGATTTA GTCCGCCGAG AAGTTTCTTC 78234 0 



ATACAAACAA CTTCCACTTA ATTTATATCA AATTCAAACG AAATTCCGTG ATGAAGTGCG 762400 

CCCTCGTTTT GGTGTAATGC GTTCGCGTGA ATTTATTATG AAAGATGCGT ATTCTTTCCA 782460 

CACTACCCAA GAAAGTTTGC AAGCAACCTA TGATGTGATG TATCAAGTAT ACAGTAACAT 782520 

TTTTAACCGT TTAGGCTTAG ATTTCCGTGC GGTGCAAGCG GATACAGGTT CAATCGGGGG 782580 

TTCAGCTTCT CACGAATTCC AAGTGTTAGC TTCAAGCGGG GAAGATGATG TTGTGTTCTC 782640 

AACGGAATCG GATTTTGCCG CGAATATTGA GCTTGCAGAA GCAATTGCTA TAGGCGAACg 782700 

CAAGCTCCAA CGGCTGAAAT GTGTTTAGTT GATACACCAA ATGCGAAAAC TATTGCGGAG 782760 

TTGGTGGAGC AATTCAATTT ACCAATCGAG AAAACCGTAA AAACTTTGAT TGTGAAAGGT 782820 

GCAGACGAAA ATCAACCGCT TGTTGCGTTG ATTATTCGCG GCGACCATGA ATTAAACGAA 782880 

ATCAAAGCAC AAAAACACCC GTTAGTGGCA GATCCTCTTG AGTTTGCGGA CGAAACTGAA 78294 0 

ATCAAAGCGA AAATTGGTTC GGGCGTGGGA TCGTTAGGCG CGGTAAATCT TAATATTCCT 783000 

GCAATTATTG ACCGCACTGT GGCGTTAATG TCTGATTTTA GTTGTGGTGC GAATATCGAC 783060 

GGCAAACACT ACTTCAACGT GAACTGGGAG CGTGATGTAG CAATACCAAA AGTATTTGAT 783120 

TTACGTAACG TAGTAGAAGG CGATCCTAGT CCAGATGGCA AAGGCACGCT TCAAATCAAA 783180 

CGTGGTATTG AAGTGGGGCA TATTTTCCAA CTGGGTAAAA AATACTCTGA AGCGATGAAA 783240 

GCGACCGTTC AAGGCGAAGA TGGTAAACCA CTTGTGATGA CGATGGGTTG CTACGGTATT 783300 

GGTGTAACTC GTGTGGTGGC TTCAG CCATT GAGCAACACC ATGATGAACG CGGTATCATC 783360 

TGGCCATCAG ACGAAATCGC CCCATTCACT GTGGCGATTG TGCCAATGAA CATGCACAAA 783420 

TCTGAAGCCG TGCAAAAATA CGCTGAAGAA CTTTACCGCA CTTTACAATC GCAAGGCGTA 783480 

GATGTGATTT TTGATGATCG TAAAGAACGC CCAGGTGTGA TGTTTGCAGA CATGGAACTT 78354 0 

ATCGGTGTAC CGCATATGGT GGTAATCGGT GAGAAAAACC TAGACAACGG TGAAATTGAA 783600 

TATAAGAATC GTCGTACCGG TGAAAAAGAA ATGATTAGTA AAGATAAATT GCTCAGTGTT 783660 

TTAAACGAAA AGTTAGGTAA TCTCTAATCA GTATTTTATT 7TG7ATATTG TGACAAAAGA 78372 0 

GCGGTTAAAA ATAGCCGCTC TTTTTGTTGA TCTAACGTTT A7A77GAACA ATGTTTAATC 78378 0 

CAAACTAAAT GCTCGAATAT AAGGTAGTTT TCCTTTTTCT AACA7CTCTT GAATACCGCT 78 384 0 

TTGATGGTCA TTGCTGCCTA ACCCCCTTAA TTCTAAGGTT ATGCCAATGC TATTATCATA 783900 

AACAATTTCA TTACGTGTTT GGTTTTGGTG GTTTGTGACA 7TGC37TTTA CACCAACACT 783960 
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TGCAGCCCAA CAGCAACTGT TATATTGAAC GCCTAGATAT TGTTCTACTG GTTTTTGTAA 784020 
GGCGAGATCT TGATAATAGC GTCCTACTAC AGCCCAATTA 7TGGCAATTT CCCAGCCTAC 784080 
AACTAATCCC ACTTGTTGGA TATCTTGTTG ATAGGCGTTA GCGATTTACC TAAGTTTTGG 78414 0 
TCAATATATT CTTGGTTCGC ATATCGATAA TTTAACTGAA TTAAATTATT TTTTTCAGGA 784200 
TTATATTCTA GTGATGTATT CGCTAATGAT GTCGAATTGG TATGAGTATC AAATTGATAG 784260 
CTACCACGCC AATACCATTT ATTACTTATT TTCCAATTAG ATTCTAATGC CCAAGCAGAT 784320 
GATGAAGTTG GTGTTTTATT CGCAGGGTTT TCATCAATAC GAGAATTACT TAAGTAATAA 784380 
ATTTGACCTG CAGATAAATT AAATCGTTCT TCGCCAGCAA TATCATAAAA ACGCGTTGTG 784440 
CCACCCAAGG TAACTTGATT TGCCGATGAA ATTCGATCTA AACCACTATA ACGGCGATCA 784500 
CGGAATAGCG AATAGTAATC TTGCTGTACT AATGCTGAAT CGTAACCAAA TCCCAAATAA 784560 
TCATTATTAA GTGTTGAACC AATATTGCTT TGATTTCGGT AAGGACGATA TAAATACTGC 784620 
ACGTGCGGTT CGAAGGTTTG TGTATACTCT TTTAAGAACG TTATATCGCG TGCCAATACA 784680 
CTTTGTAAAT CAACTTTAAA TTGTGGAATA ACTCGATTTA CCG7TTTTTG CACGTCCTCT 784740 
GCATTTTTTC CTGAACCTTT TTTCTGCTCG TAACGAGTCG CATAAAGTTT CGTTTCAATA 784800 
TTCAAACTGC CGTATTTATT TGACATTAAA GAATTTAGGC TAGGTTCTGC ATGGAAACGC 784860 
CATGCAGTTG GCATCAATTT ACTGTCATTA TCAAAACGAA CTGCTTGTGA ATGTAATTTG 784920 
AAATTTAACC ATCCATTCGC TAAATCATAT TTGTGATAGT TGAAATCTAA TTGTGGTACT 784980 
GCACGGTAAG GGCCGATGTT TACAATATCA TCAAAAATTT GGAACTGATG TGCAGAAAGA 785040 
GAAAAATTAT AATTTGGTTG ATAATAAGCT ATGCGAGCAT AT7GGTTCGC ATAACCATCG 785100 
GTACTGCGTC CATAAATAGA ATCAAAGTCG TTGAAATAAC GTTTATCGCT TACTCGGGTG 785160 
TAATTAATAT TTAGACGCCA ATTTTGTAAA AAGCTAGAAT TGT3ATTCCA ATAGAACAAA 785220 
TGACGTTTTC GATTATCACT AGCATATTCA GAGTAACGAA CCTTACCTAA ATATTCTCCT 7852B0 
GCCACTTTAC CTTCACCAAT AGAGGTTAAA TAGCGAAATT CCCCATTTGC TTGCCAACCA 785340 
CGGCGAGACA TATATTTCGG GGTGAAAGTA AGATCATAAT TAGGCGCGAT ATTCCAATAA 785400 
ATTGGTTGTG CATACCAAAG ACCATCTTGG CTGGATGTTC CCG-GCTTGG AATCAATAAA 785460 
CCAGAACGAC GACGATCTCC AATGGGTAAT TGTAAGTAAG GGG7ATAAAA GACGGGAACA 785520 
CCGTGTATTT TAAAGCGAGC ATGCCACATT TCAGCATATT CTTCTTTCAC GTATTGACGA 785580 
ATTTCTGACG CATCTACTGC CCAAGCATTG TCGCCGTGCA AACATGACGT AAAGGTTGCA 785640 
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TTCTTCATTA CACGATAATT ATTATGCAGT GTTATATTAT CAGCTTTACC ACGTCCTTGA 785700 

CGACCGACAA ATTCATATTC TGAATTTGTT AAATTACCAT CGTGACTATC TAAATTAAAC 785760 

TCTGCATCTT TACCCAACAT ATTGATCTGA TTATCTTTAT AATCAAATCC ATTGCGGACA 785820 

TAAGCCATGC GTAAAGGTGT TGATTGGTTT CCAGATTGTT TGACCTGCAC GGATTGTGCT 785880 

AACAAATGGC GATTGCCTTG TTTCAAATCT ACATTACCTT GATAGGTCGC ATCATTTGGC 785940 

TGATTAATTT CTGCGTTATC CGCTTCAATA TAGACAGGCA GAGCATTCAC ATCACCCGTC 786000 

ACGACTTCAC CGCTAAATTT TGGCACGCCC ATTAAACATT GTTCATGCAA ATCTGCCAAA 786060 

CTTTGTTGGC TATAAAGTGC GGTCAAAATA GCAAGTGAAA TTAAAGTGTG TTTTTTATTC 786120 

ATCGTCTTGT TTTAATTTGT CAGAAAATTG GTCAGATTAT ACTGGAAAAA GTGCAAGGCT 786180 

AGTAATATTT TTCAAGAAGT GATTAATAGA ATATCCACTG GGTTATGATT AAATTTTTTG 786240 

TCTATTGAAC CATCAATACG CCAAGACAGC CCATATCTTC TAACATTAAA TTCGATACCC 786300 

CAAATAAGAA TGGGTAGTTG CCAGAAGATG CTTGATCAAA TTTCACTAAA ATTTGAGTTT 7 8636 0 

TGTTTTTTAC CCAAACGGTA TCTTTCCAAG CTAATTCTTC AGCTTGTAAT TGATGTTCTC 786420 

CTTGGCTTTC CACCACAAAT TTGGCACCTT GAATAGTAAA TCCAACAGGT AAACTTGCAT 786480 

TTAAAATCCA GCGTTCAATG GTGCCTTTAC GAGCCATAAC ATCAACCTTG CGTGGGTCAA 786540 

AACGTCTTTG GTTAATTAAG CCGTTTGTAA CATCAATATT ATTCTCGAGT TTGTGCAACG 786600 

GCTTGTTGTA ATATTGCTGG TGCATCCGTT TCGAAAGTTA GATTCGGTTG TTTGTTAAAT 786660 

GCGGATAGTT GTCCTTGAGC ACGTAATTCA AGGACGGTGT TATTAGCGAG TTCATCGCCT 786720 

GAGAACAACA TATTTTTTAT TTTTCGTACA AGCTACGTTT ACTTCCGCTA ATGAGAGATA 786780 

CGTTGTCAAT TT CAT CAT AT TAACCAGTAT TTCTGCGCGT TCTCCTGGCG AGAGAACCAA 786840 

AGATTTGACT GATTTAGCTT TTGGTAAGAA ACCTAAATCT TGTGCAATAA GCAGCATTTC 786900 

TTGATCATTA TCCAAGCGTA AATCATAAGC ACGCGCTAAT GAGGCATTGA GCAAACGTAA 786 960 

ACGAATCCAA CCCCGTGCAA CATCTAAATA TGGTGCTTCA ATACCATTTA CTAATAAGCG 787020 

ATTGCCTACA AAGTGCGGTT GATTTTGTTT GAATAATTGG AGACCATCAT TGTTAAATTC 787080 

CATATCTTGT AAAATCAATG GAATATCATC TACGCCGTAT TTATTGGGAA GATTAGCTTT 787140 

TAGGCTTTGC TCATCTTCAA TTAACCACAT TCCAGCTAAG CCAC3ATAGG TTTGATAGGC 78 7200 

TGAGTTGGCT AATGTCGCGG AACGATACCA GCAGCTTGCT GCAGGTTGTT CAATAGGCAC 787260 

GATGGGTGCC CAAGATTCGC CTTTTTTGAG AACTCGAGCT GCCCCGCCAA ACAGTTCGCC 787320 
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TGATGCTTGT AAACCTTGAA TAGATAAAGC AACTGATTGT GGCAAATTGT TATGATAATT 787380 

AAGTTTGGCA AAGCTGCCTG ATTTGATTTT AATGGTTGGG CCAAGATAAT TACCGTTGAA 787440 

TCCCCATACT GTCACATTGT GTGAGCCATC TAACGGATAA TTCGTTTCCT GCATGGTTAA 78 7500 

TACAATCGGG CGACCGCGAC GAAC7TCAAT TAGTGGCGGC ACAACTAGTT TTTCACGGCT 787560 

TGCCGCTAAC AATGGTGCTG GCACTGTGGA AAGTGCGGTA GAAATCGCAG CTGTTTTTAA 787620 

TAATTGACGG CGGGAAAGGC GTGGCATTTT AGTTTCCTTT TGCTATCTCT TCATCAAGTT 787680 

CGGCAATGCG TTTTTCCATT AGATCATGAC AATAAGCCGC AAGATCGCGA ACATTGTCTT 78774 0 

TGGTATAGCC TGAAACATCG ATTGGATCCA TTATTTCGCA AATCACTTTG CCATTATCCC 787800 

AACGATTTAA ATTAATTTTG TTATGCGTGC TTGAACACAC CACTGGAATA ATTGGTACAC 78 7860 

CTGCTGAAAT CGCTGCATGG AATGCACCCG TTTTAAAGGG 7AATAAACCG CGACCGCGAT 787920 

TGCGAGTGCC TTCTGGGAAC ATCCAAATTG ATAAATTATC TTCATTAATT CGTCGTGCAA 787980 

GCTGTGACAT CGTATTATGT GCTTTTGTGC GGTTTTCTCT ATCCAAGAAA ATATTACCCG 78804 0 

TTACCCAATA TAAAATTCCG AAGAAGGGTA TCCAAATTAA GCTTTTTTTA CCCACGCTTA 788100 

CTGTACGAGG TTGCACCATA TAAGAGATTG TTACCATATC ATAATTATTT TGATGATTAC 788160 

CGATATAAAT GGCGCGGCTA ATTTGCTTCT GATCTTGAGG AATACGATGT TCTACCTTTA 788220 

AGCCAAAAAG TGGATATAAG CGTCCAAACC AACGTGCAAC AATGCCTACG TTGCTTGGAT 788280 

TTTTAAAGCG GATAAAAGAA TAAATCGTAC CCAGTACACA AATTAGAATA CAGCAGATTA 78 8340 

ATACGAGGAA AATTCGAAGT AGTTTTAACA TAAGGATGTC CTATATAAAA TTTCCTTGAA 788400 

GTATAACAAA TTCGATCTCA ATATGTGCTA ATCTAAACAA AAATCGTGGA ATTTTTATGA 788460 

AACATAGCTA TTTTATTTCT GATTTGCATT TAAGCGAAAC TCAGCCAGAA TTGACCGCAC 78 3520 

TTTTTGTCGA TTTTATGCAG AATCTTGCCC CTCAGGCTGA ACGGCTTTAC ATTTTGGGTG 78 8580 

ATCTTTTTGA TTTTTGGATT GGTGATGATG AGCAATCTGC ATTGATTCAA CAAGTGAAAG 7 8 8640 

ATTTAATTAA ATTTGTAAGT GATCAAGGTG TGCAATGTTA TTTTCAGCAC GGCAACCGTG 78 8700 

ATTTCTTGAT TGGTGAACGT TTTTCAAAAG AAACGGGAGC TCAGCTTTTA CCTGATTATC 788760 

AATTGATTAC ACTTTATGAT AAAAAAATCT TACTTTGTCA 73GCGATACG CTTTGTATTG 788820 

ATGATGAGGC TTACCAACAA TTTCGCCGTA GAGTGCATCA AAAATGGCTG CAACGTTTGT 78 8880 

TTTTGTGCTT GCCATTAAAA GTGCGGGTGA TAATTGCGGA GAAAATTCGA GCAAAGAGTA 788940 

ATCAAGATAA ACAAGCGAAA TCTCAGGAAA TTATGGATGT AAACCAAGCA TTCACGGCAG 789000 
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AAAAAGTACA AGAATTTGGT GTAAATTTAT TAATTCACGG ACACACACAC CGTGAGGCGA 78 906 0 

TTCATCAACA AGAAGAATTT ACCCGAATTG TATTAGGGGA TTGGCGAAAA AATTACGCAT 78 9120 

CAATTTTAAA AATGGATGAA AGCGGAGAAT TTGGTTTTAT TAAAGATTAG AATTGCGGTA 7 8 9180 

AAGCAAAAAC TCGTTATTTT ACTTAATGAT ACTAGAATAA TACTTATCCA TAAAATCATA 78924 0 

CCTAAAAGCT GGTGGATAAG CCCAACTTTT AGATACAGAT AAAAGTGCGG TTAATTTTAG 78 9300 

GATTAGTTTT CTTTCGGTAA GCGAAGCAAC GCGTAAATTA ATCCTCCCCA CAATAAAGTA 789360 

AGGGCTATGA TCATCATAAT AATTGCGCCA GTAGTCATTT TATTCTCCTT TAGTTTCATC 789420 

AATCGTTAAT TTGGTTTCGC TTTTCCATTT TAAGCGAGAA AGGAAACATG CCACGACAAG 78 9480 

TAAGCTAATC GACATTCCCC AACCAAAGGT ATTTACAAAC CAGTTTGGAT AACCTTCATA 789540 

ACCCTCAGAG AAGACTTTTG CCCCTTCGCT GAAAAGCATA AATGCTAAAA CACCACTCGT 789600 

TAATACAATG CATAAACGCC AGAAGAAACC CACTTTGAAA GATGACGTTT CGTTTAAGTG 789660 

ATTACCTAAT AAACCGAGTT TTTCATTTGC TACAATCGCA ATTAAAGACG CAAATGCTAC 7B9720 

GGCAACAATA CCGAAATAGT TCACAAATTT ATCGAACACA TCTAACATCG GTAAGCCAGT 78 9780 

TGTTGTGCCG AATAAGATGA CAGAAACTAG CATCATTGGT ACACCCACGA TGAATGTCAC 789840 

TTTTCCACGG CTAATGCGAA TTTTATCCTG AATTGCGGAA ATAATTACTT CGATAACTGA 789900 

GATGAATGAA GTCAATGCGG CAAAGGTTAA TGAACCAAAG AATAACATGC CGAGCACTTC 78 9960 

GCCAAATGGT GCTTTGTTGA TGATGGTTGG GAACGCAAAA AATGCTAAAC CAATTCCGCC 790020 

TTTTGCTACT TCGCTGACTT CTTGACCTTG CGCTGTAGCA ATAAAACCTA ATGCTGCAAA 790080 

TACGCCGATA CCTGCTAACA CTTCAAAGCT ACTGTTAGCA AAACCTACAA CCAAGCCACT 790140 

AC CAGTCAAA TCGGATTCTT TTTTAAGATA AGAGGCGTAA GTCACCATAA TCCCAAAGCC 7902 00 

GATTGAAAGA GAGAAGAAGA TTTGCCCATA GGCCGCAATC CACACACTTG GATTAGAAAG 790260 

TTTTGACCAA TCTGGCGTAA ATAATGCATC TAAACCTTTT GCCGCACCTG GTAAGAATAA 790320 

GGAATAAATC ACAAGCACCA TAAACATCAC GACGAGCACT GGCATTAATA CGGAAGAGAC 790380 

CTTAGCAATT CCTTTTTGAA CACCCATAGA AAGCACGCCT AAGC-CAACAA TCCACATCGC 790440 

AATTAATGGT GCGGTTACCA TACCAACAAA TTCAAAGCTG ATACCGTTTT TAATATCGCC 790500 

CATTTTTAAA AATTTACCGA TGAAGAAATC AATGGGTTTA TCGCCCCACG CGCCAGTGAA 790560 

AGAAAAATAT GTGTAGCTTG CTGCCCAGCC TAATACTACA GCGTAATATA ATCCGATGAT 7 90620 

GACATTCACC ATCATTTGCC ACCAGCCAAA CACTTCAAAG TGCGGGCTAA AACGACGATA 790680 
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AGAAAGTGGC GCACCACCAC GATGACGGTG CCCAATGGCA TAATCTAGGA ATAAAAGAGG 79074 0 

AATCCCTGCC GTTAATAACG CAATAAGGTA AGGGATGATA AATGCGCCAC CACCGTTTTC 790B00 

ATAAGTGGTG TAAGGAAAAC GCCAAATATT ACCAAGACCA ACGGCAGAAC CAATTGCTGC 790860 

CAGAATAAAT GCGCGACGAC CAGAAAAAGT CTCACGCTTT TGTGCTTTTG GGGCTGAGTG 790920 

AGCCATAAAT TATCCTATGT AAAAAAATGA AAAGAGTTTC AATATAATGA AATCTAATCA 790980 

TCAGTCAATA AATAAGCCAA AAGAGCGGTA AAAATTCACT AAATTTTTTA GGGGAAGAAC 79104 0 

AGGAATATTC AAAATAAGCC AATTTTCACC GCACTTTTTT TCGTTTTTTT CTCTCCAAGC 791100 

CCTACCAATG ACTCGAAATT TCGCTACAAT GCTGAACTTA TCCCCAAAAT AAAAACAACA 79116 0 

GGAAACAAAC ACCATGACAG GCGCACAACT CATTATGGCG TGCTTGAAAG CACACCATGT 791220 

CACGACTCTT TTCGGCTATC CTGGTGGCGC AATTATGCCA ACCTACGATG CCCTTTATGA 79128 0 

CGCAGGCTTA GATCACTTAC TTTGTCGTAA TGAACAAGGG ACTGCAATGG CTGCGATTGG 79134 0 

CTATGCTCGC TCCACGGGAA AAGTGGGCGT CTGTATTGCA ACATCAGGCC CTGGTGCCAC 79140 0 

TAATTTAGTT ATTGGATTAG GCGATGCTAT GATGGACTCC ATTCCAGTTG TCACCATTAC 791460 

TGGTCAAGTT GCCTCTCCAT TAATCGGCAC AGATGCGTTC CAAGAAGCGG ATGTTCTAGG 791520 

ACTTTCCCTT GCTTGCACTA AACACAGCTT TATTGTGCAA AGTGCGGATG TTGCCCTACA 791580 

AGGGGATTTA ATCCAAGCGC TTAATGCGCT CAAACAAGAT CTTGATATTG AACCTTGGCG 791640 

TGAACAAATC AGAAATTTCA AAGCAAAATT AGATTTCACT TATGTTGAAA ATCAAGGCAA 791700 

TCGCCCGATT GATCCTTGGG CATTACTCAA CAGCCTATCT AATCGTAAAC CAAATAATGC 791760 

GATAATTTGT ACTGATGTGG GTCAGCATCA AATGTGGTTA GTGCAACACA TTTTACGCGT 791820 

AGCACGTCAC TGCGGATTTA CCGTTACAAC AATGGAAATG ACACTCATTG AAACCCAAGT 7918 8 0 

GCGGTTAAAA ATCACTGTAA AATCTGACCG CACTTTAGAT CTATTAGTGA ATCAGTTGGT 79194 0 

TAAGCTGCCG GATGTTTTAA TGGTTAATTA AGAATATTTT ATCAATTAAC GAAGAAATTA 792000 

ATCATACAAA CGAACCCTAA ATTTTACTCG GAGAGATTAT TTATGCCCAA ACTACGTTCA 792060 

GCGACCAGCA CACAAGGTCG TAATATGGCA GGCGCACGTG CCTTATGGCG TGCAACAGGA 79212 0 

ATGAAAGAAA ATGACTTTGG TAAACCGATT ATTGCGGTGG 7GAACTCTTT CACGCAATTC 792180 

GTACCAGGGC ATGTGCATTT AAAAGATATG GGACAGCTTG TTGCCGCAGA AATAGAAAAA 79224 0 

GCGGGCGGCG TAGCAAAAGA ATTTAACACC ATTGCGGTGG A7GATGGTAT CGCAATGGGT 792300 

CACGGTGGAA TGCTTTATTC TTTACCAAGC CGTGATTTAA TCGCTGATAG CGTGGAATAT 792360 
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ATGGTCAATG CACACTGTGC TGATGCGATG GTGTGTATTT CTAACTGTGA CAAAATCACC 79242 0 

CCGGGAATGT TAATGGCGGC AATGCGCTTA AACATTCCGA CAATTTTTGT TTCAGGCGGC 792480 

CCAATGGAAG CGGGCAAAAC AAAACTTTCT GAT CAATTAA TCCGCTTAGA TTTGGTTGAT 792540 

GCGATGATTG AGGCAGCCGA TCCGAATGTA TCAGATGAAC GTATTGATGC CATCGAACGC 792600 

AGTGCGTGTC CAACTTGTGG TTCATGTTCT GGTATGTTTA CCGCTAACTC AATGAACTGC 792660 

TTAACTGAAG CCTTAGGTTT ATCTTTACCT GGTAATGGTT CTATGTTAGC CACTCACGCA 7 9272 0 

GACCGTAAAG AATTATTCTT AAAAGCAGGT CGTCAAATTG TCGAGCTTTG CAAACGCTAT 792780 

TATGAACAAG ATGATGCAAG CGTATTGCCT CGTTCAATCG GTACTTTTGA TGCCTTTGAA 79284 0 

AATGCAATGA GCCTCGATAT CGCAATGGGT GGTTCAAGTA ACACTGTTTT ACACTTATTA 792900 

GCGGCAGCAC AAGAAGCAGG CGTGGATTTT AAAATGGAAG ATATTGACCG TTTATCGCGC 79296 0 

AAAGTGCCTT GTTTAAGCAA AATTGCACCA AACACCAATA AATATCATAT GGAAGACGTA 79302 0 

CACCGTGCAG GCGGTATTAT GGGATTGTTG GGTGAATTAG ATCGTGCTGG ATTAATTCAT 793080 

AAAAATACAC ACACCGTGCT TGGAATGAGC ATGGGAGAGC AACTAGACCA ATACGATATT 79314 0 

ATTCGCAATC AAGATGAAGA ATTACATAAA TTCTTCCGTG CAGGCCCTGC AGGTATCCGC 793200 

ACAACTCAAG CATTCTCACA AGATTGCCGC TGGGATACCG TTGATAATGA TCGTGTAAAC 793260 

1 

GGTTGTATTC GCAATAAAGA AAATGCGATT TCACAAGAAG GTGGCTTAGC CGTATTATTC 793320 

GGTAATCTCG CTGAAGACGG ATGTATCGTT AAAACCGCTG GTGTAGATGA ATCTATTTGG 793380 

AAATTCACTG GCACGGCAAT CGTATTTGAA AGCCAAGAAG ATGCGGTTGC AGGCATTTTA 7 9344 0 

GGTGGCAAAG TCAAAGAAGG TCATGTTGTT GTTATCCGTT ACGAAGGGCC TAAAGGCGGA 793500 

CCAGGTATGC AAGAAATGTT ATACCCAACC AGTTACTTAA AATCGATGGG CTTGGGCAAA 793560 

AAATGCGCTT TATTAACGGA TGGTCGCTTC TCTGGCGGTA CATCAGGCTT GTCTATTGGA 7 9362 0 

CATGTTTCAC CAGAAGCTGC TTCTGGCGGT GCAATCGGCT TAGTACGCAA TGGCGATATT 79368 0 

ATCAACATTG ATATTCCAAA CCGTGCAATT AACTTAGAAA TCAGTAATGA AGAACTCGCA 79374 0 

ACACGCAGAG CCGAACAAGA TCAAAAAGGT TGGCAGCGAG C7AACCGTGA ACGTGAAGTA 793800 

TCTTTCGCTT TAAAAGTATT CGGTCACTTT GCGACCTCAG CGGACAAAGG TGCGGTACGC 79386 0 

GATAAAACAT TATTAAAATA ATTTAACGGT TCCCCTCTT7 CATAAGAGGG GGATAAAACA 7 9392 0 

AAGGAAAAAC TAACCGCACT TTATCATCAA AACAAACAC7 A7GAAAAATC TACTCACCAA 7 9398 0 

TCCTCAACCC TCTCAATCAG ATTATATCAA TGCCA7TGT7 AAACTTGGTT CGCGCGTATA 79404 0 
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TGAAGCTGCA CAAGTGACCC CTTTACAAAA AATGGGAAAA CTTTCTGAAC GACTGCACAA 794100 

TAATATCTGG ATTAAACGaG AAGACCGTCA GCCAGTAAAT AGCTTTAAAC TACGCGGCGC 794160 

TTACGCAATG ATTTCTAGCC TTTCAGCAGA ACAAAAAGCA GCTGGCGTAA TAGCAGCCTC 794220 

TGCGGGTAAC CATGCGCAAG GCGTGGCATT ATCGGCGAAA CAATTAGGCT TAAAAGCATT 794280 



TGAGGTGTTG TTGCACGGTG CTAATTTCGA TGAAGCCAAA GCAAAAGCCA TCGAGCTTTC 7 944 00 
AAAAGAAAAA AACATGACAT TTATTCCACC ATTCGATCAT CCATTAGTGA TCGCAGGACA 7 94460 
AGGCACGTTA GCGATGGAAA TGCTACAACA AGTGGCGGAT TTGGATTATG TGTTTGTACA 794520 



AATTAAAATC 


ATCGGTGTAG 


AATCAAAGGA 


TTCTGCGTGC 


TTAAAAGCGG 


CTCTCGATAA 


794640 


AGGCGAACCA ACAGATTTAA 


CCCATATTGG 


ATTATTTGCC 


GATGGCGTTG 


CTGTAAAACG 


794700 


CATTGGCGAC 


GAAACATTCC 


GTCTATGTCA 


GCAATATCTT 


GATGATATGG 


TATTGGTCGA 


794760 


TAGTGACGAA 


GTATGCGCAG 


CAATGAAAGA 


TTTGTTTGAG 


AACGTTCGTG 


CTGTTGCAGA 


794820 


ACCATCAGGT 


GCATTAGGTT 


TGGCTGGTTT 


GAAAAAATAT 


GTAAAACAAA ACCATATTGA 


794880 


AGGCAAAAAT ATGGCGGCAA TTTTGTCTGG 


CGCGAACTTG 


AATTTCCACA 


CATTACGTTA 


794940 


TGTATCTGAA 


CGTTGTGAAA 


TTGGTGAAAA 


TCGAGAGGCT 


TTATTAGCCG 


TGACCATGCC 


795000 


TGAACAACCA GGTAGTTTCT TAAAATTTGC TTATGTATTA 


GGTAACCGAG 


CTGTAACCGA 


795060 


ATTCAGTTAT 


CGTTATGCAG 


ATGATAAACG 


CGCTTGCGTG 


TTTGTTGGGG 


TAAGAACGAC 


795120 


AAATGAGCAA 


GAAAAAGCAG 


ATATTATTGC 


AGACCTCACG 


AAAAATGGTT 


TTGATGTTGA 


795180 


GGATATGTCT 


GATGATGATA 


TTGCGAAAAC 


GCATGTTCGC 


TATTTAATGG 


GTGGTCGTGC 


795240 


AGCCAATGAT 


AACGAACGCT 


TATATACCTT 


CGAATTCCCA 


GAGCAAAAAG 


GTGCCTTATT 


795300 


AAAATTCTTG 


GAAACCTTGC 


AAAATCGTTG 


GAATATTTCA 


TTATTCCACT 


ATCGTGCCCA 


795360 


TGGTGCGGAC 


TATGGAAATA 


TCCTTGCAGG 


TTTCCAAATT 


GAACAACGCG 


AACAAGCAGA 


795420 


ATTTGnACAG 


GcACTTGCCC 


AACTCAATTA 


TGTTTTTGAA 


GATGTAACAA 


AAAGCAAATC 


795480 


TTATCGTTAT TTCTTACGTT AATCCTATAA AAAAGGCGTG 


ATATTTTTCA 


CGCCTTTGTC 


795540 


TTATTCAAAC 


TCTAATTCCA 


CCGCACTTTC 


GCCGAGTAAA 


TTCACCAATT 


CCGTCAGAAT 


795600 


TTCATCTGTT 


GGAATGATCG 


ACCATTGCAC 


GCCTAAACGT 


AACAACGCAC 


GACCTTTCGG 


795660 


ACTTTGATAA TACACGTTAA TAGGCAATGT 


TCCACCACTC 


ACT3GCTCAA 


GTAATGCTTT 


795720 



AATTGTTATG CCACAAAACA CCCCAAGCAT TAAAGTGGAT GCAGTGCGTG GTTTTGGTGG 



794340 



AGTTGGTGGT GGTGGCTTAG CTGCGGGTGT GGCAATTTTG CTTAAGCAAT TTATGCCGGA 



794580 
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AAATTGTTTA ATGAAACTTG GTGTAATTTG ATGCTCAGAA AGACTAATAG CCAAGGATTT 795780 

GACATAACGA GAACGAGCCT CATCTAAGGT CATTAACTCG CGCACCGTCA TTTTCAAGCC 79584 0 

ACCAGAGAAA TCATCAAAGC TCACCTGCCC TGAAGCAACA ATCACTGTAT CTTTTTGTAA 79590 0 

TTTCTCACCA AATTGTTCTA GGCTTTCACC AAATAATGTT AAATCTAAGC GACCTGAACG 7 95960 

GTCATCCAAT GTTGCAATAC CTAGACGATT GCCTTTTTTC GTCATCGCAA TTCTCGATGC 796020 

CACAACGAGC CCCGCCACAG TGCTAATTTG TCCACGGCGA TTTGGTGCGA GATCTTTCAA 796080 

CCGCGTCGAT GTGTAATGGG AAAGTTCTTT CAAATAACGG CTAACAGGAT GGCTACTTAA 79614 0 

ATAAAGCCCC AAGGTTTCTC GTTCGCCATC AAGGATTTGT TTTTCGGTAT AAGGCGGTGT 796200 

ATTAGCATAG GCATTTTCCA CGTCTTCATG GGTTTCAGTC AGCACACCGA ACATATCCGT 796260 

TTGTCCCATT GCTTCATCTT TCGCATGCTG ATCGGAAGCT CTAAGTGCAT CTTCCAAATT 796320 

CTTAGAAAGT GCGGCGCGAT GTGGGCCTAA TTTATCAAAG GCACCCGACA TAATTAGGCT 796380 

TTCAAAAGTA CGGCGGTTAA TTTTT TT CAA ATCTACACGA GCGCATAAAT CGAATAAATC 796440 

TTTGAAAATC CCCCCTTCAT TTCTTGCCGC CACAAGTGCT TCAATCGGGC CTTCCCCCAC 796500 

GCCTTTAATC GCGCCAATCC CATACACAAT TTCGCCTTGT TCATTGACAC TAAAATGGTG 796560 

TTTTCCGATA TTAATATCTG GTGGCGTCAC TTTTAAGCCC ATACGCAAAC ATTCGTCGTA 796620 

TAAACCTACG ATTTTATCCG TATTATCCAT TTCTGATGTC ATCACTGCAG CCATAAATTC 796680 

TGCAGGGAAA TGAGTTTTAA GCCAAAGAGT TTGGTAAGAC ACCAAGGCAT AAGCAGCAGA 796740 

GTGAGATTTA TTAAAACCAT AGCCAGCAAA TTTTTCCACC AAGTCGAAAA TCTTCATAGA 7 96800 

TAGCTCGCCA TCAATACCGT TTTTCTCAGC CCCCTCTTTA AACACTAAAC GCTGTTTTGC 796860 

CATTTCTTCT GGTTTCTTTT TACCCATTGC TCGACGCAAT AAGTCAGCCC CACCCAGCGT 796920 

ATAGCCAGCC AACACCTGCG CAATTTGCAT CACTTGTTCT TGATACAAAA TAATGCCGTA 796980 

AGTCGGCTCA AGAATAGGTT TCAAACTTGC ATGTTGATAT TCTGCGTCAG GGTAAGATAC 797040 

TTCTTCTCTC CCGTGTTTAC GGTCGATAAA GTTATCTACC ATACCCGATT GTAACGGCCC 7 97100 

CGGACGGAAC AATGCTACCA ATGCGATAAT ATCTTCAAAA CAGTCAGGTT GCAGGCGTTT 797160 

GATCAAATCT TTCATACCTC GTGATTCCAA CTGGAACACG GCGGTGG7TT CGGAACGTTT 7 97220 

AAGTAATTCA AAAGATTCAG GATCATCAAG TGGAATGGCG GCAATATCTA CTCGAGGCTT 797280 

GCCTTCACGC ACCATACGAA CATTAATTAT ATCCAATGCC CATTTAATGA TAGTAAGAGT 797340 

ACGCAAGCCT AGGAAGTCAA ATTT CACAAG CCCTGCATAT TCCACATCAT TTTTATCAAA 7 97400 
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GTGAGTAACT GGATGTAAGC CTTCATTATC ACAATAGAGT GGTGCAAAAT CAGTAATTAA 797460 

GGTTGGCGAA ATGACCACGC CACCTGCATG TTTACCTGCA TTACGTGTCA CACCTTCCAG 797520 

CTTGCGCGCC ATGTTAATCA ATGC7CGCAC TTCTTCATCG CTATCGTAGG CAGTCTGTAA 797580 

TTGCGGCTCG GTCTCAAACG CTTTGGCAAG CGTCATACCT GGATCTGGCG GAATCAATTT 7 9764 0 

AGAAATACGA TCAACGAAAC CATAAGGATG CCCCAGCACT CGCCCTACAT CTCGAATAAC 7 97700 

CGCTTTCGCC GCCATTGTAC CAAAGGTAAT AATTTGTGAT ACCGCGCCAC GACCATAGGT 797760 

TTCTGCAACG TGCTCAATCA CGCGATCGCG ACCGTCCATA CAGAAATCCA CGTCGAAATC 79782 0 

GGGCATAGAC ACACGTTCTG GATTTAAGAA ACGTTCAAAT AGCAAATCAA ACTCTAACGG 797880 

ATCTAAATCA GTGATTTTTA ATGCATAAGC CACTAATGAA CCCGCACCAG AACCACGACC 79794 0 

TGGCCCTACT GGAATATCGT TATCCTTAGA CCATTGAATA AATTCCATTA CGATCAAGAA 798 000 

ATAACCTGGG AACCCCATTT GGTTAATTAC ATCTAGCTCA ACTTGCAAGC GTTCATCATA 798060 

TTTTGGTCGT TTTTCTAACC GCACTTTTTC ATCAGGGAAT AAAAAAACTA AACGTTCTTC 798120 

CAAGCCCTCT TTGGATTTTT GCACTAAGAA ATCTTCTGTA CTTAAATCGC CAGTTGGAAA 798180 

TTGAGGTAAG AAATATTGAC CAAGGCGCAA AGTCACACTA CAACGTTGCG CAATTAATAA 79824 0 

GGTATTTTCG AGAGCGGAAG GAATGTCTGC AAACAGCTTA CACATATCTT CTTCACTACG 7983 00 

AAAATATTGC TGTGAGGTAT AACATTTCGG ACGTTTAGGA TCGTCTAAAG TATAGCCATC 798360 

GTGAATssTA CGCGAATTTC GTGGGCTTCA AAATCCTCTG TATTCAAAAA CATCACATCA 798420 

TTAGTTGCGA CCAATGGTAA ATCACAACGT TCTGCTAATT TCAACGCTGC TTGAATGTAA 7 984 80 

CGTTCTTCAT TTGGGCGACC TGTACGACTT AATGCTAAAT AAAAATGATC GGCAAAAAAT 7 9854 0 

TCTTGGTAAA AAGCGACCGC ACTTTCAATT TCGGCTACGT TTTCTTTCAA CAATTTTTTA 7 98600 

CCCACATCGC CTTGCGTTCC CCCTGATAAA ATAATCACGC CGTCGCGATG TTCAATTAAC 798660 

CAATCTTGAT CAATATAAGG TAAATCGTTA TAACCGCGTT GATAAGCCTT TGATAACAAT 7 9872 0 

AAAGTAATAT TTCTATAGCC TTCATTATTT TTAGCTAGCA AAG7AAGATC AAAGTATTCA 798780 

TCGCCACATA ATGGGCTTTT TACTTTTACA TCTGCCCCGA TAATGGGCTT CATACCCGAA 798840 

GAAAGCATTT CGCTATAAAA ACTAACCACA CCACAAAAAT TAGTAAAATC CGTTAATCCC 7 98 900 

ATAGCAACCA TTTCATTGGC AGCACAAGCT TTCACAAGAG GTTTCACTTT GACGATACTG 798960 

TCAATCATCG AAAAATCTGT GTGTGTGCGA AGATGGATGA AGCGAGGTTG GGATGACATT 7 99020 

GAAAATCCTT AAAGTGCGGT TAAATTTTGC CGTAAATATT AAAGCGGTAT TATAGCGAAT 799080 

/* 4 
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TTTTCAAACA AATGCTTATG CTACAAATAG TGTTCCCAAA TTGGCTCGGA TAACCGATTG 79914 0 

CGTGAATAAA AAATGTTAAG TAGATCAAAA AATTGATAAT TAGCCGTTTT CATTTnGTTA 799200 

GATTTCCGCT AGTCTAACGA CGATTTTTTA TTTATTTCAA CGAATAAGGA TAACGCTATG 799260 

ACAACACTTT nGGAGGTTGC ACAACATTGG TTAAACCAAG ATCCTGACGC AGriAAACTCG 799320 

TGCAGAAtTA ACCGCACTTT TAGATGCCGC AAAAGGCGGA GATAAAGCGG CAGAAGCAGA 799380 

ATTACATGCG CGTTTTGATG GTCGCTTACA ATTTGGTACG GCAGGTTTAC GTGGTCGTTT 799440 

ACAAGCTGGC TCAATGGGGA TGAACCGAGT TTTAGTTTCT CAAGCTGCTG GTGGTTTAGC 799500 

GGAATATTTA AAAGGTTACG ATAAAGAACC CTCAATCGTC ATTGGTTACG ATGGTCGTAA 799560 

AAACTCTGAT GTTTTTGCCC GTGACACCGC TGAAATTATG GCGGGTGCAG GCGTAAAAGC 799620 

TTATTTATTA CCACGCAAAT TACCGACTCC AGTTTTAGCC TATGCTATCC AATATTTTGA 799680 

TACCACTGCA GGTGTAATGG TAACAGCAAG CCATAACCCA CCAGAAGATA ATGGCTACAA 79974 0 

AGTGTATTTA GGTAAAGCAA ATGGTGGCGG TCAAATCGTT TCACCAGCAG ATAAAGACAT 799800 

CGCAGCATTA ATTGATAAAG TTGCGGCTGG CAATATCCAA GATTTACCAC GTAGCGATAA 799860 

TTATGTGGTG TTAAATGATG AAGTGGTAGA TGCGTACATT ACAAAAACTG CATCATTAGC 799920 

TAAAGAACCC GCTTGCGACA TTAACTATGT TTATACCGCT ATGCATGGTG TTGGCTATGA 793980 

AGTTTTAAGT AAAACACTGG CAAAAGCAGG CTTACCACAA CCCCACGTAG TCGCAGATCA 80004 0 

AGTTTGGCCA GATGGCACAT TCCCAACGGT GAATTTCCCA AATCCAGAAG AAAAAGGCGC 800100 

ATTGGATTTA GCAATTAAAG TGGCAAAAGA AAAGAACGCT GAATTTATCA TTGCTAATGA 800160 

CCCAGATGCA GACCGTTTAG CCGTTGCTGT GCCTGATGCG CAAGGCAACT GGAAATCACT 800220 

ACACGGTAAC GTGGTTGGCT GTTTCTTAGG TTGGTACTTA GCAAAACAAT ATCAAGGTAA 800280 

ACAAGGCACA TTGGCTTGCT CACTTGTTTC TTCTCCTGCG CTCGCTGAAA TTGCGAAAAA 800340 

ATACAGTTTC CAATCAGAAG AAACCTTAAC TGGTTTCAAA TACATCGGTA AAGTATCTGG 800400 

CTTATTGTTC GGTTTTGAAG AGGCATTGGG CTATCTAGTG GACCCAGACA AAGTACGCGA 8 00460 

TAAAGACGGT ATTTCTGCAG CAATCGTGTT CTTAGATCTT 37GCGTAACT TGAAAAAACA 800520 

AGGCAAAACT TTAGCAGATT ATGCTGATGA ATTTACCAAA GAA7TTGGTG CTTATGTGAG 8 005 BO 

TGGACAAATC TCTATTCGAG TCAGCGATCT TTCAGAAATT GGAAAATTAA TGACCGCACT 8 00640 

TCGTAACAAT CCACCAGCAG AAATCGCTGG CGTGAAAGTG GCACAATTTA TCGACCACAT 8 007 00 

TAAAACAGAT CGTCAAAGCG ATATCCTTGT ATTTAACTTG GAAAATGGCG GACGCTTAAT 8 0076 0 
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TGCTCGTCCT TCAGGTACTG AACCAAAAAT 


TAAATTCTAC TTAGATG CGC GCGGTAAAGA 


800820 


TCCAAAAGAT GCAGATCGCG TACTAGCAGA 


ATTTGATGAA 


GGTGTTCGTC 


ACATTCTTCG 


800880 


CCAAGATGCT TATGGCAAAC AAGACTGCTA 


ATTGCAAAAT AGTAAGAAAA AACACCGCTT 


800940 


GTAAAAGCGG TGTTTTTGCA TTTAAGCACT 


TTTGCTGTTT 


AAAATTTTCC 


CTAAATTCGT 


801000 


TTCCAACCAA TCCACCAACT CAAACATCTT 


ATTAGATTCC 


TCTCTCCCAA 


ATTCTGTTAA 


801060 


TGTGTAATCT ACTTGTGGCG GAACAGTGTT 


GTAGGATTTG 


CGAATTACGT 


AATGGTTGGT 


801120 


ATACAGAAAA CTACACTGAA TCAGTTCCAA 


CTACATTAGC 


AAACAATGCT 


TTCTATGGTT 


801180 


CAGTAGAAAA CGGAAAAATT TCATCCGCAC 


TTCGTGCAGA 


ACTTGCTGAA 


GCTGCAGCGG 


801240 


ATTATGCCGT AGCACTTGTA CAAGTAGGAT 


TAGGTGAAGG CTTTGCAGGC TTAATTGCAC 


801300 


AATGGGATAT GGATACGTCA AACGGTGCAT 


TGACTTGTTG 


TTTGAAAAGG 


GTGTGGTATT 


801360 


TGGTCATAAA AAATCTGCAC CTTAGTTAGT 


TGGTTATTTA 


ATCCAGCTTT 


TGGGGTGCAG 


801420 


ATCATTCCTA GCTTGCCTTT TGTTTTACCA 


TTTAATTAAT 


GTTTAGTTTG 


TTCTTCCTCA 


801480 


GATTTTTCTT CTGCATTTTC TGCTTGTTGG 


CGATTCATAT 


ATTCAACAAA 


CAATGCATCA 


801540 


AAGTTTACTG GAGATAAGTT TAATGCAGGG 


AACGTACCGC 


GATTTACTAG 


GTTAGACACT 


801600 


AATTCACGCG CATAAGGGAA AAGCATATTC 


GGGCATTGAG AAGTTAAACA ATGCGCCATT 


801660 


TGAACATCTT CTAAACCGCT AATAGTAAAT 


ACGCCTGCTT 


GTTTAACTTC 


GCAAATAAAT 


801720 


GCGACATCGC CACTATCTTC AAGTGTAGTT 


TCAACAGAAA 


TGTTTAATAC 


CACTTCATAT 


801780 


AAGTCATCGC CAACTTGGGT TGTTTCGGTG 


CTTAAATCAA 


AACCAAGTTT 


TGGTTTCCAT 


801640 


TCTTGTTGGA AAATATGTGG AAGATTTGGA 


GCTTCAAAAG 


ACACATCTTT 


CACATAAATA 


B01900 


CGTTGAATTT GGAGAACGGG TTGTTGTTCT 


TCTGTTGCTG 


CAACGTCTTG 


TTTTTGnTCT 


801960 


GACATTTTCT ATTCCTTATT ATTTATGTTT 


TTTAACTAAA 


GGTAAATTTG 


CTGCTACCCA 


802020 


CGCGGAAAGG CCTTCTTTCA ACACAAATAC AGAATTAAAA 


CCTTGTTTGG 


TTAAAAATAC 


802080 


TGCAGAAGCA GAGGCTGAAG TACCATTTGT 


ATCGACTAAT 


ATAAGAGCGT 


TCTCTTTATG 


802140 


CGACTCTAAT TTTCCGATAT TTTGATTTTT 


AATTTCGCTT 


3 G AAG C ACAT 


TAATACTATT 


802200 


AATGATATGT CCACGTTGAA ATTCTTCAAG 


ACTACGTAAA 


TCTACCACAA 


TGGCTTCATC 


802260 


GGAATTTATT AACCGAATAA CTTCATTGTG 


CGTAATTACT 


TTAAATTTAC 


TCGTTGCGCC 


802320 


TTTGTAGAAT GTATAAATTA CCATTACGAA AATCGCAAAC 


CAAGAAACTG 


CTAAAAGCGT 


802380 


ATGTTTTTGA GCAAACTCTG TTGCCATTGA 


. GATAAATTC7 


TGCATTGTTT 


TCTCTACTGA 


802440 
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TTAAGTACGT CAAAATAGGG CTCAAGTATA ACCGCACTTG GGTTATCTTT CAAAAAAATT B02500 

ATGCTTAAAT TCCGTACTTG CATAAAGGTT ATACAATCAA CAAAAAAAAT TATGTGATCG 802 560 

AGATCATAAA TTTGTTTTTC CATTGTTTAT AAATAACTTA ATT TAG TT AG ACTACTTTGG 80262 0 

AGAAATTTTT ATTCATCTTA GGAGAAATCT ATGAAATTAA CTAAATTAGC CTTATGTACT 802680 

TTATTTGGTC TAGGTGTTTC AATAGCAAAT GCAGCTGACT TACCAAATAT TACAATCTTG 8 02740 

GCAACGGGTG GTACCATTGC AGGAAGCGGG CAAAGTTCGG TAAATTCTGC GTATAAAGCT 802800 

GGACAATTAA GTATTGATAC TTTAATTGAA GCTGTACCAG AAATGAAAAA TATTGCCAAC 802860 

ATTAAAGGTG AGCAAATTGT AAAAATAGGT TCACAAGACA TGAATGACGA AGTCTGGCTA 802920 

AAACTGGCAA AAGCCATCAA TGCTCAATGT AAAAGTACTG ATGGATTTGT CATTACCCAT 802980 

GGTACAGATA CCATGGAAGA GACGGCTTAT TTCTTAGATT TAACCGTAAA ATGTGAAAAA 80304 0 

CCGGTTGTTC TCGTTGGGGC AATGCGTCCT GCAACAGAAA AAAGTGCTGA TGGCCCATTA 803100 

AATCTTTACA ATGCTGTCGT TGTCGCAGCA GACAAAAAAT CAAGTGGTCG TGGTGTTTTA 803160 

GTCGCAATGA ATAATGAAGT ACTAGGTGCT CGCGATGTAA CAAAAACCAG TACGACCGCA 803220 

GTGCAAACGT TCCATTCACC AAATTATGGT TCTCTAGGCT ATATTCATAA CAGCAAAGTG 803280 

GACTATGAAC GTTCCCCAGA AAGCAAACAT ACCATCAACA CTCCGTTTAA CGTAGAAAAA 803340 

TTAGATAGCC TACCCAAAGT GGGGATTATT TATGCTTATT CAAATGCACC TGTCGAACCA BO 34 00 

TTAAACGCAT TACTCAATGC TGGCTATCAA GGGATTGTAT CTGCAGGAGT TGGCAATGGA 803460 

AATGTTAATG CTGCACACTT AGATCGCTTA GAAAAAGCCG CAAAAGATAG CGTCGTTGTA 80352 0 

GTCCGTTCTT CTCGTGTACC AACGGGTTAT ACAACTCGTG ACGCTGAAGT TGATGATAGT B03580 

AAATATGGCT TTGTAGCATC AGGTACTTTA AATCCACAGA AAGCCCGCGT GCTCTTGCAA 80364 0 

TTAGCTTTAA CTCAAACTAA AGATCCnAAA GTAATTCAAC AATATTTCGA AGACTTCTAA 803 70 0 

GATCAATGGT AATAAACAAA GTGCGGTTAT AAATAACCGC ACTTTTGACC ACAATTTATT 803760 

GATCCAAGTT ATGGAATCTC TACCTATTTG TTGCTATATT ACACGCCGTT TCAACAAATA 803820 

AAACACAGTG TTTTTTATTA ACCTAGGGGG GCAGTATGTC TGCAATGTTT TTACTACAAT 803880 

TTGCCATCGT ATTATTGTGT ATCTTTGTGG GTGCGCGTGT AGGTGGTATC GGTTTAGGTG 803 94 0 

TATTTGGTGG TTTAGGTCTT GCCATTCTTT CTTTTGGCTT TGG CTTGAAA CCAGCAGGTT 804000 

TACCTATTGA TGTTATGTTT ATGATTATGG CTGTAGTGGC AGCCGCGGCA GCAATGCAAG 804 060 

CAGCTGGCGG TTTAGACTAC ATGATCAAAA TCGCAACCAA AATCTTACGT CGTAATCCTA 804120 
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AACACATTAC GTTTATTGCG CCAGCAGTAA CTTGGTTATT CACTCTCTTA GCGGGTACTG 904180 
GTCACGTGGC ATATTCTGTA TTGCCAGTTA TCGCTGAAGT GAGCCGTCAA AACGGTATCC 80424 0 
GTCCTGAACG CCCAATGTCA ATGGC3GTAA TTGCATCACA ATTTGCTATC GTAGCAAGCC 804300 
CAATCGCTGC AGCGGTGGTG GCTGT3STTG CTTACCTTGA GCCACAAGGT ATTCATCTTG 804360 
GCGATGTTTT AATGGTAAC C ATTCCTTCAA CTATTCTAGG ACTTTTCCTT GCTTGCTTAT 804420 
TTGTTAATAA AATGGGTAAA GAATTAAAAG ATGATCCAGA ATATCAACGT CGTTTGAATG 804480 
ATCCAAAATA TGCAGATATT TTTGCTTCTA CCACTTCAGT CAAAGAAGTA GAAGTGAGCA 804540 
AAACAGCTAA AATTTCCGTT TCTTTATTCT TATTTGGTGC 7TTACTTGTC GTGTTAATGG 804600 
GTGCAGCTCC TTCTATTCGA CCTGTTTTTG ATGGAAAACC AATGGGAATG GCACATACCA 804660 
TTGAAATTAT TATGCTTTCT ATTGGTGCAT TGATTATCTT AACTTGTAAA CCAGATGGCA 804720 
CAGCGATTAC CAAAGGTTCT GTATTCCATG CAGGTATGCG TGCAGTAATC GCAATCTTCG 804780 
GTATTGCTTG GTTAGGTGAC ACTTTAATGC AGGCACACAT TACTGAAGTA AAAGAAATGG 804640 
TGAAAGGCTT AGTGGAAACT GCACCATGGG CATTTGCTTT C3CTCTATTT GTACTTTCAG 804900 
TATTAGTAAA CAGCCAAGGT GCAACAGTAG CGACATTGTT CCCTCTTGGT ATCGCATTAG 804960 
GTATCCCTGC ACCTGTATTA ATCGGTGTAT TTGTTGCTGT AAATGGTTAC TTCTTCATCC 805020 
CTAACTATGG TCCAATCATT GCATCTCTTG ACTTCGATAC CACAGGTACA ACCAAAATCG 805080 
GTAAATACAT TTTAAACCAC AGCTTTATGC TTCCAGGTTT ATTGAGCATG TTTTTCTGCT 805X40 
TATTAATCGG TTTAGGTCTT TCGCACGTTA TTCTTTAAAA TGTGATTCGA TAACAAAGAA 805200 
CGGTGCTGAA ATAGCACCGT TTTTGTTGTT CTAATATCAA CTTAAAATAA CTCAAAAAAA 605260 
TAACCGCACT TTGATATATA AGTGCGGTTA TTTTTATGAA AGTTTTCCGC CCTGTTTCGT 805320 
TGTTATGTTA TCATTACATT AATGTAACAT TTTTAACAAT TTAAACTTTT AGGAGAGCTT 605380 
TATGAAAAAC GTCGTGATCG TTGGTGGGGG TGCTGGCGGT ATTGAATTAG CAACATTTTT 805440 
GGGTAATAAA TTAGGTCGTC AAAAACAAGC TAAAGTAACG CTGGTTGATC GCAATGCCAC 805500 
CCATTTATGG AAACCCTTAT TGCATGAAAT TGCAACAGGC GTAATGGATG ATGGCGTTGA 805560 
TTCTTTAAGT TATCGTGCGC ACGGTAAAAA TCATTTTTTC A3TTTTGAGC AAGGTTCAAT 805620 
TATACGTATT AATCGCGAGC AAAAATATGT TGAACTTGCA CCT3TTTATG GACAAGAGGG 805680 
CGATATGCTT GTCATTGCTC GTCGAATTCC TTACGATTA7 TTA3TGATTG CCATTGGCAG 805740 
TAAATCTAAT GATTTCAACA CAAAAGGGGT GGCTGATAAT T3TATTTTTT TAGATAGTTC 805800 
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AAAACAGGCT TTACGTTTTC AACATAAACT GTTGGAATTA TTTTTAAAAT TTTCAGAAAA 8 05860 
CCGCGCATTA GATGACATTG GCGAAGAAGA ATTTAAACAA AAGTTAGTGG ATGAAAATAA 805920 
AGTAAATATT GCTATTGTGG GAGGTGGAGC AACTGGTGTG GAATTAACCG CAGAACTTTA 805980 



AGTTACTTTA GTCGAAGCAG GAACACGTTT ATTGCCAGCA TTACCTGAAA ATTTATCTGC 806100 

TGCAGTGTTA GATGAATTAA AGGAAATGGG CACCAATGTG CAATTAAACA CAATGATTAC 80616 0 

TGAGGCGCAG CCAAATACAC TTATTACCAA AGATGGCGGG GAGATTAAGG CTGATCTTAT 806220 

TGTTTGGGCA GCAGGGGTTC GCGCCTCAAC AGTAACGCAG CAATTTGATG GATTAGAAAT 8 06280 

TAATCGTATC AATCAATTAG TGGTTAAAGA TACACTTCAA ACTACCGTTG ATGATAGTAT 806340 

TTTTGCGATT GGCGATTGTG CTGCATTAAT ACAATCAAAT GGTAAATTGG TTCCGCCAAG 8064 00 

AGCGCAAGCT GCACATCAAA TGGCAAAGGC TTGTGCAAAA AATATTTTTG CATTGTTTGA 806460 

AAATAAACCA CTGAAATCTT TTAAATATAA CGATAAAGGT ACTTTAGTTT CTTTGTCAAA 806520 

TTTTACCGCA CTTGGTAGTC TAACCAATAA GTTTGGTAAA AATCCACTTA CCGTTCAAGG 80658 0 

TAAATTTGCG CAGTTTGCTT ATGTGTCTTT GTATCGAATG CACCAACATG CTTTGCACGG 806640 

TTGTATTAAA ATTGGTTTGA TTATTCTCGT TGATAAATTG AATCGTTATT TAAAACCAAG 806700 

ATTAAAATTG CATTGATTAA GTATAATTTT TCGTTAAATG CGATCTAAAT CATTTATATA 806760 

AAAGAAAGGG CATCAATGAT GCCCTCAGTA TTGTTTTATG AAGAAAGATC TTCGGATTTT 806820 

TCAATTGTTC CTTTCACCGT TAAGCAAATT TCTGTTGAAA TCAAATGGGA AAGCGTTGAA 8 068 8 0 

GCTAATTCTT CTATTTTATC AAGAACAGTA TAACCAGATT CATCAAAGTA ACGTTGCTCT 806940 

TTCAAGTTTG CAATAAAGCT TGAAAAAACC GCTTTATCAA AGAATTCTGG TGCATTTATG 807000 

CCGTGTAATA CTGATAAACG TTGAGCAACA AGCTGGCTTT CTTTTTCAAG TTCAGCTCGA B 07 060 

GAAATAGCAG GTTGTTTTTG TAAAATAGTG ACAGTAATGT AA7AACGTTG CAAGATTTCC 80712 0 

AGCATTCCCG CAGACCAAAG CTGTAAAATT CGTACTTTTG ATTTATTAAT AGATAAGAAG 807180 

TTATCATTTG AATTAATAAC GCTTTGGCGT GCAAATTCAT TAATGATTTG ATGGATTTGT 80724 0 

ACATTCAATT CATCTTCATT GAAATGTAAG AACAATTCGC CTTGTAAGAA AGGGTAAATT 8 07300 

TTTCTAATTG CGTCTAATAA TAAATCTTTT TGGATCGCTT CGTAATGCAA AAT AAT ACT C 807360 

GCAACTAAAG ATGGTAATAC GAATAGATGC TGAATATTAT TACGATAATA AGTCATTAGT 807420 

ACAG CAGATG AACGTTCTAA GCGTACAATT TCGCCAAAAT TATCTTTTTC AATTAACACA 8 074 80 



TCATGCCGCT 



GAAGATTTGT 



CTTCTTACGG 



TTATGGTAAA 



ATTGATAGTT CTTGCTTACA 



806040 
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CCTATACGAT CTAAAGCCAA TACG73TTCT .AACATTGCTT GCGGTGTCAC ATTTGGTAGC 
ACTACGTCCG TAGAATAAGG GACA77T7G7 AACAATTGTT GATAACTACT AAGTTGTTCT 
AACAGTTGCT CACGTGAAAG TGCTCGCTGA CGAGATGAAA GTAGTGCTGT ACCCACAAGG 
TTCATTGAAT TAACTGCCGC 7GC777G77A ATATTAATCA TTACTTGTTT AGAAATATTA 
TTTACCGCAG GTGTAAACCA TTG7GGTTTT TCTTCGTGAT TTTGCTCTTT CCAATCAGGA 
AAATGTTGGC TCAAATAGTT TGAAAGCGTA ATTGGCTCAC CAAAATTTAC AAAACCTTGA 
CCAAGATTAC GTAATTTTTT AATTACACGA AGTACTAAAC CCGCATTTTC TTTTTCTTTC 
GCTGCACCAC GTAATTCCTT AGCATAAGTG TCTACTTCTA ATACGTGTTC ATAACCAACG 
TAAACAGGAA CAATCGAAAT GGGGCGAGTT TGACTATGTT GCAATGCTTG AAGTGTCATT 
GACATCATAC CTGTTTTTGG TGCCAGCAAA CGACCTGTAC GAGAACGACC GCCCTCAATA 
AAATATTCGA CGGAATAGCC TCGATGGAAT AGTTCTGATA AATATTCGCG AAAAATGGCA 
GAATATAGTC GATTTCCCTT AAAAGTGCGG CGAATAAAGA ATGCCCCCCA ACTACGAAAC 
ATTCTACCTA TAGGCCAGAA ATTTAAGTTA ATCCCTGCCG CGATATGTGG CGGAACAAGA 
CCTTGATGAT AAAGCACATA AGAAAGCAAT AAGTAATCGA TATGACTACG GTGGCAAGGC 
ACATAAACAA TTTCATGACC TTCTAACGCT AATTTACGGA CACGATTCGA ATTTTGTACA 
TTAATACCTG AATAAAGTTT ATTCCAAAGC CAACGTAAAA AACGATCTAC TGCACGTAAA 
CTTGAATGGC TGACATCAGC TGCAATTTCA TCCAAAATTT TATATGCTTC TTTTTGTGCT 
TTTTCAATAC TGATATTTTT TGATTTTGCT TCATCTTCAA TTGCTCGTCG GATTGCTTCT 
GATTGCAATA ATTTATTAAA CATTGCTTGA CGATTTGGTA AACGAGGGCC TGTCGCTGAA 
ATACGTTGTT TTGCGAAGTG CATTTTTGCA ACTCGAGCCA GCTTTTGTGC AATTTTTTCA 
TCTGAGCCAT GTTCAACTAC CATATAACGT AATGAAACCG C7TGAGAAAA ACGCACAAAA 
GTATCACGTC CAAACCAAAT TGCTGCAAAT GTTTTTTGTA 7ACCATTTAA TAAACGCAAA 
TTAGGCAAAT CTGATTTATC TTCTTGTCCG GGAGAACGTC CCCAAAGAAC AGAAACAGGA 
ATAAGTTGCA CATCTAAACT TTCAGAAGTG CGGTGTAATT CAAGATATTT ATTGAAAATG 
GTAGTGGTTT CGTCTTTCGC ACCTTTTGAT TTAAAAATTC 3GCGACCTTC GTCTAAATAT 
ACATAACGTG GTAACTTAAC GCCATTAATT TCATTTTTCT CT3CGGGATC GGGCAAGCCT 
AACGCTAAGC AATTTCGGCG GAAAATAACG AAATCAGTTT GAGATGTATA AGGCAAAACA 
TAAACAATAG GTTGATGAAT ATTAAGTGAA AGCTCTTCTA TTGGATTGGC GGGAATAGGA 
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TTATTTTTCA CCAATGCAGA 


CAGCGGCAAG 


CTCAATAATT 


GGCGATACAT ATTTATAAAA 


809220 


7TTGCCATAA TAAATTTTCT 


CTTTGTTATA 


AGTTTGTAGA 


TCTTATAGAC GTTTAAAAAG 


809280 


CAGTTTGTGA ATAGAACTAT TTTTAGCCCT 


TTGGTGTTTT TATCGTCCAA AAACTCAAAT 


809340 


ATTTTAACAC ATCCGATCTC AACTAATTTA 


GAAAATTTGG 


CGACAAAATG TGACTTAATA 


809400 


CACAGATTTA AAAAATAACA GTTGCAACT7 


TACACAATCT 


GTATACAATA CCAGTTATCT 


809460 


GTGTTTAAAA ACAGGAGTGT ATATGAGACC 


ATTAACCGCA 


CGCCAACAAG AAGTGTTGGA 


809520 


TTTATTAAAA CGCCATTTGG AAACAACAGG 


TATGCCACCA 


AGACGAGCAG AAATATCTCG 


809580 


AGAATTAGGT TTCAAATCTG 


CAAATGCCGC 


AGAAGAACAT 


TTGAAAGCAC TTTCACGTAA 


809640 


AGGTGCAATC GAAATCATTC 


CCGGCGCATC 


TCGTGGTATT 


CGTATTTTAG ACAATAGTTC 


809700 


GAATGATGAA TTTGACGGTT 


TACCGCTTGT 


AGGGCGCGTA CGTGCTGGAG AACCGATTCT 


809760 


TGCAGAGCAG CATATTGAAG 


CGACATATCG 


AGTAGATGCA 


GATATGTTTA AACCACAGGC 


809820 


TGACTTCTTA CTTAAAGTTT 


ATGGTTTATC 


AATGAAAAAT 


GTTGGTATCT TAGATGGTGA 


809880 


TTTATTAGCT GTGCATAGTA 


CTAAGGATGT 


ACGTAACGGA 


CAAATTGTGG TTGCACGTAT 


809940 


TGAAGATGAA GTAACAGTAA AACGTCTTGA 


GAAAAAAGGT 


TCTATCATTT ATCTACACGC 


610000 


AGAAAATGAA GAATTTGATC 


CTATAGTAGT 


CAATCTTGAA GAACAAAAAA ATTTTGAAAT 


B10060 


TGAAGGTATT GCAGTAGGCA 


TTATTCGTAA 


TAACGCTTGG 


ATGTAATCTG ATACCAAGGA 


810120 


ATGAATAAAG TGCGGTAAAA 


ATTTACGGTA 


TTTTTACCGC 


ACTTTGCTTA TACTAGAGTT 


810180 


CTTTATTTGC CATGATTTTT 


GCTGCTCTTT ATAATGCAAA AATCTTGAAT TTATACAAAG 


810240 


GATGGAAAAA TGCAGTTTTC 


CAAAATGCAC 


GGATTAGGTA 


ACGATTTTGT TGTGGTTGAT 


810300 


GGAGTCACTC AAAATGTGTT 


TTTTACTCCA 


GAAACGATCC 


GACGTTTAGC CAATCGCCAT 


810360 


TGTGGAATTG GGTTTGATCA 


ACTTTTAATT 


GTTGAAGCTC 


CTTACGATCC CGAACTCGAC 


810420 


TTTCATTATA GAATTTTTAA 


TGCTGATGGA 


AGCGAAGTTT 


CGCAATGCGG AAATGGTGCT 


610480 


CGTTGTTTTG CTCGGTTTGT 


GACATTAAAA 


GGGCTAACTA 


ACAAAAAAGA CATCTCGGTT 


810540 


AGCACACAAA AGGGTAATAT 


GGTTTTGACG 


GTAAAAGATG 


ACAATCAAAT TCGTGTGAAT 


810600 


ATGGGCGAAC CAATTTGGGA ACCAGCAAAA ATTCCATTTA 


3CGCAAATAA ATTTGAGAAA 


810660 


AATTATATTC TGCGTACAGA 


TATTCAAACC 


GTACTATGTG 


GTGCAGTTTC AATGGGGAAT 


810720 


CCTCATTGTG TTGTACAAGT AGATGATATT 


CAAACAGCAA ATGTTGAACA GCTTGGTCCT 


810780 


TTGTTAGAAA GCCATGAACG 


TTTTCCTGAG 


CGTGTCAATG 


CTGGTTTTAT GCAAATCATC 


610B40 
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AACAAAGAAC ATATTAAGCT TAGAGTTTAT GAACGTGGTG CTGGCGAAAC TCAAGCCTGT 81090 0 

GGAAGTGGTG CTTGTGCAGC TGTTGCAGTT GGCATTATGC AAGG CTTATT AAACAACAAT 810960 

GTCCAAGTAG ATTTACCGGG CGGTTCGCTC ATGATCGAAT GGAATGGTGT TGGTCATCCA 811020 

CTTTATATGA CAGGCGAGGC GACCCATATT TATGATGGGT 77ATAACTCT TTAATATTTT 81108 0 

TCCCCACTTA TCTTAAAAAA GATGAGGCGT TTTTCTTAAA 7TAGCGTAAA CATTTTGTAT 81114 0 

CTAAATATAT TTTTATTGAA CTGTTTGATA ACTTTAAGTA ATCAGAACAA GCATTTTTCA 811200 

TACAATCTCT AGATTTTTTA CTCAAAGAAA TAGATTATTA GCATAATAAA AAAACCGCCT 81126 0 

CTCGGCGGTT CTTGTTTTAA ATCTTCTATC TACTACGCTA ACACTGCCAA TGCAG CTTCA 811320 

TAGTTTGGCT CTTCTTTAAT TTCTTCAACT AACTGGCTGT GTAAAACATT GTTTTGTTCA 811380 

TCTAACACAA TAACCGCACG AGAAGTTAAA CCTGCCAACG GGCCAGTTTG AATATCTACG 81144 0 

CCTAATTGTG AGTGTAATGC GTGGTTACGA AAAGTTGAAA CTGTTTTGGC ATTTTCAATC 811500 

CCTTCTGCTC CACAAAAACG AGCTTGAGCA AAGGGCAAGT C7GCTGAAAT ACAAAGCACT 811560 

ATGGTGTTAC TTAATTTTGC CGCTTGTTGG TTAAATTTAC GTACTGAAGT CGCACATACA 81162 0 

CCTGTGTCGA TGCTTGGAAA AATATTTAGG ACCTTGCGTT TACTTGCAAA ATCGTTTAAT 811680 

GCAACATCGG CTAAATCATT ACCGACTAAA ATAAAGTTTT CTACTATTTC GCCCACTTGA 811740 

GGGAAATGTC CGCCAACTTC AATAGGGTTT CCTGCTAATG TAACTGTCAT AAAATCCTCT 811800 

TTATTTAGAT TAAGTGAAAA GTGTTTAAAC TATACCACGC 7TTCTAATTC TTTCCACCAA 811860 

TTAAAGCTAT CCAGAATTTG ATTTTCGGGA AAATTTCAGC CACCACACAA TAACCAATAG 811920 

CAAAGACTAA TGAAAACAGT ATGTGCGTTA CCCCAATCCA G7TAAATCCG TGAAATCAAT 811980 

AGGGCTGCGC GGTGGAAAAG AATGCTCCGC TCCCCATTTA ACGAAAGCAG AGATAAAACC 81204 0 

TGCAAAAAAT TGCAACGCCC TAACGACGTT TAGATGGTTC 7GAAAATAAG CTCATTGTTA 812100 

TGTCCTTAAA TTAATTAAAA GTATAAAAAT TTCCGAGTTT ATGAAAGTGT GTAATTTTAC 812160 

GTCTGTTATA TCACATTATC AAACAAAAAT ACTTCAATTG GGTTATCTTT GGCTGGCTGT 812220 

TCATAAGGTT TTAAAATTTA TTAGCAATAG ATAAAGTAA7 7GA7TGATTT TTTAGCGGTT 81228 0 

GTAGAGAGGG TATAAGCTTT GTATTACAAA ATCTTTTTT7 7GAAAATAGG GAGTATGTTT 81234 0 

GAACATAAA7 CTTATTGTTT TAT7TTGAA7 GCAAACGT77 GC777GTTCG TTATAATACG 812400 

TCTGTTTT7T TATTTTTCTT TTATACGGAA CTGCAATATG AC7G7CAAAA CCTTTCGTGG 812460 

CTCGCCTGCT CTTTCTGAAT TTCGTTTAAC TCAACTTCAA CAAAAATGCC AG CAATATC A 812520 
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ATTGCCTATT ACGTCAGTTT ATGCAGAGTA TTTGCATTTT GTTGAACAAA AAACATCGCT 812S80 
TGTAGAAGAT GAAATCGTTA AATTACAAGC ATTATTGCAT TATGGATCAA TGTTTTCTGA 812640 
ACTCAAGCCT GCAGGATATT GTTTAATTGT GACTCCACGA GTGGGGACAA TTTCCTCTTG 812700 
GTCTTCAAAA GCGACGGACA TCGCTCACAA TTGTGGTTTG TCGAAGGTAA ATCGTATTGA 812760 
ACGTGGTATA GCCTATTACT TCAATATTGA GCGTGATTTA ACCGAAGCAG AATTGGCTAC 812820 
GCTGAAAGAT TTATTACACG ACCGTATGTT AGAAACCGTG TTAAATCACG AAACAGAAGC 812880 
AGCCTTGCTT TTTACTCAAC AAGAACCCAA AGCATTAACT ACAATTGATA TTTTAAATGG 812940 
TGGCCGTCAA GCATTAGAAC AGGCGAATAT TGCCTTGGGT TTAGCGTTGG CAGATGATGA 813000 
GATGGATTAT TTAGTGGAAA GTTTTACTGC CTTAAAGCGT AATCCACAGG ATGTGGAGCT 813060 
TTATATGTTT GCACAAGCGA ATTCAGAG CA TTGTCGCCAT AAAATTTTTA ATGCCGATTG 813120 
GATTATTGAT GGCAAAAAAC AGGATAAATC GCTGTTTAAA ATGATCAAAA ATACCTTTGA 813180 
GCAAACGCCT GATTTTGTGC TTTCTGCTTA TAAAGATAAT GCTGCAGTAA' TGGAAGGTTC 813240 
GAAAGTCGGC CGTTGGTTTC CTGATCCTGA TGGACAATAT CGTGTTCATC AAGAAGATGT 813300 
GCACATTTTA ATGAAAGTAG AAACACATAA CCATCCCACA GCAATTTCGC CATTTCCTGG 813360 
TGCCGCAACA GGCTCTGGCG GGGAGATTCG TGATGAAGGG GCAACGGGGC GTGGGGCAAA 813420 
ACCCAAAGCA GGTTTAACAG GTTTCTCGGT GTCTAACCTC GTTATTCCAA ACTTTGAACA 8134 80 
ACCTTGGGAA AATCCATTGT CTAAACCAAA TCGCATTGCT TCTGCCTTAG ATATTATGAT 813540 
AGATGCGCCT TTAGGTAGTG CGGCATTTAA TAATGAATTT GGTCGCCCAG CATTATTAGG 813600 
TTATTTCCGT ACTTATGAAG AAAAAGTAAA TAGTTTTGCT GGAAAAGAAG TGCGCGGTTA 813660 
TCACAAGCCG ATTATGTTAG CGGGAGGAAT CGGTAATATT 33T3SCGAAC AGGTTCAAAA 813720 
AGGCGAAATT CCAATCGGTG CTAAATTGAT CGTTTTGGGT 3GGGCAGCAA TGAACATCGG 813780 
TTTAGGTGGT GGTGCTGCTT CTTCGATGGA CAGTGGTAAA TCAAAAGAAG ATTTAGATTT 813840 
TGCTTCTGTT CAACGTGAAA ATCCGGAAAT GGAACGCCGC T3CCAAGAAG TTATTGACCG 813900 
CTGTTGGCAA TTAGGCGAAG AAAATCCAAT CCTGTTTATT 3AC3ATGTSG GTGCGGGTGG 813960 
TTTATCTAAT GCAATGCCTG AATTGGTACA CGATGGCAAG 33733AGGAA AATTCGATCT 814020 
GCGTTCTATT CTTTGTGATG AAAAAGGTAT GTCGCCATTC- 3AAATTTGGT GTAATGAATC 8140B0 
. GCAAGAACGT TATGTATTAG CCGTTGCGCC AGAAAACCTC 3AATTATTTA CCGCACTTTG 814140 
TGAGCGTGAA CGTGCCCCTT TTGCAGTSAT TGGCGAAGCA ACA3AAGCAG AACATTTAAT 814200 
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CTTGCACGAT AGTCATTTCG ATAATAATCC AATTGATTTA CCAATGAATG TGTTATTAGG 
CAAAACGCCG AAAATGACGC GTGAGGTTTT GTCAAAAACA G7GGAAAATC AATCACTTAA 
AATAGAAAGT ATTCAATTAA AAGAAGCA7T CCACCGTGTA TTACGTTTAC CCGTTGTTGC 
AGAAAAAACT TTCTTAATTA CTATTGGTGA TCGCTCGGTA ACAGGAATGG TAGCCCGAGA 
TCAAATGGTG GGTCCTTGGC AAATCCCCGT GTCTGATGTG GCTGTTACTA CTGCTTCACT 
GGATAGCTAC CACGGCGAAG CAATGGCAAT TGGCGAACGC TCTCCAGTTG CCTTGCTAGA 
TTTCTCGGCT TCGGCACGTT TAGCTGTGGC GGAGGCGATT ACTAACATTG CTGGCACCCT 
AATTGGCGAG ATGAAACGTA TTAAACTTTC TGCCAACTGG ATGAGTGCAG CAGGTCACAC 
AGGCGAAGAT GCTGGACTTT ATGAAGCAGT AAAAGCTGTG GGCGAAGAAC TTTGTCCTGC 
GTTAGGCTTA ACTATTCCTG TGGGTAAAGA CTCAATGTCG ATGAAAACCA CTTGGATCGA 
TAATGGCGAA CAAAAATCAG TGACCGCCCC GCTTTCATTA GTAATTTCCG CTTTTGCTCG 
TGTAGAAGAT GTACGTAAAA CGCTTACGCC ACAACTTCGT ACCGACAAAG GTTTCTCGAG 
TTTATTGCTA ATTGATTTAG GCGAAGGGCA TAATCGATTA GGTGCGACCG CACTTGCTCA 
AGTGTACAAA CAGTTAGGAG ACAAGCCTGC CGATGTGGTA AAGGTTCAAC GCTTAAAAGA 
TTTTTACAAT GCAATGCAAA CTTTAGTGGC AGAAGATAAA TTATTGGCTT ATCACGACCG 
TTCGGACGGC GGTTTAATCA CAACTCTTGC AGAAATGGCG TTTGCAGGGC ATTGTGGGGT 
AGAAGTTGAT ATTTCAGCTT TAGGCGACAA CGATTTAGCG GTATTATTTA ACGAAGAATT 
GGGAGCGGTT ATCCAAGTTG CCGATAGCCA ATTAGAAAGC GTACGTGAGG TGTTGAAAGC 
TCACAATTTG CTTGGTATTA TCCACCAATT AGGTACGGTA ACTGCTGATG ATCGCTTTGA 
GATCAGCCGC GGCAGCCATA AATTATTCAG CGAAAAACGC TCTGAATTAC GTAGTATTTG 
GGCAGAATTA ACTTACCAAA TGCAACGCTT ACGCGATAAT CTCAGAGTGTG CTGAGCAAGA 
GTTTGAAGCT AAGAAAAACC CTGACGACAA AGGCTTATCC GCATTTTTGA CTTACGATGT 
GAATGAAGAT ATTACTGCGC CATTTATCAA TAAAGGTGTA AAACCAACCA TTGCAATTTT 
ACGTGAACAA GGTGTAAATA GTCATTATGA AATGGCAGCA GCGTTTGATC GAGCAGGCTT 
TAATGCAATT GACGTGCATA TGTCTGATTT AATGATTGGT C3TCGTAATT TAGCCGAATT 
CAATGCAATG GTTGCTTGTG GCGGTTTCTC TTACGGCGAT 3TGCTTGGCG CAGGGGGCGG 
TTGGGCAAAA TCCATCTTAT TTAACCCGAA ATTACACGAG CAATTCAGCC AGTTTTTTAT 
CAATCCAAAC ACACTGACCT TAGGCGTATG TAACGGTTGT CAAATGATCT CTAACTTGGC 
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GGAAATTATC CCAGGTACAG AAAACTGGCC GCATTTTGTA CGCAACAAAT CTGAACGCTT 

TGAAG CGCGT GTGAGTTTAG TGAAAATTAA TGAAGTGGAT TCAGTTTGGT TTGCAGGAAT 

GGCTGGCTCA CATATGCCCA TTGCGGTTTC TCACGGGGAA GGACAAGTTA AGTTTAAATC 

AGTTGAACAG TTTGCAGGCT TAAAAGCACA AGGCATCATT GCCGCACAAT ATATTGACAA 

CAACGGTAGC CCCACCGAAC TATA7CCTGC CAATCCGAAT GGTTCTTCGG AGGGCATTAC 

TGCAATTACA AATCTTGATG GGCGAGTTGC TATTATGATG CCACACCCTG AACGTGTGTT 

CCGTGCTGTG AGTAACTCTT GGCACCCAGA AAACTGGACA GAAGACGGTG CGTGGATGAG 

ATTATTCAGA AATGCAAGAA TGGTATTTTA GAGAAATAAA TGGACTTGAA GGTTAAAAAA 

GTGCGGTGGA AATCTGGCAG ATTTTCACTG TGCTTCGGTG TTTTCAATTT TATGTAATTG 

TTTTTAGTTG TG TTTTT GTT TGATGATTTA ATTATTTTTA TTGTTAAGTT AGCGATATAA 

TCATCAAAAT AGAAATATAG AAATGATTAA TATGAAACCT CAATATTATC TTGGTATGAT 

GTCGGGTACT AGCTTAGATG GCGTGGATAT TGTGTTGGTT GATTTTTCTC AAGATCCTCA 

ACTTATCCTA TCTGATTTTT TTCCTATGCC AGAAGATTTG CGTGAGAAAT TAACCACACT 

TATTCAAGTA GGTGAAACAA CTCTACAAAA TTTAGGCGAA CTGGATCATA AACTTGCCTT 

GCTATACAGT GATTGTGTCA ATGCTTTTCT GCAGAAAAAT ACTTTTTTGC CAAATCAAAT 

TCAGGCTATT GGTTGCCACG GGCAAACGGT ATGGCATTCT CCAAATTCAC AATTTCCCTT 

TACAATGCAA TTAGGCGATA TGAATTTACT TGCCGCTAAA ACAGGCATTT CGGTTATTGG 

GGATTTTCGC CGTAAGGATA TGGCTTGGGG TGGACAAGGT GCGCCTCTTG TGCCTGCGTT 

TCACGAGGCG GTATTTTCAA ATTCTAATTT TGCTACAGCT GTTTTAAATA TTGGCGGGAT 

TAGTAATGTG TCTATTTTGT TTCCAAATCA AGCTGTCATC GGCTTTGATA CAGGTCCAGG 

TAATACATTA TTAGATCAAT GGATCGAAAA ACATCAAGGG CTTCGTTATG ATGAAAATGG 

CGAGTGGGCA GCAAAAGGCA ACGTGAATAA AGTTCTGCTT GATGAATTAC TCAATGAACC 

TTTCTTTTCT TTACCTGCAC CCAAGAGTAC TGGGAGAGAA TTA7TTAACC TTGTTTGGTT 

AAATCACAAA ATAGCAAAAA TAAGGGAAAA ATTGACCGCA CTTTCAGTTG AAATGTCTTT 

TCGCCCAGAG GATGTGCAAG CGACGCTTGT TGAATTGACG GTAACAAGCA TTGTTAATGC 

ACTAAATCAG CTCCAAACAG ATTTACCAAA ACGTTTACTA GTA7GTGGCG GTGGTGCCAA 

GAATAGCTTA ATTATGCGTG GATTGCATGA TAATTTACTC GATTGGCAGG TCAG CACAAC 

GACAGAGCAA GGTTTTGATA TTGATTATGT CGAAGCCGCT GCT7TTGCTT GGTTAGCTTA 
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TTGTCGAATC AACAATTTAC CTGCAAATCT ACCAAGTGTA ACTGGGGCAA AAAGTGCGGT 8X7620 

TAGTTTGGGG GCTATTTTTC CTAAAGACTA AGGTCAAAAT ATGAATGACA TTATATTAAA 817680 

AAGTTTATCC ACATTAATTA CGGAACAAAG AAATCCGAAT TCAGTTGATA TTGATCGTCA 817740 

AAGTACATTA GAAATTGTTC GATTAATGAA TGAAGAAGAT AAACTTGTGC CACTTGCGAT 817800 

TGAAAGCTGT TTACCGCAGA TTTCGTTGGC GGTAGAGCAA ATTGTGCAGG CTTTTCAACA 81786 0 

AGGCGGGCGT TTAATTTATA TTGGTGCAGG CACCAGTGGT CGTCTTGGTG TATTGGATGC 81792 0 

GTCAGAATGC CCTCCAACAT TTGGCGTGTC TACGGAAATG GTTAAAGGAA TAATTGCAGG 817980 

TGGTGAGTGT GCTATTCGTC ATCCTGTTGA GGGTGCTGAA GATAATACGA AAGCGGTGCT 81804 0 

TAATGATTTA CAAAGCATAC ATTTTTCAAA AAATGATGTA TTAGTTGGTA TCGCTGCAAG 818100 

TGGTCGCACA CCTTATGTTA TTGCAGGTCT TCAGTATGCA AAATCGCTTG GTGCATTGAC 818160 

AATTTCTATT GCGAGTAATC CAAAATCTGA GATGGCTGAG ATAGCCGATA TTGCGATAGA 818220 

GACTATTGTT GGCCCTGAAA TATTGACGGG TTCTAGCCGC TTAAAATCTG GCACAGCACA 818280 

AAAAATGGTG CTGAATATGC TGACTACGGC AAGTATGATT TTATTGGGTA AATGTTACGA 818340 

AAATTTGATG GTCGATGTAC AAGCCAGTAA TGAAAAGCTT AAAGCCCGTG CGGTGCGGAT 818400 

TGTGATGCAA GCGACCGATT GCAATAAAAC ATTAGCAGAA CAGACATTAC TTGAAGCAGA 81B460 

TCAAAATGCC AAACTGGCGA TTATGATGAT TTTAAGCACT TTATCAAAAT CAGAAGCGAA 818520 

AGTATTGTTA GAAAGACATC AAGGTAAATT GAGAAATGCG CTTTCTAAAT AAGACAAAAA 818580 

CCTGATTGTA AAATCAGGTT TTTATTTTGG AATTCCACGC AATAATCCTA CAGGCTCAAA 818640 

AGGTTCTATA GAAGTTGGTG CAGGCACTTC GCTGAATAAT AAAATAAATG GCTTGGGCGG 818700 

GATTACTTTT TCATTACGCC ATAAGTTGCC CATTCCGACT AATTGAATAT CTTCGGGTAA 818760 

ATTACGAAGA CCTGCTTGTA AAACAGCAAT . CGTATTTGGA CGAGGATGAC CTATTGCAAT 81882 0 

GGCGGAGCCG TGTTTTCTAG CATAGTGAAT TGCTGCTTTA AAT7GACGTT GAACGTCTGC 813680 

GAATTCGTTA CTATCATCTA AAAATATATG GCGATCTAAT GAACGCACGC CTTGTTCTTT 818 940 

TGCTATTTTC CCAGCTACAG ATTTTCCTAT TGTTCGACTA T CTAAAAAG A ACAAGTGTTT 81900 0 

TTCTTGAAGT GCGGTCATTA AATAAGTCAT TAATTGGGGA TCT3CCGTAG CTGCACTCCC 819060 

CATATGATTG TTCATACCGA TGGCATCACG CACAATATTT TTAGCCGTAT TAACGCGATC 819120 

ATTTACTTGT GCCGCAGACA TTCCTAAATG CAGCCCACCG T™TCTATTT TCACTGCACT 81918 0 

TACTGGTTGC ATCGGCATAT GGATTAAAAT ATCTCTACCT TGAGATTTTG CTTCTTGATT 819240 
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ACGTGCTCGA GCATAGGGCG CTGCAGGAAT AATTGCTACG GAAATTTCAC GTGGCATCGC 8193 00 

AAAAATTGCT GCATCTTCTT TGAGATGATA GCCTACATCA TCAATCACAA TAGCAAGTTT B193 60 

ACTTTGAGCA AAAGAAAAAG AGGTATAAAG TGCGGTAGAA AAAACAATGA AATTTTTTAC 819420 

CGCACTTTTT ATCAGAATAT TCATCAACGA ACCCACCCTG CAGGATTTAC TGGCGTTCCT 819480 

TTACGGCTAA TACCAAAATA AAGCGCAGAA CGTGATATTT CCCCTGTATT TCCTACTTGA 819540 

GCAATAACCT GCCCTGCTGA AACAAGCTGA CCAACTTTCA CTGATACAGC TTGATTGAAG 819600 

CCATATAAAC TTAAATCAGT TTCGCCGTGT TTAACAATAA CCATATAACC ATAACCATTT B 19660 

AAATATCCCG CTAAAATGAC GCGTCCAGCA GCAATTGCTT TAACAGGCGT GCCTGCTGAT 819720 

GCGCCAATTA CCATACCTTT CCAACGTACT TCGCCTGCTT GGATAGAACC AAAAGTATGC 819780 

AAAATTGAAC CAGAAACTGG TAAGGAATAT TGTTTTTTTG GCGCCCCTAA ACCGCTTGTA 81984 0 



CTATTAAGTA ATTGGCGTTC TTGCACAGTT GGTTGATAAG G TTTT GATGT TCG T TTTTCT 819900 

TCAGCTTTTT GGCGTTGAGC AAGTGCCTCT CTTTCACGTT TTTCTTGTTC GCGCGCTGCT 819960 

TGTTCAGCTC GTTGAATTTC TTGACGAAGT GCTTGTTCGT TTGC TTTTA G TGTATTCAAT 820020 

TTATCTTGAT CTAGGGCTAA ATTTTTATTG AGTTCATTCA GCGTAGATTG ATGCTCTTGC 820080 

TGTGCTTTTT GCAATGCTTG TTGTTGTTTT TTTTGTGTGG AAAGTTGATT TCGGTGATTC 820140 

TTTTGTTGAG AGAGAATCGC CTTTTTTTGT ACTGCAATTT GTGCTTGCGT TGCTTTTAAA 820200 

TTATTAATCA TTTCAATCCG AACTTGATTT AAATGCTGAT AATAAACTTT CATTCGCTCT 820260 

GCTTTTGTCG GATCTTGGGC AAACATTCGT TCAATCAGCG ATGGATTAAT GCCTGAACGA 82 0320 

TAAATTATAT CTATTTGTTT GGTTAATCGT GCTTTTTGCT CACGTTCCTG TTTTTCTAAT 820380 

TGTTTGAGTT GCTTATCTGC ATCGGCAATT TGCTTACGAA TTTCCTTTAA ACTTATTTCT 820440 

GTTTCAAGCA GTTCGCCCTC AACACTGTTA ATTTTACTCT CGTGTTTTTT TAAATTTGCT 820500 

TGTAACTTAG CTTGCTCACG TTTTTGCTTC TCTATTTTAG ATTCTTGTTG CTTAATTTGT 82 0560 

TTTTGAATTT GATTGAGATC GGAAGATTGG CTGACAGGCG AAAATATTAA TAAACCGCAG 82 062 0 

CTTAAAAGTG CGGTTAATAA TAATGATGTT TTTTGATTAA CGCCAAAACG CAACATAATT 820680 

CATCCTAAAT TCGTAAAACT CGCAAATCTT ATCATATTTG 7TAAAAGGCG AAAAAGTTTG B2074 0 

ATGGTTATTT TTTGCTAAAG ATCAGGAAAT CATCCCTTTT AAC7TTTAAA GCTAAGGATT 82 0800 

TTTTGCTATA AAATGTGCGT TCTTTTTATT TGAAAAAATT AGGAGATTCT TATGGAATTA 820860 

GTATTTATCC GTCACGGTTT TAGTGAATGG AATGCGAAAA AC77ATTCAC AGGCTGGCGT 82092 0 
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GATGTGAATT TAACTGAACG TGG7GTGGAA GAAGCAAAAA CTGCGGGTAA AAAACTGTTA 820980 
GACAAAGGTT ATGAATTTGA TATC3CATTT ACCTCTGTTT TAACTCGAGC AATCAAAACT 821040 
TGTAACATCG TGTTAGAAGA ATCCCATCAA TTATGGATTC CGCAAGTAAA AAACTGGCGT 821100 
TTAAATGAAC GTCATTATGG TGCTTTACAA GGTTTAGATA AAAAAGCGAC TGCGGAGCAA 821160 
TACGGTGACG AACAAGTTCA TATTT3GCGT CGTTCTTACG ACATTTCTCC ACCAGATTTA 821220 
GATCCACAAG ATCCAAATTC TGCACACAAT GACCGTGCGC TACGCAAATA TTCCATCTGA 821280 
TGTTGTGCCA AACGCAGAAA ATTTAAAATT AACATTAGAA CGTGCATTAC CATTCTGGGA 821340 
AGATCAAATT GCACCAGCAA TGCTTTCTGG CAAACGTGTT TTAGTGGTTG CTCACGGAAA 821400 
TTCACTTCGT GCGTTGGCAA AACATATTAT CGGTATTTCT GATGCTGAAA TTATGGATTT 821460 
TGAAATTCCA ACAGGCCAAC CTTTAGTATT AAAACTAGAT GATAAATTAA ATTACGTAGA 821520 
ACATTACTAT CTTTAATTAA GTTCAACGTA TTGTTGTTCT AACTGTATAA AACAAAACCC 821580 
CGCAAATTAG CGGGGTTTTT AAGCAAGTCC AAATTATTTT GTGCTTGGAA TTTTGAAACG 821640 
GCTGTTGAAA CGCTCGACAC GACCACCAGT ATCAACAACA CGTTGTTTAC CAGTATAGAA 821700 
TGGGTGGCAG TTACCACACA CATCAAGATT GATGTCTTTG CCTAAAGTTG AACGTGTTTT 821760 
GATCACATTA CCGCAAGAAC AAGTCGCAGT AATTTCTTTA TATTCTGGAT GAATACCTTG 821820 
TTTCATAGAA AAACCTCAAA ATGAAGCCAC GCCGCTATAG GAACTTTCTC CCCACACCGC 821880 
GTGAGTGAAT AATACGCCAT AATTGGCACC AAATAGGTTG CGAATTATAC TGAAAAAATG 821940 
CAGATAAACA AGCTCTATTT TCGTGTAAAA TCATCAGCAT TTTTAACCGC ACTTTTCTTT 822000 
TTATGTTAGC AAAATCTTCC ATCAATGCGC CATTTGCCAA ATCTGTTTTA GCTTGGTACG 822060 
ACAAGTTTGG ACGCAAGCAT TTACCTTGGC AGCAAAATAA AACGCTTTAT GGTGTATGGC 822120 
TTTCTGAAGT GATGTTGCAA CAAACGCAAG TTGCGACGGT AATTCCTTAT TTTGAGCGGT 822180 
TTATCAAAAC ATTTCCAAAT ATCACCGCAC TTGCCAATGC TTCACAAGAT GAAGTGTTAC 822240 
ATTTATGGAC GGGCTTAGGC TATTATGCAC GAGCGCGTAA TTTACATAAA GCCGCTCAAA 822300 
AAGTGCGGGA TGAATTTAAT GGAAATTTCC CAACAAATTT TGAGCAAGTT TGGGCATTAT 822360 
CTGGTGTGGG ACGTTCAACT GCTGGTGCCA TTTTATCTTC 73TTTTAAAT CAGCCTTATC 822420 
CAATTTTAGA TGGTAATGTG AAACGTGTGT TGGCACGTTA TTTTGCTGTT GAGGGATGGA 822480 
GTGGCGAGAA AAAAGTAGAA AATCGCTTGT GGGCATTAAC GGAGCAAGTT ACACCTACGA 822540 
CGCGTGTGGC AGATTTTAAT CAAGCAATGA TGGACATTGG TGCAATGGTT TGCATGCGAA 822600 

-77.491- 

SUBSTUUTE SHEET (RULE 26) 




WO 96/33276 



FCIYUS96/05320 



ACTGGGAAAA ATTTCCAGCT AAAAAACCTA AAAAAGCGAT GCCAGAAAAA ACTACCTATT 
TTTTAATTTT GTCGAAAAAT GGCAAAGTAT GTTTGGAACA GCGAGAAAAC TCAGGATTAT 
GGGGCGGATT ATTTTGTTTT CCACAATTTG AAGATAAATC CTCGTTGCTT CATTTTTTAG 
CCCAAGAAAA AGTCACGCAT TATCAAGAAT GGCCGAGTTT TCGACATACA TTCAGCCATT 
TTCATTTAGA TATTCATCCA ATTTACGCCG AAATGGAGAG TACTTTATGC GTAGAGCAGG 
CTAATTTAGA CTGGCGAAAA GTGATGGAAA GCACAAAAGA ATACCAATCA AACCTATCAA 
GTGCGGTCAA ATATTGGTAT GATCCACAAA ATCCTGAACC GATCGGGCTG GCTCAGCCTG 
TGAAAAATCT TTTAATACAA TTTGTAAGGA ATCATTATGG CAAGAACAGT ATTTTGTGAA 
TATCTCAAAA AAGAAGCGGA AGGCTTAGAT TTTCAACTTT ATCCTGGAGA GTTGGGCAAG 
CGTATTTTTG ATTCAGTAAG TAAACAGGCT TGGGGCGAAT GGATTAAGAA ACAAACGATG 
CTTGTGAATG AAAAAAAACT TAATATGATG AATGCAGAGC ACCGTAAATT ATTAGAACAA 
GAAATGGTTA ATTTTTTGTT TGAAGGTAAA GATGTTCATA TTGAAGGTTA TGTTCCACCA 
TCAAATTAGT TATCTATCCT ACAATGAAAA AATATTTATT ATTGGCATTA TTGCCTTTTT 
TGTATGCTTG TAGTAATTCA TCGAATCAAG GTATTAACTA TGATGAAGCC TTTGCTAAAG 
ACACGCAAGG GTTAGATATT CTCACAGGGC AATTCTCGCA TAATATTGAC CGTATTTGGG 
GCGTCAATGA ATTGTTAGTG GCAAGCCGTA AAGATTATGT GAAATATACA GATTCTTTTT 
ATACGCGTAG CCATGTGAGT TTTGATGAAG GTAATATCGT TATTGAAACC CAGCAAGATT 
TAAATCGATT ACATAATGCT ATTGTT CAT A CCTTGTTAAT GGGAGCGGAT GCAAAAGGTA 
TTGATTTATT TGCATCTGGT GATGTGCCGA TTAGCTCTCG CCCATTCCTT TTGGGGCAGG 
TTGTAGATCA TCAAGGGCAA CACATTGCTA ATCAAGTTAT CGCAAGTAAT TTCGCCACTT 
ATTTGATTCA AAATAAATTG CAAACACGTC GATTACAAAA CGGGCATACC GTGCAATTTG 
TCTCTGTTCC TATGATTGCA AACCACGTAG AAGTGCGTGC ACGAAAATAT TTACCATTGA 
TTCGTAAAGC TGCACAACGT TATGGCATTG ATGAAAGTTT 3ATTTTGGGC ATTATGCAAA 
CAGAATCAAG TTTTAACCCA TATGCGATTA GCTACGCAAA 7GCTA7TGGT TTAATGCAAG 
TCGTGCCTCA TACAGCAGGT CGAGATGTAT TTGCAATGAA AGGCAAAGGT GGACAGCCAT 
CAACGCGTTA TTTATATGAT CCTGCGAATA ATATTGATGC T3G7GTATCT TATTTGTGGA 
TTTTACAAAA TCAATATTTA GATGGAATTA CGAATCCAAC CTCAAAACGT TTTGCCATGA 
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TTTCTGCGTA TAATAGTGGT GCAGGCGCAG TGTTACGTGT TTTTGATAAT GATAAGGATA 824 34 0 

CGGCGATTTA CAAAATCAAC CAAATGTATC CAGAACAAGT TTATCGCATT CTAACGACGG 824400 

TTCACCCATC ATCACAAGCA CGCAATTATT TGTTGAAAGT AGATAAAGCA CAGAAAAAAT 824460 

TCCGTGTTAG ACGATAATTG AATTTTTTCA GATAATCAAA AATGCTCGCT GGCTAACACC 824 52 0 

ATTGAGCATT TTTTATTAAA AAAGTGCGGT AAATTTTAAA ATAGTTTTTA TTATTTCGTT 824580 

GTTTTAATAA ACATATTGAT GATTAACTAT TCAAATGAAA TGTTTTTTCC ATTTTTTTTG 824640 

CATTTAGTTA TTGACCGAAA ACCGAAAAAA TAGTTTAATA CGCCCCGTTG TCAGGCAGTA 824700 

GCCTATAACG ATAACGCCTC GATAGCTCAG TCGGTAGAGC AGGGGATTGA AAATCCCCGT 824 760 

GTCGGTGGTT CGATTCCGCC TCGAGGCACC ATTTCCTCCT TAGTTCAGTC GGTAGAACGG 824820 

TGGACTGTTA ATCCATATGT CGCAGGTTCG AGTCCCGCAG GAGGAGCCAA ATTTAAAAAA 824880 

GCCGCTAAAG AGATTTAGCG GCTTTTTGCT TTCTTATATA TAAAATATAT AATCTTCTCT 824940 

AGTCTTGTAA CTATAACTAG GCATCAAAAT TCAAAATGGC GTATCAATGA GCGAGAGCCT 825000 

TCTTATTTTT GATGTTAGCA AGCGACCTTA GTCGCTTGCG TTTAACTTAA AGAAGAAAAA 825060 

TGAGTCGACT TTTATTTTGG AATAGATTTA TTTTTCACGA TCATCGATGG TTTGCAGCAA 825120 

ATAATTTCCC TCTGCATCAG CAAGACTGCG GAAACCTACA TTCGTGATTT TGTAGGGATA 825180 

CTTTGTTCGA TAAGTAAAGT TTTCGTGATG ATGTCCGTGG AATACTAGCT TAACCCCCAT 825240 

CTTCATTGCC AAATCATTAA TTACTTGGAA ACCCATCGGA TGTGGTTTAG GGGCTTCGTG 8 25300 

ACAAATCAAC ACATCTGCTT GTTGGTTTTC TAAGATTTCA ATATCTGATG GAAAAATTGA 825360 

CGTGCGATGA CGCAAAGGCA CACCGCCTCG CCAAATCTTC TCCTGTGGGC TATATTGGCA 825420 

ATAATGAATA GGATCAAAAA ACATGGGGCG ATTTGGTGGC ATCCAAATTT GCCCGCGGAA 825480 

TACACCGCCT AATCCCGCAA TGCGAGTTCC TTGAATATCA ACTACGCGAT TGTGTAAATT 82554 0 

GCGTGATTGC CACTCAGAGC CCCAAATTGA ATCAAAAGCA CTAATGGTTT TGCTATCATG 825600 

ATTAC CATGA ATAAACCAAA TATCACAATG TTTCGCAAGT TTATCCAACT CATCTGATGT 825660 

CGTGAGCTGT AAATCGCCTA AAATTATCAG TGCGACATTT 7C~TGTTCTT TTATAAAAGG 825720 

GTAAATGTGA TCATAGCTTC CGTGCGGATC ACCAGCAAAT AAAATCATTG AGATGTCCCT 825780 

TTTATAGGAA AGGTTGTGTT TTGTAATTCA CTGATTTCCT CT7CA7TTAA CACTTTCTCA 825840 

ATGACTGCTT TAACTTGGTT ATAGCGATCA AGATAACTTG GTGATTCAAT CTCTATATAA 825900 

GGAACTTTAT ATTTATCTAA CAGTTTTTTG AGTAGTTGTT GAAATTGTTG GCGTTGTTTT 82596 0 

/ 
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TGTGAGCCTA AGCTACGCAA GCCATCATCC ACCCATTCAG TATTGTTTTT AAGTAAAATA 826020 

GTGACATCGA AGGGATATTC TTTAATCATT GAGTCTAAAA ATGGATGGGC TTTTCCTTCA 82o080 

TATTGAATGC AGAATGCTTG CGTGGTGATG AAATCCGTAT CAATAAATGC AATTTTATGA 826X40 

GAATGGCGCA CGGCATAATC AATGTATCGT TGATGACCAA GCGCCATTTG CGGATAGTCA 826200 

G AATATTG C A TCGCTTGCTC GTCGCCACCG AGCTTTTCAA ATACAAATTC ACGCCCGTAT 826260 

TCCCACGCAG AAGTGGTATT AAATACGGCG GCTAACTTAT TAACTAGCAC GCTTTTACCA 826320 

CTGCTTTCTC CCCCTAAAAT CGCCACCGTT TTGGCAAAGA AAGGACGAGC TTCTTTCGGA 826380 

ATAAACTTCC AATATTGGAA TGGAGTGGTG CGAATTTTGG TGGCGGACAC ATTAAAGAAA 826440 

GTGCGGTCAG GATCGACTAA CGAAACTTCT AAACCTAAGT ATTTCTCGTA AGGCGCTTTA 826500 

TCTTGAGGTT CGCTACTAAA TACGATTGAA GGCTCAAAAT GTTTTTCATG AAATAGGGTT 826560 

TTAACTGCTT CACTCCAAGA TTGCCAGCCG TTTGGATAAC TCGGAATACC GTCTTCAAC C 826620 

AAATGATGAA TAAAAATCTG ATTTTTTTGA TATTTGAAAA TTTGCTGCAT CCAACGCAAA 826680 

CGATCTTGCA CGGTTGGCAT GCGTTTCATT TTACTATCGT AAAATAATTT CAAATCGCGC 826740 

ACAGTGTCAC TACACACGAT AACGTGTAGT TCATCGACTT TACTGAACGC TTCATAAATC 826800 

ATATTTATAT GACCTGTGTG TACAGGATAA AATTTCCCGA AAATGACACC GACTTTTTTC 826860 

TCTTTTGTTT TTGACATAAT CTGCTCTTGA TAGCGTAAGA ATTGAGTGTG TTTATTGTAG 826920 

GCTAAATGAA AATATTTTTC ACGT7CTGAT TTAGTGCCTA GG7ATTTTGC GTTATACTTA 826980 

GCTCGCATTC TCAGGGCAGG GTGAAATTCC CTACCGGTGG TAAAGCCCAC GAGCGTTTAA 827040 

AAGTGCGGTC AATTTTTGGC AAATTTTTCC TGCGAAATTG TCCTGATTTT CACTTTTAAA 827100 

GTCAGCAGAT TTGGTGAAAT TCCAAAGCCG ACAGTAAAGT CTGGATGAAA GAGAATAAAA 827160 

CGAGTTGGGT TCCCAAATCG TTTATTTTAT TTGCATTTCT CAGCCCTGAT TCTGGTATTT 827220 

AATTGAAATC TCAAATTAGG AAATTACTAT GAATCAGTCA ATTTTATCTC CATTCGGCAA 827280 

CACCGCTGAA GAACGCGTAC TTAATGCAAT TAATGCCTTT AAAAATGGAA CTGGCGTATT 82 7340 

AGTTTTAGAT GATGAAGATC GTGAAAATGA AGGCGATTTA ATTTTCCCAG CAGAAACAAT 827400 

CACGCCAGAA CAAATGGCAA AATTAATTCG TTATGGCAGT 3GCATTGTTT GTTTATGCAT 827460 

TACTGATGAA CGTTGCCAAC AACTCGATTT ACCGCCAATG 37AGAACACA ATAATAGCGT 827520 

AAACAAAACG GCTTTTACTG TAACGATTGA AGCCGCAAAA GG737TTCTA CAGGCGTATC 827580 

TGCCGCAGAC CGAGTAACAA CCATTCAAAC GGCGATTGCG GA7AATGCTG TTCTGACAGA 827640 
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TTTACATCGT CCTGGTCATG TTTTCnCACT TCGTGCAGCA AATGGTGGCG TACTTACTCG 827700 

CCGCGGACAC ACTGAAGCTT CCGTTGATTT AGCACGTCTG GCAGGATTTA AAGAAGCAGG 627760 

CGTTATTTGT GAAATTACTA ACGA7GATGG CACAATGGCT CGCGCCCCTG AGATTGTAGA 827820 

ATTTGCGAAA AAATTTGGTT ATTCC3TGCT AACCATTGAA GATTTAGTTG AATATCGTTT 82 7880 

AGCACATAAT ATTTAAAATG CAAAAGTGCG GTGAAAATTT C7ATGATTTT TTTACCGCAC 827940 

TTTTTATATT ATACTGTTCC AACTTTTTAT TTATTTGGGT TACTTA^TTAT GCATAATGCA 828 000 

GCTCAGCACA ATTATGTTAT CAGTTTAACT ACTGAACAAA AACGCCGAAA ACATATTACC 828060 

GAAGAATTCG GTAAGCAGAA TATTCCTTTC GAATTTTTTG ATGCTATTAC GCCCGACATT 828120 

ATTGAAGAAA CCGCTAAAAA ATTTAATATT ACATTAGATC GCTCTCCTAA AGCCAAGTTG 828180 

TCGGATGGGG AAATTGGTTG TGCATTAAGC CATATTGTTT TATGGGATTT AGCATTAGAA 82824 0 

AATAATTTAA ACTATATCAA TATCTTTGAA GATGATATTC ATTTGGGGGA AAATGCCAAA 828300 

GAATTATTAG AAATTGATTA TATTTCTGAT GATATTCATG TTTTAAAATT AGAAGCAAAT 828360 

GGCAAGATGT TCTTTAAACA ACCAAAATCT GTAAAATGCG ATAGAAATGT TTATCCCATG 828420 

ACGGTAAAGC AATCAGGATG TGCAGGATAT ACTGTTACAG CAAAAGGGGC TAAATATTTG 828480 

CTTGAATTAG TAAAAAATAA ACCACTTGAC GTGGCGGTTG ATTCACTTGT TTTTGAGGAT 82854 0 

TTTTTACATT TTAAAGATTA TAAAATAGTA CAACTTTCTC CTGGTATTTG CGTTCAAGAT 828600 

TTTGTGTTAC ATCCAGATAA TCCTTTTGAA AGCAGTTTAC AAGAAGGACG AGATAGAGTA 82866 0 

CACGGAAATC AACGCAAGTC CTCTATTTTA GAAAAAATAA AAAATGAATT TGGACGAGTA 82B720 

AAAATAAAAA TGTTTGGAAA ACAAGTTCCA TTTAAATAA7 AAAAGTGCGG TTAAAAATCT 828780 

TATTAAATTT TAACCGCACT TTTTTGTTTA TTTTACTTC7 3G7AAATTTA CCGCACCTTT 828840 

ATAGCCTAAT TGTCGCCACG CTTCATAAAC CGTTACTGCA ACAGAATTAG ACAAGTTCAT 828900 

ACTGCGGCTA TTGGCAGTCA TTGGAATGCG GATTTTTTG7 7CCATCGGCA TTTCATTTAA 628960 

AATTGACATC GGAATGCCAC GAGTTTCTGG GCCAAACAT7 AAATAATCCC CAAGTTTAAA 829020 

TTTCACTTGG CTATGTGCTG GACAGCCTTT TGTTGTAAG7 33AAAAAGGC GTTTGGGTTT 629080 

TTCGCTTTCT AAAAAGGCTT CAAAGGTTTT GTGGCGTTT3 A777CCGCAA ATTCGTGATA 829140 

ATCCAAACCT GAGCGGCGTA AGCGTTTATC ATCCCAAGTG AAA3C7AGTG GTTCAATTAA 829200 

GTGCAAGCGA AATCCTGTGT TGGCACAAAG TCGAATAATG 77ACCAGTAT TTTGTGGGAT 82 926 0 

TTCTGGTTCA TATAAAACGA TATCTAACAT AATTTTCTC7 37AATTCTGA TATAAACGAT 829320 
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AGCTCACTAT TCCCGTCGTT " TTTTC7TTCA ATAACGTCCA GTTTTCAGGA GTGATGAGCG B 293 80 

GTTTATCTTT CTCTGTTTCT ACGTAAATTA ACGCATTGGG TTTTAGCCAG TTATTTTCAC 829440 

AAAGCAAACT AATTGCTTGT TCTGCCAAAT TAAAATGAAA TGGAGGATCT AAAAATACCA 829500 

CATCAAAGTG CGGTTGATTT TGTGGCTGTT TTAGAAAATC CAAACTACTT TGATTAATTA 829560 

CTTCAGCCTG TTCTGATGAG CATTTGAGTG TTTGTAAATT CTTTTTTAAT TGATTGGCGA 829620 

CAGTTTTATC TAGTTCTAAA AAAGTCACTT TTTTCGCTTG .GCGAGAAAGT GCTTCAAAAC 829680 

CTAATGAACC ACTCCCCGCA AAGCCATCTA AACATTCAGA TTGGTGGATA TAAGGCATTA 82^740 

ACCAATTAAA AAGCGTTTCT TTCACTCTAT CGCCAGTTGG GCGTAAGCCT TCAGAATTTA 829800 

ATACGGGAAG TTTTCGCCCT CGCCATAGAC CTGCAATAAT GCGAACCTCG CCCTTTGCAT B 298 60 

TTGGCGTTTG TATTTTTTTC ATAAAGATTC GATTTTTATT GAAAATTGTG CTTAGTTTAG 829920 

ACGATTTTTT GCTAGAATGA ACGACATTTT TATCGGATTA CAGTTAAGAG AGCATTTTAT 829980 

GGCTGAAGAA AATAAAAAAG GCGGATTTTG GGCATCGTTA TTTGGGCGTA ATAAAAAGCA 830040 

AGATGAACCT AAAATTGAGC CGATAATTGA AGAAGAAAAG ATAAAAGATA TCGAGCCGTC 830100 

TATTGAAAAA TTTGAAGCTA ATGATTTAGT CGAAGAAGAA AAAATACAGG AAATTTCAAC 830160 

CGCACTTGAG CCGATTGAAG AAATCATCGA AGCGAAAAAT TTAGAAGATG AGTTTCAGCC 830220 

TGTTGTTGAA ATTGAAACTC GCGAAAAACC AAGTGAAGGG GGCTTTTTTA GTCGTTTAGT 830280 

TAAGGGATTA CTGAAAACTA AACAAAATAT TGGCGCGGGT TTTCGTGGTT TTTTCTTAGG 830340 

AAAGAAAATT GATGATGAGT TGTTTGAAGA ATTAGAAGAA CAACTTTTAA TTG CGGATAT B 3 04 00 

TGGTGTGCCG ACAACAAGTA AAATCATCAA AAATTTGACT GAACACGCAA GCCGCAAAGA 830460 

ATTACAAGAT GCCGAGCTTT TATATCAACA ATTAAAAGTA GAAATGGCGG ATATTCTTGA 830520 

GCCAGTAGCA CAACCGTTAG AGATTGATAG CACGAAAAAA CCTTATGTGA TTTTAATGGT 830580 

GGGCGTAAAT GGCGTGGGTA AAACAACGAC AATTGGTAAG CTCGCACGTA AATTTCAGGC 830640 

TGAAGGAAAA TCAGTGATGC TTGCAGCGGG CGATACTTTC CGAGCGGCGG CTGTTGAGCA 830700 

GCTTCAAGTT TGGGGAGAAC GCAATCATAT TCCAGTTGTT GCGCAAAGCA CGGGTTCTGA 8 30760 

TTCTGCGTCT GTGATTTTTG ATGCGATGCA ATCAGCGGCT 3CACGCAATA TTGATATTCT 830B20 

TATTGCGGAT ACGGCGGGTC GTTTACAAAA TAAAAATAAC 7TAATGGACG AACTGAAAAA 830880 

AATTGTTCGT GTTATGAAAA AATATGATGA AACTGCGCCA CATGAAATTA TGCTTACGCT 830940 

GGATGCTGGC ACGGGACAAA ATGCTATTAG CCAAGCGAAG TTATTTAATG AGGCTGTGGG 831000 
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TTTAACAGGA ATCTCTCTAA CTAAATTAGA . TGGCACGGCA AAAGGCGGCG TGATTTTTGC 83106 0 

CATAGCCGAT CAGTTTAAGT TGCC7ATTCG CTATATCGGT GTAGGCGAGA AAATTGAAGA 83112 0 

TTTACGTGAG TTTAATGCGA AAGAATTTAT TGAGGCATTA TTCGTTCATG AAGAAGAATA 83118 0 

AAAAGAATAA GGAAGAATTG TGATTAAGTT CTCAAATGTT TCTAAAGCCT ATCATGGCGC 83124 0 

AACACAGCCC GCCTTACAAG GCTTGAATTT TCATCTTCCT G7GGGAAGTA TGACTTACTT 831300 

AGTTGGGCAT TCAGGCGCAG GGAAAAGTAC ATTACTCAAG CTTATTATGG GAATGGAAAA 831360 

AGCCAATGCG GGTCAAATTT GGTTTAACGG GCATGATATT ACTCGCTTGT CGAAATATGA 83142 0 

AATTCCATTT CTGCGTCGCC AAATTGGTAT GGTTCACCAA GATTATCGTT TATTAACAGA 831480 

TCGTACTGTA GTGGAAAATG TGGCATTGCC GTTGATTATT GCAGGTATGC ATCCAAAAGA 831540 

TGCGAATACT CGAGCAATGG CATCTTTAGA TCGTGTAGGA TTGCGTAATA AAGCCCACTA 831600 

TTTGCCACCG CAAATTTCTG GCGGAGAACA GCAACGCGTT GATATTGCGC GTGCGATTGT 831660 

GCATAAACCT CAACTCTTAT TGGCAGATGA ACCAACGGGT AATTTAGACG ATGAACTTTC 831720 

TTTAGGGATT TTTAATTTGT TTGAAGAATT TAATCGTCTC GGAATGACTG TGTTAATTGC 831780 

TACTCACGAC ATTAATTTAA TTCAACAAAA ACCAAAACCT TGTCTTGTGC TTGAACAAGG 831840 

TTATTTACGT TATTAAGGAA TAATCATGAG CCGATCAACG GATGCATCTG TTTTTGTTCA 831900 

AACAGCCTAT ACTTTGCGTG CAGTATGGGC GGATTTGTGG CAACGTAAAT TTGGCACGCT 831960 

GCTCACGATT TTAGTGATTG CCGTTTCGCT TACGATCCCG ACTGTGAGCT ATTTAATGTG 832020 

GAAAAATTTG CATTTAGCCA CCACTCAATT TTATCCTGAA AGTGAATTGA CTATTTATCT 832080 

TCATAAAAAT TTAAGTGAGG AAAACGCAAA TTTAGTGGTA GAGAAAATCC GTCAGCAAAA 83214 0 

AGGCGTGGAA TCACTGAATT ATGTCTCTCG TCAAGAAAGT TTAAAAGAAT TCAAAAGTTG 832200 

GTCTGGCTTT GGTGAAGAAT TGGAAATTTT AGATGATAAT CCATTGCCTG CGGTCGTTAT B 3 22 60 

AGTAAAACCG ACGAGCGAAT TTAATGTTTC AGAAAAACG7 GACGAATTAC GAACCAATTT 832320 

AAATAAAATT AAAGGCGTGC AAGAAGTTCG CTTAGATAAC GATTGGATGG AAAAATTGAC 832380 

CGCACTTTCT TGGTTAATCG CCCATGTGGC AATTTTCTGC ACTGTATTAA TGACGATAGC 83244 0 

GGTATTTTTA GTTATTGGTA ACAGTATTCG CTCTGATGTG TA7AGTAGCC GATCAAGTAT 832500 

TGATGTGATG AAATTGCTTG GTGCAACAGA TCAATTTATC CTT CGTCCTT ATCTTTATAC 832560 

AGGGATGATT TATGCCCTGT TAGGTGGGTT AGTTGCAGCA ATTTTTAGTA GCTTTATTAT 832620 

CAGCTATTTT ACTTCTGCGG TGAAATATGT AACGGATATT TTT3CCGTCC AATTCAGTTT 83268 0 
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GAATGGATTA GG CGTTGGCG AATTTGT ATT CTTATTAGTG TGCTGTTTAA TTATGGGCTA 83274 0 

TGTTGGGGCG TGGATTGCCG CGACAAGGCA TATTGCGATG ATGGAGAGGA AAGAATAATT 832800 

GGATATCAAA AGAAAAGCGA ATTTCTTAAA AGAAATTCGC TTTTTTAGTT AGAAGTGAAA 832860 

TATTTCGCTG TTGTAGTTTA GGAAGTAAAT AGTTATAAGC 3TTCTACAAT CATAGAAATC 832920 

CCTTGACCAC CGCCAATACA AAGTGTAGCA AGTCCAAGTT TTTTATCTTT TTCGATAAGA 83298 0 

TTGTGCAATA ACGTTACTAA AATCCTTGCA CCACTCGCGC CGATTGGATG CCCAAGTGCG 833040 

ATCGCTCCAC CATGAATATT GGTTTTATTC ATATCCAAAT TGAGATCTTT GCCAACACCT 833100 

AAGAACTGTG AGGCAAAGGC TTCATTTGCT TCTATCAGAT CG AT AT CATC AAGATTTATT 83316 0 

CCTGCTTTTT TCAATGCTTT TTGCGTTGCT GGAACTGGAC CTAATCCCAT AACAGATGGA 83322 0 

TCTACCCCAC CGCTGGCATA GCTTCTAATT TTTGCAATGG CTTTTAATCC AAGTGCATGA 83 3280 

GCTTTGCTTT CGCTAACTAA AATAAGTGCT GCAGCACCAT CATTAATGCC AGAAGCGTTA 83334 0 

CCTGCGGTGA CAGTACCCTC TTTTTTGAAA GCAGGTTTTA ATTTAGCTAA ACCTTCAGCT 833400 

GTAGTATCTG CTTTAGGATA CTCGTCTCGT GAAACAATAA TGTCACCTTT GCGAGTTTTT 833460 

ACCATAACAG GGACAATTTC CTTATCAAAT ACACCTAATT GCACGGCTTG AGATGCTAAG 833520 

GTTTGTGAAC GTAATGCGAG TTCATCTTGT GCTTGGCGGC TAATACCATA TTGTTCTGCA 833580 

ATATTTTCGG CAGTAATCCC CATATGATAG TGATTGCTAG CGCAAGTTAG TCCGTCTTCA 83364 0 

ATCATTGTGT CCCTTAATGT GAGATTACCC ATTTTGACGC CTTGTCGTAC TTTGCTATCT 83370 0 

AAAAGATAAG GTGCTTGGCT CATATTTTCC ATGCCACCCA CAACAACAAT ATCAGCATCA 83376 0 

CCACTGATAA TAGACTGTGC ACCTAATGCG ACACTTTTTA GACCAGATCC ACATACTTTA 83382 0 

TTGATTGTTA AAGAAGGGAT TTCTTTCTCT ATTCCTGCTT TTAATGCTGC TTGACGGGCT 83388 0 

GGATTTTGCC CTAGTCCTGC TTGTAATACG TTCCCCATGA 7GACTTCATT AACTAATGCA 833 940 

CTTTCAATGT TGGCACGTTT GATGGCTTCT TGTATCACAA TTGCACCTAA ATCAACCGCA 834 000 

CTTACGGAAG ATAATGCACC ATTAAAGCTG CCGATCGGTG 7TC7AACTGC ACTAACAATA 834060 

ACAACATTTT CCATTTTTAA CTCCTTTTCT ATAAGAAATA TAAACCAATA ATAAAAATTG 834120 

GTGCGGTGAA GATAAGTGCG GTCATACAGA AGCCCATAA7 A7C7CTCACG CCAAGCCCTG 834180 

CGATACCCAG TGCTGGTAAT GCCCAAAATG GCTGAGCCA7 3TT CATC CAT TGCTCACCAT B34240 

AGGCAATCGC CATTGTAGAC TTACCTAGAT CTGCACCTAA 7GCTTGAGCA GCAGGGATAA 83430 0 

CAAATGGTCC TTGGATGACC CAGTGACCGC CACCAGAAGG AAC7GCAAAG TTAATAAAGG 83436 0 
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CAGAACTAAA GAAGGTTAAT AATGG3AAAG AATCTTTGTT AGCAACATTG ATAAAGAATT 8 34420 

CGGTGATTAA ACCACCTAAG CCTGAATGCT CCATCATTAG TTGCACACCC GCATAGAATG 834480 

GGAATTGCAC TAAGATCCCT GCTGT3CTTC GTGTGGCATT AATAATTGCT CGCATATAGG 834540 

CCATTGGCGA GCCATGAAGC ACAA7TCCTG TGATTAAGAA AA7AAGGTTT ACATTATTAA 834600 

TTGTGAGATT GAATCCGTTT TTGTAGAAAT ACATACCGAG GTAACTATAT CCTAATGCCC 834660 

CGATTGTATA GGCTAAGAAG CGGCTTTCTT CCATTTTTTC AGCAAGTGTT GCATCTTTAT 834720 

CCAAT T TTTT ATCAAATGTT GGATC3GGCG CAATAAGTTT TGGATCAATA CTTTTTGTTT 834780 

CGCCATTTTT GGGCATCATC ATATAGGTAA TGAAAGGCAA G CAAATG ACT AAACTTAACG 834840 

TGATAAAAAT ATTGTACCCA GAGAAAAGCG TACTAACTGC AGGAATAATA CCTTGTGGGT 834900 

TGCTTTCGCT CATCATTAAA TGAGCAACTG GGTTGCCTGG TGTTGCGGCT AAAAGTGGCA 834960 

TTGAGCCTGA AAAACCTCCA CCCCATGTCA TAAATGCAAT ATAGGCACAG GCAATCAGTA 83 5020 

AGGCGTAGTC ACTGCCTTTT ATTCTCCGCG CGACTTCTTT TGCAAACATC GCACCAACGA 835080 

CCAAACCGAA GCCCCAGTTA ATGATACAGG CAATTGAACC CA7AAACGTA ACTAAGACAA 83 5140 

CACCTTGTGC TGGTGTTTTT GCGATTGAAG CGATTGTAGA AAGAAACTTA CGAATTTGTG 835200 

GTGAGGTTGC AAGAGCATTA CCAGTTACGA CAATTAATGC CATTTGCATA CCAAAACCAA 835260 

GTAAATTCCA AAAGCCATTA CCCCACATAT TAACTAAATC AACAGGTGTA CTATCGGTTA 83 5320 

ATCCCCAAGC ACAAATGAAT GTGACAAAGG TGAGTAACAC GGCAAAAATA AGTGGGTCTG 835380 

GCAGGTATTT ACTGACGAAT GTCGTCATAA AACGAGAAAC GCGACTAATC ATAATTCAAG 83 544 0 

TCCTTTCTGG CTGATTTGCA TTTCTTTGAA ATCATCGGCA ACAATGAAAT CGGCTTCTGT 835500 

TTTGGCTTTA ATTGTTTCTA AATCCACATG AGGAGCATGT TCTTTTAGAA CTAATCTGCC 83 5560 

TTCAATGAAG TTAAATACTG CCAATTCGGT AACCACCATG GCAACTTTTT TACTTGCTGT 835620 

GAGCGGTAAT GTACATTTCT TTAGAATTTT TGAGGAACCT GA7TTGGCAC AATGTTCCAT 835680 

GCCAATAATC ACTTTTTTTG CACCAGTCAC TAAGTCCATT GCTCCGCCCA TTCCTGGTAC 835740 

CATTTTGCCA GGCACCATCC AGTTAGCGAG ATTTGCTTC7 7GA7CAACTT CAAGTCCACC B35800 

TAGCACACAG GCATCAACAT GACCGCCACG AATTAAAGC7- AAA3AAAAAG CACTATCAAA 83366 0 

AGTAGAGCCG CCTTTTTTAA TTCCACAAGG CTGACCACCA GCATTTACTA AGTTTGAATT 835920 

AGCATTTTCT GGGTCAAATG CAGTTAAACC AAGAAAGCCA 7T7TCTGATT GAAGTGTAAT 8 35980 

ATTGACATTA TCAGGTAAAT AATTAACAAC CTGTGTTGG7 AAACCAATAC CGAGATTAAC 836040 
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AATATCTCCA TCATGTAATT CCATCGCAAT TCGGCGAGCG ATTAATTCTT TTGCATTCAT 836100 

GGCGTTCTCC TTATTCTGAA CAAACAATGT AATCAATTAA TGCGGCTGGC GTGATGACTT 836160 

CATCTGGGGG TAACTGACCG ACCTCTAGTA GATTATCAAC TTGGGCAATG ACAGTTTTGG 836220 

CTGCTAAAGC AACTAGTGGA TTAAAGTTCC TAGCAGATAA TTCATAAGCT AAATTGCCAT 836280 

TCATGTCACC TTTTTGAGCA TGGATAATGG CAATATCAGC TTTTAGTGGG AGTTCAAGCA 836340 

AATATTCTCT GCCATCAATT TGAATTTTTT GTTTTCCTTC TTCAACAACA GTGCCGACAC 836400 

CCGTTGGTGT TAAAATACCA CCTAATCCGG CGCCACCTGC ACGAATCCGT TCAGCTAAGG 836460 

TTCCCTGTGG AACGAGTTCT ACATCTATTT CACCAGCAAT CATTTTTTTG CCAGTTTCTG 836520 

GATTTGTACC AATATGGGAG GTAATTAAAC GTTTGACTCG ATTATTTACA ATTAAAGGGC 836580 

CTACGCCAGT GTCAATAAAG GCTGTGTCAT TGCCTATGAG TGTGAGATCC TTTACGCCAG 836640 

AATCTAAGAT TTGTTGGACA AGTTTGGCTG GAGTGCCGAT ACCCATAAAT CCACCAAACA 836700 

TGATGCTCAT ACCATCATGT AGGTGTTGAT TTAGATTATT AAGCTTAAGA TGTTTTTGTG 836760 

TCATAGAGAC CTCCTAATAA CGAGATTAAA AGAAAGAATA TCAACAAATA AGTATCTTAT 836 820 

ATTTCAAATG GATATGTTTC TTGCGATGAT CCTTGATAGG CAATAAAGGA ACTAGATTGA 836880 

TATTAAAAAT AGCAAAAAGA ATTTCGTAAA AGAAATACAT CTTTCTTAGG CGGGTATAAG 836940 

TTATTTTGAT AGTGTTTTAA ACAATCCTTG TGCTATATTT TGTAAAAATG GCAGTCCTTA 837000 

GGGGGGTGAA AATGATGGAT ATTAGGCATC TAAGATATTT TGTTTCAATC GTAGATAATG 837060 

ATTTTAATTT AAGCCGAGCG TCTCAAAATT TATATGTGTC TCAACCTGCA TTAAGTATGA 837120 

TGATTACGGA GTTTGAGAAT CGTGAAAATA TTCAGATATT TAAACGGGCA TCAGGAAAAA 8 3 71 BO 

TTATTGGACT AACCTTTGCG GGGGAAAATT ATTATCGTGA TGCAAAAGAA GTGATCAAGC 837240 

GTTACAATGA TATGAGAACA AATCTTTATA AATCAAAAGA TTGTAAGAAA GGCACGATAA 837300 

CAATTGGTAT TCCTCCCTTA GTTTTATCAG CCGTGTTCTC TTCTGTATTG CCTCATCTTA 83 7360 

TTCTTAAGAA TCCAGATATT AATTTCATTA TTAAAGAAA7 TGGAGCTTAT GCTCTAAAGA 837420 

GTGAACTTCT TTTAGATAAA GTTGATTTAG CCGTGTTGTT ATATCCCGAG CGAATATCAA 837480 

AAAATATTAT TGATTCAATT GAAATTCATA GTTCTGAATT AGCCTTATTT CTTTCACCAA 83 7540 

AGCATGTTTT AGCAAAAAAA CAACAAATCA CATGGGCTGA T7TACATCAG CAGAAAATGG 83 7600 

CAATTTTTGA TCAAACATTT ATGATTCATC ATCATTTGAA GGAAGCTTTT GAGCGCAATA 837660 

ATTGTTATCC AGATATTGTT TTGGATTCGA GTTGTTGGGA 7TT7CTGCTA AGTGCGGTCA B37720 
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AAACAAACAA AGAATTATTA ACTATTCTAC CGTTACCTAT GGCTGAGCTT TATCATTCAA 83 7780 

AAGAATTTTT GTGTCGTAAA ATCGAAAGTC CTGTTCCGTG GAAAGTGACA CTATGTCGTC 83 784 0 

AAAGAAAAAC GGTCTACACA CATCTTGAAG AATATATTTT TGATAAATTA TTAGAGGCTT 837900 

TTAGACCAAC AAAATAGTTA AAATAAAAGC TTGCAAATAG GGTTGTCTTT CTATAGAATC 837960 

TACGAGCTCT CAATATGAGA GCCGTTTAAT GTAATCATTT ATTGAACGGG CATGACGATA 83 8020 

TGTCAGGCTA ACAATGTTTC CGATTTGGAG ACTATATAAC AGGTAACTTG CACCTCCTTT 83 8080 

TCTATTTTGA AGTTAGAATT GCGATTGGTG TTAGTTTTTT TATTAGCTAA ATTTTATTGG 83 314 0 

AGCTCTGGTC TAATGCAGAA CCAAAGAATC CGTATCCGCT TAAAAGCTTT CGATCACCGT 83 82 0 0 

TTGATCGATC AATCTACTGC GGAGATCGTA GAAACAGCTA AACGTACTGG CGCACAAGTT 838260 

CGTGGTCCAA TTCCTTTACC AACTCGTAAA GAGCGTTTCA CCGTGTTGAT TTCTCCACAC 83 8320 

GTAAACAAAG ACGCACGTGA CCAATACGAA ATTCGTACTC ACAAACGTTT AGTAGATATC 838380 

GTAGAGCCAA CAGAAAAAAC TGTTGATGCA TTAATGCGTT TAGATTTGGC TGCCGGCGTG 8 3 844 0 

GACGTGCAGA TCAGCCTAGG TTAATTAAGA GGTTATTACA ATGATTGGTT TAGTCGGTCG 838500 

TAAAGTTGGT ATGACCCGTA TCTTCAATGA AGACGGCGTG TCAGTACCAG TTACCGTTAT 83856 0 

CGAAATTGAA GCCAACCGCG TAACTCAAGT TAAAACTCTT GAAAACGATG GCTATACTGC 838620 

AGTTCAAGTT ACTACTGGTT CTAAAAAAGC GAATCGTGTA ACTAAACCTG AAGCAGGTCA 838680 

TTTCGTGAAA GCAGGTGTTG AAGCTGGTCG CGGTTTATGG GAATTTCGTA CTGAAGGTGA 83 874 0 

AGAATTCACT TTAGGTCAAG AAATCAATGT AGACATCTTT GCAGATGTTA AAAAAGTAGA 83 8800 

TGTTACTGGT ACTTCTAAAG GTAAAGGTTT CCAAGGTGGT 3TTAAACGTT GGAACTTCCG 8 38860 

TACTCAAGAT GCTACACACG GTAACTCTTT ATCACATCGT GTACTTGGTT CTATTGGTCA 83 8920 

AAACCAAACA CCAGGTCGTG TGTTTAAAGG TAAAAAAATG 3CAGGACATT TAGGTGCTGA 83 8980 

ACGTGTAACT GTTCAATCAC TTGAAGTTGT TCGTGTAGAT 3CTGAGCGTA AATTGCTATT 83 904 0 

AGTAAAAGGT TCTGTACCTG GTGCTATCAA TGGCGATGTT A7C3TTAAGC CGGCAGTTAA 83 9100 

AGCATAAGTC TAGGAGATAG AGATGGAATT ACAAGTTGTA 3373CAAACG CACTCACTGT 83 916 0 

TTCTGAAACT ACCTTCGGAC GTGAGTTTAA CGAAGCGTTG A7CCACCAAG TTGTTGTTGC 839220 

TTATGCAGCA GGTGCGCGTC AAGGTACTCG TGCACAAAAA .-.373GTGCTG AAGTGTCTGG 83 9280 

TTCAGGTAAA AAACCTTGGC GTCAAAAAGG TACAGGTCG7 3ZTZGTGCTG GTGATATCAA 83 9340 

ATCACCAATC TGGCGTTCTG GTGGTACAAC CTTCGCGGCT AAACC ACAAG ATCACAGCCA 83 9400 
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AAAAGTGAAC AAGAAAATG7 ACCG7GGTGC TATCAAAAGC ATTCTTTCTG AATTAGTTCG 83 9460 
TCAAGACCGT TTGGTTGTGG TGGAAAAA77 TGAATTAGAT GCACCAAAGA CTAAAGTTTT 839520 
AGTACAAAAA TTAAAAGATT TAGCCGTTGA AGATGCGTTA ATTATCACAG CAAGTTTAGA 83 9580 
TGAAAATCTA TTCTTAGCAG CACGTAACTT ATATAAAGTT GATGTCCGTG ATGTTCAAGG 83 9640 
TATCGATCCA GTTAGCTTGA 7CGC777CGA TAAGGTGATT GTTACTGTTG ATGCTGTGAA 839700 
ACAAATTGAG GAGATCCTAG CATGAGTCAA GAACGTTTGC 7AAGTGTGC7 ACGTGCACCG 839760 
CACATCTCTG AAAAAGCAAC TAACAATGCT GAAAAATCTA ACACTGTTGT ACTTAAAGTT 8 3 9820 

GCTTTAGATG CGAACAAAGC TGAAATTGCT GCTGCGGTTG CTCAATTATT TGAAGTAAAA 839880 

GTAGATTCAG TTCGTACTGT GGTTGTTAAA GGTAAAACTA AACGCCGTGG TAACAAAATG 839940 

GGTCGTCGCA GCGACTGGAA AAAAGCTTAT GTAACTTTAG CCGAAGGCCA AAACTTGGAC 840000 

TTCGTGGACA GTGCAGAGTA ATCGGAGGAA ATTAGAGAAT GGCTATCGTT AAATGTAAGC 84 0060 

CGACCTCCGC TGGTCGTCGT CACGTTGTTA AAATCGTGAA CCCTGAATTA CACAAGGGTA 840120 

AACCTTACGC ACCTCTTCTA GATACTAAAT CTAAAACTGG TGGTCGTAAC AACTATGGTC 840180 

GTATTACTAC TCGTCACATT GGTGGCGGTC ACAAACAACA CTACCGTTTA ATAGATTTCA 840240 

AACGTAACAA GTTAGACATT CCAGCGGTTG TTGAGCGTTT AGAATATGAT CCAAACCGTT 840300 

CTGCTAACAT TGCTTTAGTG CTTTATAAAG ACGGTGAACG CCGTTATATT TTAGCACCTA 840360 

AAGGTTTGTC AGTAGGCGAT CAAATCCAAG CTGGCATAAA CTCACCAATT AAAGTGGGTA 840420 

ACTCATTACC AATGCGTAAT ATCCCAGTTG GTTCAACAGT ACA7AACGTT GAATTAAAAC 840480 

CAGGTAAAGG CGGTCAAATC GCTCGTTCTG CTGGTGCTTA 7GTACAAATC ATCGCACGTG 84054 0 

AAGGCAACTA TGTAACTTTA CGTTTACGTT CTGGTGAAA7 GCGTAAAGTA TTAGCTGAA7 840600 

GTG7TGC7AC AA7CGGTGAA GTTGGTAACT CAGAACA7A7 GC77CGCGTA TTGGGTAAAG 840660 

CTGGTGCTAA CCGCTGGAGA GGTAT7CGCC CTACAGTTCG 7GG7ACTGCA ATGAACCCAG 840720 

TAGATCACCC ACACGG7GGT GGTGAAGGTC G7AACTTTGG 7AAACACCCA GTAAC7CC77 84 0780 

GGGGCGTTCA AACTAAAGGT AAGAAAAC7C G7CACAACAA ACG7ACTGAT AAATATATCG 84 084 0 

TACGTCG7CG TGGCAAATAA TAGATTAAA7 7AAAGAGGA7 7AGCCA7GCC ACGTTCTCTC 840900 

AAGAAGGGTC CT7TCC7TGA CCTACAC7TG TTGAAGAAGG 7AGAGAAGGC GG7GGAAAGC 840960 

GGGGATAAAA AACCAAT7AA AAC77GGTCC CGTCGTTCA.-. 7GA7CATTCC A7CAATGA7C 841020 

GGAT7GACCA 7CGCAG7CCA TAATGG7CG7 CAGCACGT7C 773777ATG7 ATCTGATGAA 841080 
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ATGATCGGTC ATAAGCTTGG TGAAT7TGCA CCGACTCGTA CATACCGCGG TCACGCGGCA 84114 0 
GATAAGAAAG CTAAGAAATA AGAGGTAAAG AGATGGAAAC 7ATCGCAAAA CATCGTTACG 8412 0 0 
CTCGCACTTC TGCCCAAAAA GCTCGCTTAG TTGCCGATTT AATTCGTGGT AAAAAAGTTG B41260 
CGCAAGCATT AGAAATTTTA ACTTTCACTA ACAAAAAAGC AGCAGCTTTA GTGAAGAAAG 84132 0 
TTTTAGAATC AGCTATTGCA AATGCAGAGC ACAATGACGG TGCAGATATT GATGATCTTA 8413 80 
AAGTTGCTAA AATCTTCGTT GATGAAGGTC CTAGCATGAA ACGTGTTATG CCACGTGCTA 841440 
AAGGTCGTGC AGATCGTATT TTAAAACGTA CTAGCCACAT TACTGTGGTT GTGTCAGATC 841500 
GTTAATAAGT AGAGGAATAG CAATGGGTCA AAAAGTACAT CCACATGGTA TTCGCCTAGG 841560 
TATTGTTAAA CCTTGGAGCT CTACTTGGTT CGCGAATACA CAAGACTTCG CTGACAATCT 84162 0 
TGAAGGCGAT TTCAAAGTAC GCAAATTCTT AAATAAAGAA TTAGCAAGTG CTTCAGTTTC 841680 
ACGTATTACT ATTGAGCGTC CAGCTAAAAG TATTCGTGTA ACTATTCACA CAGCTCGTCC 841740 
TGGTATCGTA ATCGGTAAAA AAGGCGAAGA TGTTGAAAAA TTACGTAACG CAGTGTCTAA 841800 
AATCGCTGGC GTTCCTGCTC AAATCAACAT TGCTGAAGTG AAAAAACCTG AATTAGATGC 841860 
GAAATTAGTT GCAGATAGCA TCGCTTCTCA ATTAGAACGT CGTGTAATGT TCCGTCGTGC 841920 
AATGAAACGT GCGGTACAAA GTGCTATGCG TTTAGGTGCT AAAGGTATCA AAGTTGAGGT 841980 
TAGCGGTCGT TTAGGTGGTG CAGAAATCGC ACGTTCAGAA TGGTATCGTG AAGGTCGCGT 842040 
ACCTCTACAT ACTCTTCGTG CGGACATCGA TTATAACACT GCAGAAGCTC ACACAACTTA 842100 
CGGCGTAATC GGCGTTAAAG TGTGGATCTT CAAAGGTGAA ATTCTTGGTG GAATGGCTGC 842160 
CGTTGCGCAA TCAGAACAAC AACCTGCCGA CAAGCCTAAA AAGGCTCCTC GCGGTAAAGG 842220 
TCGTAAGTAA GGAGAAACGC TAAATGTTGC AACCAAAACG 7ACAAAATTC CGTAAAGTTC 842 280 
ACAAAGG CCG CAACCGTGGT ATCGCGAGCG GTACTGAAGT 7AG77TCGGT ACTTACGGTT 84234 0 
TAAAAGCAGT TGGTCGTTGT CGTTTAACCG CTCGTCAAAT C3AAGCGGCA CGTCGTGCAA 8424 00 
TGTCACGTGC AGTAAAACGT CAAGGTAAAA TCTGGATTCG 737A7TCCCA GATAAACCAA B 4 2460 
TTACTGAAAA ACCATTAGAA GTCCGTATGG GTAAAGGTAA AGG7AACGTT GAGTACTGGG 842 52 0 
TAGCCTTAAT CCAACCGGGT AAAGTGCTTT ATGAAATGGA 73G73TGTCT GAAGAAGTAG 842 58 0 
CAAGAAACGC ATTTGCATTA GCAGCTGCTA AATTGCCAG7 7AAGACCACT TTCGTAACTA 842640 
AGACGGTGAT GTAATGAAAG CTCAAGATTT ACGTACAAAA AG7377GAAG AGCTGAATGC 842 700 
TGAATTAGTA AACCTTTTAG GTGAACAATT CAAGTTGCG7 A7G:AGACAG CCACCGGTCA 842760 
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GCTTCAACAA ACCCATCAGG CTAAGCAAGT GCGTCGTGAT ATTGCACGTG TAAAAACTGT 842820 

ATTAACCGAA AAGGCGGGTG AGTAATGACT GATAAAATTC GTAGCGTACA AGGTAAAGTT 842880 

GTTAGCGACA AAATGGAAAA ATCTTTCGTT GTTGCTATTG AACGTAAGGT AAAACACCCT 84294 0 

TTATATGGTA AATTTATCCG TCGTACAACT AAATTACACG TACACGATGA GAACAATGAA 843000 

GCCAAAGTTG GTGATACCGT AGAGATTCGC GAATGTCGCC CTCTATCAAA AACCAAATCT 843060 

TGGACTTTAG TTCGTGTTGT TGAGAAAGCA GTTATTGCTT AATTAATAAC AAAGAGTAAT 84 3120 

AAAATAAAAG CCAATAGTGT AAATCTATTG GCTTTTTTGT TTTTAAAGTG CGGTTAAAAT 843180 

TCAATGAATT TTAACCCGCA CCTTTTCTTT TAGGTGTTAT TGACATAACA CCTAAACAAA 843240 

TACTGAAAAA AATATTTTTA ATAATGGTAC TTAAGAGAAA TTTCTGAAGA TCTTGGTTTT 843300 

GAATATTCTG ATGAGTGGAA TACTCGTTAT TTGGGTCATA GATTAATTAA TTTCATCAAC 843360 

GGCGTTGATA CCCGTAAAGA AACGTCAAAA TTAGCAGAGG ATAAATTCCC AGAAGAACTT 84 34 20 

ATCAATGATA CAGATACTAC TGGGAATATT TCTAATGAAG ATTGGGATTG GTGGTGCCAT 84 3480 

TTATCTGATA CAATGAAGTA TATATTGATA CATGATCTTC CTTATCAAGA AGAGGAGATT 84354 0 

GGCATCACAG AGTTTTATGA TGAAAATGAT TTGGATACAG AAGCAGATAT ATATGATCGA 843600 

GAGACTTTTG GAATCTTATT AGGAGAATAT GTAACAGGAT TATATTTGTT AGATGATACT 843660 

TTTATAGAGC CAGTGCTTGA TAATATAAAT ATTCCTAACA ATGTTTATAG TACAAATATA 843720 

TTTGCTATTC ATTATGTTGC AAAGCATATT TTGGGTATTA AAGATCTAGA TAAACGTTTA 843780 

AAATCTGGTG ATATTGAATT AGTTCGTGAA TTAGGAGAAG TAACAATTGG TGGTAAGGAG 843840 

AAGTATTTTT ACTCTTTTGC AACTAAATAT TGTAGTCATC ATAATCCAAT TGCTTTCCCA 843900 

ATTTATGATA GCTATGTGGA GCAAGTTCTC CTCTATTTTA ATAAAGTAGA TAAATTTTCA 843 960 

GCCTTTAAAA GGAAAGATTT AAAAAATTAC AGAAAATTTA AAGAGGTTTT GATAGATTTT 844020 

CAAAGATTTA ACTTAAAAGA ACTCGATCTG TATCTTTGGC 7777AGGCAA GGAAATTTTC 844080 

CCAAAATCTA AAAACTGATG AATTTATCTA AGGTAAGAGA AGAGAGCATT TCATTTTTTC 844140 

TGCAGTTTAT TTTTCATTCG ATAAATTTTT GAGAGGATGA GGA7ATTTTT ATAATTCCAA 844200 

AAGTGCGGTA AATTTTAACT GGATTATTTA GTAAATAGA7 CAA7AAGAGG AAGCTAAATT 84426 0 

ATCATTGCCT TTCTCTTTTT CTTTTGATAA AATCCGCCGC C7A7CTGCCA TTCTATCTGA 844320 

ATAGTGTGGA TGGGTTCGTC CCGAAAGGGT GTTTTTTTAA 7C77AACGGA GCACTAATAT 84438 0 

GATCCAAGAA CAGACTATGC TGGATGTTGC TGATAATTCA GGC3ZTCGCA GCGTAATGTG 84444 0 
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TATCAAGGTT CTAGGTGGAT CGCACCGTCG TTATGCTGCG ATTGGCGACA TCATCAAAAT B44 500 

TACTGTAAAA GAAGCAATTC CACGC3GTAA AGTAAAAAAA GGTGATGTAT TAAAAGCAGT 844560 

TGTTGTGCGC ACCAAGAAGG GTGTTCGTCG CCCAGATGGC TCAGTTATTC GTTTCGATGG 844620 

TAACGCTTGT GTAATTTTAA ATAATAACAC TGAGCAACCA ATCGGTACTC GTATTTTTGG 844680 

ACCAGTGACT CGTGAACTTC GTTCT3AGAA ATTCATGAAG ATCATTTCTT TAGCTCCAGA . 844 740 

AGTACTGTAA GGGGAATGTA ATGCCTGCTA AAATCCGTCA AAATGATGAA GTAATTGTCC 844 800 

TTACTGGTAA AGATAAGGGC AAGCGTGGCA AGGTAACTAA AGTGTTACCA AACGGTAAAG 844860 

TGTTTGTTGA AGGTATCAAC ATCATTACTA AACATGAAAA ACCAGTTCCT GCATTAGGAA 844920 

AGGCTGGTGG TTTGGTGAAA AAAGAAGCTG CAATTGACGC TTCAAATGTT GCGATTTTCA 844 98 0 

ATCCTAAAAC AAATAAAGCT GACCGTGTAG GTTTTAGATT CGAAGACGGC AAAAAAGTAC 84 504 0 

GTTTCTTCAA ATCTAACAAT GAAATTATCT AACAAACTGG AGTAATGCGA TGGCGAAACT 845100 

GCATGATTAC TACAGAGATC AAGTAGTAAG CGAATTAAAA AATAAATTCG GCTACAAATC 84516 0 

TGTCATGCAA GTCCCACGAA TCGAAAAGAT TACCCTGAAT ATGGGTGTGG GTGAAGCATT 845220 

GACCGACAAA AAATTGCTAG ACaACGCAGT AGCGGACTTA GCAGCAATCA GCGGTCAAAA 84 52 BO 

ACCTTTAGTA ACTAAAGCTC GTAAATCTGT TGCTGGCTTT AAAATCCGTC AGGGATATCC 84534 0 

AATCGGTTGT AAAGTAACAC TACGCGGTGA GCGTATGTGG GAGTTCTTTG AACGTTTAAT 845400 

TACAATTGCT GTTCCACGTA TTCGTGACTT CCGCGGTTTA AGTGCGAAAT CATTCGATGG 845460 

TCGTGGTAAC TATAGCATGG GTGTGCGTGA ACAAATCATC TTCCCTGAAA TTGATTACGA 845 520 

TAAAGTAGAT CGTGTACGTG GTTTAGATAT CACTATCACA ACTACTGCTA AGAATGATGA 8455B0 

AGAAGGTCAA GCACTACTTG CTGCCTTTAA TTTCCCATTC CGTAAATAAG GCAGGTTATA 84564 0 

ATGGCTAAAC AATCAATGAA AGCACGCGAT GTAAAACGCG 7TAAATTGGC TGAAAAATTC 845700 

TACGCAAAAC GTGTTGAATT AAAGAAAATC ATTTCTGATG TCAATGCCTC TGATGAAGAT 84576 0 

CGTTGGGATG CAGTGTTAAA GTTACAAACT TTACCACGTG ATTCTAGCCC ATCTCGTCAA 845820 

CGTAACCGTT GCCGCCAAAC TGGACGTCCT CATGGCGTTT 7ACGTAAGTT TGGTTTAAGC 84588 0 

CGAATTAAGG TTCGTGAAGC TGCAATGCGC GGTGAAATCC ZAGGCCTTAA AAAAGCGAGC 84594 0 

TGGTAATATA CCACTTTATT TTGGAATCGG AGAAAAAGTA CAATG AGTAT GCAAGATCCA 846000 

ATCGCAGATA TGCTGACCCG TATTCGTAAC GGTCAAGCTG CGAACAAAGT TGCAATCAAT 846060 

ATGCCTTCTT CCAAGCTAAA AGTGGCAATT GCCAACGTAT 7A3CTSCTGA AGGTTATATC 84512 0 
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GAAAGCGTAA AAGTTTTAGA AGGTGCTAAA CCTGAATTGG AAAfTACTTT AAAATATTTC 846180 



AAACGTAAAG ATGAATTACC AAAAGTTATG GGCGGTTTAG GTGTTGCAGT TATTTCTACA 846300 

TCTAAAGGTG TTATGACTGA CCGCGCTGCT CGTCAAGCAG 3TTTAGGCGG TGAGATCATC 846360 

TGTTATGTAG CTTAATAGAG AGGTAGGAAA ATGTCTCGTG TTGCAAAGGC ACCTGTTAAT 846420 

ATTCCTGCCG GCGTTGAAGT TAAACTCGAC GGTCAGCTAT TAACAGTAAA AGGTAAAAAT 846480 

GGCGAGTTAT CTCGCAAAAT TCATGAATCA GTTGAAGTAA AACAAGATAA CGGACAATTT 846540 

ACGTTCACTC CACGTGAAGG TTTTGTTGAA GCAAATGCTC AATCGGGTAC TGCACGTGCA 846600 

TTAGTTAATG CAATGGTTAT CGGTGTTACT GAAGGTTTCA CTAAAAAATT AGTATTGGTG 846660 

GGTGTAGGTT ACAGAGCTCA ACTTAAAGGT AACGCAATTg CATTAAGTTT AGGCTATTCT 846720 

CACCCAGTAG AGCACACTTT GCCGGTAGGT ATTACTGCAG AATGTCCATC TCAAACCGAA 846780 

ATCGTGTTGA AAGGTGCAGA CAAACAGTTG ATCGGTCAAG TTGCAGCAGA TATTCGTGCT 846840 

TATCGCCGTC CTGAACCTTA TAAAGGTAAA GGGGTACGTT ACGCTGATGA AGTGGTACGT 846900 

ATCAAAGAGG CTAAGAAGAA ATAATTAAGG TAACACTATG GATAAGAAAT CAGCTCGTAT 846960 

CCGTCGTGCA GCTCGTGCAC GTCATATGAT GAGAGAGCAA GGTGTAACTC GTTTAGTTAT 847020 

TCACCGCACT CCACGTCATA TTTATGCACA AGTTATTGCA CCAAACGGTT CAGAAGTGCT 847080 

TGCCGCTGCT TCAACTGTTG AGAAAGCAAT TCGTGAGCAA GTAAAATACA CCGGTAATAA 847140 

AGATGCTGCT GCAGCAGTAG GTAAAGCTGT TGCAGAACGC GCATTAGCAA AAGGCGTTCA 847200 

AGCTGTTGCT TTTGATCGTT CCGGTTTTAA ATATCATGGA CGTGTCCAAA CTTTAGCGGA 847260 

CGCTGCACGT GAAGCTGGTC TACAGTTCTA ATGAGGTAAA TTGAGATGTC AAACATCGAA 847320 

AAACAAGTTG GTGAACTGCA AGAGAAGCTA ATCGCAGTAA ACCGTGTATC AAAAACTGTA 847380 

AAAGGTGGTC GTATTATGAG TTTCACTGCA TTAACAGTGG TGGGCGATGG TAATGGCCGA 847440 

GTAGGTTTTG GTTATGGTAA AGCTCGCGAA GTTCCAGCAG CGATCCAAAA AGCGATGGAA 847500 

AAAGCACGTC GCAATATGAT TAATGTCGCT TTAAATGAAG GTACATTACA ACATCCAGTT 847560 

AAAGGTGTTC ATACTGGTTC ACGTGTATTT ATGCAGCCAG CAAG7GAAGG TACAGGTATC 84 762 0 

ATCGCTGGTG GTGCAATGCG TGCGGTATTG GAAGTTGCAG 37GTACGTAA CGTTCTTTCT 847680 

AAAGCGTATG GTTCTACCAA CCCAATTAAC GTTGTTCGTG CAACTATTGA TGCATTAGCA 84 774 0 

AATATGAAAT CACCAGAAAT GGTTGCTGCA AAACGCGGTA AAACTGTTGA TGAAATCTTG 847800 



CAAGGCAAAC CAGTTGTAGA AAGCA7CCAA CGTGTAAGTC GTCCTGGTCT TCGTATTTAC 
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GGGTAATGAA TAATGGCTAA AACTATTAAA GTAACACAAG 77CGTAGCTC AATTGCTCGT 84 7860 
TTACCGAAGC ATAAAGCTAC CTTGCGTGGT CTTGGTCTTC GC CAT AT AC A CCACACTGTT 84 7920 
GAGTTAATTG ATACGCCTGC AGTACGTGGT ATGATTAACC AAG7TTCATA CATGGTTAAA 84 7 980 
GTGGAGGAGT AAGAGATGCG TTTAAATACT CTATCTCCGG C7GAAGGTGC AAAGCATAGT 84 8 040 
GCTAAACGCC TCGGTCGTGG TATTGGTTCA GGTTTAGGCA AGACTGGTGG CCGCGGTCAT 84 8100 
AAAGGTCAAA AATCTCGTAC TGGTGGCGGT GTTCGTCGCG G777CGAAGG TGGTCAAATG B 4 8160 
CCGTTATACC GTCGTTTACC AAAA7TTGGT TTTACTTCAA TGAAATCTGC AGTGACTGCA 84 8220 
GAAGTTCGTT TAAATGAATT AACCAAAGTT GAAGGTAATG TAGTAACTTT AGAAACATTA 84 8280 
AAAGCAGCAA ATATCTTAAC TAAAGATATC CAATTCGCTA AAGTAATTTT AGCTGGAGAA 84 834 0 
GTGAAATCTG CAGTAACGGT ACGCGGTTTA CGTGTAACTA AAGGTGCAAA AGCAGCAATT 8484 00 
GAAGCTGCTG GCGGTXCAAT TGAGGAATAA TTAGCAAATG GCTAAACAAC CAGGTTATCA 8 48460 
AGCAAGAAGT ACTAATAGCG GTAAAGGTGA ATTAAAAAGC CGATTACTTT TCGTTTTAGG 84 8520 
TGCACTTATC GTTTATCGAA TTGGTTCATT CATTCCGGTT CCTGGTATTG ATGCGGCTGT 848580 
TCTAGCTCAA TTAGTTGAAC AACAAAAAGG CACTATCATT GACATGTTTA ACATGTTCTC 8 4 864 0 
TGGTGGTGCT CTAAGCCGTG CATCCATTTT AGCATTAGGA ATCATGCCAT ATATATCGGC 848700 
ATCTATTGTA ATTCAATTGC TTGCAACGGT TTCTCCTGCT TTAGCAGAAT TAAAGAAAGA 848760 
AGGTGCTGCT GGTCAGCGTA AAATTTCTAA ATATACTCGT TATGCGACAG TTGTTTTTGC 848820 
AACGATTCAG GCAGTAGCTA TTTCAACAGG CTTACCAAAT ATGTTqTCTG GCTTAGTGCC 848880 
AAATGTTGGA TTTAGTTTTT ACTTCACTTC AGTTGTTAGT 7TAGTCACTG GGACAATGTT 848 94 0 
CCTTATGTGG TTGGGTGAGC AAATAACTGA AAGAGGTAT7 GG7AACGGTA TTTCAATTCT 84 900 0 
TGTTTTTGGC GGTATTGTAG CTGGTTTACC ATCGGCTATT C77CAAACTA TTGAGCAGGC 84 9060 
TCGTCAAGGA CAGATGCATC CATkAGTTCT TCTTCTGATC GCA3CTATTG TATTTGCAGT 84 9120 
AACTTATTTT GTTGTTTTTG TTGAAAGAGG ACAACGTAGA A77C3CGTTG AATATGCGAA 849180 
GCGTCAGCAA GGTCGTCAAA TTTTAGGTGG TCATTCAACA CA777ACCAT TGAAAGTGAA 84 924 0 
TATGGCAAAT GTAATGCCAG CAATTTTTGC TTCAAGTAT7 A7777ATTCC CAGCTACATT 84 9300 
AACACAATGG TTTGGGCAAA ATGATAAATT TGAATGGTTA AA7AA7TTAT CAATGTTATT 84 936 0 
GAATCCTGGT CAACCACTTT ATTTGCTTGT TTATGCTGT7 3CAA77ATTT TCTTCAGCTT 84 942 0 
TTTCTATACA GCAATGCAAT ATAATCCTCG TGATACAGCA 3A7AA7CTAA AAAAATCTGG 84 9480 
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TGCATTTATT CCAGGAATTA GACCCTGGTGA ACAAACATCA CG7TATATTG ATAAAGTGAT 849540 
GACTCGTCTT ACATTAATTG GCGGTCTCTA TGTAACGTTT GTATGTTTAG TTCCTTATAT 84 9600 
TATGACATCG GCTTGGGATG TTAAATTTTA CTTCGGTGGA ACATCTCTTT TAATTGTAGT 849660 
CGTTGTAATT ATGGATTTCA TCGTTCAGGT TCAAAGTCAT 7TAATGTCTT CTCAATATGA 84 9720 
ATCTGCGTTG AAAAAAGCAA ACC7TAAAGG TTTTGGACAA TAATTGTTCA TTTAAAGTAA 84 9780 
AAGGATAAGC AATGAAAGTT CGTGCTTCCG TAAAGAAAAT GTGTCGTAAC TGTAAGATTG 849840 
TTAAACGTGA GGGTGTTGTA CGCGTATTGT GTAGCGACCC 7AAACACAAA CAACGTCAAG 849900 
GTTAATTAAC ATTTTTCTTG CCAAGAACCn GTTGAGTAGT TATACTGCTC AACTCATTTA 84 9960 
TGTCCTTGAT ATTCTGTTTG AGTATCCTGA AAACGGGCTT TTCAAGATCA GAATATCAAA 85002 0 
TTAATTAAAA TATAGGAGTG CATAGTGGCC CGTATTGCAG GCATTAACAT TCCTGATCAT 850080 
AAACACGCTG TAATCGCTTT AACTGCCATT TACGGTATTG 3TAAAACTCG TTCACAAGCT 85014 0 
ATTTGTGCAG CAGCGGGTAT TGCTGAAGAT GTTAAGATCA GAGAATTGTC TGAAGAGCAG 850200 
ATTGACAAAC TGCGTGACGA AGTTGGTAAA TTTACCGTTG AAGGTGACTT ACGTCGTGAA 850260 
GTAACACTAA ACATCAAACG TCTTTTAGAC TTAGGATGCT ATCGTGGTTT ACGTCATCGT 850320 
CGTAGTTTAC CAGTACGTGG TCAACGTACT AAAACTAATG CGCGTACCCG TAAGGTCCAC 850380 
GTAAGCCGAT CAAAAAATAG TCGGGGTAAA TAAGAATGGC TAAAACACCA GTTCGTGCAC 850440 
GTAAACGTGT AAAAAAACAA GTTGTAGATG GCGTACGACA 7AT7CACGCA TCTTTCAATA 850500 
ATACAATCGT TACTATTACT GACCGTCAAG GTAATGCTCT AGC77GGGCA ACTGCAGGTG 85056 0 
GTTCAGGTTT CCGTGGTTCT CGTAAATCAA CTCCGTTCGC AGCGCAAGTT GCGGCAGAGC 850620 
GTTGTGCTGA AATCGTTAAA GAATTTGGCT TAAAGAACTT GGAAGTTATG GTTAAAGGTC 850680 
CGGGTCCAGG TCGTGAATCT ACAATTCGTG CGTTAAACGC AGCGGGTTTC CGTATCACGA 85074 0 
ATATTACTGA TGTGACTCCG ATTCCTCATA ACGGTTGTCG 7CCACCGAAA AAACGTCGTG B5080 0 
TTTAAGACGT ATAGGATAGT TGGAGAAAGA AAATGGCAAG A7A777GGGT CCTAAACTCA 85086 0 
AGCTCAGCCG TCGTGAAGGC ACTGATTTAT TCCTTAAATC AGGCGTGCGT GCGATTGATT 850920 
CAAAATGTAA AATTGATACA GCACCAGGTC AGCACGGTGC 72G7AAACCG CGTTTGTCTG 8 50980 
ACTATGGTAG TCAGTTACGT GAAAAACAAA AAGTTCGTCG 7A777ATGGT ATTTTAGAAC 8 5104 0 
GTCAATTCCG TAACTACTAT AAAGAAGCAA ACCGTTTGAA AGG7AACACT GGTGAAAATT 851100 
TATTAGTGTT ATTAGAAGGT AGATTGGATA ACGTTGTTTA TC3CATGGGA TTTGCTACAA 851160 
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CTCGCGCAGA GGCTCGTCAA TTAG7GAGTC ATAAAGCAAT TGTTGTGAAT GGTCGTGTTG 85122 0 

TTAATATTCC ATCTTTCCAA GTTTCTGTAA ATGATGTAGT TGCTATTCGT GAAAAATCGA 851280 

AAAAACAAGC TCGTATTAAA GCATCATTAG AATTAGCAGA GCAAAGAGAA AAACCAACAT 851340 

GGTTAGAAGT TGATTCTGCA AAAATGGAAG GTGTATTCAA ACGTGTTCCT GAACGTTCTG 8 514 00 

ATTTATCAGC AGACATTAAC GAACATCTGA TCGTTGAGCT TTACTCTAAA TAATAGTTAA 851460 

GCTTAAAACC AAAGAGAGGA TAAAATGCAG GGTTCTGTTA CAGAATTTTT AAAACCACGT 8 51520 

TTAGTAGATA TTGAACAAAT TAGTTCAACA CATGCTAAAG TGATCTTAGA ACCGTTAGAG 851580 

CGTGGTTTTG GTCATACTCT AGGTAATGCA TTGCGTCGTA TCCTTCTGTC TTCAATGCCA 851640 

GGTTGTGCTG TAACTGAAGT AGAAATTGAT GGCGTATTGC ATGAATATAG TAGTAAGGAA 851700 

GGTGTTCAAG AAGATATTCT TGAAGTACTT TTGAACCTTA AAGGTCTAGC GGTTAAAGTA 851760 

CAGAATAAAG ATGACGTTAT TCTGACATTA AATAAATCTG GAATTGGCCC TGTTGTTGCA 85182 0 

GCGGACATTA CCTATGATGG TGATGTTGAA ATTGTAAATC CAGATCATGT GATTTGTCAT 851880 

TTAACTGATG AAAACGCTTC AATTAGTATG CGTATACGTG TTCAGCGTGG TAGAGGATAT 85194 0 

GTTCCTGCTT CATCTCGTAC ACATACGCAA GAAGAACGTC CAATTGGTCG TTTGCTTGTT 852000 

GATGCTTGTT ATAGTCCGGT TGAACGAATT GCGTATAATG TAGAGGCAGC TCGTGTTGAG 852060 

CAGCGTACAG ATTTGGATAA GCTCGTTATT GAGTTAGAAA CTAATGGTGC ACTTGAGCCA 852120 

GAAGAAGCAA TTCGTCGTGC AGCAACAATC TTGGCGGAGC AACTTGATGC ATTCGTTGAT 852180 

TTACGTGATG TTCGTCAGCC TGAGATTAAG GAAGAAAAAC CGGAATTTGA wCCGATTTTA 85224 0 

TTACGTCCTG TAGATGATTT AGAGCTGACA GTTCGTTCTG CTAACTGTTT GAAAGCAGAA 852300 

ACAATTCATT ATATCGGTGA TTTAGTGCAA CGTACTGAAG TAGAATTATT AAAAACCCCT 852360 

AATCTTGGTA AGAAATCTCT TACTGAAATT AAGGATGTTC TTGCTTCTCG TGGCTTGTCA 852420 

CTTGGTATGC GCCTTGAAAA TTGGCCGCCA GCAAGTATTG CTGAAGACTA GTTTGGTCAT 852480 

AGGTTAAGAT TTTyCTGAGA AGGATAAGAT CATGCGCCAT C37AAGAGTG GTCGTCAACT 85254 0 

AAACCGTAAT AGTAGTCATC GTCAAGCGAT GTTCCGTAAC 7TA3CAAGTG CTTTAGTTAG 852600 

TCATGAAATC ATTAAGACTA CTTTGCCTAA AGCTAAAGAA TTACGCCGTG TAGTTGAACC 85266 0 

GTTAATTACA TTAGCAAAAG TAGATAGCGT TGCTAACCGT C377TAGCAT TCGCTCGTAC 853720 

TCGCAACGTT GAAACTGTTG CAAAATTATT TAATGAATTA GG7CCACGTT TTGCTCAACG 852780 

TGCAGGTGGT TACACTCGCA TTTTGAAATG TGGTTTTCG7 3CA3GCGATA ATGCACCAAT 85284 0 
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GGCATACATT GAGTTAGTTG ATCGTCCAGA AGTTGCTGAG GCAACAACTG AGGAATAAAA 852900 

ATTAATTCTA AAAAGAAGCT CACT77ATAT AGTGGGCTTT TTTATTTTAT ATATTAAAAA 852960 

AATCTTTATC TGATTTAATC ATTACTTAGA TATATTATTT ACAATCAGCG AGCAGTGGTA 853020 

AATTTTAAGA GCATATTCGT AGATGTCGTG TATTTTTATC TAAATTCCTT GTTTTTTAAG 853080 

CTCTCTACTA ATACGAATTG CGGTTTCAGT TTCACATCCA CAAAATTCCG CTGCTTCTCG 853140 

GTAGGCCCAA GGATAATCGG GATAACTTTC AGTTAAATTT TCAATGGCAT CAATAATACG 853200 

TTCGTAACTA CGCTTATAAG CTGTATTACT TATTCGGTGT TCTGCATCAA TAATTCATTA 853260 

GAAAGTTGTT TCATAAGATA ACAAGAAAAA TCAGGGTTAT TTG CAATAAA ATTTGCGTGA 8 53320 

TTACCAGGAA ATATTCTAAC TATATCGGCT TCCATTAATA CTT7TGCACT GCAATGATAA 853380 

GATGTTTCAC TAAAAATAGT ACGAAAACCA AAATATTCAT TAGCGTGATA AAGTCGAGTC 853440 

AATGTTTCTT TGCCATTTTC CAGACTATGA TACAGACCAA CTAGCCCTTG TTTTAAAAAA 8 53500 

TAAAATTCTT TAGGCTTCTC GCCTTGTGCA TAAATTAAGC TGTTTTTTTC TAGAGTTTTA 853560 

CTCTCAGAAA TAATACATTT ATTTAAGTTT TGTGGTAGAT AATAGGG CAA TGTAAACATA 853620 

AAGGCGTCTT TTAATATATA AATAACTTTA GATTACTATA CAAATTTCTA TATTTTyCTG 853680 

CTATAAGCAA ATTATGAAAA TGTGAAGTGT TTAACAAAAT TTTGAACTAG ATAAATATTA 853740 

TTTTATTTTG CCAAATGATT TTGCAAATGA CTTTAAATAT GGTTCCATAT GAGAAAGTGC 853800 

TGAATAATAT GCCTCACAAA GTTGATTATG TGCTTTACCA AATCCTTGAA TTGTACGATG 853860 

TTTTGGACAT CCTCCGTGAC ATGCAAAGCG AAACTTACAG ATTTTACACT GTTCGGAAAG 853 920 

AAAAGATTTC GCTGCACCAA AATTCTTTTG TTTAGTATTA TTATCAAGGA GCTGTATTAG 853980 

AGGGGTTTCA ATAAGATTTC CGAGTTTATA TTCAGGATAA ACATAATGAT CGCAACTATA 8 54 040 

AATATCGCCA TTTTGTTCAA TAACCAATTG ATCGCCGCAG . GTTTCACGAA AAATACATAA 854100 

ACTTGGTTGT AAACCAAGGT AAGCCATAAA CCATTGTTCA ATAAATTGAA TACCAATTTT 854160 

GCCGATATCA TTGGTATACC ATTCATCAAA AATATTAAT7 AAAAATTGAC CGCTCTTTTG 854220 

TAGAAATCAA GACCTGCTAG GGTTGGCTCG CCGCCTTGCC ATAGGAAAGT AACTTGTTGT 854280 

TGAGGCGTTG TTTCAATATA GGATTTGATA TAGGCTTCTA ATACTTCATT AGTCATAGCC 854340 

CGTTGGTTTA AGTGAGGTTT TTCCAAGTAA AAGCAATATT GACAATCTAA ATTACAAATT 8 54400 

GAACCAGTAG GTTTTGCCAT TAATTGAAAT GAATTCATAT CTATGTATCC TCCTTATTCT 8 5446 0 

TTTTATCATA GCAGAATAAT TTTAACTGTA TATGATAGCG ATCA7AAGTT GCGCATATGC 8 54520 
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TCTTACGTCA AAATGAAGTA TGATTAAATG AATTTTTAAA TAGGATCTAA GATGGCGTTT 
AGTACAATTT TTATCTTACT GATTTGCGGT ATTTGTACCA ATATGGTTTC TGCTATTTTT 
GGTATTGGCG GTGGGGTATT GATGGTGCCA ATTTTACGTA CGTTATTTCC CGAATTGCCG 
ATTCAAGTTA TTTCAGCTAC GTCACTCACC ATTGTGATGT GTACCGCATT GATTAATTTA 
TTATTTTTCC ATAAGCAAAA AATTAAAATT GATTATATCA ATATGATTTT ATGGTCTATT 
GCTATGGTGA TTGGGGTGCA AATTGGTTTT GAATTAAGTT TTTATTTTTC TACAGCGATA 
ATTAGTTTAA TTTTTACGGT TAGTTTAAGT GCACTAGCGA TTAAAACATT TTTAAACAGA 
TCGAGAATAC AAATAGAAGT GTTTAATATG TCTCCTATAG AACGAGCTAA AGGTAGTATT 
AGTTTTTGTG GAGGAGG CTT AATTGCGGGT ATTACAGGTA TTGGAGGCGG TTCTATTCTT 
GCGCCCCTTG TCGGGCAATT AAAGGGGGTA AAAACGCAAC AAATTGCCGT TTATACGAAC 
TATATGATGA TTATTGGTGG TATTGGTAAT TTATATGGCT ATCTCACAAG AGCTTTTCTT 
TATGATGCCA GTCTAAGTGG CCAACTAGGA TTAAACTTTC TTGTAGTTGG TGTCGTTACC 
TTGGGTTCAT TTGAAATGAG TTTCTTCTCA ATGAAATTGC GTGGATTAAT GAATCCAGTT 
TTAACAAGAA AATTATTGGC GATTATTTTA TTTTGTATTG CAGCCTATAT GTGCATTTTG 
GAATTTGTAT TCCATTAAAT CGAATAAACT AGACCTAGTT ATTCTAGGTC TATTCTCTAA 
GTAGTGTTTT CGCAATCTCT CTTGCTTGTG CATCAATTTC GAGTACATCA TCAATATTTT 
GAATGGTATA AGGCGAAATT CTCTCAATTG TTTTCGAATT AATTTTTGCA ATATCCATAA 
AGCCAATTTG ACGATCTAAA AATGCTTGTA CGGCAATTTC ATTAGCTGCA TTCATTGCTG 
TTGTCGCATA TTGACCCGCA GCAAAGGCAT CAATAGCCAG TTTTAAATTT GGATAGCGAT 
TAAAATCAGG TTCAATAAAT GTCAGTTCTT TGATTTTAAA GAAATCGAGT GGTTCTACTC 
CAGCAAAAGT GCGGTGAGGA TATGCCATAG TTTCTGCAAT TGGTGTACGC ATATCTGGAT 
TTCCCATTTG AGTAATGACT GAGCCGTCAA CATACCGTAC CATAGAATGA ATAATTGATT 
GTGGATGAAT AATAACTTCC ATTTCTTCCG CACTTGCATT GAAAAGCCAG CGAGCCTCAA 
TGTATTCCAA GCCCTTATTC ATCATTGTAG CTGAATCGAC AGAAATTTTT TTACCCATAG 
ACCAATTAGG GTGTGCAACC GCTTGTTCTG GTGTTATGTT GGTGAATTGT TCAAGTGGCG 
TGTAACGGAA TGGTCCGCCA GAACCAGTGA GTATAATTTT ACTTACACCT AATTCAGAAA 
GTGGGCAAAA ACCGATTTTT TCTTGTGCTT CTGGCGGTAA TGATTGAAAG ATAGCATTAT 
GTTCACTATC TACTGGTAAA AGCTTCGAGC CATAGTTTT7 TACGGCATCA ATAAAAAGCT 
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GTCCGCAGGT TACCAG7GAT TCTTTATTTG CCAGTAA7AC CCGTTTACCT GCTTTAACCG 856260 
CTGAAAGAGT CGGTAACAAT CCTGCTGCAC CAACAATCGA CGCCATTATC TGATCGGCAT 8 56320 
CTGGGTGTGC TGCGAGTTCG CAAA7AGCTC GTCGTCCTGC TAATACTTCC GTTGGAATAT 856380 
GATGCGCAAT TAATTTTTCA CGTAAAATTT TAGCCGCATT TACATCATCA AGAGCCGCAA 856440 
AGTGCGGTCG GAATTTGATA CATTGTTCAA ACATTGCTTC TACATTTTTT CCGCCTACGA 856500 
GTGCAAATGC ATGATATTTC TGAGGGTTAT TTTCGATAAC AGAAAGGGTA CTCTTACCGA 856560 
TTGATCCCGT TGAACCAAGA ATGACAATGT TTTGTTTTTG CATAGAATCT TTACCGCACT 856620 
TTTGTTGATT ACATTTTCAT TGGTACGTCT AAATTTGCAT ACCTAATAAA ATAAAGGCAG 856680 
ACAAAACTGT CTGCCTTTCG CATTTTTTAT GATTAGAAAT CCATTAATTC TTTTTCTTTA 85674 0 
TCCGCTAATA CTTCATCTAC TTTTTTAATG TAAATATCTG TGATTTTTTG GATTTCTTCT 856800 
• TCTGCTTTAT GTTGTTCGTT TTCGCTGATT TCTTTGTCTT TTAATAATGC TTTGATTTTA 856860 
TCATTCGCAT CACGACGCAC ATTACGAACC GCAACTTTAC CTTGTTCACC TTCGCCTTTT 856920 
ACAATTTTGA TTAAATCGCG ACGACGTTCT TCTGTTAATG GCGGAAGCGG AACACGGATT 856980 
GTGGTACCCG CTGAAGATGG GTTTAAACCT AAATCTGAGG TTAAAATTGC TTTTTCTACC 85 7040 
GCAGAGATTA AAGAACGATC AAACACAGTT ACGGCTAAAG TACGCGCATC TTCTGCCACT 857100 
ACGTTTGCTA ATTGGCGAAG TGGGGTCGCC GCACCGTAAT ATTCAACTTG AATTGCATCA 857160 
AGTAAACTCG GTTGAGCACG ACCAGTACGA ATTTTTGAAA TATGACCTTT TAATGCTTCA 857220 
AGGCTTTTTT CCATACGATC TTGAGCATCT TTTTTAATTT GGTTAAGCAT TGCATTGTCC 857280 
TTTTTAATTG ATGAAAGTTA GAACGCCGTG ATTTTACTGG A7777TTTAA ATTTTTGAAT 857340 
ACATTTATCA GCTTGAAAAC AGATAAAAAA TGACCGCACT TCAGTTACCC AAAGTGCGGT 8 57400 
TAATATTTTT AGTATTTTTA ATTAAG CTTT AGGACCAGCT GCAATTAAAG CTTTGCCTTC 857460 
TTCGTTAGTT GCATATTTAA CAAAGTTTTT CACAAAACGA CC7GCTAAGT CTTCAGCTTT 857520 
TGATTGCCAT TGTGCTTTAT CTGCGTAAGT ATCGCGAGGw 7C7AAGAT7G CAGAATCTAC 857580 
ACCTGGTAAT GCTTTAGGAA TTGCTAAGTT GAAGATTGGC AA77CGCCCA TTTCAGCTTT 85764 0 
TTCAATTGAG CCATCTAAGA TTGCATCAAT GATTCCACGA G7A7C777GA 77GAGA7ACG 8 57 70 0 
TT7GCC7GTG CCATTCCAAC CAG7A7T7AC 7AAG7AAGC7 7CAGCACCCG C7GC77GCA7 8 57 76 0 
ACG77T7ACT AACAC77CAG CA7A77GAG7 7GGG7GAAGG G77AAGAACG CAGCACCGAA 85782 0 
ACATGC7GAG AAAG77GGAG 7TGG77CAG7 AA7ACCACG7 7CAG7CCCTG C7AA7777GC 8 5788 0 
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AGTGAAACCA GATAAGAAGT AGTA7TTAG7 TTGTTCTGGT GTCAATTTAG ATACTGGTGG 
TAATACG CCA AATGCATCTG CAGTTAAGAA AATCACTTTA GTTGCGTGAC CTGCACGAGA 
AACTGGTTTT ACAATGTTAT CGATGTGATA AATTGGGTAA GACACGCGAG TATTTTCTGT 
TTTTGAACCA TCATCGAAAT CAACAGAACC ATCTGAACGA ACAACCACGT TTTCTAATAA 
TGCGTCGCGA CGGATAGCGC GGTAAATATC TGGTTCATTT TCTTCTGAAA GATGAATGGT 
TTTCGCATAA CAACCACCTT CAAAGTTAAA GATACCCACA TCATCCCAGC CGTGTTCATC 
GTCACCGATT AATT CACGTT TTGGATCCGT TGAAAGGGTT GTTTTACCTG TGCCAGATAA 
GCCGAAGAAG ATTGCTACAT CACCATCTTT ACCAACGTTA GCTGAGCAGT GCATTGCACC 
AACACCTTTG AGAGGTAGGA AGTAGTTCAT CATTGAGGAC ATACCTTTTT TCATTTCGCC 
GCCGTACCAA GTACCGCCGA TTAATTGAAT GCGTTCAGTC AAGTTGAAAG CAACAAAGTT 
TTCTGAATTT AAACCTTGTT CTTTCCAGTT TGGATTGGTT ACTTTAGAAC CGTTCATTAC 
AACGAAATCT GGTTCAAAAT TTTTGAGTTG TTCTTCAGTT GGGCGAATAA ACATATTTTT 
TACAAAATGT GCTTGCCACG CTACTTCAGT GACAATACGT ACTGCAATAC GGTCGTGTTC 
GCTCGCACCA CAGAAACCAT CAACTACAAA TAAGCGTTTA CGAGAAAGTT GGTTAGTCAC 
CAAGTCTTTT AAGCTTTGCC ATGTAGCTTG GTTCATTGGC TTGTTGTCGT TTTTTGCTGT 
TTCAGATGTC CACCAAACAG TATCTTTTGT TTTTTCATCT AACACGATAT ATTTATCTTT 
TGGAGAACGA CCTGTGAAGA TACCTGTATC TACTGCCACT GCACCAGTCG TAGTTAAAGT 
ACCTTTTTCA AAGCCTTCTA AGCCTGGTTT AGTTTCTTCT TCGAACAATT GCTCGTAGCT 
TGGATTGTAA ACAACTTCTT TTACGTCATA AATGCCAAGA GCTTCAAGTT CTTTTACCAC 
TTTATTTAAG TCTGTCATAA GTCACCTCTA ATATATAAGA TTAAAATTTA ACTGTGGCTT 
ATTATAATGG ATGTCAATAT AAAAAAATGT TAAGTAGATC TCATTTTTAA ACATTTTTTT 
AAGAACTTTA CCTCTTTTTA GTGATATTGT GATATAGAGC AAAAATCCCG ACATTGTGTC 
GGGATTGTTT TTAAACTCTT GTTGATTTTA ATTTTTCAAT CGCT7CTTTA TTAAAGAAGT 
AGTGTGTGCC ACAACACTCA CATTGCATAT CAATACGGCC TTTATGTTCG GCTAATATTT 
CGTCAATTTC TTCATCAGAG ATGAGCAGTA ATGCAGAACT AGAACGCTCA GCAGAGCAGC 
CACAGAAAAA TTGTACATCT TGTGCTGGAT AAAGATTAAC GG7T7CTTCG TGATATAAAC 
GATAGAGTAA CTCTTCTGCA GGGAGACCAA ATAATTCTTC ATCTTTTACT GTTGCTGCGA 
GCGTAGTTAA ATGCTCAAAA TCTTCTGGTG TACCAGAACC AT CAGG CAT A ATTTGTAATA 
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ACATACCTGC TGCCACTGGC TTGCCTTCAT ATTCTCCAGT ACGAATAATT AATTGAGTTT 859620 

GAAGCTGTTC TGAGCGTACA AAATAATGTT CTAAGCATTC TGTGATCGTG GGTTTATCCA 859680 

AGCTAATTAC ACCTTGATAG CGTTCGCCTT CTTTTGGTGC AATAGTAATG ACCAATACGC 85 974 0 

CTTTACCAAT CATATTATGC AGACTCATAT TTTCAGTGAT GTTGCCATCC ACTCGAGCAA 859800 

GGGGGCGGAT TTGTTGTTGA TCATTACCAT TTACTAATGC TAAGCGTAAT GGGCCATCGC 859B60 

CTTGAATTTG TACGGTAATA TTGCCGGCAA ATTTTAGTGT GGCAGTGAGT AAATTAGTCG 859920 

CTACCATCAT TTCTCCCAAT AAATCCTGTA CTGCTTTAGG ATACTGATGG GTATTTAATG 859980 

TATCAGTAAA TGTTTTATTT AAGCGAACCC ATTCTCCACG AACTGCACGA TGTTGGAAAA 860040 

GATAACGGTA AAGTTTGTCA TTGTCTTGAG TATAGTCTTG TTGATTGGTC ATTGATTATT 860100 

CCTAATTGmG ATAAAAAGTG CGGTGGTTTT TTCCGCACTT TTTGTCTTGA TCGTTTTATT 860160 

TAAGTGTTTT TG CTTATAAA TAGGTGGCAC TTAGAGGCTT GTAAAATCCA ATGTGATCTC 860220 

TAAGTTATAA TATTAATTAA GCAAATCTTG TTTTGGCTTC TGCAATAGCT TCGGCAACAC 860280 

GCAATGGCGA TACGCCACCT TTTGCACAAC GTTTGTCTAA GGAAGATTGG AGAGAAAGAA 860340 

TCTCGTAAAC GTCATCTCCC ACTACTTCAC TAAATTGGCG GAATTCAGGG ATAGTCAGAT 860400 

CTTCTAATCC TTTGCCTTTC TCGATTGCAT AAACCACTGT TTCGCCTACG ATATGATGGG 860460 

AATCTCGGAA AGGTACGCCT TTAGAGACTA AATAATCCGC TAATTCAGTT GCGTTTGAAT 86052 0 

AGCCTTTTAA CGCAGCTTCA CGAGTACGTT CAACATTTAC TTTCAATTCA TCTAAGACGA 860580 

ACGTTGCCAT ATCTACACAG TTTTGCCAAG TATCTAAGGC ATCAAAAATA CCCTCTTTGT 86064 0 

CTTCTTGCAT ATCTTTATTA TACGCAAGTG GCAAGCCTTT TAAGGTGATT AACATAGATG 860700 

TTAATGAACC AATTACTCTC CCCGTTTTGC CTCGAATTAA CTCACAAGCA TCGGGATTTT 860760 

TCTTTTGTGG CATTAATGAT GAACCAGAAG TCACACGATC GGATAGTTCC ACGAAATTTG 86082 0 

CTTCTCCGCT GTTAAAGATA ATCATATCTT CAGCAAAGCG GGAAAGATGT GCCATACTAA 860880 

GAGAGGCGAT GGAAAGTAAT TCTACGATAT GATCGCGATC AGAGACGCTA TCTAAGCTAT 860940 

TTCTAGTTGC GAAAGCAAAA CTAAGATCGT GCGCAAGTGA ATCACGATCT ACAGCATAAG 861000 

CGGTACCAGC CAGCGCACCA CTACCAAGTG GACAAGTAT7 CA7ACGATTA TACGCATCTG 861060 

TTAAACGTGA ATAGTCGCGG TCGAACATTT CCACATATGC CATACACCAA TGGGCAAAAG 861120 

TTATTGGTTG AGCTCGTTGT AAATGGGTAT AGCCAGGCA7 TACTGCTTGT TGTGTGTTTT 86118 0 

CTGCGGTTTG AACTAAGTGT CGTTGCAAAT TACGTACTGA TTCTTGTAAt TCAATCACAC 86124 0 
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GCTGTTTGCA CCACAGTTTT ATATCGACTG CCACTTGATC GTTACGGCTA CGACCAGTAT 861300 

GTAATTTTTT ACCAAGGTTG CCTACTTTAT CAATTAGCTT ACTTTCAACC CAACTATGAA 86136 0 

TATCTTCAGC ATCATCTTGT AAAA7TGCTT GCGGATTTGA CCGCACTTCA ACAAGTAATT 861420 

CATTTAGTGC TTGCTCAAGT TGATGCTGTT CTTCGATAGT TAATACATTG ACTTTCACCA 861480 

AGGCTTTGGA CCAACCAATC GAGCC7TGAA TATCCTGTTC TGCCAAACGG TAATCAAACC 86154 0 

GTAATGAATC ATTAAAATCT TTAAAACGCT TATCTGCGGC TTGTGTAAAA CGCCCACCCC 861600 

AAAGTGCCAT AATTTTTCCT TTTTGTTTTA ATTAATTATT CTATTATTGT GCATATTTAT 861660 

TCATAAAGCA ATATTCTATA -TTAATAATAA AACAAAAATG GACAAAATCT TTCATTTTGT 861720 

CCATTTTATT TGTATTAGTG CTATTTATAG CGTTTTTGCC AAATTTTTGA TAAAGGATTT 861780 

AAATTCTTTA CCTAATTTTT CGTGACGAAT ACCATATTCT ACGAAAGCTT CCATATAACC 86184 0 

AATTTTATCG CCGCAATCAA AAGTT7CCCC - TGTCATATGA AATGCTTCAA CGGTTTCTTT 861900 

TTCAATTAGC ATATCAATAG . CATCGGTTAA TTGGATTTCA TCGCCAACAC CAATTGGTGT 861960 

TTTTTCTAAC AAATCCCAAA TTGCTGCTGA AAAAACATAA CGCCCAACCA CAGCAAGATT 86202 0 

TGATGGTGCG TCTTCAATAG AAGGTTTTTC AACAATACTA TTAATTTTTG CACTTTCGCC 862080 

GCCATTAAGC TCAATGCCAC CACAATCTGC AACACCATAG CTACTCACAT TTTCTTGCGG 86214 0 

AACTGGGGTT ACCATAATTT GGCTTGCGCC AGTTTCATTA AAGCGTTGAA TCATTGCAGC 862200 

AAGA TTTT CT TTTTTCTGAT CTGCACTAAA TTCAG CTAAT AATACATCTG GTAACATAAC 862260 

GGCAAAAGAT TCATTTCCTA CTAAAGGACG ACCGCATAAC ACGGCGTGAC CTAAACCTTT 862320 

CGCATTACCT TGACGAACGT GCATAATGGT TACATTTTTT GGACAGATAG AACGAACTTC 86238 0 

TTCTAGAAGC TGACGCTTCA CACGTTTTTC CAGCATCGTT TCTAATTCAA AAGATGTATC 862440 

AAAATGGTTT TCGATAGCAT TTTTTGATGA ATGTGTTACC AGCACAATTT CTTTTATGCC 862500 

AGCAG CTACA CATTCATTTA CCACGTATTG AATTAACGGT TTATCCACCA AAGTGAGCAT 86256 0 

TTCCTTCGGA ATCGCCTTCG 'TGGCGGGCAA CATACGTGTG CCAAGACCGG CGACAGGAAT 8 6262 0 

AACTGCTTTC ATATTATCAT ATCCATTGTT TAACTAAGAG GAACCTAAAT AGGGTTCATC 8 62680 

TTTCGTTTGT TTAATTCGTT GGTAAATTTC TTCTCGGTGA ACGGATACTT CTTTAGGCGC 86274 0 

TTCAACACCG AGTTTAACTT GGTTTCCACG TACACTCAAA ACCGTGATAG AAATATCATC 862800 

TCCAATAAGT ACACTTTCGC CAACTTTACG AGTTAAGATT AACATCTTTT ATCTCCTTAG 8 62860 

TTTGCATTTA TTAGATATCC TATCAATCAA GGAACGGTTG GCATTCCACC AACCAGCTTG 86292 0 
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TACTACAGAT TTTTGTTTAA CCAG7CTTGT GCTACTTTAA TTGCTTGTGT CACATTTTCT 8629 80 

AGTTGGGAAC CTCCTGCCAT TGCCA7ATCT GGACGACCAC CGCCTTTTCC TCCAACTTGT 863040 

TGAGCCATTA AATTAACAAG TTCTCCAGCT TTTATTTTGG CGGTTAGATC ATTTGTCACT 863100 

CCAACGACGA GATTAACTTT TTCATCTAAT ATTGATGCAA ATGCAATTAC GCCTGATCCG 863160 

AGTTGATTTT TTAAATCATC GACCATTACG CGTAATGATT TTGTTTCTAT ACCATCTAAT 863220 

TGTTGTGCGA TAACAGAAAC ACCATTGATT TTTACCGCAC TTTTTACAAA ATAAGAACCT 8632 80 

GCCTGCATTG CGGCTTTTTC TTTTAGACCT TGCAATTCTT TTTCCACTTT CTTCGCTTTG 863340 

TCTTGAAGTT GCTGGATTTT TTCCGCTAAG GTATTTACGT CTGATTTTAA TAAGTCTGCG 8634 00 

CTTTGGGTCA GAATGCGTTG TTGATTATGT AACCAGTCAA TGG CATTTTG ACCTGTTACA 863460 

GCTTCAATAC GACGAATGCC TGCAGCCACT GCGTTTTCAG TAATAATTTT AAATAAACCA 863520 

ATATCGCCTG TGCGTTTTGC GTGAATACCG CCACACAGCT CAATTGAGAA ATCGCCCATG 863580 

GTTAATACAC QAACCTTATC GCCATATTTT TCGCCAAAGA GAGCCATTGC TCCTTTCGCT 863640 

TTTGCGGAAT CAATATCCAT AATATCTGTT TGAACTGGAA AGTTAGCGCG GATTTTTTGG 863 700 

TTTACTAATG TTTCAATTTC ACTCAATTGC TCTTTGGTAA TGGCTTCTGG TTGCGCAAAG 863760 

TCAAAACGTA AGGCTTTATC TGAAACAAGC GAACCTTTTT GCACAACGTG TAAACCTAGA 863820 

ATTTGACGTA AGGCAGCGTG CAATAAGTGT GTCGCTGAGT GATTGAGTGA TGTGTTGTGG 863880 

CGACGTTTAG CATCCACAAT CGCATTCACT GATTGTCCAA CTTTCAAACT TCCTTGCGTT 863940 

AATTCTCCAA TGTGTCCAAA TACTTGCCCA TATTTTTGGG TATCTTTCAC ATTAAAGGTT 864 000 

ACACTTTGTG TGCTTAAATA TCCGCTATCG CCAATCTGAC CACCTGATTC TGCATAAAAT 864060 

GGCGTATTTT CTAAAATAAC GACCGCACTT TGACCTGCTT CGATACTTTC CACTGATTTA 864120 

CCATCATAGA AAAGTGCGGT AATTTTTGCC TGAGATTCTA CTTCAGTATA GCCTTCAAAC 864180 

TTAGTTTCGC CATCTACACG AATAACGCTG TTGTAGTCCA CACCAAACTG GCTCGCTGCT 864240 

TGAGCACGAG TACGTTGCGC TTCCATTTTA CGGTCAAACG CTTGTTCATC AATAGTAATA 864300 

TTGCGCTCAC GACATACATC AGCCGTTAAA TCCAATGGGA AACCATAAGT ATCATAAAGT 864360 

TTGAATGCAA CTTCACCTGA AAGAATGCCA TCTTTCACTT GAGAAAGGGC TTCATCTAAT 864420 

AAGCTCAACC CACGTTCTAG AGTGCGAGCA AATTGTTCT7 CT7CTAGACG TAATAGTTTT 864480 

TCAACATTTG TTTGTTTTGC TTTTACATCT TTTCCAGCTT CAGCCATTAC ATCAATTAGA 864540 

GTTGGCACGA GTTTATAGAA AAAAGATTCT TTAGCACCTA ATAGGTGACC GTGACGAACT 864600 
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GCGCGGCGAA TAATACGACG TAAGACATAA CCACGCCCTT CATTTGATGG GATAACGCCA 864660 

TCGGCGATTA AATATGCACA AGAACGAATA TGGTCAGCAA TAACACGTAG TGATTTGTTA 864 720 

GTTAAATCTG TTGCGCCTAC AATTTCCGCC GTTTTTGCGA TTAATGTTTT GAAAATATCA 864 780 

ATCTCGTAGT TTGAGTTCAC ATGTTGCAAC ACAGCAGAAA TACGCTCTAA ACCCATACCT 864840 

GTATCAACAG ACGGACGAGG TAATTTTTCC ATTGTGCCAT CTGCTAAACG GTTGAACTGC 864900 

ATAAACACAA CGTTCCAGAT TTCAATATAA CGGTCGCCAT CTTCTTCTGG TGAGCCTGGA 864960 

GGCCCGCCCC AAATATGATC GCCGTGATCG TAGAAAATTT CAGTACAAGG ACCGCAAGGA 86502 0 

CCTGTGTCGC CCATTGCCCA GAAGTTGT.CT GATGCGTAAG GTGAGCCTTT ATTGTCACCA 865080 

ATGCGAATAA TGCGTTCAGC AGGAACACCA ACATCTTTAT TCCAAATATT ATAGGCTTCG 86514 0 

TCGTCAGTTT CATACACGGT TACCCAGAGT TTTTCTTTAG GTAAACCAAG CCATTGTGGA 865200 

GAAGTTAAAT ATTCCCAAGC AAAATTAATG GCATCCTGTT TAAAGTAATC AC CAAAACTG 865260 

AAGTTACCGA GCATTTCAAA GAAAGTATGG TGACGTGCGG TATAACCAAC ATTTTCTAAG 865320 

TCGTTATGCT TACCACCAGg ACGTACGCAA CGTTGCGCGG TGGTGGCTCG AGAATAAGGG 86538 0 

CGTTTATCCA TTCCAAGGAA CACATCCTTA AATTGGTTCA TCCCAGCGTT CGTGAAAAGC 865440 

AAAGTCGGAT CATTTTCCGG CACAAGTGAG CTACTCTCAA CTACTTGGTG ACCTTTGCTA 865500 

TGGAAAAAAT CAAGGAATGA TTGTCTTATT TCTGCTGTTG TTTTCATTAA AAAGAATCCT 865560 

TGTTACCCAT AATAAAAATA AAAACTAAGT CGCCCTATTT TTGCATATTT TTGAAATTTA 865620 

TAAAAAGGCT TTTTGCCAAA ACTCCAAAAT AAAACCGCAC TTCACGACGC TATTTGAGAA 865680 

GTGCGGTTAA AATTTAAGTT ATTTCAGATT ATTCAAAAAA CAATTTCTTG TTAATTATTC 865740 

ATCTCTAAGT GGAACAACCA ACATATCAAT TTTAATCGTA TTCATCACTT GACGTGTTGA 8 65800 

AGACATTAAC TTACTCCAAA AATCCTGATG ATGTCCCGTC ACTAATAAAT CCACATCATA 865860 

TTGTTCGATG GCATCACTTA AAACTTGTCC TAAATCGCCG CTGCCACTCA ATTTTTCTGA 865 920 

AATTGGATAA TCCACACTTT CAGCTAAATC TAATAAGGCT TTTTGTGTTT CCGTGGAAAT B 6 5 980 

CCTGTCTTGC ATTGAAGACA TATTCACATC AATCAATCCA GTA7AAAGAT CCGAAAAGTT 86604 0 . 

CACATCAACG TGGATGATAG AAAGTTTTGC GTCGTGGCGT TTAGCAATCC CAACTGCTTT 866100 

TTTAAGTAAA ATTGGACTTT CTTCAGAAAG ATCTACTGCC ACTAAAATGT GTTTGTACAT 866160 

AATCGACTCC TTAACTGATT GGTTCGGTTT TTAACTGGCT CCAATGCTAA CATTTTGAGC 866220 

AATAAAAAAC TGTGTACTAG ATCACAATTT AAACATTTT? ATTAAAAATT CATTAAATTT 86628 0 
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TCAATGTCTG CAATTTCTTT AGGGACAGCA GCGGTTAGGA TTTTATTACC ATATTCAGTC 86634 0 

ATCAGTAAAT TATCCTCAAT GCGCACGCCA ATGCCTTTGT ATTGCTCTGG CACATCTGCA 866400 

TCTTCTGAAA TATAAATACC AGGCTCAACG GTAATTACCA TACCGATTTC GAGTATCCGT 866460 

TGTTTATCTT GGCCATAACT. ACCCACATCA TGCACATCTA ACCCTAGCCA GTGACCTAAT 86652 0 

CCGTGCATAT AAAATTGGCG ATAAGCT7G7 TGTTCAATAA GTGTATCCAC ATCTCCTTTC 866580 

AAGATACCTA AATCCACTAA TCC77GGG77 TTAATTCGAA TGACTTCATC ATTGGCTTGC 86664 0 

TTAATGGAAT TGCCCGGTAC AAGTAATTCA ATCGCACGTT TTTGTGCTTT TAAAACTAAC 866700 

TCGTAAATTT CACGTTGAGG CTGGCTAAAT TTTCCATTTA CAGGAAAAGT GCGGGTGATA 866760 

TCGCCTGCAT ACATGGCAAA TTCACAGCCA GCGTCAATCA GCACTAAATC CCCATCATTT 866820 

AGTGGGCGAT CATTTTCTGT GTAGTGCAAA ATACAGGCGT TACTTCCTCC TGCAACAATG 866880 

GAATTGTAAG AAGGAAATCT TGCGCAATGG CGATTAAATT CATGCAAAAT ATCGCTTTCA 866940 

ATTTCATATT CAAAGCGATT TGGGCGTGTT GTTTGCATCG CTTTAATATG CCCAAGTGCC 867000 

GTAATTTGTC CCGCTTGTTG CATTAATCGG ATTTCATTCG GCGATTTTAT AAGGCGCATT 867060 

TCGCTGAGCA TTGGTCGCCA ATCTAAAATC TCGCTAAAAT TCACCGCACT TTCTGACACC 867120 

AATGTATCAC CCCAAGTATG AATTTCTGGC ACATGGTAAA GTGCGGTCAA ATTTTTCAGT 867180 

ATTTTTGGCA GTACGGTAGC GAATTCTTCA ATAGAATAGG CTTCATTTAC ATTAAGTTGC 867240 

TGTGGCGCAC GCTCAACACC TAATCGGCGA CCATTCCAAG TTTCAAGTAA CGGATCGCGT 867300 

GGACGAAGAA AAATAATGGC TTTTTCTACT TGTTCTGTT7 TCAGTAATAA CAGTGCTGCA 867360 

TTCGGTTCAT TAAAGCCTGT TAAATACCAA AAATAGCTAT CTTGACGGAA AGGATAGGTA 867420 

CAATCATTAT TACGGCGTTT TTCGATTTCA GAAAAAAGCA ATAATGCCGA ATTAGGTTGC 8674 80 

ATTTGAGCGA ATACTCGTGT GCGACGTTCC TCAAATTCTT CT7TAGGCAA TTTAGCCATA 867540 

TAAGCCAATT CCATTCTAGA TCTCCTTAAT GTAATACAGG TTTGCTCTCA ATTTCCCCTT 867600 

CGTTGAAATG AGAATAGAAC AACATTGCAA TGGTGCGAAC ATATTCAATG ATTTCTTCTA 8 67660 

GTGCTTCCGC AAGCTCTTCT TCATTATCAT CTTCATCATA ACCAAGTTGG CAAATATCTT 867720 

GTAAATCATC TACGGCTTCG CCAATTTCGC CTTTTTCTT7 TGC7AATTCA GGTTGTGCTA 867780 

AGCCAATCCC AAGTAAGAAT TGGTTTGCCC AGTCAGATAG GC7A7CCGCT TGTGTAAAGA B 67 84 0 

CATTTTCATC TTCGGTTAAA CCAAGTTCAA AGGTAAATCC 7TCAACATCT GATAAGGTTT 867 900 

GACTAATTTG TTCATAAAGT TCTGTAACGG GTTGGACTAA TCC73TTGGA TAAGCGTGAT 867960 
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TATCATTGCT GAATTGATAT AAGAGCGGTA GCCAACTTTG ATCTTTTAAT CCACCACAAA 8 68020 

GTAAACCGCT TAAAAAGCCG TGTAG7TCTG TTGCATTAAA GCCGATTCCA GCAGATTTAA 8 6B080 

GTTGTTGGTT AAGGTCAGAA TGAGAAATGA G CAT AAT AG A TTTCCTGAGT AAATTTGAAA 86814 0 

TTAGTGTAAA CCTTTGTAAA TAAAAAAGCC ATCGCTTGAC CAATTAAATT AGATTAAGAG 8 68200 

GCTGGTGGTG CGTCACAGCT TTTAACGCTA GAAATGAACC TGATTTATAG ATCTTGTAAT 8 68260 

GACaTTTTTA TTATAAATAA TGGC7TATTT AAATTTAAAC TCTGTCGATT GATAATATCG 863220 

CCCGCCTGCT TTTTGAATTC CGCCGTAATT TTGCCATTCA GGATGATTTG GCGTATCTGG 868380 

TAAACATTGA GTTTCTAGTG 'CTATGCCAGA AAAATCGGCA TATAATTCGC CATTTCTCGT 868440 

TGGTGTACCT GCAAGATAAT TACCCGTATA AACCTGCAAT GCAGCTTGCG AGGTTCTTAC 8 68500 

TTCCAAACTT AAATCGCCAG TTGGAGAGGT TAGTAACACA CAAGGCTTTT GCCAAGCTTT 868560 

ATTGACAATA AAGGAATGAT CGTAACCCTT TGTTGCTTGC 7GATCCCCTT GTAAAAAATC 868620 

TTGCTTGATG GGTTTAGCAA TACGGAAGTC AAAACTTGTA TTCACCACGT GCTTTAATGG 868680 

AGAATTAGGA ATCCCCTCAT TATCTACAGG CAGATAAAAA TCAGCATTTA AACGTAATGT 8 68740 

ATGTTCACGC ACGTCACTGC CTTGCTCTGC ATTTTCTAAA TTGAAATAAG TATGATTCGT 8 68800 

TAGGTTCAAT GCAGTATCCT TATCGCACAT CCCTGCATAT TCAATTTTTA CGCTATTATC 8 68860 

ACCTGTTAGC GTATAGGTTA CAGACACATC CACATTACCA GGAAAACCTT GATCACCATC 868920 

CACTGAATGT AATGAAAAAC ACACAAAATT CTCACCGCAC TCTTGAATGT TCCAACGGCG 868980 

TTTATCAAAG CCCTCTCCAC CATGAAGCTG ATGTTTACCT TGATTACTAC TTAATTTAAT 8 69040 

AAGTTCGCCA TTCAATTCAA ATTGTGCATT TGCAATACGA TTTGCATAAC GCCCTACGCT 8 69100 

TGCGCCTAAA TAGCTTTGAT GAGTGGGATA ATTATCTACC TTACAACCCA ATAAAACCTC B 6 9160 

GCGTAATGTG TCATTTACTG GCACTTTACA AGAAAGCCAA GTTGCGCCCC AATCCATAAA 8 69220 

TTGAACACGC ATCCCATTTT CATTTTGCAG GGTTATAAGC TGATAAGGTG CACCATCAGG 8 69280 

CGCATTAAAA GTGGTTTGTT CTAACATTAT TTTCT CTTAA ATCACTCGAA CACCTTGTGA 8 69340 

TGCGGTACAC ACATAAAAAG TTTCTTTTAA ACCAGTCGTT TTCTCGTAAT TATCCGCAAT 8 6 9400 

AATTTTACGA ACTGAATCGA CTTTATCATG CGGTGCAAGT 3 CG ACAATAC AG CC ACCAAA 869460 

ACCGCCGCCC GTCATACGTG CACCGCCACT TTTGCCAATA ACAAGTTGAG CCAATTCAAC 86 952 0 

TAAATAATCA ATTTGTGGCA CGGTGATTTC AAAATCATCA CGCATTGAAT CGTGAGATGC 86 958 0 

TTCCATTAGT TTACCTAAAC AAGTCAAATC ATTGTTCTTC AATGCTTCCA CTGCATCAAG 86 964 0 
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TACTCGTTGA TTTTCTGTTA CGACATGACG AGCACGTTTT GCTGCTAACG GAGAAAGTGC 8697 00 

GGTCAATTCC GCTTCTCTTT TTTGGAATTG CTCAACTGAA ACATCTCGTA ATGCTTTCAC 869760 

GCCAAAAAAT TTTGCTGCCT CTTCACATTG CTGACGGCGA GTATTGTATT CGCCTGTTAC 869820 

TAAATCGTGC GGTACGTTTG AATTCACAAT AATCACGGCG ACATCTTGTG GCACTGGTGT 869880 

TGGCGTGGTT TCAAGACTAC GACAATCGAT CATCAGTAAG TGATTTTCCT GCCCAAGTGC 86994 0 

GGAAATTAAC TGATCCATAT TGCCACAATT AGCACCGACA AATTGGTTTT CAGCCTTTTG 87 00 00 

CCCATTCAAT GCAATATCCG TGTGAGAAAG CGGTAAATCG CCAAGTTGTT GGCAGAATTT 87 0060 

ACCCACCGCA ACTTCTAACG CTGCAGATGA ACTTAATCCA GAAGAAAGCG GCACATTACC 870120 

AGAAATCACT AAATTTGCAC CTTGTTGAAA ATCTGGGTAA CGTTCTTGGA TAAATTTTAC 870180 

CACCCCACGC ACGTAATTAG CCCATTTGTG TTCACTCTTA GGAATTTCAA CATTGAGAGr 87024 0 

AAATTCATCA GTTTCATCAA GATCTGCAGC ATAAACATTC CAAATATGAT CATCTCGTTT 870300 

TGTACCAGAA ACGGCCGTAC CAAAATTAAT TGCGCAAGGC ATAACAAAGC CGTCGTTGTA 870360 

GTCGGTATGT TCGCCGATGA TATTTACTCT GCCAGGCGCA TAGACGGTAA TTTCTGGCAA 870420 

ATTTTTATGC TGTCTATTGA AAATTTGTTG ' AGCATTTTGG ATTGGGGTCA TATTTCTATC 870480 

CTTTATATTA AATCTATACT CGATCTGCAC CCCTCTTTGC TAAAGCTAAA GAGGnnGACT 870540 

GACTATATTA TTTAGTTCTT TCTTTATAAT GAACTTCACT CAAAGCACGT AATCGCTCTG 870600 

CTGCCTGTTC TGCCGTTAAA TCACGTTGGT TTTCGCCTAA CATTTCATAT CCCACCATAA 87066 0 

ATTTACGCAC GGTTGCTGAA CGCAAAAGAG GAGGGTAAAA ATGAGCATGT AGCTGCCAAT 87072 0 

GTTCGTTATC TTCTCCATTA AACGGTGCCG CATGAAATCC CATTGAATAT GGGAAAGAGG 870780 

TTTCAAAGAG ATTGTCGTAT TTAGTCGTCA ATTTTTTCAA AATAACCGCA AGATCTTTTG 87 0840 

ATTGTTCGTC ACTTAATTCA GTTAAACGTT TTACATGAGT TTTTGGTAAA AGCAATGTTT 870900 

CAAATGGCCA AATAGCCCAA TAAGGCACTA AAGCGATCCA ATG7TCAGTT TCAACGACAA 87096 0 

TACGTTCTTT CAACGCCAAT TCTCGTTTTA CATAATCAAC CAACATTACT GAGCCATGTT B 71 020 

TTAGCAAATA ATCACGTTGT GTACGATCTT CACGAGCAAC TTCATTTGGC AAGAAACTAT 87108 0 

TCGCCCAAAT TTGACCATGT GGATGTGGGT TCGAACACCC CA77GCTGCC CCTTTGTTTT 87114 0 

CAAAAATTTG CACCCATTGG TATTTCGCAC CAAGCTCACG AAG77GTTCC TGCCATACTT 8 712 00 

TAATCACTTC TTCAATCTCA AGTGCGGTCA ATAATGGCAA TG77TTACTA TGATCGGGAG 87126 0 

AGAAACAAAT GACTCGACTT TCCCCACGAG CTTGAGAAC7 T7GGAAAAGA GGATCGGAGG 8 7132 0 
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ATTTTTCAGG GGCTGGCGTA TCT7C7AAAA GCGCGGAAAA ATCATTTTTA AACACATAAG 8 713 80 

GTTTACGATA ATCTGGATTT AATTC3CCTG TAATACGCTT ATTACTCGGG CAAAGATAAC 871440 

AAGTTGGATC ATAACTTGGT TTTTG7TCTT CATTGACTTT TTCCTGTTGC CCTTGCCACG 871500 

. GGCGTTTGGC ACGATGTGGT GATACCAAAA CCCATTGATC AATTAACGGA TTGTAGCGAC 871560 

GATGTGGATG TTCTGTAGGT TCAAAAAGTG CGGTCATTTT GACTCCTGTT TTTTATCAAT 871620 

GTAAACGATT ACATTAATTT A7AC7AAA77 ATTGTAAATA AACCGTGATC TTTGTCACAA 871680 

AATAAGAAAA TAAGCAAAAT TTTT7ATGAT TTAGTTCATA CTTATGAAAG TAACCGCTTT B 71 740 

CAATTTATCG TAAATTATTT ATGA7CAAAA TATAAGATTT ATAGATTATA ACAAGGAAAA 8718 00 

AGTTATGAGT ACTATTCGAG ATGTCGCTAA ATTAGCCAAT GTATCTGTCG CTACCGTATC 871860 

CCGAGTATTA AATCACTCTC TTTCTGTTAG TGAAAATACA CGCCTTGTGG TGGAACAAGC 871920 

TATTGCACAG TTAGCTTATC AACCTAATGC AAATGCTCAA GCCCTTGCTG TGCAAAACAC 871980 

CGATACAATT GGCGTGGTGG TAACCGATGT GACGGATGCC TTTTTTGCGA TTTTAGTGAA 872040 

AGCGGTGGAT AAAGTAGCAG AAGCACATCA AAAAACGATT CTTATCGGTA TTGGTTATCA 872100 

TCATGCGGAA AAAGAGCGGG AAGCAATTAA TACCTTATTA CGTAAGCGTT GTAGTTCTCT 872160 

TGTTGTACAT TCTAAAGCCT TATCTGATGA TGAATTAAGC CATTATTTAA ATACTGTGCA 872220 

AGGAATGGTA ATCATTAACC GTGTTATTAA AGGTTATGAA CATCGTTGTG TCAGTTTAGA 872280 

TAACCAAAAA GGCACTTATT TAGCCACGGA AATGCTTATT CGTTATGGGC ATCAACATAT 872340 

TGCATATATC GGTTCAAATC ACGCCATTTT TGATGAAGTT GAAAGAAGAA ATGGTTATCT 8724 00 

TGCCGCATTA AAAGATCACA ATTATCCCAT CATTGAACAG GCGATAACAC TCAATAGCCC 87246 0 

AGACTTTGAA GGCGGCGAAA AAGCAATGAT TGATTTACTT AGTTATAACA AAAATCTTAC 872520 

GGCTGTCGTT GCTTATAACG ATTCAATGGC GGCGGGAGCC ATTTCAGTTC TCAATGAAAA 872580 

CAATATCAGC GTACCAAGCC AATTTTCAAT TATTGGTTTT GATGATATGC CGATTGCCCG 872640 

TTATTTGATC CCAAAACTAA CCACAATTCG CTATCCTATT GATTTAATGG CAACTTATGC 872700 

GGCTAAATTA GCATTAAGTC TAACTGACGA GAAAATAATT ACACCTCCAG TAGTTCAATT 872760 

TAACCCTACT TTGGTACGCC GTTTTTCGGT GGAATCGCGC 7AA777G7GA CATGGATCAC 87282 0 

AAATTCATAA TTTTTTATGT AATCATTTTC ATTTTTGCAA AT773CTCAT AGATTAATTA 8728 80 

CGATAA77TA TTTATGATG7 ACACAACC77 A7CTA7CCAC A7CAACC77C CAAA7AGGAG 872940 
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AGCATCTGCA AGTTTTGCTG CAGA7AATCG TATTGGGGTC ACGATTTATA AATATGATGA 873060 

TAACTTTATG TCTTTAATGC GCAAAGAAAT TGATAAAGAA GCTAAAGTAG TCGGTGGCAT 87312 0 

TAAACTCTTA ATGAATGACT CTCAAAATGC ACAATCTATT CAAAATGACC AAGTTGATAT 873180 

CTTACTCTCT AAAGGCGTGA AAGCACTTGC GATTAACTTG GTGGACCCAG CGGCAGCTCC 873240 

AACTATTATT GGCAAGGCAA AATCAGATAA TATTCCTGTC GTATTCTTTA ACAAAGACCC 873300 

TGGTGCAAAA GCTATCGGTT CTTATGAACA GGCTTACTAT GTAGGTACTG ATCCAAAAGA 873360 

ATCAGGCTTA ATTCAAGGGG ATTTAATTGC AAAACAATGG AAAGCGAATC CAGCTCTTGA 873420 

CTTAAATAAA GATGGCAAAA TCCAATTTGT ATTATTAAAA GGCGAACCTG GTCACCCAGA 8734 80 

TGCGGAAGTG CGTACAAAAT ATGTTATAGA AGAACTTAAT GCGAAAGGTA TCCAAACTGA 873540 

ACAATTATTT ATTGATACTG GTATGTGGGA TGCTGCAATG GCGAAAGATA AAGTAGATGC 873600 

TTGGTTATCT AGCTCTAAAG CGAACGACAT TGAAGTCATT ATTTCTAACA ACGATGGTAT 87366 0 

GGCATTAGGT GCGTTAGAAG CAACAAAAGC ACACGGTAAA AAATTACCTA TCTTTGGTGT 873720 

GGATGCGTTA CCAGAAG CAT TACAATTGAT TAGTAAAGGC GAACTTGCGG GTACAGTATT 873780. 

AAACGATAGT GTAAACCAAG GTAAAGCAGT TGTTCAATTA TCTAACAATT TAGCACAAGG 873840 

TAAATCTGCA ACTGAAGGTA CAAAATGGGA ATTAAAAGAT CGTGTTGTAC GCATTCCTTA 873900 

TGTTGGTGTG GATAAAGACA ACTTAGGTGA CTTCTTAAAA TAATTTCCCA TCAATTTTTG 873960 

TTGTAATCTA AGGGGAAGTG GATCTTCCCC TTTTTAAAGA GGTTGGATAT GACAGCTCAA 87402 0 

ACTCAATGTC AAGACAGCCA AGTGCTGCTC ACAATGACCA ATGTCTGCAA GTCCTTTCCG 874080 

GGCGTAAAAG CCTTAGATAA CGCCAACTTA ACGGTTCGAT CACATTCTGT TCATGCCTTA 87414 0 

ATGGGCGAGA ACGGCGCGGG CAAATCTACA TTACTAAAAT GTTTATTCGG TATTTATGCC 8 742 00 

AAAGATGAAG GCGAAATTCT TTTCTTAGGC GAACCCGTCA ATTTCAAAAC ATCTAAAGAA 8 74260 

GCCCTTGAAA ATGGTATTTC AATGGTGCAC CAAGAACTCA ACCTCGTGCG TCAAACTAGC 8 74320 

GTAATGGATA ATTTATGGCT TGGACGCTAT CCACTTAAAG GTCCTTTTGT TGATCACGCC 8 74380 

AAAATGTACC GTGATACTAA AGCGATTTTT GATGAATTGG ATATTGATGT AGATCCGAAA 87444 0 

GAAAAAGTCG CCAAACTTTC AGTTTCTCAA ATGCAGATGA TCGAAATTGC GAAGGCGTTC 8 74 500 

TCGTATAACG CTAAAATCGT AATCATGGAT GAACCAACAT CCTCGCTTTC TGAAAAAGAA 874 560 

GTTGAGCATC TGTTTAAAAT TATCGACAAA TTAAAACAAC GCGGTTGCGG CATTATTTAT 874620 

ATTTCTCACA AAATGGATGA AATCTTCAAA ATCTGTGATG AAATTACTAT TTTACGCGAC 6 74 68 0 
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GGTAAATGGA TCAACACGGT AAACGTGAAA GAATCCACAA TGGAACAAAT TGTTGGAATG 8 74 74 0 
ATGGTAGGGC GTGAATTAAC ACAGCGTTTC CCTGAAAAAA CCAACGTGCC AAAAGAAGTT 6 74800 



GAATTACGCA AAGGTGAAAT TCTCGGTATT GCAGGGCTTG TGGGGGCTAA ACGTACCGAT 8 7492 0 

ATCGTTGAAG CTATTTTTGG CGTACGTGAA TTAATCGAAG GAACGATTAA GTTACACGGA 874 980 

AAAACTGTGA AAAATCATAC CGCACTTGAA GCGATTAATA ATGGCTTTGC ATTGGTTACT 8 7504 0 

GAAGAGCGTC GTTCAACGGG GATTTATTCT AATTTAAGTA TTGAGTTTAA TTCATTGATT 8 75100 

TCAAATATGA AATCTTATCT CACTCCGTGG AAATTACTTA GCACGAAGAA GATGAAAAGT 8 75160 

GATACCCAGT GGGTAATTGA TTCAATGAAT GTTAAAACAC CATCACACAG AACTACAATT 8 75220 

GGTTCTCTTT CTGGTGGTAA CCAACAAAAA GTCATTATTG GTCGTTGGCT TTTAACTCAA 8 75280 

CCTGAAATTT TGATGCTAGA TGAGCCGACT CGTGGTATCG ATATTGGGGC AAAATTTGAA 8 75340 

ATTTACCAAC TTATTCAAGA ACTCGCTAAA AAAGATAAAG GCATTATTAT GATTTCATCA 8 75400 

GAAATGCCAG AATTACTGGG TGTGACTGAT CGCATTTTAG TAATGAGTAA CGGTAAATTA 875460 

GCAGGTATCG TTGAAAGCGC AAAAACATCG CAAGAAGAAA TTTTGCAACT CGCGGCAAAA 8 75520 

TATTTATAAA CATAAGGAAT GAATTATGAG TGCCTTAGAA AAAAACAAAT CCTTTGATCT 875580 

CTTAAAACAA AATGCGATTT ATTTTGTGTT ATTGATTTTG CTCGGCATCA TCATTGCACA 8 75640 

AGATCCGACA TTCTTAAATT TAGTCAATTT CAGTAACATC TTAACCCAAT CTTCTGTACG 8 75700 

TTTAATTATT GCTTTAGGGG TTGCGGGTTT ATTGATTACA CAAGGGACTG ACTTATCTGC 875760 

AGGTCGTCAA GTTGGTTTGG CTGCAGTTAT CTCTGCAACA ATGT7GCAAT CAATGGAAAA 875820 

TATTAACCGC GTGTTCCCTG AAATGGGACA AATACCAATT CCAGTGGTTA TTCTCGCAGT 8 75880 

TTGTGCTATC GGTGCAGTAA TTGGTTTAGT GAATGGTTTA GTTATCGCTT ACTTAAATGT 875940 

AACTCCATTC ATCGCAACCA TGGGTACAAT GATCATCATA TATGGTTTCA ACTCACTATA 876000 

CTATGATGCT GTAGGTGGTT CTCCAATCGC AGGTTTTAGT GAAAATTTCT CAACATTTGC 876060 

TCAAGGATTC TTCCGAGTCG GCAGCTTTAA ACTCTCTTAC ATCACGATTT ATGCAGCTAT 876120 

TGCAGCATTA TTAGTATGGA TTATGTGGAA CAAAACTCG7 TTC3GTAAAA ACGTATTTGC 8 76180 

TATCGGTGGT AACCCAGAAG CAGCTAAAGT ATCTGGTGTA AAC37TGCAC GTAACTTAGT 876240 

TGCAATCTAT ATGATTGCAG GTATGTTCTA TGCCTTTGGT GGTATGCTTG AAGCGGGTCG 876300 

TATCGGTTCT GCAACTAACA ACTTAGGTTT TATGTATGAA 7TAGATGCTA TCGCCGCTTG 876360 
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CGTAGTGGGT GGTGTATCTT TTGCTGGTGG GGTAGGTACA GTAATTGGTG TTATCACTGG 8 76420 

GGTTATTATC TTTACTGTTA TCAACTACGG TTTAACTTAC ATCGGTGTAA ACCCTTACTG 876480 

GCAATACATC ATTAAAGGTA GCATTATCAT TCTAGCGGTA GCCATTGACT CGTTAAAATA 876540 

TGCGAAGAAA AAATAAAGCT GACGCAATGT TAATAAAATG AATGAAAAGT GGGCAAATTT 876600 

GTCCACTTTT GTTTTATCTA TTCAATTCTG AATTAAGGAT ATTTATGCAA TAATCGGCAA 8766 60 

ACCCTGTATA ATTGCGCCAC CATTTTCATA GAGAGAAAAA AATGCTAATT AACTTTACAC 876720 

AAGTATTGCA AGACAGTTGG AATTTCTTCC GTAATCAGAA AAAAATTATG CTGCAATTTG 8767 80 

TCGCAATTTT ATTTATTGTG CAAAGCGCGA GCGCACTTTT AAGTTTTTCA GTTAATGATG 876840 

AAAATAAAAA TGATGTATTA AATCTCGCCA ATACAGATAT GACAAGTTTT ATCTTTTCAG 876900 

TTGCAATCAC TCAAATTTTA ACGAGCTTTA TTGCAGCTTG GGGATTAACC TCAATCCATA 876960 

AAATTAGCCT ACAAAATTAC CGCACTTTAG GTGAAACCTT CTCACTTACC TTGCGCCGTT 877020 

TTGCAGGCGT AATTCTGTTA GATCTATTAA TGGTTGCACC AATGTTACTT GGTCTTGGTG 877080 

AAGCCTTTGC TGCATTACTC ACAAAAAAAT CGCCCTCTAT TATGTCACTT ATCGCGATGC 877140 

TTGTTGGCGT TTGGTTCTTT GTCCGTTTAA ATTTAACGGT AGTACATTAT CTTTCTACTC 877200 

AAGAGGCACT TTCGCAAACT ATCCGAAAAA TTTGGATGCG AGGAAATACT CGAAAAGGCG 877260 

TATTGTTTAT TTACACCCTA CTGGTTTATT TTCTCGTGCC AATTCTTATT TTCCAATTAA 877320 

GCGCATTTTC CAATAATGCT GTATTTGATA TGGTAATAGG CATTTTCACC GCATTACTTA 877380 

ATATTTTCAT GCTAGTAGTG ACTTATCGTT TCTACAGCTT ATTTATGAAG GATTAATCAA 877440 

TATGAAACAA CTCCTTGACT TTATCCCTTT AATTTTATTT TTTATCACTT ACAAACTCGG 877 500 

TGGTGTACGT GAAGCAGCCA TCGTATTAGT GGTTGCAACA ATTTTGCAGA TCGTGATTTT 8 77560 

AAAATGGAAA TACGGAATGG TTGAAAAACA ACAAAAAATT ATGGCAAGTG CGGTCGTTTT 877620 

TTTTGGACTT TTAACCGCTT ACTTTAATGA AATCCGCTAT TTGCAATGGA AAGTGACAAT 8776 80 

TATCAATGGC TTATTTGCTA TTGTTTTGCT CGTCGCACAA TTTCAATTTA AAACCCCATT 877740 

AATCAAAAAG TTACTTGGTA AAGAGCTACA ATTGCCCGAA AAGGCTTGGA ATACATTGAA 877800 

TTTTGGTTGG GCAATATTCT TTATTATTTG TATGTTGGTA AATATTTATA TCAGCCATAA 877860 

TATGTCGGAA GAGGCTTGGG TTGATTTCAA ATCTTTCGGA ATTATTGGTA TGACAGTGAT 877920 

TGCAACCATT ATTTCGGGAG TTTATATTTA TCGTTATTTG CCTAAAGATG GCTCAAATTC 877 980 

AAAAGACGGA GAGAAATAAT GTCTGCCAAT TTTACTGATA AAAA7GGTCG CCAATCAAAA 8 78 04 0 
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GGAGTTCTTT TACTACGAAC TTTGGCGATG' CCTTCTGACA CCAATGCTAA CGGAGATATT 87 8100 

TTTGGTGGCT GGATTATGTC TCAAATGGAT ATGGGCGGCG CGATTTTAGC GAAAGAAATC 878160 

GCACACGGAC GCGTGGTTAC TGTCGCCGTT GAAAGTATGA ATTTTATCAA ACCAATCTCT 878220 

GTGGGCGATG TGGTTTGTTG CTACGGTCAA TGTCTCAAAG TTGGGCGTTC TTCCATTAAA 878280 

ATTAAAGTAG AAGTATGGGT AAAAAAAGTG GCGAGTGAGC CAATTGGCGA ACGTTATTGT 878340 

GTCACCGATG CGGTATTTAC TTTTGTTGCA GTTGATAATA ATGGTCGCTC TCGCACGATT 8 78400 

CCCCGTGAAA ATAACCAAGA GTTAGAAAAA GCATTAGCCT TAaTTTCAGA ACAACCCTTG 878460 

TAAATAAAAG GAAATCATTA TGTACTATGT TATTTTTGCC CAAGATATTC CCAATACGTT 878520 

AGAAAAGCGT CTTGCCGTAC GCGAGCAACA CTTGGCTCGT TTAAAACAAC TTCAAGCGGA 878580 

AAATCGCTTA CTGACAGCAG GCCCAAATCC TGCAATTGAT GATGAAAATC CGAGTGAAGC 878640 

TGGTTTTACA GGTTCAACCG TTATTGCTCA ATTTGAAAAT CTACAAGCGG CAAAAGACTG 878700 

GGCTGCACAA GATCCTTATG TAGAAGCTGG CGTATATGCG GATGTTATTG TAAAGCCGTT 878 760 

TAAAAAAGTC TTTTAATTTA AATAACGTAA TATGAAAAAA GTCGCCTTAA TTTCTCTCTG 878820 

TATTTTTACC GCACTTTCTG CTTTTGCCGA TTCGCCTAAT ACGGCAACAG CATCAATCAA 878880 

TCTTGAGCAA GAGAAACAAA ACTGGGAGCT GGCGCAGCAT CAAGATTATT TAAAACGTCT 878940 

AAAACAACGT GAAGTCTTTT TGCAAGTTGA AGGTTTGCTA AAAAGTGCGG TAAAAAAACA 879000 

GCAATTTTCT GAAGCGACTC AAAATATCAC AAAAACCTTA ATAGACTCAT TGCAAGGCTA 879060 

CCCTTTGCAA TATGATCTGC TTGCTCGATT TTGGGAGACA AAAATCGCCT TTTTGCAGAA 879120 

TGATGATATT CAAGGAAGAC AACAAGCAAT AAATGAACTC AATGCGTTAG TGCAACAAAA 879180 

TTACCCTTTT GTGACGCCAG CATTTCAAGC CTTATTACAA AAACTATCCA CGTTAAACGA 87924 0 

ACAACAAACA TCAGCAACTT CAGATAATGC TAAAGAAAAT AACAGGGTTC AAAAAGAGCA 879300 

AAATCAAGTA GAAAATCCTA AACAACTTGC TGAAATTGTA AGAAAAAGTG ATCCTAACAC 879360 

TTTAGATAAA ACCGTATTAA TTGATGCTTT CCCACGTTAT CTTAAAACGC TACCTGAACA 879420 

AATGAATAAC CTAAGTTTTG AATCCTATCA AAAATGGGCA AATACTTGGC AACTCTCAGA 879480 

AGATGAAATT AAACAGTGGA AAATAGCCTT TTTAAATCGT 7T77TTGATA ATGAAAACAC 879540 

TGATTTTCAA AAATGGCGTG ATGAACAAAT CCGACAATTA CAGACTGATA ATTTAACCGA 87 9600 

ACGCCGTTTA CGAATGGCAA TTTGGCAAAA AACTGAATTA ACC7CTTGGC TAAATTTGCT 87 9.660 

TTCTGCCGAA TCAAAAAGTA AGCAAGAATG GCGTTATTGG GAA3CTAAAC AAGATATATT 879720 
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AAAAAATACC AAAAAACTGA CCGCACTTTC AAAAGAGCGT GGCTTTTATC CAATGTTAGC 87978 0 
GGCTACACAA TTAAAACAAG CATA7CAACT GAATGTCCCT ATTGCGCCAA GTTTTACTCA 87 9 84 0 
AGCTGAACAA CTTCCTTTTA AGCAAGTTTT TGCAATGATT ACAGAATTAA GAGAACTTGG 879900 
ACGAAATGGT TTAGCAAAAC AACGCTGGCG AATTTTACTT GATAATGTTG ATTTCACAAC 879960 
TCAGCTAAAA CTTTCTGAAT ATGCCAAAAA TCAGCAATGG TTTGAATTAG CTGTTGATGC 880020 
TTCTATTGTT GCAAAAGCGT GGGATTACCT GTCTCTTCGT CTGCCAAATG CTTATTCTGA 8 80080 
ATACTTCAAT GCTGCATTAC AGAATTTGAA TATCAGCAAA ACTTTTGCTA TGGCAATCGC B 8 0140 

TCGTCAAGAA AGTGCTTGGA ATCCAATGGC ACAATCTTCA GCAAATGCTC GAGGCTTAAT 880200 

GCAGCTTTTG CCAAGTACGG CAAAATTGAC TGCAGAGAAT AATCAACTAC CTTATCAAGG 880260 

CGAACAAGAT TTATTCAAAC CATTGAATAA TATTTTGCTA GGTACCGCAC AT CTT AATG A 880320 

ACTCAATGGA AAATATCCTA ATAATCGAAT ATTGATTGCA GCCGCTTATA ATGCAGGGGC 880380 

AAATCGAGTA GGAAAATGGT TAAGTCGTGC GAGTGGAAAA TTAGCATTAG ATGAATTTGT 880440 

TGCATCTATT CCTTTTTATG AAACTCGTGG TTATGTGCAA AATGTAGTCG CTTATGATTT 880500 

TTACTATCAA ATTTTGCAAA ATAAAGAAAA CCCACAAATC TTTAGCCAAG AAGAATTGAA 880560 

TCGGCTATAC TAAATGCACT AGTTTAATAG TGTAAAATGG GAGCATAATT ATGTATATCA 8 80620 

GCCGTAATTT AGAGCAATGG AATGCATTTC TTCAAATGCT AAAAATTGCC TTTGAAGAAA 880680 

ACAAAGCGCA GGAATTTCTA ACCTTATTAT TAACTGCAGA CGAACGAGAT GCTGTAGGAT 880740 

TACGCTTGCA GATTGTCTCT CAGCTGATTG ATAAAAATAT GCCTCAGCGT GAAATTCAAC 880800 

AAAATCTGAA TACAAGTGCC GCCACAATCA CTCGAGGTTC CAATATGATT AAAACGATGG 88086 0 

ATCCTGATTT TATGCAATGG ATGAAACAAC ATCTTGATCT CATTGAAAAA AACTAAGCGA 88092 0 

ATTTTTACCG CACTTTCTCA CTTATTTAGT CCTAAATGGT GGAAAAAAAA CTGGCAGCGA 88 0980 

GTTGTCTTTT GTTTTTTTTT CGCCGTTTTT GCTTTGTTGC TGATTTTTCG CTTTGTACCT 881040 

ATTCCATTTT CCGCTTATAT GGTACAACAA AAAATCGCTA ATCTTTTACA AGGTGATTTT 881100 

CGATATCAAA TCCAATATAA CTGGGTTAGC CTAGAAAATA TCTCTCCAAA CATTCAATTA 881160 

GCTGTGATTT CATCAGAAGA TCAGCGTTTT CTTGAACATT TAGGCTTTGA TTTTGAGGCT 881220 

ATCCAACGAG CAATTCGGTA TAACGAAAAA TCTAACAAAG GAATCCGAGG GGCATCAACT 8812 8 0 

ATTTCCCAGC AAACTGCTAA AAACTTAATG CTTTGGCACG GACAAAATTG GCTACGAAAA 88134 0 

GGTTTAGAAG TTCCAGCGAC TATGTTGCTT GAGCTGACTT GG7CGAAAAA ACGTATTTTA 8 814 0 0 
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GAAGTGTATT TAAATATTGC GGAA77TGGA AACGGCATT7 TTGGTGTGGA AGCGGCAAGT 8 81460 

CGCTATTACT TTAAAAAATC AGCTAAAAAT TTATCTCAAA ATGAAGCCGC ACTTTTAGCT 881520 

GCTGTGTTGC CCAATCCAAT CATT7ATAAA GTAAATAAGC CAAGCTTATT AGTTCGTAAA 881580 

AAACAAACTT GGATTTTGAG ACAAATGGGA AATTTAGGCA CTGAATACTT GAGC CATTTA 8 8164 0 

TAAAAAATGC AATCGAATTT CTAAAGTACA ACAAACTAAA AAATATTTAC TTAATACACA 881700 

AAATAAAAAA CGAGTCTAAG ACTCG37T77 TTATTTATAA CATTTTTATT ACAAGTTTAT 881760 

TACCGCAAAT AACACCCAAA CGGTA7AAAT TGTGGCTAAA CCATAAAAGA TAAATCCACC 881820 

AGCTGGCACA TGCACTTTAA GATCGTGCAT ACCGTGATGA ATACGGTGTA AACCACACCA 8 81880 

CATTGGGAAA ATAGTAAGCA CTAAAATAAC TAATTTACCA ATCCAAGAAT AAGCAAAAGT 88194 0 

AATTAAATTA TGCACATCGA CTAAACCAAA TGGTAATAAC AAACCGATGA TTAGAATAAC 882000 

GACAGGAAGG AAAATTGCAC TCACTGTGCC GCCCGCACCG AACATTAACC ATACTGGCGG 882060 

TTCGCCGGAG CGTTTTGGAT TTTGATCAAC CATTTTTTCT CTCCCTTAAA TATAAACTAA 882120 

AACTAACGCA ATCACGCTAA CTAATGCGGT TACCGCCCAA AGTGCATTTC TTACAACTGT 882180 

GTGTGGTAAG CGTTCATTTT TCACAATGAT ATTCATCACT TTTGGTGTCA TTAAGAAATA 882240 

TGTCACCGTA TGATAAAGCG TTGCGATAAG CGTAATAATA TTTAAGAACA CTACAATAGG 882300 

GTTTCTTA AA AACTCAATAA AGCTCAAGAT GCCTAAGCCT GGCATTGGAT TGCTTGCAAA 882360 

ACAAAGAACA CCATAAAGCA ATACAATACA AAACCATACA GCAAAGACTG AAGTCGCTTC 882420 

ACGTAGCATA TAAGCTTTGT AGAAG7CCAA TTTTTGCCAC CAAGTCGCTG TCATTGGACG 882480 

AACATATTTT TTACGTTTAC TCACTGTTAC TGACAT7CC7 TCCCCCTTAG CCTTTTGGTT 882 540 

TTAGCATAGA GATAACATAA TCTTTGGCAC TTTCCACTTT TCCTTGGTTA ATTGCAGAAG 882600 

CAGGATCCAC ATGTTTTGGA CAAACTTCTG AGCAATAGCC AACGAAAGTA CAACTCCAAA 882660 

CCCCGTTTTT ACCATTTAAT AATGACATAC GTTTTGCTTT ACCATGGTCA CGGTTATCAA 88272 0 

GATTATAACG ATGAGCCATC GTAATCGCTG CTGGGCCTAA GAATTCAGGA TTTAAACCAA 882780 

ATTGAGGGCA AGCGGCATAG CATAAACCAC AGTTGATACA CATTGAGAAT TGACGATATT 882840 

TCTCAAGCTG TGCTGGCGTT TGTTTAGTAC GGCTAACT73 CAATTCTTTC GATGGATGTG 882900 

GTTTACCATC TAATGCTGGT GCTTCGTTAC CAATAATATA AGGCTTAATT GCCTCTAAAC 882 96 0 

TTTCGATAAA GTGGCTTAAA TCAACCACTA AGTCGCGTTC AATAGGGAAG TTTGCTAATG 8 8 3020 

GCTCGATACG CATATGGCCG CTGTAATCAC GTAAGAAAG7 777ACAAGCC AATTTTGGTT 883080 
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TGTTATTTAC CATCATCCCG CAAGAACCGC AGATCGCCAT ACGGCAAGAC CAACGATAAG 883140 
AAAGAGATGG TTCAAGTTTA TCCTTAATAT AGCCTAACGC ATCAAGCAAT GAAGTTTGAT 883200 
TATCATAAGG TACTTGATAG GTGCTTAAAT GTGGCTCTTG ATCGATTTCA GGATTGTAGC 883260 
GTAATACTTC AACATTCATT ACTGGTGAAT TAGCCATTTG CTTGCTCCTT AGCTTTCGCA 883320 
GCTGCTTCTT GAGCTTCTGC TTCCGCACCG TAAACACGTT TTGCAGGTTG AGATTTAGTA 883380 
ATTTTCACCG GACTGTATTC AATGCGCGGC GCACCATTCT CATTGTAGAA AGCAAGTGTG 883440 
TGTTTTAAAT AATTGACATC GTCACGTTCT GTGTAATCTA AGCGTTGGTG AGCACCACGA 883 5 00 
GATTCTTTAC GTTCAATCGC TGAATTTGCA ATAGATTGCG CAACATCTAG AATGTAACCC 883560 
AACTCAACGG TGTAAAGTAC ATCTGTATTG AACACGCTTG AATTATCTGA TACGCGAATA 883620 
CGTTTGTAAC GTTCTTTTAA CTCTGCAATT TTATCTACTG CTTTTTGCAT ACTTGCTTGG 88 36 80 
. TCACGGTAAA TACCACAACC TTCTTCCATC ACGGTACCCA TTTCATCACG GATTTCAGAC 88374 0 
CAAGATTCAT TACCTTCTTG TTTGTGAAGA GCTTCTAGGC GAGCTACAAC GTCTTTTGCT 883800 
TGAGCATCAA CCGCACTTTG ATTTACAGAT TGAGCTTCAA CTGCACGTTG TGCCGCATAC 883860 
TCCCCTGCAA CACGACCTAA CACAACAAGT TCAGCTAAAG AGTTAGATCC TAAACGATTT 883920 
GCGCCGTGTA AACCTGAAGA TGCACATTCT CCTACAGCAA ATAAACCTTT GATACGTGTT 883980 
TCGCTGTTAA AATCAACTTC AATTCCGCCC ATGGTGTAGT GAACAACTGG ACGAACAGGG 884040 
ATTGGTTCAT TCACTGGATT TACACCTTCA TAAGCACTTG CTAATTCACA AATGAATGGC 884100 
AGACGCTCAT GTAAATATTT TTCACCAAGA TGACGTAAA7 CTAAATGCAC CACATCTACG 884160 
CCTTTCGCGG TTTTTAAGGT ATTACCTTTT TTCCATTCTT GCCAGAATGC TTGAGAAACT 884220 
TTATCACGAG GGCCAAGTTC CATATATTTA TTTTGCGGTT TGCCAATTGG TGTTTCAGGA 8B4280 
CCTAGACCGT AATCTTGAAG ATAGCGATAG CCATCTTTAT TCACTAAGAT ACCACCTTCA 88434 0 
CCACGACAAC CTTCAGTCAT TAAAATACCC GTATTAGGTA AGCC7GTTGG ATGATATTGA 8844 00 
ACAAACTCCA TATCACGAAG TGGTACACCG TGACGATATG CCA7AGATAA GCCGTCACCT B 8446 0 
GTTACAATGC CGCCATTGGT ATTAAATTTA AATGCACGAC AACCACCACC AGTTGCGATA 884520 
ACAACCGCAT TGGCATTAAT TTGAACAAGT GAACCTTCCA T CAT ATT CAT TGCAACCATA 884 58 0 
CCACGAGCAT GGCCATCATC AACAAGAATA TCTAATACGA AGT3TTCATC AAAACGTTGG 88464 0 
ATTTGTGGAT ATTGAATAGA AGTTTGGAAA AGCGTGTGTA ATAAGTGGAA ACCTGTTTTA 884 70 0- 
TCTGCAGCGA ACCAAGTGCG CTCAATTTTC ATTCCACCGA AACsACGTAC GTTTACATCG 884 76 0 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



CCATCAGCTT TACGACTCCA AGGACA7CCC CAACGTTCTA ATTGAGTCAT TTCTACAGGG 884820 

GAATGTTGCA CGAAATATTC CACTACATCT TGCTCACAAA GCCAGTCCCC ACCAGCAACG 884 880 

GTATCTTGGA AGTGTTTATC GTAAGAATCT TCTTCTTTGA TAACTGCCGC TGCGCCACCT 884 94 0 

TCTGCTGCTA CAGTATGCGT ACGCATTGGG TATACTTTAG AAACTAATGC AATTTTTAAG 8850 00 

TTAGGATTTG CTTCTGCTGC GGCAATCGCT GCACGTAAAC CACCGCCACC AGCACCAACA 885060 

ATCGCAATAT CGACATTAAC TGTT73CACG ATATCCTCCA ATCAATAGAA AGTAAAAATA 885120 

AATCCCCTAA AAGGGTAATA TTGTGTGGGC ATTGTGCCAT TTTTCGTTAC AAATTAATAA 88 5180 

CGTnTTTTAT GTCTAAAGAT GGAAAnGTAT CGGATTTTGT GATCTACCTC AAAAAAGCTA 885240 

AGATtGAGTT GAGAGTAGCT CTCGTTTACA ATGTGCAAAA TTTTTAAAAC AGGATTAAAA 8853 00 

ATGACCGCAC TTAATCATTG GCAaCCTTCT GCtGATaTAA AAAATCtyCT TAAACGGGCA 8853 60 

AAAATTATTG CTAAAATTCG TCAATTTTTT ACAGAACGCG GTTTGCTTGA AGTAGAGACC 885420 

CCTGTTCTAA GTGAATTTGG CGTCACTGAT TTACATCTTT CCACCTTTAG CACGGAATTT 8 B 54 80 

CTCGCGCCTT TCGGTGAACA ATCCAAAACA CTTTGGCTTT CTACAAGCCC TGAATATCAT 885540 

ATGAAACGCT TGCTTGCTGC AGGCAGTGGG CCGATATTCC AAATCAGTAA AGTGTTTCGC 885600 

AACGAAGAGG CTGGAAATCG CCATAATCCA GAATTCACTA TGTTGGAATG GTATCGACCG 885660 

CACTTTCATA TGCATCGTTT AATTAATGAA GTAGATGATT TGCTCCAACA AATTTTAGAT 885720 

TGTCCACCTG CAGAAAGTTT AAGCTATCAG TTTGTTTTCC AAGAATATGT AGGCTTAGAT 885780 

CCCTTGTCAG CAGAACGTTC AGAATTAATT GAAGCAGCAC GTAAACATAA TTTTATGGCT 885840 

GAAGATAATG AAGATCGCGA TACGTTATTA CAGTTTTTAT TTAGTGAAGT CGTTGAGCCT 885900 

CAAATTGGAA AAGAACGACC TATTGCCGTG TATCATTTCC CTTCAACACA AGCAGCTCTA 885960 

GCACAAGTAA GCCCAGAAGA TCAGCGGGTA GCAGAACGCT TTGAGTTCTA TTATAAAGGT 886020 

TTAGAATTAG CCAATGGTTT TCACGAACTT GCCGATGCGC AAGAACAACG TCATCGCTTT 886080 

GAATTAGATA ATCAACAAAG ACAAAAATGT GAATTGCCTA CTCGAGAAAT TGATGAACGC 886140 

TTTCTTGCTG CCTTAGAAGC GGGTATGCCA GATGCTTCAG GTGTCGCATT AGGAATAGAT 886200 

CGTTTAATGA TGATCGCTTT AGATTGTGAA AAAATTAATG ACGTTATTTC TTTTGCTGTG 8862 60 

GACAATGCTT AAAGGTAAAA GTGCGGTAAA AATTATCATC ATTTTTATTT AATGGGTGAT 886320 

CCATAATGGC AATTTTATAT TCATTGATAG CCCGCCTAAT ATTTCTTTTT GATAATTAAC 8863 BO 

AATATTCGCT TCTTTTAATG GGGGAATAAA TTCTGAGATC GAAATTAGGT ACAGTGATCA 88644 0 
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CAAGGCTCAT CATTATGAAA AAAAGAAAAC CAAAACATAA GAAATGTTTG GATAGTGAGT 886500 
TGATTTAAAT TGAAAAAATA ACCTAATTTC ATAAAAATTA GGTAACTAAA GCGTATCCTT 886 560 
TTCCGCGTAA AGTTTTAAAC CAAGAGGGCT TGTTTTTTCG TTTTGGTAAT TTGCGTCTTA 886620 
AATTAGAGAT GTGCATATCA AGAGAACGGT CAAATGGAGT GAGCGGTTTT TCCATTACTT 886680 
CTAAACTTAA TTCTTCTCGA CTTACCACAT TTCCCTTAGA TTTAAGCAAT AAACAAAGAA 886740 
TCTTAAATTC ATAATCCGTT AAAT77AGA7 TTTCTTCATT ATAGGTTGCA ATTCCGTGAG 886800 
AAAAGTGGAG AGTAATTCCG TCAAAAGAAA GGATTTCTAC ATTTGATATA TTATTTGAAG 886860 
GAGATGCACT ACGACGCAAA ATCGCCTTAA TTCTTGCAAT AAGTTCACGA TCGTTAAAAG 886920 
GCTTGGGTAA ACAATCATCC GCTCCCAATT CTAAGCCTAA TACGCGATCA ATGTCTTCGC 886980 
CTCTTGCTGT TAGCATCATC ACTGGCACGT TAGAGACTTT ACGAATTTCT TTTAATGTTT 88704 0 
CGATACCATT TAACTTTGGC ATCATTACAT CAAGTAAAAC CAGTTTATAG CTTTCATTGA 887100 
GTTTTTGTAA TGCTTCTAAT CCATTATTTG CAGTTTCAAC GTCAAAACCC TCAAGTTCTA 887160 
AAAGTGTAGA AAGTAGTTCA GTTAATTCAA TATCATCATC AACGAGTAAG AGTTTTGACA 887220 
TTGGAGATTC CTTTTACCAA TTATTCTTAT TGTAGTGTGG TGAAAATAAA AAGATTATTT 887280 
CCAGAATTTC CACCAGCTTG ATTTTGGTTT CTCACCTGTT TCAATAATGG TGTTATTTTC 887340 
GCCTTGTTGT GAAACCTGTG GTAAAGGTTT ATCAAGATGG GTTTCTGTCA CAATCCCACG 887400 
TTGATCAAAT TTTACTGTGA AAGTATGTTG AACTGGCGTT TCATAGGCAC GTTGTTGTAA 887460 
GAACACATAG TACCAAGTCT GACTATTATA AGGATCGACT AATACTGGCG TACCCAACAA 8 87520 
ATATTGTACT TGTTGAGCAG TCATTCCTTC TTTAACTTGC GCAACGGTAG TCGCCTCTAA 887580 
ATAGTTGCCT TGCGGTACAT CAATTCGATA TACAACTTTT TCAACGGTGG AACAAGAAGC 887640 
GAGGCTTAAT GCTAAAAAGG TTGCGCCTAA AAGTGTTTTA ACTTGCATTT TCTTTACCTT 887700 
AATTTGTGCA AAAGTTCTGT CAAATAATAT CCAAAATTGG GTGTATTTCC AAATTAATTC 887760 
TCTGATTTTA AAGCCTTTTG TAATTGATCT TTTAAATTTG GTGGTAAGCC TTTGATGGTT 88 78 2 0 
AGGGTATCTG TCATAGGATC CCATTGAATA CGTGTATTCA ATAATTCCGC ATCAAAACTT 88788 0 
AGGGTAACGC CCTTTCCTGA CCCAGAGAAT TTTGTTAGCG ATTTCAATGT TGAACGTATT 887 94 0 
GGTGGAATAC TCTCTTCCAA ACCATAATTC TGTTTTTCCG TAAAGACGAC AAAAGGCTGT 888 000 
TCGTTTAGAG TGGGTAATGA ATCAGAAAGT TCCCTTAATT CAATATTGTT ACCATTTGAA 888 06 0 
AGCTGACCTT TACAATATTC AAACACTTGT TTTTTTACCG CTTGAGTTTG CTCTTTGTTG 88812 0 
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AGTTCGCCTT GATCGCAGTA ATCACTCACA GCTTGCAATA AACATTGATT TTGAACTTGT 88 8180 

GGATTTAATC CTTCTTCGGC ACCTAAAAAA TCCATAAAAA AATCAGTAAT TTTGCGACCA 88 824 0 

ACACGACCTT TTATAAAGGT TAAATAACGA TTAGAGTTCG CATTTACTTG CAAATCCGTC 888300 

AAATTTATCC GTGCCGCAAT ATCAAACTGA GTAATATCCA AATATTCTGT ACGGCGAATA 88 8 36 0 

TCTAAATGCT CATCGACTAA CATACTATGA CGACTATCAA GCAATGCAAT AAACAAGTAA 88842 0 

TCTGTCGCTA AGAAATTATA TTGACATAAA ATCAAGGTGC CACTTTCCGC AAAGTTATAT 88 848 0 

TTACCTAGCT CATCTGCAAG CAATTTTGTT GAATATTGAC TAAAACCCAA AAACTCAATT 888540 

TCTTGCTCTA ATAAACGATT TAAATGTTGT GCAAATATAG ACTTTTCCTG AAACACGCCA 8 88 60 0 

AAAGCCTTAG CTTTATTTTG ATAGCTTTGA TGCAATTGCA ACATCATTTG TTCTACTTCT 888660 

GGTGTAATGG ACAGCAACTC GTCGCGTAAT ACGCTTTCCA TTTTTATACT GTCGCCATCC 88872 0 

ACATTTTTGA CTAACTGATG CAAAACAGTT TGATTAACGG TAATACTCAT TTTTGTCACC 888780 

TTTGAAAAAT TTGCCGCAAA TTATAACCGC ACTTTTTCAG CAAGAAAAAA GAAATTATTT 88884 0 

AGGTTCTACC AAATAATCGG GTATCATAAG CCAAATTTTT TTTATTTTTA ACATTATGGC 888900 

TCAACATTCT AAATATTCTG ATGCTCAATT AAGTGCGATT GTAAACGATA TGATCGCAGT 888 960 

GCTAGAAAAG CATAAAGCCC CTGTAGATCT TTCGTTAATC GCACTGGGTA ACATGGCGAG 889020 

TAATTTATTA ACCACCAGCG TGCCACAAAC TCAATGTGAG GCATTAGCTC AAGCGTTTTC 889080 

GAACTCCTTA ATTAATG CGG TAAAAACACG TTAATATGAA ATGGATTAAA AAAGGCACCT 8 89140 

TCAGCGGCAA ACAATACCGC GATGACGTTT CACGAAAAAT TTCGTGGGGT CATTGGTTTG 889200 

CCTTTTTTAA TATCATTGTT GCTATTTTTA TTGGCGCACG TTATGCCTTT ATCATTGACT 8 89260 

GGC CAGATAC TCTCGCAGGA AAACTTTATT TCTTTGTGAG TT7GCTCGGG CATTTCAGTT 8 8 9320 

TCAATGTTTT TGCGTTGTAC TTACTCGTGG TCTTTCCTCT GAGTTTCATT GTTAAAAATC 8 89380 

ACCGCACTTT TCGCGGATTA ACCGTGATTT TTTCTACGAT TTGTACAACC TTATTGTTAT 8 89440 

TTGATACCGC CGTTTTCAAT CGTTTTAATC TGCATTTATC CTC7GTTGTA TGGAATTTGC 8 89500 

TGGTCAATCC AGAAAATGGT GAAATGTCAC GCGATTGGCA AATTTTCTTT GCACCTATGC 8 89560 

CAATAATTTT ACTGGCACAA ATGTTATTTT CTCGCTGGAG TTG3GAAAAG TTACGTAGTC 8 8 962 0 

TTGAACGCCA AAAATGGCTA AAAGGCACTG GTATATTCTT AACCACAACA TTCATCGCGA 8 8 968 0 

CGCATTTAAT TTATGCTTGG GCAGATGCTT ATTTGTATCC- TCC3ATCACC ATGCAACGCT 8 8 974 0 

CTAATTTTCC TTTATCTTAT CCAATGACAG CTCGTTCTTT TTTAGAAAAA CACGGTTTCT 889800 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 



PCI7US96/05320 



TGGATGGGGA AGAATATACG CAAAAATTGG. CGCAAGAAGG TCGTTTAGAT GCTTTAAAAA 8 8 9860 
TTGATTATCC GAAAAAAGAA CTCACTTACG CACCAATTAC GCACAAACCT AATATTCTGC 8 8992 0 
TCGTAACGGT TTCGGGTTTA CGCCATGATG CGATTTCTAA TGAAAAGATG CCAAAACTTG 88 9980 
CTAAATTTGC AACAAGCTCA ACGGAATTTA CTAATCATTA CAGCACAGGC AATAGTAATA 89004 0 
ACGCAGGCTT AATTGGGTTA TTTTACGGGC TAAATGCAAA TTACACCGAT AGCATTTTAA 8 90100 
GCAATCATAC CCAATCTGTT TTAATCGAAA AATTACGTGC TGAAAATTAT CAATTGGGTT 8 90160 
TATTTTCTGC TACGAATTTC AAAGATAGCA TCTTCCGCCA AGCATTATTT CGTGAAATAA 8 9022 0 
AACTTTCATC GAATAAAACC AACAAACCAA ATAATGAAAG TGCGGTAAAA AATCTCAATG 890280 
ATTTTATTAA AGCACAAAAA ACTGACTCAC CTTGGTTTGC TTATTTGGAT TTAGCCTTGG 890340 
AGGCTAAAAA TCCATCAGAT TATGACCGCA CTTTGCAAGA CATTGATTCT CTTTTAGCAA B90400 
AAGCGTTAGA AAGTACACCG CTTGAAAATA CATTAGTCAT CATCACGTCA GAGCATGGTT 890460 
TAACCTTTAA TGAAATGAAT CAAAAAGAGC GAGAAAACTA CTTTGGGCGT GATGAAATTC 89052 0 
AAGTGCCATT GCTTGTATAT TGGAAAGATT TACCAGTAGG TAAACAAAAT GGATTAAGTA 89058 0 
ATCATGCGGA TATTTTCTCT GCATTAATGC AGACAGTATT CGGTGTAGAA AACCCGTTGA 890640 
TGGATTATAG TCAGGGACGC AATCTCTTTG ATCTTAAAGG AGATGACTGG GTACTTGCCT 890700 
CGAATTTCCG CTGGAATGTG GTGATTCAAC CTGATGGAAC ACAATATCAC ATTGATCGCA 890760 
AAGGTAATTA CAAAAAATTC GATAAAGATT ATATTGAGCA ATCTTCAGAC AGACCGCCAC 890820 
TTGGAATTTT TTTAGAAGCC TTCCAATTAC AAAATTTCTT CTTTGAAAAA TAATCTATAA 890880 
GTGCACAAAA GAATGGATTT TTTGCCCTTA AGTCTTTATA CTCACGCCTC AGTTTAAGAC 89094 0 
TGAAAAATGT TATTAATGAA AATCCGTGAG TTTTTCATAA CATTATCATA ATGCTTCTCG 8 91000 
CCGTACTTAC AGTACCTTTC AATTAATATA CATTCTCGTC TTTTTATCCT TTCTTTTTTA 891060 
CGGAGTTTGT ATGAAAAGCC ATGTTCGTAG TTTTAAAACC TATATTCGCG ATGAAATTAT 8 91120 
CAAAAAAGGC GGGTGGGTAA ATGCCCATGC TCATGCTGAC CGCGCTTTTA CGATGACGCC 891180 
AGAGAAAATT GGGATTTATC ATAGTAGTAA TTTGCAACAA AAATGGGATT TAGTGGATGA 891240 
AGTAAAACGC ACTTCCAGTG TTGATGATTA TTACGCACGT TTTTGCCAAT CTATTGAATT 8 91300 
AATGATATCC CAAGGTGTAA CCGCATTTGG TACTTTTGTC GATATAGACC CAATTTGTGA 8 91360 
AGATCGTGCA ATTATTG CCG CACACAAAGC CCGCGAAGTG TATAAACATG ACATTATTTT 8 91420 
AAAATTTGCC AATCAAACTT TAAAAGGGGT AATCGAACCC ACT3CGCGTA AATGGTTTGA 8 91480 
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TATTGGTGCA GAAATGGTAG ATATGATTGG TGGCTTACCA TATCGTGATG AATTGGATTA 89154 0 

TGGACGTGGC TTAGAAGCGA TGGATATCTT GTTAGATAAG GCCAAATCTC TTGGAATTAT 891600 

GTGTCATGTA CATGTAGACC AATTCAACAA TCCAAGTGAA AAAGAAACCG AGCAACTTTG 8 91660 

CGACAAAACC ATTGAACACG GAATGGAGGG GCGAGTTGTA GGTATCCATG GTATTTCCAT 891720 

TGGCTCACAT TCAAAAGAAT ATCGCTACAA ACTTTACGAA AAAATGCGTA AAGCCAAAAT 891780 

GATGATGATA GCCTGTCCTA TGGCATGGAT TGACAGTAAT CGCAAAGAAG ATCTTATGCC 89184 0 

ATTCCATAAT GCGCTCACGC CAGCAGATGA AATGATCCCC GAAGTATCAC TGTTGCCCTA B91900 

GGCACAGATA ATATTTGTGA TTACATGGTT CCTCTATGTG AAGGCGATTT ATGGCAAGAA 891960 

TTAAGCCTAT TAGCTGCTGG CTGCCGTTTC CCACACTTAG ATGAAATGGT CAATATCGCA 89202 0 

AGTATTAACG GTCGTAAAGT GTTAGGACTA GAGCTAATTT AGTTGCGTAT GGTGGGTTTA 892080 

AGCCAGCTAG TTACCATAAC TATTTTAAAA CCCAGAAAAA CGCGTAAAAG TGAAAGAATT 8 9214 0 

GATTGCGATA TTTGGTGCTC GTAAATAATA AAAATAAACC GCACTTTTGT TAGTGTTCGG 8 92200 

TTAGATGACT GTTTTCTTTA AATCATCTAG TGTATTAAAA TTCTCGAAGT TGCCTTCTTC 8 92260 

TTGCGTGAAT TTTACTGAAA TCCCGCCATT TTCTTTCATA AATTGTAAAA GGCGTCGTTC 89232 0 

ACCCGATGCT AAATAGTGTC GCAATTTTTC CTTTAGCTGA ACGGACATTA AACAAAAAAC 892380 

GGGATGTTCA CGTTCTTCAT CGCAAGCATA CGCAATTAAA GTGCGGTCAT TTTTAACCGC 892440 

ACTTTTGAGT TTATCTAAAA GATTCATAGG AAAAAAAGGC GTATCACAAG GTGTAAAAAG 8 92500 

GATAAAGTCG CTTTTTGTCT TTTCTAGAGC TGTTAGCATG CCACTTAATG GCCCTTGAAA 892560 

ATCGGGCAGT TCATCGGAGA AAACAGGAAA GCCAAATTTT GCATATTCTG TTTGATTTCG 892620 

GTTAGCGTTA ATTGAAATCT GATGAATTTG TGGTTGTAAG CGATTAATAA TATGTTCAAT 8 926 8 0 

TAAAGATTGT TTACCTAAAA TCTGTAATCC TTTATCTTGC CCGCCCATTC TACGAGCCTT 892 74 0 

GCCACCTGCC AAAATTACTG CGCTTATTGT AATTGTCATA TTTTAATCTA TCATTATTTC 892 BOO 

AAGTATCATT TGCCTATTTT TTACGATTAA AAAGGAAATA GCAATGAAAT AAAAAGGAAA 892860 

TAGCAATGAA ATGTAAGCGT TTAAATGAAG TTTTGGAACT TTTACAGTCT TATTGGTCTA 8 9292 0 

AAGACTCGGA TTTGAGTTTA ATGGAAATTT TGCAAAAAAT TGCCAATGAA TCAGGTTTCC 892 980 

AAAAACCATT AAATGAATTA ACTGATGAAG TGATTATTTA TCA3TTAAAA ATGGATGGTA 8 93 04 0 

CAGATAAATA TGAGCCAATT CCTGGTCTCA AAAAAGATTA CGAAGAAGAT TTTAAAACCG 893100 

CATTGCTCCG TGCTCGCGGT ATCATTAAAT AAGAGGAAAG AAATGAAAAA AGTATTACTT 893160 
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GCGTTAGGTT TAGGTGTCAG CACGCTTATG TCTGTAAATA GTTTTGCCGC AGATTTACAA 893220 

GAAGGCAAAC AATATGTTCA AGTGAGTCAA CAGGCTTCAC AGCAAAAAGA AGTGATTGAG 893280 

TTTTTCTCAT TCTATTGCCC GCATT3TTAC GCCTTTGAAA TGGAATACAA AATTCCACAA 893340 

CAAGTCGTAG ATGCTTTACC AAAAGATGTG AAATTTAAAC AATATCATGT AAATTTCTTA 893400 

GGTCATCAAT CTGAAAACTT AACACGTGCT TGGGCGTTAG CAATGGCATT AGGTGCAGAA 893460 

AGTAAAGTAA AATCACCATT ATTTGAAGCG GCTCAAAAGG ATGCCTTGAA ATCAATGGAT 893520 

GATATTCGAG CTATCTTCTT ATCGAATGGC ATAACCGCCG AGCAATTTGA TGGTGGCATT 893580 

AATAGTTTTG CAGTAAATGG TTTAGTTAAT AAACAAGTGA ATGCAGCAGA ACAATTTAAA 89364 0 

GTGCGTGGCG TACCTGATTT TTATGTAAAT GGAAAATTCC GTGTAAACCC TGAAGGGTTA 893700 

AATTATGATG ATTTCGTGAA AGATTATGTG CAAACCGTAA AAGGTTTATT GCAAAAATAA 893760 

. CGAAAAATTG GTTTAATGCC AGCCCTATTT TGTAAATATT AATGAAAGAA GAGAGAATAT 893820 

TATGGCTGCA AGTTTTAGCG TAACGCGTCG TTTCTTTGAC GACAAAAACT ACCCACGTGG 893880 

TTTTTCCCGT CACGGTGATT ACACAATTAA AGAATCACAG GTGCTTGAGC AATATGGTCA 893940 

AGCGTTCAAA GCATTAGACT TAGGGGAACG TGAGCCAGCG ACTAAAGAAG AAAAAGATTT 894000 

CGTCGCATTT TGCCGTGGTG AGCGCGCAGC AGAGACTTTC TTTGAAAAAA CTTGGAATAA 894060 

ATATCGTACT CGTATTAACA CTAAAAAACG TGTTTACACC TTATCTAGTG ATGTGAGTGA 894120 

AGCTGCCTCT GGCGGTGAAG ATTATTCCGG CGAATAAGAT ACGTTAAATA AGGCAGGCGG 894180 

AAGTCTGCCT TTTGTTTTTG AATAGCTTGT GAAATCACGC GTAATTCACG GCTGATAACT 894240 

TTATTCTCCT ATCTTTGTAT GAACGATTCG TCTTCATACA CCCTATGAAT ACTAATTTCT 894300 

ATGCAATTAC CGATTTCTCA ATACAACGAA CTGCTACAAA AAAAACTTGA AAAATTAACC 894360 

GCACTTTTAC ACCCTTTTAA TGCACCAGAT ATTCAAGTTT TTGACTCTCC AACAAGTCAT 894420 

TATCGCATGC GTGCGGAGTT TCGTATTTGG CACGAGCAAG ATGATTTTTA CCATATTATG B94480 

TTTGATCAAG CGACGCTGCA GCGTTATCGC GTGGATGAAT TTCCAATCGC CAGCATGCTA 89454 0 

ATTAATCGTA TGATGCAAAC CTTATTACCT TTGTTAAAAC AACAAGAAGT GCTACACAAA 8 94600 

AAATTATTCC AAATTGATTA CCTTAGCACC TTGAGTAATA AGATTATTGT GAGCTTGCTT 894660 

TATCATAAAA CACTCACTGA AGAATGGGAA AGTGCGGCTA AAAATTTGAA AGATTTACTC 894 720 

GAAAAGCAAG ATTTTGATGT GCAAATAATC GGGCGTGCAA GTAAACAAAA AATCTGTTTT 894780 

GAGCAAGATT ATGTGGACGA AGTTTTACCT GTGAATGGCA GAAATTATGT CTATCGCCAA 894840 
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GTCGAGAATA GTTTTACCCA GCCAAACGCA ACGGTAAACT GCAAAATGCT TGAATGGGCA 8 94 900 
ATTGATTGTA CCCAAAATAG CGAAGGTGAT TTATTAGAGC TTTACTGCGG AAACGGTAAT 8 94960 
TTTTCTATCG CACTTGCACA AAATTTCCGT AAGGTATTGG CAACAGAAAT CGCCAAACCT 8 95020 
TCCGTAGCCG CCGCACAATT TAATATTGC7 GAAAATAAAG TGGATAATTT ACAAATTATC 8 95080 
CGTATGTCGG CAGAGGAATT TACGCAGGCA ATGAATGGGG TTAGAGCCTT TAACCGCTTG 8 9514 0 

AAAGGGATTG ATTTAAAATC TTATGAATG7 AATACCATTT TTGTCGATCC GCCTCGTGCG 8 95200 

GGGCTTGATC CTGATACAGT GAAACTTGTA CAAAATTACG ATCGCATTTT GTATATTTCC 8 9526 0 

TGTAATCCAC ATACGCTGTG TGATAATCTT GTTGAACTAT CAAAAACGCA CCGCATTGAA 8 95320 

AAAGCGGCGT TATTTGACCA ATTCCCTTAT ACTGACCACA TGGAAAGCGG CCTATGGCTC 8 95380 

ATTCGCAAGT AGGAATTCAG CTGA7TTCTG AATCGACAGA AAAAACATTA GCAGAATTGA 8 95440 

- TCGCACTTTG TGCTGAACAC AACATTATTC ATAATGAAAA GAGCCCACTT GCACTTGTTC 8 95500 

AAACCGATGA CCGTTTAGAA CTTCGTAAAC TAGACGAACC TAAACTCGGA GCGGTTTATG 8 95560 

TTGATTTTGT TGGTGGCACA ATGGCTCACC GTCGTAAATT CGGTGGTGGA CGTGGAGAAG 895620 

CCGTAGCGAA AGCAGTAGGG ATTAAAGGTT CGGCATTGCC AACGGTTATT GATGCAACAG 895680 

CTGGTCTAGG ACGTGATGCC TTTGTGTTAG CCGCAATTGG CTGCCAAGTT CGTTTAGTAG 8 95740 

AACGCCATCC TGTTGTTTTT TTACTTCTGC AAGATGGTTT AAATCGTGCT TATCAAGATG 895800 

AGGAAATCGG CGAGATGTTG CAACAAAATT TGCACTTGCT GAATGTTCAG CATATTAATG 8 95860 

AACTTGATCC TAATAGCGAT TATGCCGATG TGGTTTATCT CGATCCAATG TATCCGCATA 89592 0 

AACAAAAATC TGCACTAGTA AAAAAGGAAA TGCGTGTATT CCAGCATTTA GTCGGGGCTG 8 95 980 
ATTTAGATGC TGATGAATTG CTTTTACCTG CACTCCAATT AGCTAAAAAA CGTGTGGTCG • 8 9604 0 

TGAAGCGTCC TGACTATGCG GAATTTCTTT GTGGAAAACA ACCGCACTTT AGCCATGAAA 896100 

CGAAAAATCA TCGCTTTGAT ATTTATATGG GAGCATCCCA ATGCTAAGAG AAAGTGCCGT 896160 

TGTTATTAGC TATGAAAATG GCATTGCCAA AGTGAAATGC CAATCCCAAA GTGCCTGTGG 896220 

CCAATGCGCA GCTAAAAACA GTTGTGGAAC ATCAAGCCTT 7CCGAATTAA ACGGTAAACG 8 96280 

TGGCGAGCAT ATTTTTAATG TGGAAACATT AATGCCATTA CGCGAAGGTC AAATTGTTGA 89634 0 

AATTGGATTA GAAGAAAAGT CGATGTTGTT GTCGGCATTA TTGATGTATG TTGTACCGCT 896400 

TTTGACCTTA TTGATTGTGA CTATGTTGTC CGATTACATA AGCGATAATG AAATTCTGCG 8 96460 

TGCCATTTTA ATCTTTGGAT TAACCGCACT TTCTTTCATT TTGGTAAAAT CTTATAGCAG 896520 
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AAAATTAGGG CAACAAACAG AATTTCAGCC TGTTTTATTG CGTGTATTAT CTTGAGTTTT 8 965 80 
TTACTCGCTT TTTATTATTA CTGCGATTTA GATCGCAAAC TATAAAGCTA GTTATTTAAA 896640 
TTACCCATTG AAAAAAGCTC TTTAGAGGC7 TGGTCAAAAC TTAGTGATGA TGTGGCAAAA 896700 
GTTGCTATTC TAGCAATGCC TGTTATACTT TATGGCGAGC AACCGCTTTT CCTAAAAGGA 8 96760 
TGAAATATTA TTTTTTTGCT CATTATTGCT TATGCTTGCC TTGTGATGGG GCGTAAATTT 896820 
CGTCAATTAG TGGAGGGAAA ATAATATGTG GCTTACTATA GGGCTTGGCA TTGTTTCGCT 8 968 80 
TCTTGCTATT GGCGGACTTA TTTTTGCCAA TTATGCAGCA AAACATTCTT AATTTATTAA 895540 
CCCCGATCTT TCGGGGTTTT CCGTATCTAA AGTGCGGTGA TTTTTAAGGT TATTTTTATG 8 97000 
AACAATCAGA TTCCTTTACT TGGAATTACC GGTTATAGCG GTAGTGGTAA AACAACATTA 8 97060 
TTAGAAAAAC TTATCCCAGA ACTGATCGCT CGTCACATTC GCGTTTCAGT GATTAAACAT 8 9712 0 
AGCCATCACA ATATGCAAGT TGATAAGGAA GGAAAAGATA GGTGGCGTAT GAAAGAGGCG 8 97180 
GGTTCTTCTC AAGTCATTTT AGCGAATGAT GAACGCTGGG CGATTATGAC GGAAACGCCA 8 9724 0 
AAACCTGTTT CATTGGATTA TTTAGCGCAA CAATTTGACC GCACTTTAAC GGATTTAGTG 8 97300 
TTGGTAGAGG GGTTTAAACA AGAGCCAATT CCAAAGATTT TGCTCCATCG TCAAGAAATG 8 97360 
ACAAAACCTT TACCCGAAAT TGACGAATAT GTGCTCGCAG TTGCAACTAA TTATCCCCTT 897420 
GAAATTGACC GCACTTTGTT GGATATTAAC CGCATTCCGC AAATTGCCGA TTTTATTGAA 8 97480 
AATTGGTTGC ACCATTTTCA CGGAGCACGA TGACTACTGA ATCCAATGCC TATCGCGGTT B 9 754 0 
TAGCTTGGGT AGCAGCAATG GCACTTTTTA TGCAAAGCCT CGATGCGACC ATTCTAAATA 89760 0 
CAGCTTTACC CGCGATATCT TCCGATTTAC ATAAACCCGC CTTTGAAATG CAAATGGCGA 897660 
TTATTGCTTA TTCTTTAGCT GTTGCATTAT TTATTCCTCT TACCGCTTGG GCTGCGGCAA 89772 0 
AATTTGGGAC ATTAACCGTT TTTCGTAGTG CAGTTTTCAC GTTTATTTTA GGTTCAGTTG 8 9778 0 
CTTGTGCCGC GGCCTCTAAT TTAGAGAGCC TTATTTTAGC CCGAGTGATT CAGGGGATAG 8 9784 0 
GCGGTGCCTT TATGATGCCG GTGGCGCGTT TAGCTATTAT TCAAGCTGTC CCCAAACAAC 8 97900 
AATTAGTGAA TGCTTGGAAT TTAATGGCAA CTGCAGGTTT GATTGGGCCA ATTCTAGGGC 8 9796 0 
CTATTTTAGG TGGATGGTTA GTCATTCACG CCAGTTGGCA CTGGATTTTT TTAATTAATA 898 02 0 
TTCCAATTGG TGCGCTAGGA ATTTTGGCAT CGGGCAGCGT GATGAACAAT ATCAAGGGCA 89808 0 
AGGCAGAAAA ATTAGATTGG ACAGGTTTTT TACTCTTTGC ATTGGGGTTA GTTGGTATTA 8 9814 0 
CGCTTGGTTT GGATTTACTC GGCGAAAGTC AGCATAATTC AAGTGTAACt TATAGCATAT 898200 
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TAGTTGTTGG TATTCTGTTA CTCG7AACTT ATTGTGGCTA TGCTAAAAAC AATGAAAATG 898260 
CCATTTTACC TTTATCCCTT TTCCGAAC7C GTACATTCAG ATTAGGTATT ATTGCCAATA 898320 
TTTTTATCCG ATTATCTGCA TCTGGTGTGC CCTTTTTATT GCCTTTGATG TTCCAATTAT 898380 

CTTTCGGTTA CAGTGCTGAA ATGTC7GGC7 GGCTATTAGC ACCGATTGGG TTAATTTCTG 898440 

TGATGTTGAA AATATTAATT GGACGAAT77 TAAATCGTTG GGGTTATAAA ACCACGTTAA 898500 

TTTCATCCGC ACTTTTGATG GCAGGTTCT3 TGATTTCAAT GGCTTGGTTA GATAAACAAA 898560 

GCTCTCTAAC TTGGATTATT TGTAATCTTA TGTGGTATGG GGCTTGTATG TCGATCATTT 898620 

TTACTTCAAT TAATACGCTG GCTG7AGGCG ATCTTTCAAA ACAACAGTCT GGCACAGGCT 898680 

CTACCGTATT AAGTATTGTA CAGCAAGTTG GGATTGGATT TGGTATTGCT GTGTCATCAA 898740 

TAATCTTAAA TCTTTATCGA CATTTCTTTA GCGCAAGTGA TTG CTTACCA CAGGCATTCA 893600 

GCTATACTTT TTTAACTTCA TCACTTTTTG TAATCGCCCT TGTTTGGTCG CTTATGAAAT B9B860 

TACATAAACA TGATGGCGAT CATTTACGAA AAATGCCTTA GATTAATTTG TTATAATCCA 898920 

TAGAATTTTT TTATTTAAAA AAAGGGAAAT TTGCTTATAT CTTATTGATA TTTCTTGTTG 898 98 0 

GTGGAGATAG CTCCATCGTT TAACCATAAA TGGTAGGGCA TTCCCTGCCT AACATTGAGG 899040 

TATGCTTATG AAACTAAAAG CAACATTAAC TCTCGCCGCT GCAACTCTTG TTTTGGCAGC 899100 

TTGTGATCAA TCTAGCTCGG CAAATAAATC TACCGCTCAA ACTGAAGCAA AATCCTCGTC 899160 

AAATAATACT TTCGTTTATT GCACAGCGAA AGCTCCATTG GGATTTAGCC CTGCGTTAAT 899220 

AATTGAAGGT ACTTCTTATA ATGCAAGCTC ACAACAAGTG TATAACCGCT TAGTTGAATT 899280 

TAAAAAAGGC TCAACGGATA TTGAACCAGC TTTAGCTGAA AGTTGGGAAA TTAGCGATGA 8 99340 

TGGTTTAAGT TATACTTTTC ATTTAAGAAA GGGTGTTAAA TTCCATACAA CAAAAGAATT 8 99400 

TACCCCGACA CGTGATTTTA ATGCAGATGA TGTTGTATT7 TCATTCCAGC GTCAGTTAGA 899460 

TCCAAATCAT CCATATCACA ATGTATCTAA GGGGACTTA7 CCATATTTTA AAGCAATGAA 899520 

ATTCCCTGAA TTGTTGAAAT CAGTGGAGAA AGTAGACGA7 AACACAATTC GTATTACCTT 8 99580 

AAACAAGACA GATGCGACTT TCTTGGCTAG TCTTGGTATG GA777TATTT CTATTTATTC 8 99640 

TGCAGAATAT GCTGATTCAA TGCTGAAAGC GGGTAAACCA GAAACACTTG ATAGTCGCCC 8 99700 

AGTGGGGACA GGCCCTTTTG TTT7TGTGGA TTATAAAACA GA7CAAGCCA TACAATATGT 899760 

TGCGCATGAA AATTATTGGA AAGGTAGAAC ACCTTTAGAT CG777AGTCA TTAGCATTGT 899820 

GCCTGATGCA ACAACACGTT ATGCAAAATT ACAGGCGGGT AC773CGATT TAATTTTAT7 899880 
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CCCAAATGTA GCGGATTTAG CCAAAATGAA AACCGATCCA AAAGTACAAC TTTTGGAACA 89994 0 
AAAAGGTTTG AACGTAGCGT ATATCGCATT CAATACCGAA AAAGCACCGT TTGATAATGT 900000 
CAAAGTGCGC CAAGCGTTGA ATTACGCAG7 GGATAAAAAA GCGATTATTG AAGCGGTTTA 900060 
TCAAGGCGCA GGAACATCAG CTAAAAACCC ACTTCCTCCA ACAATTTGGA GTTATAATGA 900120 
TGAAATCCAA GATTATCCGT ACGATCCAGA AAAAGCAAAA CAACTTTTAG CAGAAGCGGG 900180 
TTATCCAAAT GGTTTTGAAA CTGATTTCTS GATTCAACCT GTTATTCGTG CTTCTAATCC 900240 
AAATCCAAAA CGTATGGCTG AATTAATTAT GGCGGATTGG GCGAAAATTG GTGTAAAAAC 900300 
TAACCCAGTG ACTTATGAAT GGGCTGATTA TAGAAAACGA GCAAAAGAGG GAGAATTAAC 900360 
TGCGGGTATC TTTGGTTGGT CTGGCGACAA TGGCGATCCT GATAATTTCT TATCCCCATT 900420 
ATTAGGTAGC TCAAATATAG GTAATTCTAA TATGGCACGT TTCAATAATT CAGAATTTGA 900480 
. TGCTTTACTC AATGAGGCTA TTGGATTAAC CAATAAGGAA GAACGTGCGA AACTTTATAA 900540 
ACAAGCTCAA GTTATTGTCC ATAATCAAGC ACCTTGGATT CCAGTTGCCC ACTCTGTTGG 900600 
TTTTGCACCA CTTAGTCCTC GTGTAAAAGG TTATGTACAA AGCCCATTTG GCTATGACGC 900660 
TTTTTATGGT GTGAGTGTTG ATGGTAAATA ATTCATATTG ATTTACTTAT TTTAAGCCCT 900720 
TATTTATAAG GGCTTTTTAT TTATCAAGGA TTATTCTGTA AAAAATATGT TAAATAACTT 900780 
TAACTTGAGT ATAATGCTCA GCATTATTTC TATCGAATAT GATTCCGTAG AATAATAAAA 900840 
ATTAATTGTT AATATAAGGA ACAAAAATGG ATTTCAATCG AATTATCACT CATATGAATG 900900 
ATCATCATCA AGATGATATG GCTGTCCTTT GTAAAAAATT TGGCGGCGAA AAGGAAATCA 900960 
CAGATGTGAC GTTAGTTAAT GTAGATTTTG CTGGTTTAGA TTTTAAATAT AATGGTGGCA 901020 
AAACATTACG TGTGGAATTT CCACAACAAG CTGACGCAGG TTCAATTAAA CAAGTAATCA 901080 
TCAATCTTTG TGTAGAAAAT AAACCAGTTG CAAATTACGA TCGTATGAAG GCTAAAATTG 90114 0 
ATGAATTTCG TCAAGAGTTT AAAAGCTGTG TGCTTTCTAC TTTAGATAAA GATGGCTTAC 901200 
CGATGGCGTC TTATG CACCA ATTATTTTCT TTGATGGAAA ATATTATATT TATATCAGTG 90126 0 
CCATTGCAGA GCATTATGAG AATTTAAAAC GCAATCCAAA TCAAGTAGAA GTGATGTTTT 901320 
TAGAAGATGA AAACAAAGCG AAGTCAATTA TTGTGCGTAC TCGC7TACGT TATAAAGCAA 901380 
GTGCACGTTT TATTCCTCGT GAAGATCCAA TTGTTGAAAA AGTCTTAGAT AAATTAGCCG 901440 
AAACTATGAA TGATGTAGGC GGAATTAAAA CAATTCGTGA AT7TACTGAT TTTGATTTAG 901500 
TTGAACTTAC ATTTGGAACA GGCCGTTTTG TAAGAGGTTT TGGCCAAGCT TATTTGATTG 901560 
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ATGCTAATGG GGAAATTTCT CATA77GG7C- TCAAAGGCAA TCCACACGAA AAAGAAAGTG 901620 

ATAAATAATA TTGTCTCTTA ATGAAGATAA AGGGTTGAGT GTAAATTTAT ACTCACCCCT 901680 

TTTGTTTACG ATAAGTTCGA GTGAAATTGA AATTTCTTTA TTTTTTTACC GCACTTTATT 90174 0 

TTCATTAAGG ACAAGGCTTG CTTACTATAA TTTCGATAAC CTGTCTGTCG ATATGCTGCA 901S00 

TACTTTTTGA TGCAATAGAA CAGAGATTAT CAATAGTTCG ATCAAGATCG TGTTCGACAA 90186 0 

TACCTTCATT GCCGCAGCAA TAGGCAATCC AACCATGCCA GTTCCAGGCA CAGCAACGCC 901920 

CAATCCATTT TT CATC AG AT TAGGCGAAAC TTTTGCTTCA ATGCGTTCAG GTGTTTTGCC 90198 0 

TAAATATTTC GCAGCTGTAG CAGATGCGAG CGCAAGAGAA ATGGGTTCGG TACAGCCTAG 902040 

GGCTGGCATA ACATCGTGTT TAACGATGTG GAGTAATGGT TTTTCAATTT CGTTAAGTCT 902100 

TTCTAAATTC ATTATTACCT ATCCAATTAA TGCGCTTCAT CCCAATTTTG TCCAACACCT 902160 

ACTTCCACAA TCAATGGGAC AACTAATTCA GCAGCGGCTT CCATGTGTTG TTTAATTTGC 902220 

TCACGGAAAA ACGCGACTTT TTCTGACCGC ACTTCAAACA CTAATTCATC ATGTACTTGC 9022 BO 

ATAATCATTT CAATATCTGG ATCGTGACGG ATTACTTCAT CAAGTTTAAT CATCGCTCGT 902340 

TTAATAATAT CCGCAGCCGT GCCTTGCATC GGTGCATTGA TTGCCACACG TTCTGCTCCT 902400 

TTACGACGCA TTGCATTGCT AGAATTAATA TCTGGTAAAT ATAAACGGCG ACCAAATAGC 902460 

GTTTCCACAT AGCCTTGTGC TTTCGCTTTT TCACGAATAT CAGTCATAAA TTGTTGTACG 902520 

CTAGGATAGC GTTGGAAATA TAAATCCATA TATTTTTGTG CATCAGCACG GGAAATACCA 902580 

AGTTGGCGTG AAAGTCCAAA GGCGGACATT CCATAAATTA AGCCGAAATT AATCGCTTTA 902640 

GCATTGCGAC GTTGCTCGCT GGTGACTTCA TCTAATGATA CACCGAAAAT TTCAGCTGCG 902700 

GTGGAGCGAT GAATATCCTT GCCTTGCGAG AACGCATTAA TTAAGCCTTG ATCGCCTGAA 902760 

AGATGCGCCA TAATGCGTAA CTCAATTTGA GAATAGTCAG CGGCGACAAT AGAATAACCT 902820 

TCACGCGCGA TAAATGCTTG TCGAATATGA CGACCTTCTT CATTCCGAAT TGGAATATTT 902880 

TGTAGGTTTG GATCACTTGA TGATAAACGC CCTGTCGCCG TCACCGCTTG ATGATAAGAG 902940 

GTATGCACTC GGCCTGTTTG TGAATTGACC ATTTGAGGCA GTTTATCCGT GTAAGTGGAT 903000 

TTAAGTTTGC TCAACCCACG ATGTTTAACC AAAATTTTGG GTAATTCGTG GCTATAGGAT 903060 

AATTCTTCCA ATACTTCTTC ATTCGTTGAT GGCGCACCTT TTGGCGTTTT TTGTAAAACA 90312 0 

GGTAGCTCAA GTTTATCGAA CAAAATTTCT TGTAATTGTT TGGTGGAGGC TAAATTGAAT 90318 0 

GGCTGACCCG CTAATGCGTA AGCTTGTTTT TCAAGTGCGG TTAATCTTGA GGCAATTTCG 90324 0 
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TTAGATTGCA TAAAGAGAGC ATCACTATCA ATCAAAACGC CTGTACGTTC CATACGAGAA 9033 00 
AGCACATGAA GCAATGGTAA TTCCATTGTT TTATACAATT CAACAAGCGT TGGTTCTTCT 9033 60 
TGCAGTTTCA ACCACAGTGC TTGT73TAAT TTCATTGTCA CATCAGCATC TTCTGCCGCG 9034 20 
TATTCTGTGG CTTGTTCTAA TGGAA77TGA TTAAACGTAA GCTGACTTTT CCCTTTTCCT 903480 
GCAAGGCTTT CAAATGCGAT AGTT7CATGA CCTAAATAAC GTTTGGCTAA ATCGTCCATA 903540 
TTATGACGAC CCGTACTATT TAGCGTATAG GAAAGCAACA TCGTATCAAA TTCAACACCT 903600 
TGTAATTCAA TGCCATGACG GGCAAAAATA CTTTCATCAA ATTTAATGTT TTGTCCAATT 9036 60 
TTGTGAATAT TAGGATTTTC TAAGATTGGT TTGATAGCGG CAAGTGCGGT . CGATTTTTCG 903720 
AGTGTTTTTG GTGCATCCAA ATAATCCAAT TGCAATGGTA AATAAGCAGC TTCGCCATTT 903780 
TCAAGAGCAA AAGAGATACC CACTAAATTC GCAGACATAT AATCAAGGCT GTCTGTTTCA 903 84 0 
GTATCGACTG CAATGAGTTT TGCTGCATTG AGCTTTTCAA TCCAGCGGGT TAAATCCGCT 903 900 
TGAGTGAGCA AGGTTTCATA TTTTGTACGA TCGATTTGAA TTTTAGGCGT ATTTTCCACC 903 960 
GCACTTTGAT CTTGTGAGGT CGCTTTATAC TGGTTCATTT TCACTGGCTG TTCAGTGGTT 904020 
TGGGTAATAG AATCTGCCCC ATTCATCACT TCATTAAGCC AGCGTTTAAA TTCGTAGCGA 904 080 
GCAAAATATT CAATAAGTTG ATCCTTTTGG CTTTCTCCAA GCAACAATTG ATCTGTTGTC 904140 
ACGTTAAGTT CAACATCGGT TTTGATGGTT GCTAATGTAT AAGAAAGATC GGCATTGTTT 904200 
TTTTCTGCCA ATAATTTTTC ACCTAATTTT TTCGCTCCAC GAATTGGCAG TTCCGCTACT 904260 
TTTTCAAGAT TGGCATAAAT TTCAGCCATG CTTCCTATGC CTTGTAGTAA ACCAAGTGCG 90432 0 
GTTTTTTCGC CCACGCCAGC AACGCCAGGA ATGTTATCTG CACTATCGCC CATGAGTGCT 904380 
AGATAATCAA TAATGAGTTC AGGTGGAATA CCGTATTTT7 CAATCACGCC CTTGCGATCT 90444 0 
AATAAGCTAT TATTCATGGT GTTGATGAGC ATAATATTGT CATCCACCAA CTGTGCCATA 904 50 0 
TCTTTATCGC CAGTACTAAT GAGTACTTTT TTACCCAAAC TTGATGCTTG TAGTGCGAGC 904560 
GTGCCGATCA CATCATCTGC CTCAATCCCT TCCACCACTA AAAGCGGAAT GCCCAATGCA 904620 
CGAATCATAT CGTGCAAAGG CTGAATTTGT TTGCGTAAA7 CATCAGGCAT TGGTGGTCGG 90468 0 
TGAGATTTAT ATTGTTCAAA CATTTCATCA CGAAATGTT7 7CCC7TTTGC ATCAAAAACA 904740 
ACGGCTATAT GAGTGGGCTG TACTTGTGAG ATGAGGCTT7 TTAACATATT TAACACGCCG 904 800 
TACATCGCGC TTGTTGGCTC ACCTGCGGCA TTAGTTAAAG AAGGAAAGGC ATGAAATGCA 904 86 0 
CGATATAAAT AAGAAGAACC ATCCACTAGC ACAAGCGGA7 7TG7TGCAAT TTGGGCCATA 904920 
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AAAATCTCGT TTTAAACTGA AAAA7STGGG CATTATAGCG TAATTTATGG TGATGAGCGA 904 980 

ATGGCGGGTT TAATGTAAAA TTTATGACGA ATATTTTTTG CTATGGCATA ATATCAGCCA 905040 

TTCAAATATT TAATTTAAGG AAATCAAATG TCGTTAAAAT TGGTCGAAAT TTTAGTTTTG 905100 

GGTCAGGTTT TGCGTTTAAA TGTACCCATT GAACAAGAAG AATTACTGCG CCAAGCTGCG 905160 

CGTAATTTAG ATATATTGGT TTCCGAAATG AAAGAAAAGA CAGGCCTTAT TCAGCTTGAT 905220 

CGTGTGCTTT CTATTGTGGC ACTCAATTTG AGTTTTGAAT TAAGCCAAGA AAAAAATAAA 905280 

ACGGCTAAAA TTGAAGAGGT ATTGAGAACG GGTATCCAAC AATTAGATCA TTCATTAGAA 905340 

AATATTCGTG TTACAAAAGA ACCGCATTAA ATTAATGATC AAATTAGAGT CATTTTGTCG 905400 

TTTTATAAGC AACTCGTTAA ATTTGACAAA TAAATGCTAG TCAATACTGA GAATTTGGGC 905460 

TAGTATAAAC CCATAAGAAT TACCTGGAGT GTTCGTCAGT AGGCTATGTC CCTGAGCCGA 905520 

TACTTTAAAT CTTATAAATT GGTTTCCTAT CGTTGGTGTG TAGGCTTAAC CTTTGACTCG 905580 

TTCATTGGGC TAAGAAACCT GAAAACGGTA TCAACTGATT TCCTTGAACC GTCGGGTTCA 905640 

AGGACTACTG CCCGCAGCGG CACTCTGGGG TCTTCCTTTT CATTTCTATG AATACTCAAA 905700 

AACGCCAGCA AATCCGCACT GAAATCCGAA AAATACGTGC AAATTTAACC GCACTTCAAC 905760 

AGCACCAAGC TGAACAATCG GTTACTCAAC ACGCGTTAAA TCTTATCGAG CAACGACAAG 905820 

CCAAAAATAT TGCATTATAT TTTTCTTTTG ATGGTGAAAT TTCCACAAAA GCCTTAATCC 905880 

AATCCCTGTG GATGCAAAAT AAAAATGTGT ATTTGCCTGT TTTACATCCT TTTACTAAAC 905940 

ACTATTTATT GTTTTTACGC TATTTACCTG ATACGCCAAT GAAACAAAAT CAGTTTGGCA 906000 

TTTGGGAGCC AAAGCTAAAT GTTCAAAATG TTTTGCCATT AAATGAACTG GATATTTTAT 906060 

TTACGCCATT GGTGGCTTTT GATAAAAAAG GAAATCGCCT TGGTATGGGC GGTGGATTTT 906120 

ATGATCGCAC GTTGCAGAAT TGGCAAAATA AATCTTTTAT TCCAGTGGGG TTAGCGTACC 905180 

AATGTCAGCA AGTAGAAAAT CTTCCCACTG AGCATTGGGA TGTGCCACTA TTCGATATTT 906240 

TGGTAGGTTG AAAC CTATCA TCAAATTTTT ATTGATAGAT AAAATCAAAA TATTTCATTT 906300 

TTTCTCTTGA AATTTATTCA ACCGAGCTTA CTTAGTTTAT GCAAATGGCG AAAGCCGAAA 906360 

TCAAATTGAG GAAAGTGTAT GAACATTGAA AAATTTACGA CAAAATTCCA AGAAGCGTTA 906420 

AGCGAACGAC AATCACTTGC TATCGGAAAA GACAATCAAT TTA7TGAACC TGTGCATTTA 9 064 80 

TTGACCGCAC TTTTAAATCA ACAGGGCGGC TCTATTGCGC CAA7TTTGAC AGCAAGTGGC 906 540 

GTAAATGTGG CTTTATTGCG TAATGAATTA AAGACAGAAC 7AAA7AAATT GCCGCAAGTG 90£fftfo 
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ATTGGCAATG GCGGTGATGT ACAACTTTCA CGCCAGCTTA TTAATCTACT TAATTTATGC 906660 
GATAAATTCG CACAGCAAAA CCAAGATAAA TTTATTTCGA GCGAATTGTT TTTGTTTGCA 906720 
GCTTTAGAAG AACGAGGAAC GATCAGCGA? ATTTTGAAAA AGTGCGGTGC GAAAAAAGAA 90678 0 
CAAATTTCGC AAGCTATTCA GCACATTAGA GGGGGACAAA ACGTGAACGA TCAAAATGCA 906840 
GAAGAAAGCA GACAAGCGCT TGAAAAATAT ACGATTGATT TAACCGCTCG TGCAGAAAGT 906900 
GGCAAACTTG ATCCTGTAAT TGGGC3TGAT GAAGAAATTC GTCGAGCCAT TCAAGTATTA 906960 
CAACGTCGTA CCAAAAATAA CCCTGTGTTA ATTGGTGAAC CAGGTGTAGG GAAAACGGCG 907020 
ATTGTCGAAG GCTTGGCACA GCGCATCGTA AACGGCGAAG TGCCAGAAGG TTTGAAAAAT 907080 

AAACGTGTGC TTTCATTAGA TATGG3 GGCG TTGATTGCTG GTGCGAAATA TCGTGGTGAA 907140 

TTTGAAGAAC GTTTAAAAGC AGTACTCAAT GAACTTTCGA AAGAAGAAGG TCGCGTTATC 907200 

CTCTTTATTG ACGAAATTCA TACTATGGTC GGCGCGGGTA AAACCGATGG TGCGATGGAT 907260 

GCGGGTAATT TGTTAAAACC AAGTTTGGCA CGAGGCGAAT TACATTGCGT GGGTGCAACT 90732 0 

ACTTTAGATG AATATCGTCA ATATATCGAA AAAGATGCCG CACTTGAACG CCGTTTCCAA 907380 

AAAGTCTTTG TGGACGAACC AAGTGTAGAA GATACCATTG CGATCTTACG TGGTTTGAAA 907440 

GAACGTTATG AAATTCATCA TCACGTGGAT ATTACTGACC CAGCAATTGT CGCTGCAGCA 907500 

ACGCTTTCAC ATCGTTATAT TTCCGATCGT CAGTTACCAG ATAAAGCCAT TGATTTGATC 907560 

GATGAAGCAG CGTCTAGCAT TCGTATGGAA ATAGATTCTA AACCTGAACC GCTTGATCGT 907620 

CTTGAACGTC GTATTATCCA ATTAAAATTG GAACAACAAG CGTTACAAAA AGAAGAAGAC 907680 

GAAGCAAGTC GCAAACGTTT AGAAATGTTA GAGAAAGAAT TGGCTGAAAA AGAACGTGAA 90774 0 

TACGCCGAAC TTGAAGAAGT ATGGAAATCT GAAAAAGCAA CGCTTTCTGG CTCTCAACAT 907800 

ATTAAACAAG AGTTAGATAC TGCAAAAACC GAACTAGAAC AAGCTCGTCG CGCGGGTGAT 907860 

TTAG CGAAAA TGTCTGAGTT GCAATATGGC CGCATCCCTG ATC7TGAAAA GCAACTTGAG 907920. 

CAAGCTGAAA CCAGCGAAGG AAAAGAAATG ACGCTTTTAC GCTATCGCGT CACAGATGAA 907980 

GAAATCGCAG AAGTGCTTTC TAAAGCCACA GGCATTCCTG TATCAAAAAT GATGGAAGGC 908040 

GAGAAAGAAA AACTCTTGCG TATGGAAGAT GAACTACATA AACGAGTGAT TGGTCAAGAA 908100 

GAAGCGGTTG ATGCGGTAGC AAACGCGATT CGTCGTAGTC GTGCAGGTCT TTCCGATCCT 908160 

AATCGCCCAA TTGGTTCTTT CTTGTTCCTA GGGCCAACAG GTGTTGGGAA AACAGAGCTT 908220 

TGCAAAACTT TGGCTAAATT CTTGTTTGAT AGTGAAGATG CGATGGTGCG TATTGATATG 90 8280 
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TCAGAGTTTA TGGAAAAACA CAGTGTTTCT CGTTTAGTTG GTGCGCCTCC AGGCTATGTC 908 340 

GGCTATGAAG AAGGCGGTTA TTTAACTGAA GCTGTTCGTC GTCGTCCATA TTCAGTGATC 908400 

TTATTAGATG AAGTTGAAAA AGCACACGCA GATGTATTCA ATATCTTATT ACAAGTGTTG 9034 60 

GATGATGGTC GTTTAACTGA TGGTCAAGGT CGTACTGTGG ACTTCCGTAA CACTGTGGTT 908 520 

ATTATGACCT CTAACTTGGG TTCTGATTTA ATCCAAGGTA ATAAAGACGA AAGCTATAGC 908580 

GAAATGAAAG CCTTAGTGAT GTCAGTGGTA AGCCAACATT TCCGCCCAGA ATTCATCAAC 90864 0 

CGTATTGACG AAACCGTGGT ATTCCATCCA CTTGGTAAAG AAAATATCCG TGCGATTGCA 90B700 

AGTATCCAAT TAGAACGCTT AGCAAAACGT ATGGAAACTC GTGGATACGA ATTGGTGTTT 908760 

ACCGATGCTT TATTAGACTT CATTGGCGAA GTGGGATACG ACCCAATTTA TGGTGCACGT 908820 

CCATTGAAAC GTGCTATTCA ACAAGAAATT GAAAACAGCT TGGCACAACA AATTCTATCT 90888 0 

GGTGCGTTAT TACCTGGTAA GGTTGTTACC ATTGATTATG CCAACGCAGA AGTTCAAGCG 908 94 0 

AGACAATAGG TATTAAAAAA GTGCGGTAAA TTTACCGCAC TTTTCTTATG AACCTAAACG 909000 

CTGACGTACA ATTTCAAATA AACATACCCC TGTTGCGACA GATACATTTA ATGATGAAAC 909060 

TGAACCAGCC ATTGGAATGC TAATCAGTTG ATCGCAATGT TCACGTGTTA AACGACGCAT 909120 

TCCTTCGCCT TCGGCTCCCA TAACAAGTGC TAGTGGTCCT GTCAGTTTGC TTTGATAAAT 909180 

GGTTTCAGTT GCTTCGCCAG CAGTGCCAAC CACCCAAATA TTATGGTTTT GCTGTAAATC 90924 0 

GCGTAGTGTG CGAGAAAGAT TGGTTACACG AATTAACGGC ACGGTTTCTG CCGCGCCACA 909300 

AGCAACTTTA CGTGCAATAG ATGTTAATTG TGCGGATTTA TCTTTCGGTA CGATCACTGC 90936 0 

CACTGCGCCC GCTGCATCCG CTGTTCGCAA ACATGCTCCC AAATTGTGTG GATCTGTGAC 90942 0 

GCCATCCAAA ACTAATAAAA GCGGATTTTG TTTATTCGCA AGAATTTCAT CAAGATCATT 909480 

TTCATTAAGT TCTTTTGCCG CTTGTACTCG AGCAATGACA CCTTGATGAA CCTCACCATC 90954 0 

GGCTTTTTTA TCAAGTGTTT GTCGATTAAC AAATTGCACA CCAATTCCCA GGGAATAAAG 909600 

CTCATTTAAG AGTGGCTGTA GACGTTTATC TTCACGGCCT TTAAGTACGA AGACTTCAAT 909660 

TAAACGTTCT GGTGAATGGG TTAAAATACT ATTAACAGCA TGAATGCCGT AGATTTGTTC 909720 

TGACATAAAT TTCTCTTTTT CTTATTTGAA TTTTTAATTC ATTCTTACAA TAGGAAGTGA 90978 0 

ATTATTTTCG TTTTCTAGAT GTTTTCTTCG AAACGTCTTT CTTTTTTACC GCACTTTTTC 90984 0 

GTTTTTTGGA GGCTTTGGAC GGTAGCTCTT TAAAAACTTT CTTAGCTTTT TCTTTCGCGG 9 09900 

TTTTTCCAGC TCGACGAGGC TTACGTTCAC TACCTATTAG CGAGAAATCG ACCATTTTAT 909 960 
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TTTCTAAATG TACCGCTTCA ACTTTGATGC GAACTTTATC GCCTAAGCGA TATTGCATTC 910020 



AGGTGGAAAT ATGGACTAAA CCATCGATGA ATAAATCATC TAAGCGTACA AATAAACCAA 910140 
ATCCCGTCAC AGATGAAATA ACACCGCTAA ATTCGCCACC GACATGATCT TGCATATATT 910200 
CACATTTCAG CCAATCAGCC ACTTCACGAG TTGCGTCGTC AGCGCGGCGT TCGGTCATTG 910260 

AACAGTGATT GCCAAGTAAA TCCATTTCAT CAAAAGAGTA ATGATAACCG CCTGTATCGG 910320 

TGGTTTTACG TTTAGCGCCT TGTTCTTTAG CGAGTAAATA TTTGATACCT CGATGAAGTG 910380 

TTAAGTCTGG ATAACGGCGA ATTGGCGAAG TAAAGTGAGC ATATTCTTCC AAAGCCAAGC 910440 

CAAAGTGCCC AATATTATCA GCATGATAGA CGGCTTGACT TAATGAACGT AGCAACATTG 910500 

TTTGAATAAG TTCATGATCA GGCCGTTCTT TAACTTTTTC TAAGAGAGCA GCATAGTCTT 910560 

TTGTAGTTGG TTTTAATCCG CCTTCTAAAG TTAAACCAAA CTCACTTAAG AAAGTnCGGA 910620 

ACGATGTTAA TTTTTCTTCG CTCGGGGTGG CATGAATGCG ATATAACGCT GGCTCTTTAT 910680 

GTTTTTCCAT AAAATTGGCT GCTGCGATAT TCGCAAGAwT CATACATTCC TCAATGATTT 910740 

TkTGGGCATC ATTGCGAACA ACGGGTTCAA TACGCTCAAT TCTCCCCATT GCATTAAAAA 9108 00 

TAAACTTAGT TTCAATGGTT TCAAAATCGA TCGCACCACG TTGATGACGC GCACTAAGCA 910860 

AAGCTTGATA GAGTTTATAA AGTTCTTCTA AATGAGGCAC AAGCGTAGAA TAACGAGTGC 910920 

GTAATTCTTC ATCGCCTTCA AGCATTTTTG CTACTTTGGT ATAAGTGAGG CGAGCGTGAG 910980 

AATTCATCAC TGCTTCATAA AAGCGATAAT CTGTGAGCTT ACCTTTGGCA GAAATTTGCA 91104 0 

TTTCACACAC CATACACAAA CGATCCACTT GTGGGTTAAG AG AG C ATAAG CCGTTCGATA 911100 

AAATTTCGGG TAG C ATAGGT ACAACTCGGT TCGGAAAATA GACCGAGTTA CCACGATTAT 911160 

GCGCTTCTAC ATCCAAAGTG GAACGTAAAC GTACGTAATA ACTAACATCC GCAATCGCCA 91122 0 

CCCAAAGTTT CCAGCCTTTG CCGTGTTTTT CACAATAAAC GGCATCATCA AAATCCCGCG 911280 

CATCTTCGCC ATCAATGGTC ACAAGCGGTA AATTGCGTAA ATCCACACGG CCTTTTTTTG 91134 0 

CTTCTTCAGA GACTTCTTCA GTGAATTTTT TAACATATTT TTCwACCGCA CTTGGAAACT 91140 0 

TATGGAGAAT ATCGTGGTTA CGCAAGGCGA TTTCTACTTC CA7TCCTTTC GC CAT ATT AT 91146 0 

CGCCTAGGAT TTCAGTGATT ACGCCAATTG GCTGGTTAAA ACT3GCAGAA CGTTCTTGCA 911520 

ATTCGACAAC GACAACTTGT CCCATACGTG CACCATTACG ATG7TCATTT GGCACGAGAA 91158 0 

TATCTCGACC AATTCTGCTA TCATCAGGCA CCACATAGCC AAAACCGTTT TCTAAGAAAA 91164 0 



CGCTATTTTC GCCGATTAAA CGCTGTTTTG CTGCATCGAA TTGGTAATAA TCGTTTTCTA 



910080 
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AACGACCCAC AATTTGTTTT TTACGGCTTT CTAATACGCG CACAATTCGC ACTTCACGGC 91170 0 

GACCACGACG ATCTAATCCA GCAGGTTG CG CTAAGACAAA ATCTCCATGC ATGACTCTTT 911760 

GCATTTGATG GTTCGGAATG AATAAATCAT CCTTTTTGCC ATCGACCTGT AAAAAACCAA 911820 

AACCTTCGCG ATGACCAATT ACCGTGCCTT TAAATAAATC TAATTTTTCT GGTAAGGCAT 9118 BO 

AGCGTTTACG TTTGGTGAAC ACTAATTGTC CGTCATTTTC CATCGCGCGT AATCGGCGAC 911940 

GCATCGCTTC TATTTGATCT TCATTTCGAA TGGAAAGTGC GGTCAAAATT TCATCCCGAT 912000 

TCATCGGTGC ATTATTGTCT CGAATAACGG TTAAAATAAA TTCACGGCTC GGGATTGGAT 912060 

TGCCGTATTT TTCCAATTCT CGTTTGTAAT GCGGATCTTG GTTTATTAAG TTTTTACGTT 912120 

TTTTTGTCAT TATTTTTTAC AGTTTTAAAA AGTGCGGAGA GTTTGACACT GTAAGGAGGA 912180 

TAATGCAAGA CGGGGATAAA ATTATCACTG TATATTTTAA GGATATTTTA AAATTGAAGA 912240 

ACTTAACGAT CTTTCCCCAG CACTATAACA GTGATGACTT TTTATAGATA TTTTTAAAGT 912300 

ATGAAAAGCG CGGTAAAAAT TTTATGCAGG AACGCGTTCT GTTACGAGCA TTTGTAGTTT 912360 

TCGTAAAATA ACATTTAATA CTACGCCATA GGCTGGGACG AACAAGATAA TTCCTATAAA 912420 

TAATTTAAAT AGATAATCTA CAAAGCCGAG TTGTGCCCAG TGTTCAGCCA TGAACGGATC 912480 

TGCACTTTGG TAGAAGGCGA TACTGAAGAA AACAAACGTA TCCGCCATTG AACCGAATGT 912540 

CATTGAGCTA GTTGGCGCCA CCCACCATGT TTTTAACTGG CGTAAGCGGT TAAATACGAT 912600 

CACATCAAGC AATTGTCCTA CAACGTAAGC TGCAAAACTT GCAATAGCAA TACGGAATAC 912660 

AAACAGATCA AAATGCGTTA ATGATTCGAA ACCTTGGAAT TTGCTTTCAG AGAATAAAAC 912720 

AGATATGACG TAACTTACAA TAAGTGCAGG AAACATCACT ACGAAGATGA TTTTTCTCGC 91278 0 

ATCTTCCGCA CCGAAAATTC GTACGGTTAA ATCAGTAGCT AAAAAGATAA ATGGGAATGT 912840 

GAGCGTTCCC CAAGTGCTGT GGAAAGrAAA ATCATTTGCT GCACCAAGTG CGGTCAATTT 912900 

TAGCGTGATT TCAAAAGGGA TTTGTACAAA GTAATTGCTC GC7GCAATGA TGAATATGTG 912960 

GAAAAAGCTG AGCCAGATGA TTGCACGACG TTTTTGTTGA TCA7TAAAGA TCGGAGAGGT 913020 

TAATTTCATG TTGTACCTTT TTAGTTTAAA TAAATCGGGG 77AGGGAACC CGAGGTTGAA 91308 0 

TATAGGGGGC TAGATGATAC GCATATTTCT AATAATTGCA AGAGTCGATT GCATTTGAGT 91314 0 

TTTATATTTT ATGAAAATTG ACGAATGATT TTACAGCCTT 7A77CTATT7 GCGTTTTTCA 913200 

TCAAATTTGA AAGGAGAGAA AATGGAGTTA CACAATATTC G7GATGAATA TACTAAACGA 913260 

GTGCTTTCAC AACATGATTG CCATGAAAAT CCAATTTCGC AA777GAACA GTGGCAGAAA 9l3>art) 
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GAGGCTATTC ATGCTCAAGT CAATGAGCCA ACCGCAATGA ATATTGCGAC TGTTGATGAA 913380 
CAAGGTCGCC CAAATAGCCG AATGGTTTTG TTAAAAGAAG TCAATGAGCA AGGTTTTGTC 91344 0 
TTTTTTACCA ATTATCTTAG TCGAAAAGGC GGCTGTATTG AGCACAATCC TTATGTCGCG 913500 
CTGACTTTCT TTTGGCCTGA ATTGGAACGC CAAGTGCGGA TTGAAGGTAA GGCGGTTAAA 913560 
ATTCCAGCAG AACAATCCGA TAAATATTTT GCTACCCGAC CTTACACCAG TCGTATAGGA 913620 
GCTTGGGCAA GTGAGCAAAG TGCAGTGATT TCTAATTATA AATCTTTGTT AGCAAAAGCC 913680 
GCATTGGTTG CCGCTAAACA TCCGTTAAAC GTGCCGCGCC CAGATTATTG GGGCGGCTAT 91374 0 
TTAGTCGTGC CAGAAACCGT GGAATTTTGG CAGGGGCGTC CAAGCCGTTT ACATGATCGC 913 800 
ATTCGTTATC GTAAAGAAAG TGATAATTGG ATTAGAGAAA GACTTTCTCC TTAGTAAATT 913 860 
GAGAATGAAA ATAACCGCAC TTTAGTTGTA TCCCGAAAGT GCGGTTAATT TTTTCTAAAT 913 920 
TTTAGCGTTT AGCTTTATTT ATTAATGCGT GCTAGTACTT GTTGTTGTAC GATTTGCACG 913 S80 
TTTGCGATCG TTTTCCGTTA AAAGTTTTTT ACGGATACGA ATCGACTCAG GTGTTACTTC 914 04 0 
CACTAGTTCA TCATCATCGA TAAATTCAAT CGCTTGTTCA AGACTGAATT TTACAGGTGT 914100 
AGTTAGCACA ATCGCATCGT CTTTACCTGA CGCACGCATA TTAGTTAGTT TTTTACCTTG 914160 
CAAGCAGTTT ACGGTTAAGT CATTTG AG CG GCTATGAATA CCGATAATTT GACCTTCATA 914220 
AACTTCTATG TTTGCATCAA TCATTAACTT ACCACGTTCT TGTAAGCCAA ATAATGCATA 914280 
GCCAAGTGCT TTACCTGTTG CATTAGAAAT CAACACACCA TTTTT GCGCT GACCAATTTC 914 34 0 
GCCGCCTTTG ATTTCATCAT AGTGGCTAAA GCTTGAGTAA AGTAAGCCTG TACCAGAAGT 914400 
CATGGTCATA AAATCACCAC GGAAGCCAAT CAATCCACGA CTAGGGATAA TGTATTCCAA 914460 
ACGCACACGA CCTTTACCGT CAGGCAACAT ATCACGAACT TCACCTTTAC GGATACCCAA 914520 
TGCTTCCATC ACAGAACCTT GATGTTGTTC TTCCACATCG ATAGTTACTT GTTCGTATGG 914580 
TTCTTGTTTT TTACCGTCAA TATCACGATA AATTACTTTT GGACGAGAAA CCGCAAGCTC 91464 0 
ATAACCTTCA CGACGCATAT TTTCGATTAA CACGGAAAGA TGTAATTCGC CACGACCAGA 9147 00 
TACACGGAAT TCATCTGGGT TTGGGGTTTC TTCTACGCGT AATGCCACGT TGTGAACCAA 914760 
TTCTTTATTT AAGCGTTCAA GAATTTGACG CGATGTGACG TAT7TACCTT CTTGTCCCGC 91482 0 
AAATGGAGAG GTATTTACAC AGAAGAACAT GGTTACGGTT GGTTCATCAA CCGTTAATGA 9148 8 0 
TGGCAGTGCT TCAACTGTGT TGATATCACA AATCGTATCA GAAATATTTA ATTCTCCTAA 91494 0 
ACCAGTGATA GCAACAATAT CGCCAGCATA AGCAACGTCT TC7TCATAAC GTTGTAAACC 915000 
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AAGATGTCCA AGTACTTGAC 


CGATACGACC 


TTGACGAGTT 


TTTCCTTCAC 


TATTGATGAT 


915060 


AGTAACAGGT TGGTTTGGTT TAATCGAACC GCGCTTAATA 


CGACCAATAC 


CAATAACGCC 


915120 


TACATAGTTG TTGTAGTCTA ATTGTGAAAT 


TTGCATTTGG 


AATGGCGCAT 


CAAGTTCTAC 


915180 


TTTTGGCGGT TCTACATGTT TCACAATGGC 


TTCAAATAAT 


GGGGTCATAT 


CTTCCGCTAA 


915240 


ATCTTCGTGT TCAAGACCAG 


CAACACCATT 


TAATGCTGAA 


GCATAGATAA 


TAGGGAAGTC 


915300 


TAATTGTTCA TCGCTTGCAC CAAGATTGAC 


AAATAAGTCA AACACTTGAT 


CCACAACCCA 


915360 


GTCAGGACGT GCACCAGGGC 


GATCAACTTT 


ATTAATTACG 


ACGATTGGTT 


TTAAGCCGTG 


915420 


AGCGAATGCT TTTTGTGTAA 


CGAAACGCGT 


TTGTGGCATT 


GGGCCATCAA 


ACGCATCAAC 


915480 


AACTAATAGA ACAGAATCCA 


CCATAGAAAG 


TACACGTTCA ACTTCGCCAC 


CGAAGTCTGC 


915540 


GTGCCCTGGA GTATCCACGA TGTTAATGCG 


GTAGTCATTC 


CAGTTAATCG 


CGGTATTTTT. 


915600 


TGCAAGAATG GTAATGCCAC 


GTTCTTTTTC 


AAGATCGTTT 


GAGTCCATAA 


CGCGTTCATC 


915660 


CACATCACCA CGAGCAGATT 


CAAAAGTACC AGATTGTTGA AGAAGTTTAT 


CTACAAGAGT 


915720 


GGTTTTACCA TGGTCTACGT 


GCGCAATAAT 


GGCGATGTTA 


CGGAGTTTTT 


TAATATCAAT 


915780 


TTCGTTTTTC ATTGTTTAAT 


GCTTTAATTG 


GATAAGATGC 


AATTTTTATT 


GCATTGTTAC 


915840 


ATAAAAAATG GCGCAATGAA 


TTGCACCCTA 


CATTTCTACA TTTGTCGAAA 


AGGAAAAATT 


915900 


ATACATGTAT TTTTLTTTTT 


CTGCTATGAC TAGAATAAGA AAAATAAATT 


TCATGAAAAA 


915960 


ATAGCATGGC TACGTTATAA 


TGTGCGCTTA 


TCTTAATAAG 


ACTAACCATA 


GAGGATTTCC 


916020 


TAATGCCAAA CGCAAATGCA 


ATTGCCAATG 


TATTTAAGCT 


AATTGAAGAA 


AATAATGTGA 


916080 


AATTTGTACT TCTTCGATTT 


ACCGATATTA 


AAGGTAAAGA 


ACA7GGTGTT 


TCTATCCCAG 


916140 


TTAGCCTTGT TGATGAAGAT ATGTTTGAAG 


ACGGCAAGAT 


GTTTGATGGT 


TCCTCTGTTG 


916200 


AAGGATGGAA AACCATTAAT AAAGCCGATA 


TGTTGCTTAT 


GCCAATGGCT 


GAAACGGCAA 


916260 


TTGTTGATCC ATTCGCGCAA 


ATTCCAACGC 


TTTCTATTCG 


TTGTAGTGTT 


TATGAACCAA 


916320 


CGACAATGCA AAGCTATGAT CGCgATCCGC 


GCTCTATTGC 


AATTCGTGCA 


GAAAATTATA 


916380 


TGCGTTCAAC AGGTATTGCT 


GATCAAGCTT 


TTTTTGGTCC 


AGAGCCTGAA 


TTCTTCTTAT 


916440 


TTGATGATGT GCGTTTTAAT 


GTATCAATGA ACAAAGCATC 


-i--^- r CT ATT 


GATGATATAG 


91nS0O 


AAGCTGCTTG GAACACGAAT 


AAAAAATATG 


AAGAAGGCAA 


TAACSCTTAT 


CGCCCATTGA 


916560 


AAAAAGGTGG ATATTGTGCC 


GTTGCACCGA 


TTGATAGTGC 


GCACGATATT 


CGTTCTGAAA 


916620 


TGTGCTTGAT TTTAGAAGAA 


ATGGGATTAG 


TCATTGAAGC 


CCA7CATCAT 


GAAGTGGCGA 


916680 
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CTGCAGGGCA AAACGAAATT GCGACTAAAT TTAATACGCT AACTTTAAAA GCGGATGAAA 916740 

CTCAAATTTA TAAACATGTC GTACAAAACG TTGCATTAGA GCACGGTAAA ACGGCGTGTT 916800 

TTATGCCCAA ACCAATTACT GGAGATAATG GTTCGGGTAT GCACTGTAAT ATGTCGTTAA 916860 

GTAAAGACGG AAAAAATATT TTCCAAGGCG ATAAATATGC AGGCCTTTCT GAAACCGCAC 916920 

TTTACTACAT CGGCGGTATC ATTAAGCACG CTAAAGCCTT AAATGCGTTC ACTAATCCAA 916980 

GTACTAATTC ATATAAACGT TTAGTGCCTG GTTATGAAGC ACCAGTATTG TTGGCTTACT 917040 

CTGCAAGCAA TCGTTCAGCC TCAATTCGTA TCCCTGCTGT AACCAATCCA AAAGCGATTC 917100 

GCGTAGAAGC ACGTTTCCCA GATCCATTGG CAAACCCATA TTTAGCATTT GCTGCATTAT . 917160 

TAATGGCAGG TCTTGATGGC GTGGTAAACA AAATCCACCC AGGCGATGCG ATGGATAAAA 917220 

ATCTTTACGA TCTTCCTCCA GAAGAATTAA AAGATATTCC TGCAGTAGCA AGCTCGTTAG 917280 

AAGAAGCGTT AAATTCATTA GAAAAAGACT ATGAATTCTT AACTCAAGGT GGCGT ATTTG 917340 

CTAAAGATTT TATTGATGCG TTTATCAGTA TCAAACGTAA AGAAGTGGAA CGTTTAAATA 917400 

TGGCACCACA TCCAGTTGAA TTTGAAATGT ATTATGCATA ATGATATATA AACAAGAACA 917460 

ATGCGGTGAA ATTTCGCCGT ATTTTTTTAA AGGAGTAAAT ATGACTAAGA TTTCTTCTCA 917520 

AAAGAATGAC TAGATTGATT TAATGGAGCT TTTCTGCGTA TTCATAGCAA TAGCTGGCGT 917580 

ATAGGCCTGT ACGGCAAAAG AGCAGTGGAC TTCAACTGAT ATTGGGTTGT GCCTCGTTCA 91764 0 

ACCGATTTCG GTAACTTACT GCCTACACGT GTGGAATATG CCACATTATT GGCGACAGTG 917700 

AATTTTCTTC TGTAGCGTTA TCAGGTTCAT TGTATGGTCA ATTTAGGCAC TTCCTTCTTT 917760 

CTAGAGATTT AAAACGCCAG TTCTTAAAAC AATCTGTATG GGTGAAAATT ATACTAAGGA 91782 0 

GATGACAGAA GAATAAAGAC ATATTTATAT TGAAAATGTA GTCTCTAAGT ATTTAGTTGT 91 78 BO 

TCACGAAATT GATCCGAAGA AAAAAGATTT AACTGAGTTG GATAAAATAG CTTTAAAAAT 91794 0 

TACCTTTTCA GCAGAAACTC CAAAATATGC ACAATCTGTA TTGACAGAGT ATGTAAATTT 918000 

TGTAAGTCAA TATAGTCTTA ACCAAACAAA CCAAGAGTTT AAACAGGGAT TTAACCTCCG 918060 

TTTAGATGAG CTGAGATTTA GTAAAGAACA AATTGAAGAG AATCTAACAG AAGAAAAAAA 918120 

GGTTCAAGTT GAAAACTTAA CAAATGCGTT AGATATTGC7 AAAAAAGCGG GTATTAAAGA 918 180 

TTTTTCAAGA GGAAATAATA TCTCTGATTC TAAATTAGCA GATGGTACAT ATTTATTTAT 91824 0 

ACTCGCTGAA AAATATTTAC AGGCGCAACT AGATATTGCT AAAAACACAC CTGTTGTTTA 918300 

CCCAGCTAAT TATTATATTA CAGATAGACA GTTATTTAAA TTAAATAAAT TAGCTTCACA 918360 
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ATTGGAATTA GTTGAGGATG TAAAAACGTA TTATTATTTA AGGTCTCCTG ATTATCCTGT 91842 0 

GGTTAAAGAT AATCCTAAGA GATCG7TGAT TCTTGCTATC GGGTTTATTA TCGGTATTCT 918480 

GTTACCTACT TTCTTTATTT TATTAGGTTC GGTTATACAA ACTAATAAAA AGCAGTCATG 91854 0 

AAGAAAAAGG CTATTTTTAT CAGTACGGGA GCGGTTATTA TCTTTAAAAT ATTAACTCCC 918600 

TGTTATAGCT GGTGTACTAG CAAAATTTAT GATGCTTTCC GAAAATGTTT GCCTGCAATG 918660 

GATAATCCAT ATTTTCAAGA GAGC73ATCT GAAAAGGATT ATGAACTGAT TAAGGCGTTC 91872 0 

TTAGCTGGTG AGAATAAAAG GAAAACTAAA TGCTTTTATG ATCTGTAAGG AATAAAGAAT 918780 

GAGCTTAATT AAAGATAGTT CTATTTATTT AATCGGAGAG TTATCTGCAA AATGTGTACC 91dS4 0 

TTTTCTATTA CTACCCTATT TATCGCGTAA ATTAGGGGTA GAAGGATTTG GGGAGCTTTC 918900 

TTACTATCAA ACGTTTTTAC CTTTATTTGT AATTTTTATT GGGCTAAGCC AAGATGGCGC 918 96 0 

TGTTGCTCGC TATTTTTATG TGTATGGTAA ACGCTCATTA AATTTAGTTG TGAAGACAGG 919020 

CTATGCCTAT ACGCTTAGTA TTGGTGGATT AGGTTTGCTT TTTTGCTGGT TAATGCAATC 919080 

TGAAATAATG TTTTACTTAG TATTAAGTGC GATATTTCAG GTGTTTCTTT CAGTTCAGCT 91914 0 

CAGCATTAGA CAATGTCAAA AACAAGCGAT TCCCTATACT TTTATTCAAG TTTCTTCAAC 9192 00 

GATTACAAAT GCAGCACTTA CTATATTAAT GCTTGAATTC TATCAAACAG ATTTGGTAGA 919260 

AAAACGTATT TTAGCAATTT TAATAAGTAA TGTTTTTGTA GCTTTACTTT CTTATTTAAT 919320 

CTATAGAAAA AGAGTAAATA ATAAAAAGTT TTATTTTTTA CAATATAAAA CAGCTTTTTT 9193 8 0 

CTATATAATG TCTTTTGGTT TTCTGATGAT TTTTCATCAC GGTAGCTTTT TTATTAGGCA 919440 

ATTGGATAGA ATCTTTATTT TTCATCGCTT TAGCGAAGCG GAATTAGGTT TATATGCAAT 919500 

GGGAGCGCAA ATTGCATTTA TCTTATCAGT TTTTATTTTA GCGATAAATA AAGCGCTTGT 919560 

TCCCTATCTG TTTGAGAAAT TAAAACAAGG TAGTGTTAAG TTAAAAGATT TACATAGATG 919620 

GTCGTTACTT TCATTATTGA TTGTGCCTAT TCCATCACTT GTTACCTTAA TTGTTCCGGA 91968 0 

ACAATGGCTA TTGTTCTTCT TAGGCAAACA TTTTATCGGG GTAAAATACT ACATTATAGT 91974 0 

ATTCTTACTC TCTACGAGTT TAACCATCCC TTATTTGTTC TTAGTAAATT ATTTGTTTTA 91980 0 

TCACGGAAAA ACTAAAGAAA TTTCGTTTTG CTCTGTATTA TCAACAATGA TTTACTTGGG 91986 0 

AGCATTGGGG GGATTAATTT TTACGGATGT GGTTTATATT CCTTATGCTA GTGTATTGGG 91992 0 

GGCATTGGGG ATTTTACCTG TATTATATAA AATAACAAAA AGAG7AGAAG AAAATGAATA 9199 80 

TGCCACTCAT TAGTATAATA ATGCCTGTTT ATAATGCAGA ATGTTACCTT AATCAAGGTA 92 0040 
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TTTTATCTTG CTTAAATCAA TCTTATCAAA . ACATTGAATT AATTTTAATT GATGATGGTT 920100 

CAACAGATAA AAGTATTGAA ATAATAAATA ACATCATTGA TAAAGATAAG CGGGTTAAAC 920160 

TTTTCTTTAC CCCAACTAAT CAAGGGCCTG CAGCGGCAAG AAATATAGGG TTAGAAAAAG 92 0220 

CACAAGGTGA CTATATTACA TTCTTAGATA GTGATGATTT TATTGCAAAT GATAAATTAG 920280 

AAAAACAACT TAATTTTATG TTGCAAAATC ATCTTGTAAT GACGCATGGC AACTATGCTT 920340 

TCTGTGATTT GGAAGGAAAT CAGATAAAAT TAGTTACGAC TAGTAAAAAA ATTGATTATT 920400 

TAACCTTATT ACAAGGTAAC CAATTTAAAA TAATGACTGT ACTTGTTGAA AGAGAATCTA 9204 60 

TTAAATTACT TAGGTTTCCT AATATTAAAC ACGAAGATTA CGCCTTCTTT TTGGATTGTT 920520 

TAAAAGAAGT TAAACAATCT ATACTATATA GCCATCAGGC AAGTTCATTT GTAAGAATCG 920580 

GTAAAGTCAG CGTTTCATCA AATAAATTTA AAAGTGCAAT CTGGACATTT AATATCTATT 92 064 0 

TTAAAAGAGA GAAACTAGGT GTAGTAAAAT CAATTTATTA TTTTATCCTC TATGCCTATA 9207 00 

ATGGATTTAT TAAATACAAG AAATAAAAAT ATGATTTCAT TACTTATTAT TAGCTTCGGG 920760 

CGTTATCAAG AAGTATTGGA AACGTTTGCA TGTGTCAATA AATATCATGG CAATAAAATT 920820 

GAATTACTTT TCCTTGATAA TAATCCAGAA AGAGAGTTGG AAGCGGATCT ATCTTCTATT 92 08 80 

GTAGAAAATA ATAGTGGCAT TTTATTTAGC TATTTTCATA CAGGTGAGAA TCTAGGTGTT 92 0940 

GCTGAAGGAC GCAATTTCTT AATTGAAAAA GCTCAAGGCG ATATTTTAAT TACACTTGAT 921000 

GACGATGTTG AAATTGAAGA TATTACTCTT TTAATTCAGA AAGTGACTGA TTATATGGCA 921060 

AATAATGCTA AAGTAGGAGC ATTAGCCTTT AATATTAAAA ACTATTTTAC TCGTAAAGCA 921120 

TTATCACACG AGATCCCACA TGGTAATAAA AAGTTAGATT TTTCACAGAA TTTACTGACT 921180 

TATTATTTTA TTGGTGCTGG GCATGCAATA AGGGAAAAAA GTCTATCAAA AAGCGGGGCT 921240 

TTACCCTAAG GATCTGGGGC TATATGGTGG CGAAGAAAGA GAT7TGTCAT TTAGGATTTT 9213 0 0 

AGAATCAGGT TATCAGATAC TTTATGCTAG TGATATTGTG ACTTACCATA AGGTTTCACC 9213 60 

AGATGGAAGA ATGAGTAAAG AAAAAGAAAA CTTCTTTCGC TATCGTAATC AATTGATCGT 9214 20 

TTTAAATCGT TATATGCACT AGAATCTATC GCTATAGTGC AAA7TTGATT TGGTCTCTAT 9214 80 

TCTATTTGAT TAAAAAAAGT GGAACCTTGA AAGAGGTAAT AGAAGTTTTT CATTATTTAT 921540 

CTTTATTGTC TAAATGCACA ATATCGAGAA GAACTTTATT ATATATAAAG AATGTTAATG 921600 



GTAGATTGTT TTATTAAATT TATATGGTTA TATATTTGCT TCTATTATTT TTACTTATAT 921660 
TTAGTAGTGC CATTGATGCT TTTGGAACAT CAAGGAAAAA TAA3TATTTT TTCTTTTTTA 921720 
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TAAGTTTTAT GCCCTTTTTC TTTGTTGTTT CTCTTAGAGA TGGAATTGGA GTAGATTATT 9217 80 

ACCAATACTA GGAGCTTTTT AATT7ATCCA GGCCAATATA TGATGTTAAT ATAGGTGCTT 92184 0 

TAACTAAAGA ACCCAATAAT ATTTAATTGA GATATCTACT ATTTGAATCG TTGGTTAAGT 921900 

ATTTATCTAA TAGCTTTAAT GTTTTTTTAT TTTTATATGA TATTGTTTTA TTCTATTTTC 921960 

TATATCTTGG AATTAGAAGA TATCCATTTA AGTCTTTTTA GTTATTAATA TTTTTTGCTC 922020 

TTTTTCATAT TTATTATATT AGTGGACACA GACAGGCTAT GGCAATGGTT ATTTATCTTA 922080 

TCTTATCTTA TCTTATCTTA TCTTATCTTA TCTTATCTTA TCTTATCTTA TCTTTTTCAT 922140 

TGTTCTAGTG CTTTATATCT GCTTCCTTGC TTATTACTTT CTTTTTTGAT TTTAAGATAA 922200 

GGGATATTTT GATTTTATCT CTCTTATCCG CTATTTTAGT ATATTATGAT TTTTTCGGGT 922260 

GGGTATAGAG TATTTGTATG AAAATTACTC TAATGTTAGC TATATATTTG GTAGGGTTTA 922320 

TTATTATTTT GTCCAATATT CTGGAGGGAA AATTAATACC TTAAACTATA TAAAGGTTTT 922380 

CTCTATATAT GTAATGGTTT TATACTTTTA TAATAAGATT AATAGAAGTT TTGGGTTGAT 922440 

GATTTTATTA TATTTTTTTA GGAGTGGTGG TCTTGCCTTC AGGATCTCTG AGTTGTTTCT 922500 

TATATTTTCT ATTCCGCTTT TTGCTTTGTT AATTAATGAA CTATCTGGAG TAAATAGAGT 922 560 

TTTAATGTTT TTTATTTTAG TGTATTATAT TTCTATAGTT TTCTTGAGAA GAATATATGT 922620 

TCATGTGGTG TTTGGTGTAA ATACATTTTT ACCTTATAAA CCAATATTCG ATAGTTATCT 922680 

ATAAAAAGGT TTTAAATGAA ATTTGTTTCT ATAATTAGTA ATTCTAGGAT GTTATTTTTA 922 740 

TTTTTGTTAA TAACCGCCAA GTCTGATAGA GAGAGTTGTT TGTATATATT TGACGAAAAT 922800 

ATTCGAGGTG TTAATATAAC TCCTACATTT GTTTCTACAA GAGCTAAGGG GTTATTTGAT 922860 

CTTTTTATAA AAAAACTTAG AAGTAGGGTA GCTTTATCTT TCTTTTTACT AAAAAGAAAA 922 92 0 

ATAAAGTTGG AAGAGACTAT AGTTTATGGT GCAGATCATT TGTCTCATTC ATTGTTATTT 922980 

CTGAAGAAGT GTTCTTTCTT TTTAATAGAA GATGGTACAG AAAATTACCA CCAAAAAAGT 92304 0 

TATAAGAGAA GTTGGAAAAA TAAACTATTT TCAATACCAA AATTTGGAAT GTATAAAAAT 923100 

GTAAAAAGGA TCTATCTTAC AAAGAGAGAG AATGTTCCTG ATTGTATAAA AAGTAAAGTA 923160 

GAATACATAA ATATCAAAGA TCTTTGGTTT AAAAAGACAG AAGAGGAAAA ATTAGAAATC 923220 

7TATATCTAT TGGGGATAGA TATGAAAAAA ATTCAGCTAT TGATTGGCGA GCCTTTTATT 923280 

TTATTTACTC AACCTTTATC TGAAGATTAT ATTCTTACAG AAAATGAAAA AnTTGATTTA 923 34 0 

TATAAAAGCn TTATTGATAA GTATGATGCA TCAAAnTTGG TGA7AAAGCC TCAnCCAAGA 923400 
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GAGAnGACGG ATTATTCTAG AnTTTTnCCA AATGTTAAGG TGTTTGATGA AACCTACCCT 923460 

TCGGAAGTAT TGGATATTTT GGAAGTGAAA TTTAGTAGAG TAATTACTCT TTTTTCTACA 923520 

GCAGCTTTTT CTTACCCCAA AGAGAAAGTC GATTTTTATG GAACCAAAAT ACACCCTAAG 923580 

TTATTAGCAA AGTTTGGAAA TATTGAGTAT GAATAGATTA TTTTTTTCTA AAATTGCGTT 92364 0 

ATGGTTATTG GATTTTTTAA CATTTAATAT TTCTTTTTTA TTATCCTTAT TTGTTATTTC 923700 

TTATTATCAT AATGGTTATG AAAAATATTT ACCTATTTAT GAAATTGATG ACAGAACATA 9.23760 

TATTCATGCT GTTTTAGCTG GAATA7GTGT TGGATGGTTT GCTATTAGGC TAAGACATTA 923820 

TACTTATAGA AAACCTTTTT GGTTTGAGTT AAAAGAGATT TTTAGAACAC TTATTATCTT 923880 

TGCGATTTTT GAACTTGCAA TTGTTGCATT TCCTAAATTG TATTTCTCTC GCTACTTATG 923940 

GGCGCTTACA TGGGGGATTA CCTTTCTACT TTTTCCATTG GCGAGAGTTT TAGTAAAGAA 924000 

ATTTCTTATA AAATCAGGTT GGTTTCTTAG AGATACAATT ATGATTGGTT CTGGGGATAA 924 060 

TGCTTTTgAT GTTTATAATG CATTAAGAGA TGAACCTTAT TTGGGGTTTC AGGTCACGCA 924120 

TTTTATTTCA GTTTCTAATA TTAGTAATAA TGTAAAGGAA TTAAATATTC CTATATTAAA 924180 

TAGTATGTCT TCTTGGACAT CAGTAACTAA AAAAACAGAT CAATTTATTA TTGCATTGGA 924240 

AGATGATGAA GAGGTAGATA GAAATAATTG GTTACGTTAT TTTnCCACAA ATGGCTATCG 924300 

TTCAGTTTCT GTGATTCCTA CATTGAGAGG CTTACCTTTA TATAATACGG ACATGTCTTT 924360 

TATGTTTAGC CATGAAATCA TGTTATTACA AATGAATAAT AATCTGGCTA AACTATCTtC 924420 

TCGTATTTTG AAACGAACCA TGGATATTGT TGTTGGCTCC TTAGCTATTA TTATATTTTC 924480 

CCCAGTGTTG CTTTATCTGT ATTTTGCAGT AAAAAAAGAT GGTGGTAATG CTATTTATGG 924 540 

GCATCCTAGA ATTGGTCGTA ATGGAAAAAC ATTTAACTGT TTGAAATTTA GAACAATGGC 924600 

TGTGAATTCT AAAGAAGTGC TAGATGAATT GCTAAGAACA GATCCTGAAG CAAGAGCTGA 924660 

ATGGGAAAAA GATTTTAAAT TAAAGAATGA TCCTAGAATT ACTAAAATCG GTGCTTTTAT 924720 

TCGCAAAACA AGTTTAGATG AATTACCTCA ATTATTTAAT GTTTTAAAAG GTGAAATGAG 924 780 

TTTAGTTGGG CCTCGCCCAA TTGTAATTGA TGAGCTAGAG CGTTATGAAG AAAACGTAGA 924840 

TTATTACTTA ATGGCAAGAC CCGGTATGAC AGGGCTTTGG CAAGTCAGCG GACGTAATAA 924 900 

TATCGATTAT AATACTCGCG TTTATTTTGA TTCTTGGTAT GTAAAAAATT GGTCACTTTG 924 96 0 

GAATGATATT GCGATTTTAT TTAAAACAAT GAATGTGGTT TTAAATCGTG ATGGAGCTTA " 925020 

TTAACGTTAT TTCTTAAGTG AGATTTCTTC TATTTGCATT ACCTTAAATT TATTAACCCA 925080 
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ACATGATGAA TATTTTAGTC ACTGGCGGTT CTGGCTTCAT CGGTTCCGCT CTTATTCGAT 92514 0 

ATATCATTAA TCATACTCAA GATTTCGTTA TCAATATTGA TAAGCTGACC TATGCAGCAA 9252 00 

ATCAATCAGC CTTGAGAGAG GTAGAAAATA ATCCTCGTTA TGTCTTTGAA AAAGTTGATA 925260 

TCTGTGATCT TAACGTAATA GAAAACATTT TCGAAAAATA TCAGCCTGAT GCGGTGATGC 925320 

ATTTGGCGGC AGAAAGTCAT GTCGATCGTT CTATTTCAGG AGCGGCTGAT TTTGTTCAAA 925380 

CGAATATTGT TGGTACTTAT ACGTTATTAG AGGTCGCTAA GAATTATTGG CATACTTTAG 92544 0 

ACGAGGCTAA AAAAACGACC TTTCGATTTC ACCATATTTC TACAGATGAA GTGTATGGGG 925500 

ATTTATCCCT TTCTGAGCCT GCCTTTACCG AACAGTCTCC TTATCATCCT AGCAGCCCTT 925560 

ATTCAGCCTC AAAAGCCGCA AGTAATCATC TAGTACAGGC TTGGCATCGC ACTTATGGTT 925620 

TACCAGTGAT TATCACAAAC AGTTCAAATA ACTATGGGGC TTATCAG CAT GCTGAAAAGC 92568 0 

TCATCCCTTT AATGATTTCA AATGCTGTGA TGGGAAAGCC TTTGCCAATT TATGGTGATG 925 74 0 

GGCAGCAGAT TCGTGATTGG TTATTTGTGG AAGATCATGT TCAAGCTTCA TATTTAGTTT 925800 

TGACAAAAGG TCGAGTCGGA GAAAACTATA ATATTGGTGG AAATTGTGAA AAAACAAACC 925860 

TTGAAGTGGT TAAAAGAATT TGCCAATTAC TCGAAGAACT TGCGCCAAGT AAGCCTAATC 925920 

ACATTAAGTA TTACGAAGAT TTAATGACTT TTGTAAAAGA CCGACCTGGG CATGATGTGC 925980 

GATATTCATT GGATTGTTCT AAAATTCATG CAGAATTAGG TTGGCAACCG CAAATAACCT 92604 0 

TTGAACAAGG ACTTCGTCAG ACGGTAAAAT GGTATTTGTT TAATAGTTCA TCTTCTTAAA 926100 

TAGGGTAAAC GATAAGAATG TTTATCTATC TTGTAATTTT TTCTCTTTTT ATTAGACAAT 926160 

AAAACACAAC ATAGCTGAAA AATAAAAAAT ATTGCCTGAG TTATGAGCCA AGAATGACTG 92622 0 

GCTTGTGAAA TAAAATATAT GGGAAACAAT ATGTATAATT CCTAAAATAC AAATACATTT 926280 

TGTTTCTAAA TTATGGGTGT TTAAATTTTT AATAAAGnAA AATATTGGAG TTAGAATAAT 926340 

CAGGATTAAT GCTATAAATC CAACTAAACC ACGTTTCACC CAAGATTCTA AATATTGATT 926400 

ATGTAAACTT CCAAAATTTA AAGTGGTTTT AGCCATTTG7 TTAGATTTTA CTTGTTTATG 92646 0 

TCTAAACTCA TCGTATCCAT CACTCCCATG GCCAAAGATA GGC3CTTCCT TTATAGCAAT 92652 0 

TAAGGCATTT TCCCACATGT CAAATCTGGC ACCTAATGAG GTATTTCTAT TGTTTTTTTC 926 58 0 

TAAATAGCTA ACAATATCTG ATTTTGCTGC GTTATATCGT TTTTCAATTC CGAATTTAGG 92664 0 

ACTGGTAATT AGTGCGGTTA ATCCAATGGT AATAATGGCG ATTAAAGTTA TAATAAGTTT 92 6700 

CTTATTAATG AATTCTTTGT ATAGAAATAA AATTATACCA ACTACAACGG GTAAGCCAAT 92^-60^ 
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CCATCCACCT CTAGCCCCAG ATAATGCACT AGTCATGATA GCAAdTATAA TGGCTACAAA 92 682 0 
CCCAAATAAT GTAGATTTAT ATTGTTTTTT GATGAAGAAG TGAAGAGTGA TAACAATGCT 92 6880 
GAATGTGGCT AAAGAGATCG CAATGTTGCC CATTTGTATA TGCATTGTTT CAGGAAACGG 92 6940 
TTTTTCATAT CCTAATGCAA ATTTCTGAAA TAACGCAACA CATCCTGTAA TTAATGCACT 92 7000 
AGAAGGAATT GCGTATAAAA TTGTTTTCCT TTTTATTGGA AAATTTTTGA ATAAAAGTAG 92 7060 
TAGAGGAATG AATAAAAGAA GTCGGCTTGG ATTATCTATT TCTCTAATTC CATCTTTATT 927120 
GATAATGATA GATAATAAGA ATGTGAAAAA ATAAAATAAA AAAGAAAAAA TCAGTTTTTT 927180 
ATCTTCAGAG CTAAAAGATA GTTTT7TCTT TAATGGTATG AAATAAATCA ATCCAATTGC 927240 
GCTTAATATT ATTGGCGCAT AGTTATAACC CTTTGGAATG ATTAAAATGG TTAAGAAAAA 927300 
TAGAGAAACT AAGAGGTTAA TTGTAAACGT TAGATGTTTT nnTTGAATCA TACGAATAAA 92 7360 
AGCATGTGTA ACTTAAATTT AGTAGATTCT ACCTTAAATA TTTGTAAAAT GCTTGTTATT 927420 
CATGATGGAA TGATGTGAAA TTAGGCATAA AACTGGTATA GTTTCTAAAT TTATTTTGTT 927480 
TATATATGGG GGAATAAATA TGCAAATTAC ACTTTCAAAT ACCTTAGCGA ATGATGCTTG 92 7 540 
GGGAAAAAAT GCGATTTTGA GCTTTGACTC TAATAAAGCT ATGATTCATT TAAAAAATAA 927600 
TGGAAAAACT GACCGCACTT TAGTTCAACA AGCTGCTCGT AAATTGCGTG GGCAAGGAAT 927660 
CAAAGAGGTG GAGTTGGTCG GCGAGAAATG GGATTTGGAA TTTTGCTGGG CGTTTTATCA 927720 
AGGTTTTTAT ACCGCAAAAC AAGATTACGC GATTGAGTTT CCACATTTAG ATGATGAACC 927 780 
GCAAGATGAA TTGTTAGCAC GTATTGAATG TGGCGATTTT GTGCGTGGAA TTATTAATGA 927840 
ACCAGCACAA AGTTTAACGC CTGTGAAATT AGTAGAGCGA GCGGCTGAAT TTATCTTAAA 92 7900 
CCAAGCGGAC ATTTATAATG AAAAAAGTGC GGTAAGTTTT AAGATTATTT CTGGCGAGGA 92 7960 
ACTTGAGCAA CAAGGTTATC ACGGAATTTG GACTGTGGGT AAAGGCTCTG CGAACTTGCC 928020 
AGCCATGTTG CAACTTGATT TCAATCCAAC ACAGGATTCG AATGCGCCCG TGTTAGCTTG 92 80 80 
TTTAGTTGGT AAGGGGATTA CTTTTGATAG TGGCGGCTAT AGTATCAAAC CAAGTGATGG 928140 
TATGAGTACA ATGCGAACTG ATATGGGCGG GGCTGCATTA TTAACGGGGG CTTTAGGTTT 928200 
CGCTATCGCT CGTGGATTAA ATCAACGCGT TAAGCTGTAT TTATGTTGCG CAGAAAATTT 92 8260 
GGTAAGCAAT AATGCCTTTA AGCTAGGCGA TATTATTAC7 TATAAAAATG GCGTGAGCGC 92B320 
AGAAGTACTG AATACTGATG CGGAAGGTCG TTTGGTGTTA GCTGATGGAT TGATTGAGGC 9283 80 
TGATAACCAA AATCCAGGTT TTATTATTGA TTGCGCGAC7 TTAACTGGCG CAnAAAAAGT 928440 
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GGCTGTAGGA AACGACTATC ATTC7GTATT ATCTATGGAT GATGAACTTG TGAAAAATCT 928500 

TTyCCAATCC GCACAAGCAG AAAATGAACC TTTCTGGCGT TTACCATTTG AAGATTTTCA 92856 0 

TCGTTCACAA ATTAATTCAT CTTTTGCCGA TATTGCTAAT ATTGGTTCGG TTCCAGTTGG 928620 

AGCTGGGGCA AGCACTGCAA CGGCATTTTT ATCGTATTTT GTAAAAAATT ATAAACAAAA 928680 

TTGGTTGCAT ATTGATTGCT CCGCGACTTA TCGTAAATCT GGTAGTGATT TATGGTCTGT 928740 

TGGGGCAACA GGAATTGGTG TGCAAACTTT AGCTAATTTA ATGTTATCAA GATCATTGAA 928800 

GTAAGGAGAT GTGATGACAG AAAGAACTTT TTCGATTATT AAACCTGATG TAGTAAAGCG 928860 

TAATCTAATT GGGGCGATCT TAACTCGTTT TGAGCAAAAT GGCTTTAAAA TCATAGCCTC 928920 

TAAAATGGTA CGCTTAACTC GTGAGCAGGC TGAAGGCTTT TATGCAGAGC ATCAAGGCAA 928980 

AGAATTTTTT GTGCCTTTAG TTGAATATAT GATGTCTTCA CCGATAGTGG TTTCTGTTCT 929040 

TGAAAAAGAA AATGCAGTGA AAGATTACCG CACTTTGATT GGTACAACGA ATCCAGAAAC 929100 

TGCAGCAGAA GGTACAATTC GTAAAGATTT TGCATTAAGT CAGCGTGAAA ACTCAGTTCA 929160 

CGGATCAGAT AGTATAGAAA GTGCAAATCG TGAAATTGCT TATTTCTTTA CTAATTCTGA 929220 

AATTTTTGAG CGTTAATTAA TAGCAAAAAG CACCTAAAAA TTTTAGGTGC TTTTAAATTT 929280 

TTAATGCTTA CAAAATTAGA CTTTCTTA AG GtTTATAGAT GAACTCAATT CCTTCATCGT 929340 

CTTCTTCGCT CCAATCATCA TCCCAATCTT CGTCATCATC AAATTGATGC TCTGCTAGTC 929400 

GTTCTTGATG ATAATCTTCC CATTTGAATT TTACTTCTTC AGGTGCAACT TGTTGTGTTT 929460 

CAGCTTCGCG AGGATTTGCG ATGATAAAGT CCATAATATC ACGACAAAGT GGAGAAACAT 929520 

TTTTCCCTGT TGCCGCTGAA ATGAAGTAAT AATCTTCTTC CCAACCTAAT TGTTCAGCAA 929580 

TTTCTCTGGC TCGCTCTTCA GCTTCTTCAT CGCTCATCGT ATCAATTTTA TTGAATACTA 929640 

ACCAACGTGG CTTTTCTGAT AATTTTTCAC TGTATTGGAA AAGTTCAGAT TCAATAATAG 929700 

CCATATTATC TGCTGGATTA GAGCCATCAA TTGGCGCAAT ATCGACTAAA TGAATAAGCA 929760 

CTCTACAACG TTCTAGATGT TTTAAAAAAC GAATTCCTAA CCCAGCACCA TCTGCTGCGC 929820 

CCTCAATTAA TCCGGGAATA TCAGCGACTA CGAAACTGTG TGAGTCATCC ACTTTTACAA 929S80 

CACCGAGACT TGGTACTAAG GTAGTAAATG GATAATCTGC AAC7TTTGGT TTGGCTGCTG 92994 0 

AAACGGCACG AATAAAAGTG GATTTACCAG CATTAGGTAA ACCGAGCATT CCCACATCAG 930000 

CAAGTAGCAT TAATTCCAAT AATAAATCGC GTTTTTCGCC CGGCGTACCC ATTGTTTTTT 930060 
GACGCGGTGC ACGGTTTACT GATGATTTGA AACGAGTATT CCCTAAACCG TGATAACCAC 
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CTTTGGCTAC CAACATTTTT TGACCATGTT GGGTTAAATC CCCCAAGGTT TCTTTGGTGT 93018 0 

CGTTATCAAT AGCACGAGTT CCCACGGGAA CAGGTAAAAT AATATCTTTA CCGCGACGTC 93024 0 

CTGTACAATC TGAACTCCGT CCATTCTCTC CACGCTCTGC GGCAAAGCGT TTATTAAAGC 930300 

GATAATCGAT TAAGGTATTG AGGTTTTCAT CGGCTTGTAA ATAGACATCG CCACCATCGC 930360 

CACCGTCGCC ACCATCAGGG CCGCCTTTCG GAATAAATTT CTCTCGACGG AAACTTACGC 930420 

AACCGTTACC ACCATCCCCA GCCTCAATTC GAATAAGGGA TTCATCAATA AATTTCATTA 930480 

AAACTTCTCC AAAATAAACC GCACTTTAAT GATTTTTATG CGGTAATAAT TTATGTCCAA 930540 

TTGCGGATAA AATTGCTCCG CATACTACAA CAAATGCGCC AATATAGCTA ATATTATTCA 930600 

ATTCCGGTGC CGCAAAATCT GCTGGGCTAA AATAATGCGC AATATGAGAA AATAGGATCG 930660 

TGAAAAGAGG TACAAGTGTG ATAACAACAC TGACTTTTGA TACATCCCAA CGATTAAGTG 93 0720 

CTTCCGCATA AGAGCCGTAT CCAATTAAGG TATTTAAACA GCAGTAAATA AAACAAATCA 93 0780 

GAGCTAAAGG TGTGAGTTCT TGTACTTGCG AGAAGTCAGC CATCGGCATA AAGGCTATGG 93084 0 

CACAACCTAA ATACATCATT AGCAAGATTT GTTGTGAATT AAATTTACGT AACATTAATT 930900 

TTTGCGCCAT TCCATAAGCG ACCCAAATAA GAGCACCCCC TACACCTAAA ATGACACCTG 930960 

TTGAATACTG ATTTAGTCCA GGCAAATGCA TCAAAACGAT CATTAAAGnA TAAGCCTAAA 931020 

CCAATTAATA ATAAGAAAAG TCCGATCTTT TGGTGCAACC CTAATTTTTC TTTGAAAATC 931080 

AGTACACCAC AGATGAGCAT TCCAAAAGAG GATAAATGAA TAAAAATTTG TGCAACTGAC 93114 0 

GGTTCAATGT AATTCAGCGA GCTACTAAAT AATAGAAAAT 7GCTGGTAAG ACCAATTACT 931200 

CCAATAAGCA TAATCCACGC ATATTGGCGG ACTTTCATTA ATTCAGGTAA TTGTTTTTTA 931260 

TAAGCAAGTA AAGCCAATAA TGAAACTGCA GCAATAATGA AACGATACCA TACGATAGTT 931320 

TGCGCATTCA TTACAGACAA AACTTGTTTC AAGGCAATAG GCAATGACCC CCAAGCCATA 931380 

GCGGTAATAA GCGCAAAGGT AAAGCCTAAT AAAGGTTGTT GTTTCATTGT TTGCTCGCTT 931440 

ATGTGAAATT AAAAAAGACA AAACGCCCCA nAAAATTGTA GGGCGTTTCA ATGGAATAGA 931500 

TTTTAAATTA TTCAGTAACA ATaACTACGT ATTTACGGC7 TT7CTCGCCT TTTACTTCAA 931560 

ATTTAACTTT ACCATCTGCG GTTGCGAATA AGGTGTGATC TCTTCCCATT CCTACGTTGT 931620 

TACCTGCGTG GAATTTAGTA CCACGTTGGC GAACGATAAT GCTACCTGCT AATACAGATT 931680 

CGCCACCGAA ACGTTTAACA CCAAGGCGTT TAGCTTCAGA ATCGCGACCG TTACGAGTTG 931740 

AACCACCAGC TTTTTTAGTT GCCATCTACT TGATCTCCTC TGAAATTATG CTTGAATCCC 931800 
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AGTGATTTTC ACTTCTGTGA. ACCACTGACG ATGAC CTTGT TGTTTACGGC TGTGTTTGCG 931860 

ACGACGGAAT TTAACGATTT TAACTTTCTC GCCACGACCT TGTGCAACAA CTTCAGCCAC 931920 

TACTTTTGCA CCAGCAACTA CTGGCGCACC AATTTTAACA TCTTCACCAT TAACGACCAT 931980 

CAACAnAGAA TCGAACTCAA CTGTTGCGCC AGTTGCAAGT TCAAGTTTTT CTAAACGAAC 932040 

AACTTGACCT TCGCTCACAC GGTGT7GTTT ACCGCCACTT TGGAAAACTG CGTACATAAA 932100 

TACTCCGCTT AATTGTGTTT TCCTGCTTTT TAGCAGTCCA CACTTAAAAA TTCATATAAA 932160 

TAGGTCGCAA ATTCTACGGA AAAA7CCTAC CTATGGCAAG ATTTTATTTA TAATAAAATA 932220 

AAAAAnTTCC CTTCATTTGC GGATTGATTT CAGAAAGTCT GAAAATTCGG GTAAAATGCA 9322 80 

CCGCACTTTT AACTGATAAA TGATGAAAAA TGAAGAAACA AGATCTTATG AGCATAGACG 932340 

AGATCCAGAA ACTTGCAGAT CCAGATATGC AAAAAGTTAA TCAAAATATT CTTGCTCAGC 932400 

TTAATTCAGA TGTACCGCTA ATAGGACAGT TAGGTTTTTA TATTGTTCAA GGTGGTGGTA 932460 

AGCGGATCCG TCCGTTGATC GCAGTTCTCG CAGCACGATC TTTAGGGTTT GAAGGATCTA 932 52 0 

ATTCAATTAC TTGTGCTACT TTTGTTGAAT TTATTCATAC CGCTTCTTTG TTACACGATG 932580 

ATGTCGTAGA TGAATCTGAT ATGCGTCGTG GGCGTGCTAC GGCGAATGCT GAATTTGGTA 93264 0 

ATGCAGCGAG TGTGTTGGTA GGCGATTTTA TTTATACGCG TGCATTTCAA TTAGTTGCAC 932700 

AGTTAGAATC ATTGAAAATT TTAAGTATTA TGGCTGATGC GACTAATGTT TTAGCGGAAG 932760 

GCGAAGTTCA GCAGTTAATG AATGTTAATG ATCCTGAAAC GAGCGAAssT AATTATATGC 932820 

GTGTAATTTA TAGCAAAACT GCCCGTTTGT TTGAAGTGGC TGGTCAGGCT GCGGCAATTG 932 880 

TCGCCGGTGG AACAGAAGCT CAAGAAAAGG CTTTACAAGA TTATGGGCGT TATCTTGGCA 932 94 0 

CTGCATTTCA GCTCGTGGAT GATGTATTGG ATTATAGTGC AAATACGCAA GCTCTAGGTA 93 3 000 

AAAATGTAGG CGATGATTTA GCTGAAGGAA AACCAACCCT TCCTCTACTA CACGCTATGC 933 06 0 

GTCATGGAAA TGCTCAACAG GCAGCTTTAA TTCGCGAAGC GATTGAGCAA GGTGGTAAAC 93312 0 

GTGAAGCAAT TGATGAAGTA TTAGCTATTA TGACTGAGCA TAAGTCTTTA GATTATGCAA 93 318 0 

TGAATCGTGC AAAAGAAGAG GCTCAAAAAG CAGTGGATGC AATCGAAATT TTG CCAG AAA 93324 0 

GTGAATATAA ACAAGCGTTG ATTTCATTGG CATATTTGTC TGTAGATAGA AATTATTAGT 93 33 00 

CCATAATTTA GCTTATATAC TTGATACCCA TTAATTTTAA TTAAACTTTA TGAATACAGA 933 36 0 

ACTTCAACCT AAACTAGAAA AAAGTGCGGT CAATTTTCAA GCTAAACCGC GAAAACAAAA 933420 

AATCCGTAAG GATCCTAACG CACCTTTTAT TCGTGAAAAA CTT3AGTTGC CAGATGGACA 933480 
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CAATAAGCTC CTTTTGCATT CTTGTTGTGC GCCTTGCTCT GGCGAAGTGA TGGAAGCAAT 933540 

TCTTGCATCA GGCATTGAAT TTACAATTTA TTTTTATAAT CCAAACATTC ATCCACTCAA 93 3600 

AGAATATTTG ATTCGTAAAG AAGAAAATAT CCGTTTTGCA AAAAAATTTG GTATTCCATT 933660 

TATTGATGCT GATTACGATC GTCAAAATTG GTTTGATCGT GCTAAGGGTA TGGAATGGGA 93372 0 

GCCTGAAAGA GGTATTCGCT GCACAATGTG TTTTGATATG CGTTTTGAAA AAGCTGCTGA 93 378 0 

ATATGCTCAT AAACATGGTT TCCCTGTATT TACTAGTTGC CTAGGTATTT CTCGCTGGAA 933B40 

GGATATGAAT CAAATCAATG GCTGTGGGCA TCGTGCTGCG GAAAAATATG ATGATGTTAT 933 90 0 

TTATTGGGAT TATAACTGGC GCAAGGAAGG TGGCTCGGAA CGCATGATTG AAATTAGTAA 933 96 0 

GCGTGAGCGG TTTTATCAAC AGGAATATTG CGGTTGTGTG TATTCTTTAC GTGATAGTAA 934 020 

TAAATGGCGA GAAGAGACGG GTCGTCAAAA AATTGAAATC GGAAAATTAT ATTATAGTGC 934080 

. TGATTAAAAA TAGAAAAATA AAGGTGTTGT TTCACAGAAT TTGCTGAACA GCACCTTTTA 93414 0 

TTTCACTATT TTATCACTTC ATCTTGATCA TAATGATTAA TTTTTAAACG TTGAAAATAA 934200 

TCTTTTGTTT CTTCAATGAT CACTTTTCGC AATCCAATAA GCGCGATAAG ATTTGGGAAA 934260 

GCCATCAAAC CATTTACAAT ATCGGCGATA ATCCATATTA AATTTAAGTG TAAGAATGCC 934320 

CCTAAACCAA CCAACATAAT ATAAGCTAGA CGATATAGTT TTACGCCACG AATACCGACG 934380 

AGATAAACAA AGCAACGTTC CCCGTAGTAA CACCAACCTA AAATAGTCGT GAATGCAAAA 934440 

AATAATAAAC CAACTGTTAC AATCGTTGCG CCAATTGATG TGCCTAAACC TTGTGCAAAG 934 500 

GCATAGTTTG TGACAGTAGC ACCCGCTAAT TCAGGATTGT TCCACGCTCC CGTTAATACC 934560 

AATACAATAC CTGTCATTGT ACAGACGATG ATGGTATCTA AGAATGTACC TGTCATGGAA 93462 0 

ATTAAGCCTT GTCGAACAGG TTCACGAGTT TGTGCCGCTG CAGCTGCAAT TGGTGCGCTT 934680 

CCTAAACCAG ATTCATTGGA GAAAATGCCG CGCGCAACGC CTGATTGAAT CGCTTTCATC 931740 

ACAGTAAGCC CTACGGCACC GCCTAATGCA GCTTGTGGAT CAAAAGCACT ATCAATAATC 934800 

AATAAAATCG CATCTGGTAC TTTTTCTATA TTTAAAAGGA TAATAACCAG TGAAGTCGTG 934860 

ACGTATAAAA TCGCCATAAA CGGCACAATT ACCGATGATG CGGTTGCAAT ACGTTTTACA 934 920 

CCGCCAAGAA TAATTAAGCC GACTAAAAGC GTCACAATAA TTGCAGTAAC TAAAACTGGA 934980 

ATATTAAAAG TATCTTGCAT TGCATGGGTA ATCGCATTGA CCTGTGGGAA TGTGCCGATC 93 5 040 

CCGAAAAAGG CCACCATCAC ACCAAATAAT GCAAATAATT TTGCTAACCA TCTGATACCT 93 5100 

AGTCCGCGTT CAATGTAATA CATCGGGCCG CCAGCCATAA AGCCATTTTT ATCGCGAACA 935160 
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CGGTATTTAA CAGCGAGTAA ACATTCAGCA TATTTTGTTG CCATTCCTAA CAAAGCAACC 93 5220 

AGCCACATCC AAAAAATAGC CCCTGGCCCA CCTGCTTGTA CCGCAGTTGC AACGCCCACA 935280 

ATATTACCCG TTCCAATTGT TGCGGCTAAT GCAGTACAAA GTGCAGCAAA AGAGGAAACG 935340 

TCTCCTTTTC CACCTTTATC TTTTTTGAAC AAATAACCTA GTGCGCGCGG TAAGTAGCGA 935400 

ATTTGAATGA AGCCTAAGCG TAACGTTAAA TAGAGTCCTG TACCAGATAA TAATATAAGT 9354 6 0 

AGAGGTGCGC CCCAAATAAA GCTATCAATA GCTGAAAGAA TTGACTCAAT TGTCATTGTG 935520 

ATTCCTCGTC GTTTAAATCA AAATAAACAC GACAAGAAGA CGAAAAGATA CAATGGAAAA 93 5580 

GAAAGTGCGG TAAAAAAATA AATAATTTCC ACACTTACAA TAGATTGTCT TTTGCCCCTG 935640 

TCCTTTTGCC TGAGCGTTTG AAAAACGATT GAAAAATTAA CCGCTCTTTT GCGCTTCGGC 935700 

GTCCATTTCT AAAATGGATC TCTCCAAGGG TTCGTCCAGT AACAGTCCCT GCCATCGCAC 935760 

CTGAAAGATT TTACATCGTC GGTGTGGGGT CAATTTCCCG CTCTCCAGCT ACCTTCATCC 935820 

GAACTCACTT TCCATTAGAT ATTGAAAAGT GTG CGAATTC TAACAAAACA GGAAATGAAT 935880 

TTCAAAAAGG AATTTTTATG TAGAACAATC ACTTTATTCA ATATCTCCAC AAAAACGATA 93594 0 

GCCTTCTCCA TGTATAGTCA TAATGATATT TGGAGTATTG GGATGATCTT CAAAATGTTT 936000 

TCTGATACGT CGAATTGTGA CATCTACGGT ACGATCCTGA GGTTTTAACT CTCGTCCGGT 936060 

CATTTTTTTC AGCAATTCTT CGCGCGTTTG CAATTTTCCT GGATTTTCAC AGAAATGTAA 936120 

CATTGCACGA AATTCACTGC GAGGAAGTTT GAATTCTTGT CCTTCTGGTG TAATTAAACT 936180 

GTGGCTATTT AGGTCTAATT TCCAACCATT AAAACGATAG AATTCTCGAC CAAATGTATT 936240 

TTCTTTTTCT TGATGCGGCA TTGCACGATG CAATAGATTA CGTGCGCGGA TAGTCAGTTC 936300 

TCTAGGGTTA AAAGG CTTAG TCAAATAGTC ATCGGCACCA ATTTCCAAAC CTAAAATTTT 9363 60 

ATCCACTTCA TTATCTCGAC CAGTTAAAAA AATAAGAGGT AAGCTTAATT CTTCACGGAG 936420 

TTCTCTTGCC AATAATAAGC CGTTTTTGCC TGGTAAATTA ATATCCATCA CAACCAAATT 936480 

AATATTATGA TTTGC CAATA TATGATGCAT TTCAACACCA TTTTCTGCTT CAAACACATC 936540 

ATATCCTTCC GCTTCAAAAA TCCCTTTAAG CGTATTTCGA GTGACAATTT CATCTTCAAC 936600 

AACGAGAATT TTTGGAGTAG TCATTTTCCA TCCTTATACT TATTTTGGCG TATGCTATCA 93 66 6 0 

AAGCTATCAT TCTATCTGTG CAACATTATT GTAACAATA^ AAAAGTGCGG TGATTTTTTA 936720 

CCTGATTTTC CTTTTTGTGA TCTAAATCAT AGTTTTAGGT ATTCAAATTT CTTTGTGATA 93 6780 

GAATTTCGAG CATCTATATT TTTATACTCA ATTCTATGAA AAAACTCTTT CTTTTTTTTA 936840 
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CGCTGATTTT 


CACCGCTTTT 


GCGGCTAAT7 


CAGGTTTATT 


CGATAAAAAA 


CAAACCTTTT 


936900 


TAAAAGTAGA 


TGATGCTTTT 


GCTTTTTCTG 


CTACTTTATC 


TACAGATAAA 


AGCCAGTTAC 


936960 


AAGCCCATTG 


GGATATTGCC 


GATGGCTATT 


ATTTGTATCA 


AGATAAAATT 


AGTGCTGAGT 


937020 


TAGTCGGTAA 


ATCAAATCCT 


CTCTCTTTAC 


ATACCCAACA AGCGGCGGAA 


TTACATCAAG 


937080 


ATCCTTATTT 


TGGCGAAGTA 


AAAGTTTTTA 


CTCACTCAAT 


TGATGGCATA 


TTTAGGGGTG 


937140 


CATTTAATAA 


TGCTGATGAT 


AAGGTTGAAA 


TCACTTATCA 


AGGATGTACC 


GAAGGTTTTT 


937200 


GCTATCCGCC 


TGAAACTAAA 


GTATTACGAA 


TTGGGGATTT 




CAAAAGCAAA 


937260 


TTGTCGAAAA 


AACAGTTGAA 


AAAAATACCG 


CACTTTTATC 


TGAACAAGAT 


CGTTTAGCTG 


937320 


ATGGTTTATT 


CCATAGTAAA 


TGGGCAATTT 


TTGGTTTCTT 


TGTATTAGGA 


TTGGGACTGG 


937380 


CTTTTACGCC 


TTGCGTATTG 


CCAATGTTAC 


CGTTGCTTTC 


TGCTATTGTT 


ATCGGTCAGC 


937440 


AACAACGTCC 


AAATATGATG 


CGAGCGTTTA GTTTAGCTTT 


TCTTTATGTT 


CAAGGCATGG 


937500 


CTCTGACTTA 


CACTTTGTTA 


GGGCTTGCAG 


TGGCAGCCAT 


CGGTTTACCG 


TTCCAAATCG 


937560 


CTTTGCAACA 


TCCTTATGTG 


ATGATAGGGC 


TTTCTATTTT 


ATTTGTTGCT 


CTTGCCCTTT 


937620 


CAATGTTTGG 


GTTATTTACT 


ATTCAATTGC 


CAAATAGCTT 


ACAAAATAAA 


CTCAATACAT 


937680 


GGAGCCAAAA 


ACAAACCTCG 


GGTGCTTTTG 


GCGGAGCCTT 


TGCAATGGGA ATGATTGCTG 


937740 


GGCTGGTGGC 


ATCGCCTTGT ACATCTGCGC 


CACTTTCTGG 


TGCTTTACTT 


TATGTGGCAC 


937800 


AAAGTGGCGA 


TTTATTTACA 


GGCGCAGTAA 


CCCTTTATTT 


GCTCGCACTT 


GGTATGGGCG 


937860 



TGCCGCTAAT GTTAATCACA TTGTTTGGTA ATAAAATTTT GCCCAAATCA GGTGAGTGGA 93 7920 

TGAATACCGT AAAACAAACA TTCGGCTTTG TGATGTTGGC GTTACCTGTA TTTTTACTTT 93 798 0 

CTCGTATTTT GCCTGAAGTA TGGGAGCCAC GCTTATGGGC TGGATTAGCG ACAGTATTTT 93 8 04 0 

TTATTTGGTT TGCGTTGCAG ATGTCTAAGA ACGGTTTTGG CTATGCTATT AAAATTATTA 938100 

GTTTTGCGTT GGCTATGGTT ACTGTACAAC CCCTGCAAAA TTGGATTTGG CAAACTCAAA 938160 

CTACAACACA AAGTGCGGTA GAAAATATGC CTGTTTCTCA AGTTAAATTT AAGCAAATTA 93822 0 

AAAATACTGA AGAACTTGAC CGCACTTTAG CGGAAAATCC GCATTCAATT GCTATGTTGG 93 82 80 

ATTTATACGC GGATTGGTGT GTTGCTTGTA AAGAATTTGA AAAGCTGACG TTTTCAGATC 938340 

CACAAGTGCA AC AG CAATTT CAAAATATCT TATTGTTACA AGTGAGTATG ACAAAGAATA 93 84 00 

GCCCAGAAAA TAAAGCATTA ATGGAACGCT TTAATGTGAT GGGATTGCCT ACGATTTTAT 938460 

TTTTTGATCA GCAAAATAAT GAAATTAAAG GAAGTAGAGT AACGGGCTTT ATGGATGCTG 93 852 0 
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ATGCTTTTTC 


TAATTGGATT 


GAAAAGCTAC 


TTTAGTTATT 


TTTTACTTTT 


GGTAAAAAGT 


93B580 


ATTTTTCAAT 


TTTAATTATT 


GTTTAACTAC 


CCGTTAAAGA 


TTAATATGAC 


GCCGTTTTAA 


938640 


TTCATCTTTA AACAAAAGGA AAGCAAATGA 


ACAATCTTGA 


AAAATATCGC 


CCGTATTTCT 


938700 


TGGCATTTTT 


ACGTATCGTT 


GTCGC7TATA 


TGTTTATTTT 


ACACGGCACG 


GCAAAATTTT 


938760 


TGGAATTTCC 


AATTTCTATG 


ACTGGAGGAA 


ATGGTGCAGT 


AGGCGATCCA ATGCTACTAG 


938820 


TGGCAGGCGT 


AATTGAAATT 


GTTGGTTCCA 


TTTTATTAAT 


CTTAGGTTTA TTTACACGCC 


938880 


AAGCCGCGTT 


TATTTTGTCA 


GTGGAAATGG 


CATATGCCTA 


TTTCTTTCTG 


CACGTAGCAG 


938940 


GAAAAGGAAA 


CCTATTTTTC 


CCAATTGCAA 


ATGGCGGCGA 


GCTTGCATTA 


CTTTACTCAC 


939000 


TTCTCTTTCT 


ATATTTTGTA 


TTTTCTGGCG 


CAGGTGCTTG 


TGCTTTAGAT 


AATAAGTTTT 


939060 


TTAAAAAGTA 


GTTTAGTTGT 


AGTTTCATAA 


TTTTATCCTT 


ATTTTTGCCC 


ACATTTATGT 


939120 


GGGCTTTTTT 


ATGCCTGAAA 


TTTATCGTAT 


TTTTACCGCA 


CTTTAAGAAA TTATATTTAA 


939180 


TCTTTTCTAT 


ATTTAAGCAA 


ACGTTTGCGT 


TATAATTCTC 


ATCGCTTATT 


TTTAACTATT 


939240 


TAATGAAAGG 


AAAATACAAT 


GGCAGATCGT 


CCAATTCGTC 


AGGCTTTACT 


GAGTGTGTCT 


939300 


GATAAAACGG 


GTATTGTAGA GTTTGCTCAA GGTTTAGTTA AACGTGGTGT 


AAAACTACTT 


939360 


TCAACAGGTG GAACGGCAAA ACTTTTAGCA CAAAATGCTT 


TACCTGTAAT 


AGAAGTGTCT 


939420 


GATTACACAG 


GTTTCCCAGA AATGATGGAC 


GGTCGAGTGA AAACCTTACA TC CCAAAGTA 


939480 


CATGGCGGTA 


TTCTTGGTCG 


TCGTGGTACA 


GATGATGCCA 


TCATGCAGCA ACATGGCATT 


939540 


GAAGGCATTG 


ATATGGTCGT 


TGTGAATTTA 


TATCCCTTTG 


CTGCCACTGT 


GGCAAAACCT 


939600 


GATTGCACTT 


TGGCTGATGC 


GGTAGAAAAT 


ATCGATATTG 


GGGGGCCTAC 


AATGGTGCGT 


939660 


TCTGCAGCGA 


AAAACCACAA 


AGATGTAGCG 


ATCGTGGTTA 


ATAATCATGA 


TTTCAACGCA 


939720 


ATTCTAGCCG 


AAATGGATCA 


ACATCAAAAC 


AGCCTAACTT 


TTGAAACTCG 


TTTTGACCTT 


939780 


GCGATTAAAG 


CATTTGAACA 


TACCGCTCAA 


TATGATTCTA 


TGATTGCCAA 


CTATTTCGGT 


939840 


CAGCTAGTAA AACCTTATCA 


TATTGCAGAG 


GAAGAAGAGG 


CGAATGCGAA 


GTGCGGTCAA 


939900 


TTCCCACGGA 


CTTTAAACCT 


TAACTTCGTG 


CGTAAACAAG 


CTATGCGTTA 


CGGCGAAAAC 


939960 


TCCCATCAAA ATGCGGCATT 


TTATGTTGAT 


TTAAATGTGA 


AAGAAGCGAG 


CGTGGCTACA 


940020 


GCTAATCAAC 


TGCAAGGTAA 


AGCCTTGTCT 


TACAATAATA 


TTGCCGACAC 


TGATGCAGCA 


940080 


CTTGAATGCG 


TGAAAGAATT 


TGACGATCCA 


GCTTGCGTAA 


TCG7TAAACA 


TGCCAATCCA 


940140 


TGTGGTGTGG 


CGTTAGGTAA 


GGATATTTTA 


GACGCTTATA 


ATC3CGCTTA 


CCAAACCGAT 


940200 
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CCAACGTCTG CTTTTGGCGG CAT7A77GC7 TTTAACCGTG AATTAGACGA AAAAACGGCG 940260 
AATGAAATTG TGGAACGCCA ATTCGTTGAA GTGATTATCG CACCGAAAGT TTCTGCTGAA 940320 
GCGCAAGAAG TAATGAAGCG TAAGAAAAAT GTGCGTTTGC TTGAATGTGG TGAATGGACT 94 0380 
TCTCGTTCCG AACGTTTGGA TTTCAAACG7 GTAAACGGCG GTTTATTAGT ACAAGATGCG 940440 
GATTTAGGTA TGGTTGGCGT GGATGATTTA AAAGTCGTGA GTAAACGTCA GCCAACTGAA 940500 
CAAGAATTAA AAGACTTATT ATTCTGCTGG AAAGTGGCAA AAT7TGTGAA ATCGAATGCC 940560 
ATTGTTTACG CCAAAGACAA TCAAACTATC GGCATTGGTG CAGGTCAAAT GAGCCGCGTA 94 0620 
TATTCTGCGA AGATTGCGGG TATTAAAGCG CAAGATGAAG GTTTAGAAGT GGCTGG TTGT 940680 
GTGATGGCAT CTGATGCGTT CTTCCCATTC CGTGACGGCA TTGATGCGGC GGCGAAAGTG 94 0740 
GGTATTCAAT GTGTGATCCA TCCAGGTGGA TCAATGCGCG ATCAAGAAGT CATTGATGCG 940800 
GCGGATGAAC ATAATATGGT AATGGTATTG ACTGGAATGC GACA7TTTAG. ACATTAATTT 94 0860 
ATCTAACTAT CCCCCTCTTT ACAAAAGAGG GGGAATTGCA GGTAAAAAAT AGCCGTACTT 940920 
TTTTTAAATT AGGCATACGC AAGGACTACA ACATGAACAT CCTCATCATC GGAAACGGCG 94 0980 
GTCGTGAACA CGCCTTGGCT TGGAAAGTTG CACAATCTCC ATTAGCAGAT AAAGTTTTTG 941040 
TCGCACCGGG TAACGCTGGT ACTGCATTGG AACACAAAGT AGAAAACGTG AATATTTCTG 941100 
CGACAGATAT TCCAGCATTA GTGAAATTTG CTCAAGATAA ACAAATTGGA TTAACCATTG 941160 
TTGGTCCTGA AGCCCCCTTA GTGATTGGGG TAGTTGATGC ATTTCGTGAA GCTGGATTGA 941220 
AGATTTTTGG GCCAGCTAAA GCGGCTGCGC AATTGGAAGG TTCAAAGGCA TTCACTAAAG 941280 
ATTTTCTCGC TCGTCATAAA ATTCCAACAG CGGAATATCA AAACTTCACC GAAGTCGAAC 94134 0 
CTGCATTGAC TTACTTGCGT GAAAAAGGCA CACCAATTGT CGTTAAAGCG GATGGCTTGG 9414 0 0 
CGGCGGGTAA AGGCGTAATC GTTGCGATGA CATTGCAAGA AGCCGAAGAT GCAGTACGCG 941460 
ATATGCTTTC TGGTAATGCC TTTGGCGAAG CGGGCAGCCG AGTAGTGATT GAAGAATTTC 941520 
TAGATGGCGA AGAAGCAAGT TTTATCGTCA TGGTAGATGG TAAAAACGTA GAACCTATGG 94158 0 
CAAGCAGTCA AGATCATAAA CGCGTGGGCG AAAATGATAC AGGG7TAAAT ACAGGCGG7A 941640 
7GGGCGCA7A TTCGCCTGCA CCAG7AA7AA CACCCGAAA7 7CA7AG7CGC A77A7GAAGG 941700 
AAG7GA777A CCCAACCG77 AA7GGCATGG CAGCGGAAGG CAA7GTTTAC ACGGG777CC 941760 
7A7A7GCAGG A77AA7GA7T A7GCCAAA7G GGCAGCCGAA AG7GA7CGAA 77TAAC7GCC 941820 
G7777GGCGA 7CCAGAAACG CAGCCAA7AA 7GC7ACG7C7 CAAA7CAGAC C7TG77GAAC 941880 
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TCTGTCTTAA AGCATGTGAC GGCAAATTAG ATGAAGTAAT ATCACAATGG GATCTGCGAG 94194 0 

CTTCTTTAGG TATCGTATTG GCTGCAGAGG GATACCCAAA AGATTATCGC AAAGGCGATG 942000 

AAATCAGCGG ATTGCCTAAA AGTGCGGTCA AAAACGAGAA AGTTTTCTTA GCGGGTGTCG 942060 

CAGAACAAGA AGGCAAGCTA GTCACAAACG GCGGTCGTGT ACTTTGTGTG ACTGCGTTAG 942120 

GCGAAAGTGT ATTTGAAGCA CAACAAAAAG CGTTAAAATT GGCTGAGCAA ATTCAATGGT 942180 

CTGGGCGTTT TTATCGTCGA GACA7TGG7T ACAGGGCTGT GGAACGAGAG TTGCAAAAAT 942240 

AATCCATATC ATTATGATGA ATTAATTTCA TTTAAGTGAT GAAAATTTAG GAATGAAATT 9423 0 0 

TTAATTAAAT TTTTATCCAT AAACAGTTAA ACTATCTGCC ATAAATTACA TAACAGGAGA 942360 

ACACAATGTT TACAAGAAAT ATGACTATCG CTGATTACGA TCCAGTATTG TGGCAAGCGA 942420 

TTCAAGATGA AAATCGTCGT CAAGAAGAAC ATATCGAACT CATTGCATCT GAAAACTATG 942480 

CGAGTCCACG TGTGATGGAA GCGCAAGGTT CACAATTCAC TAATAAATAT GCGGAAGGCT 942540 

ATCCAGGTAA ACGTTATTAC GGTGGTTGTn AGTATGCTGA CATTGTGGAA CAGTTAGCAA 942600 

TTGACCGTGC GAAAGAATTA TTTGGTGCAG ATTACGTGAA TGTTCAACCG CACTCTGGAT 942660 

CACAAGCGAA TGCTGCGGTG TATGGTGCAT TGATTAATGC AGGCGATACT ATTTTAGGTA 942720 

TGGATTTGGC TCACGGTGGT CATTTAACTC ACGGTGCAAA AGTCAGTTTC TCTGGCAAAA 942780 

TTTATAACTC CGTACTTTAT GGAATTACTG CGGATGGCTT AATTGATTAT GAAGATGTTC 942840 

GTCAAAAAGC ATTAGAATGT AAACCAAAAC TTATCGTTGC TGGTTTCTCG GCTTATTCAC 942900 

AAGTTGTGGA TTGGGCGAAA ATGCGTGAAA TCGCAGATGA AGTTGGTGCG TATTTATTTG 942960 

TGGATATGGC GCATGTAGCG GGATTAATTG CAGCGGGTTT ATATCCAAAT CCACTACCGC 943020 

ATGCACATGT TGTGACAACA ACAACTCACA AAACATTGGG CGGTCCGCGT GGTGGTTTAA 943080 

TTCTTTCATC TTGTGGCGAT GAAGAAATCT ACAAAAAATT ACAATCATCC GTATTCCCTG 943140 

CAAACCAAGG GGGTCCATTA GTTCATATTA TTGCGGCAAA AGCAGTTTGC TTTAAAGGAG 943200 

CATTAGAGCC TCAATATAAA GAATACCAAG CAAATGTAAT CAAAAATGCA AAAGCAATGG 943260 

TTGAAGTATT TAAACAACGT GGTTATGACG TTGTGTCAAA TGGTACTGAA AACCACTTGT 943 320 

TCTTAGTAAG TTTCATCAAA CAAGGATTAA CAGGTAAAGC AGCAGATGCG GCATTGGGCA 94338 0 

AAGCAAATAT TACCGTGAAT AAAAATGCTG TACCAAACGA TCCGCAAAAA CCATTCGTCA 94344 0 

CTTCTGGCAT CCGTGTAGGT ACACCATCTG TGACTCGTCG TGGTTTCAAT GAAAATGATG 943 5 00 

TGCGTGAATT AGCTGGCTGG ATGTGTGATG TTTTAGATGC TTTAGGCAAA GAAAATGAAG 943560 
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AACAAGTGAT TGCTGAAACT AAAGAAAAAG TATTAGCAAT 7TGTAAACGT CTTCCAGTTT 9436 20 

ATCCGAAATG ATTTATTTTC TTTCGTTGA? TATATGGTTA GCGGCGATTA ATATCGCCGC 94 36 80 

TTATTTTTTA TGGGAAATTA TATGACTTAT ATTGTTGGCT TAACTGGTGG CATTGGTAGT 943740 

GGTAAAACAA CGATTGCTAA TTTATTTACC GATCTTGGCG TACCTCTAGT GGATGCGGAT 9438 00 

GTGGTTGCTA GAGAAGTCGT CGCGAAAGAT TCCCCCTTAT TGTCAAAAAT TGTTGAACAT 943860 

TTTGGGGCTC AAATTTTAAC GGAACAAGGC GAGCTTAATC GCGCGGCTTT ACGAGAGCGA 943920 

GTGTTTAACC ATGATGAAGA TAAATTGTGG TTAAATAACC TTCTACATCC CGCTATTCGT 94 3980 

GAACGAATGA AACAAAAATT AGCTGAACAA ACTGCGCCTT ACACATTATT TGTCGTCCCT 944040 

TTATTAATAG AAAATAAATT GACCGCACTT TGTGATCGTA TTTTGGTGGT GGATGTGAGT 944100 

CCACAAACTC AACTTGCTCG TTCAGCTCAA CGAGATAACA ATAATTTTGA ACAAATTCAA 944160 

CGAATTATGA ATTCTCAAGT TTCTCAACAA GAGCGTTTGA AATGGGCGGA TGATGTGATT 944220 

AATAATGATG CTGAACTGGC CCAAAACTTA CCGCACTTGC AGCAAAAGGT GCTAGAATTG 944280 

CACCAGTTTT ATTTACAACA AGCGGAAAAT AAAAATGCCT GACGAAATGA TTGAAGTACC 944340 

TTGTCCGATT TGCCAAAAAT CGGTGCCTTG GATAAATGAA AGTACTTTTC GACCTTTTTG 941400 

TAGCAAACGT TGCCAGTTAA TTGATCTTGG CGAATGGGCG GCTGAAGAAA AAGCGATTCC 944460 

AAGTGATACT GCTGATTTTG CAATGGATCC AAATGTGAGT GACGAATGGA GCATTAAATA 944520 

GAGATTAACC GATAGGAAAC CCTATCGGTT AATTTTTATA AGTGCGGTGC TTTTTTTGAG 944580 

GATTTTTCCT AAAAATGCTA TGCTAAACGT AATTTTATTA 7TCTAAAATG TGATTTTTAT 944640 

GCAACAAGAT TATTTAAGCC AACAACGAT7 CTCCGCTCTT CCTCTACACC CGATTGTGCG 944700 

AGGTGCTTTG GCAAAAAAAG GCTTTGATTT TTGTACCCCA ATTCAGGCTT TATCCTTGCC 944760 

TATCAGTTTA AATGGACGAG ATGTCGCAGG ACAAGCTCAA ACTGGTACAG GCAAGACAAT 94482 0 

GGCTTTTTTA ACGGCTACTT TTCACCATCT TTTAACTCAC CAAGATCCTA ATCTTAAATA 944880 

TCCTCACCCA AGAGCTTTGA TTTTAGCACC TACTCGAGAA TTAGCGGTAC AGATTAGTAA 944 94 0 

TGACGCAGAA TTTCTTGCAA AAGCGAGTGG ATTAAAGACCT GCAC7TGCCT ATGGTGGCGA 94 5000 

TGGTTATGAT AAACAACTAC AAGCGATTGA GCGTGGCGTC 3ATATTTTGA TTGGTACGAC 94 5060 

GGGGCGAGTC ATTGATTATG TGAAACAAGG CGTAATTGGT TTAGATGAAA TCCAAGTTGT 94 5120 

CGTGCTAGAT GAAGCAGATC GAATGTTTGA TCTTGGGTTT ATCCGTGATA TTCGTTATTT 94 518 0 

ATTGCGTAAA TGCCCCGCTC CGCAAGCTCG TTTAACGAT3 TTATTTTCAG CGACGCTTTC 94 524 0 
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TTATAAAGTG CGTGAATTAG CATTTGAAGA TATGAATGAA CCTGAATATA TTGAAATTGA 94 5300 

ACCAGAACAA AAAACAGGGC ACCGAATTAA AGAAGAACTT TTTTATC CAT CTAATCAGGA 94 5360 

TAAAATGGCA CTTCTCTTAA CCTTAATGGA AGATGAATGG CCTGAACGCT GTATTGTATT 945420 

TGCGAATACG AAACATCGTT GTGAAGAAAT TTGGGGCTAT TTGGCGGCTG ATGGGCATCG 94 5480 

TGTCGGTTTA CTGACTGGCG ATGTAGCACA GAAAAAACGT TTATCGTTAT TAAAACAATT 94 554 0 

TACTGATGGT GATTTGGATA TTTTAG7GGC AACAGATGTG GCTGCTCGTG GCTTGCATAT 945600 

TTCTGATGTG ACGCATGTTT TCAATTATGA TTTACCCGAT GATCGAGAAG ATTATGTTCA 945660 

CCGAATTGGG CGTACTGGAC GAGCAGGGGA AAGTGGTGTT TCGATTAGTT TCGCTTGTGA 94 5720 

AGAATATGCG ATGAATTTAC CAGCAATTGA AGAATATATT GGCCATTCTA TCCCTGTGAG 945780 

CCAATATGAA ACAGAAGCCT TGCTTGAACT GCCGAAACCG TATCGGTTGA AACGTGCGGT 94584 0 

GCCACCGCAA GGACATACAA GACATCGTTC TTATCACGCA AAATAGGTGG GCTTCAGTCC 94 5900 

ACGCGTTTAT TTAATGATGA AAAGTGCGGT TAATTTTGAC TGCATTTTAT ATTCCTATTT 945960 

TTTATATCCT ACTTTGTTCA TCATTCATCT TGTGGGTTTA CGGCTTACCT ACAGATAAGT 946020 

ATTGTTACGT TTTTTGTTTT TTAACTTGCC AAAAAACAAA AAATAAATAA AATGAACGCT 946080 

CATTCATTTT TGAGCAATTA TTGCTCCTTA TTTTACTCAA GGATCTTATG CGACAAGCTA 946140 

AAACAGACTT AGCTGAACAG ATTTTTTCAG CGACAGATCG TTTAATGGCA AGAGAAGGGT 946200 

TGAATCAACT TTCTATGCTC AAACTTGCGA AAGAAGCAAA TGTAGCCGCA GGAACGATTT 946260 

ACCTTTATTT TAAAAACAAA GATGAATTGC TTGAACAATT TGCACACAGA GTGTTTTCAA 946320 

TGTTTATGGC AACACTTGAA AAAGATTTTG ATGAAACTAA GCCT TTTTT C GAACAGTATC 946380 

GACAAATGTG GAAAAACATT TGGTATTTCT TACAAGAAAA TCCCACTATT CTATCCAATT 94644 0 

TAAAGCAATA TGAATCTTTG CCGAATTTCA AGGATATTTG TAAAAACATT AAAAATTGCC 946500 

GTTGGGATTT ATTTTGTCAT CAAGCACAAA AAGCTGGCTT ATTAGCGGAA TTATCTGAAG 946560 

ATATTCTCTT TTTATTAAGT TTGAAAACGG CGATAAAT7T AGCCTCTGAT GCAAAATTTA 946620 

TCGATTTCGA TCTTAAGCCT GAAATTTTAG AATCTGTGAT TGAnCGCTCT TGGCGTGCGA 946680 

TTCAGAAATA ATTGTnGTTA TTTTTATAAC GGAGCTTTAA ACATGAGTCA AACTCAACAT 946740 

CAAAGACCAA AACGCTCACA TATTTTCTTG ATGAAAATAA TTTTAGTGGT ATTTGTCTTA 946800 

ATTTTTGTCG GTGTCATCGG TTTTAATATG ATAAAAGGCG TAATGATAAG CCGAGCCATT 94686 0 

GCAGGAATGC CAGAATCTTC AAGCCCAGTA ACCGCACTTG AAGTTCAACC GCGTGAATGG 94 6520 
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ACGCCAGTTA TTAACACAAC AGGTCTTGTG CGTCCAAATC AAGGCGCAAT GCTCAGTACA 946980 

CAAAATGCGG GCGCGGTTTC ACAAGTACTT GTTCAAAATG GACAAAATGT GAAAAAAGGT 94 704 0 

GAGGTGCTTG TGGAGCTTGA TAGTTCTGTT GAACGAGCTA ATCTACAAGC TGCTCAGGCA 947100 

CAATTATCAG CACTTCGTCA AACTTACCAA CGTTATGTGG GTTTATTAAA TAGCAATGCT 947160 

GTATCACGTC AAGAAATGGA TAACGCAAAA GCGGCTTATG ATGCTCAAGT AGCTAGTATT 947220 

GAATCTCTAA AAGCAGCAAT TGAACGTCGT AAAATTGTTG CGCCATTTGA TGGCAAAGCA 94728 0 

GGTATTGTGA AAATCAATGT TGGACAATAT GTGAATGTTG GAACAGAAAT TGTGCGTGTA 94734 0 

GAAGATACTA GCTCAATGAA AGTGGATTTT GCTCTTTCAC AAAATGATTT AGATAAATTA 947400 

CATATCGGTC AGCGCGTTAC AGCGACAACA GATGCTCGCT TGGGCGAAAC ATTTTCAGCT 947460 

CGAATCACTG CGATTGAACC TGCCATTAAT TCATCAACAG GTTTAGTTGA TGTTCAGGCT 947520 

ACTTTTGATC CTGAAGATGG GCATAAATTG CTTTCAGGTA TGTTCTCTCG CTTACGCATT 947580 

GCACTTCCAA CTGAAACAAA TCAAGTTGTC GTTCCACAAG TAGCTATTAG CTACAATATG 947640 

TATGGCGAAA TTGCCTATTT ACTTGAACCA TTATCTGAAG AAGAAAAAGG AAAAATGTCA 947700 

GGTAATGAAA AATTGGATCG TCTCTATCGT GCGAAACAGA TCACCGTATT TACTAAAGAT 947760 

CGTCAAGGTG TTTATGCTCA ATTACAGGGA AATGAAGTTA AAGTGGGAGA TAAAATTATT 947820 

ACAGGCGGTC AGCAAGGTAT TGGTAATGGA AGTCTTGTGG AATGGATTAA AAAAGACATT 947880 

GTGGGTGCAA TAGAGCCTGC ACATAAAACA CCACTTTAAT GTATGAGGAA ATCCGAATGA 94794 0 

AATTTACCGA TATATTTATT CGTCGTCCTG TTTTAGCAGT TTCAATTAGT TTGTTAATGA 948000 

TTATTTTAGG GTTGCAAGCA ATCTCGAAAT TGGCAGTGCG TGAATACCCT AAAATGACTA 948060 

CTACAGTCAT TACAGTGAGT ACCGCATATC CAGGGGCAGA TGCGAATTTA ATCCAAGCAT 948120 

TTGTTACGTC AAAATTGGAA GAATCTATCG CGCAAGCCGA TAATATTGAT TATATgTCTT 948180 

CGACTAGTGC GCCTAGTAGT TCGACTATTA CAATAAAAAT GAAATTAAAT ACCGATCCTG 94 824 0 

CAGGCGCGTT AGCAGATGTG TTAGCCAAAG TGAATGCAGT AAAGTCAGCA TTACCAAATG 948300 

GTATTGAAGA TCCTAGTGTA TCCTCTTCTT CAGGTGGGAG CGG7ATTATG TATATCAGTT 948360 

TCCGATCTAA AAAACTAGAT TCTAGTCAGG TAACTGATTA CA7CAATCGT GTAGTCAAAC 948420 

CACAGTTTTT TACCATTGAG GGTGTTGCCG AAGTACAGGT ATT7GGTGCA GCTGAATATG 94 84 80 

CATTACGTAT TTGGCTAGAT CCACAAAAAA TGGCAGCTCA AAATCTTTCT GTGCCAACAG 94 8540 

TGATGTCTGC CCTTTCTGCA AATAATGTAC AAACGGCTGC GGGGAACGAT AATGGCTATT 948600 
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ATGTGAGTTA TCGTAATAAA GTAGAGAC7A CAACGAAATC AGTGGAACAA CTCAGCAACT 948660 
TAATTATTTC ATCAAATGGC GATGATTTAG TGCGTTTGCG TGATATTGCA ACCGTTGAAT 948720 
TAAATAAAGA AAATGATAAT TCGCGTGCTA CGGCAAATGG TGCAGAGTCC GTTGTGTTAG 94 8780 
CCATCAATCC AACCTCGACA GCAAACCCTT TGACTGTCGC AGAAAAAATT CGCCCTTTAT 94 8840 
ATGAAAGTAT AAAAACACAA CTGCCAGACA GTATGGAAAG CGATATTCTT TATGACCGCA 94 8900 
CTATTGCCAT TAATAGCTCT ATTCACGAGG TCATAAAAAC TATTGGTGAA GCTACTTTGA 94 8960 
TCGTTTTAGT GGTAATTTTA ATGTTTATCG GTTCGTTCCG TGCTATTTTA ATTCCAATAT 94 9020 
TGGCTATTCC AATTTCTCTT ATTGGCGTAT TAATGCTGCT ACAAAGTTTC AACTTTTCTA 94 9080 
TTAATTTAAT GACTTTGCTT GCTTTAATTC TTGCCATAGG TTTAGTTGTA GATGATGCTA 94 9140 
TTGTGGTGCT GGAGAATATT GATCGTCATA TTAAAGCGGG AGAAACGCCA TTCCGAGCAG 94 9200 
CAATTATTGG TACGCGTGAA ATTGCAGTCC CTGTTATTTC TATGACTATC GCATTGATCG 94 92 60 
CAGTTTACTC ACCAATGGCT TTAATGGGGG GCATTACTGG CACATTGTTT AAAGAGTTTG 94 9320 
CTTTAACCCT TGCTGGTGCA GTATTTATTT CTGGTGTTGT GGCATTAACG TTATCGCCAA 94 9380 
TGATGAGTAG TAAGTTACTC AAATCCAATG CTAAACCAAC ATGGATGGAA GAACGCGTAG 94 9440 
AACATACCTT AGGTAAAGTA AATCGTGTTT ACGAATACAT GCTTGATCTC GTTATGCTCA 949500 
ATCGTAAATC AATGCTGGCT TTTGCGGTCG TGATTTTCTC AACGCTCCCA TTTTTGTTTA 949560 
ATTCACTTTC TAGTGAATTA ACGCCAAATG AAGATAAAGG CGCATTTATT GCAATTGGTA 949620 
ACGCGCCATC TAGCGTAAAT GTGGATTACA TTCAAAATGC AATGCAACCA TATATGAAAA 94 9680 
ATGTAATGGA AACACCCGAA GTTTCTTTTG GTATGAGCAT TGCTGGTGCG CCAACTTCTA 94 9740 
ATAGCTCGTT AAATATCATC ACATTGAAAG ATTGGAAAGA ACGTTCACGT AAACAATCCG 949800 
CAATAATGAA TGAAATTAAT GAAAAAGCAA AATCAATTCC AGAAGTGTCA GTATCAGCAT 949860 
TTAACATTCC TGAAATTGAT ACAGGGGAAC AAGGCCCTCC AGTCTCTATT GTATTGAAAA 94 9920 
CTGCACAAGA TTATAAATCT TTGGCAAACA CCGCAGAGAA ATTCCTCAGT GCGATGAAAG 949980 
CCTCTGGCAA ATTTATTTAT ACAAATTTAG ATTTGACCTA TGACACTGCA CAAATGACTA 95004 0 
TTTCTGTGGA TAAAGAAAAA GCGGGAAC7T ACGGTATTAC AATGCAACAA ATCAGTAATA 950100 
CTTTAGGGAG TTTCTTATCT GGTGCGACAG TTACGCGTGT GGATGTGGAT GGACGCGCTT 950160 
ATAAAGTCAT TTCGCAGGTA AAACGAGATG ATCGCTTATC GCCAGAAAGT TTCCAAAATT 950220 
ATTATTTAAC TGCATCTAAT GGTCAATCAG TGCCATTAAG TAGTGTTATT AGTATGAAAT 950280 
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TAGAAACTCA GCCAACATCA TTACC3CG7T TCAGTCAGTT AAATTCGGCT GAAATCAGTG 950340 
CTGTACCAAT GCCGGGTATA TCAAGTGGTG ATGCCATTGC TTGGCTTCAA CAACAGGCaA 95 3400 
CAGACAATTT ACCGCAAGGC TATACGTTTG ATTTTAAATC TGAAGCACGT CAATTAGTCC 950460 
AAGAAGGCAA CGCATTAGCC GTCACTTTTG CATTGGCTGT TATCATCATA TTCTTGGTAC 950520 
TTGCCATTCA GTTTGAATCT ATACGTGACC CAATGGTAAT TATGATTTCT GTACCATTAG 950580 

CCGTAAGTGG TGCATTGGTG AGCTTAAATA TTTTATCCTT CTTTAGCATC GCAGGAACAA 950640 

CATTAAATAT CTACTCTCAA GTTGGGTTGA TTACTCTCGT GGGATTAATC ACCAAACACG 950700 

GTATCTTAAT GTGCGAAGTG GCAAAAGAAG AACAGCTTAA CCATGGTAAA ACTCGAATTG 950760 

AGGCAATCAC TCATGCTGCA AAAGTACGTT TACGCCCAAT CCTAATGACA ACGGCGGCAA 950820 

TGGTAGCTGG CTTAATTCCA TTACTCTATG CAACGGGTGC AGGAGCGGTA TCTCGCTTTA 950880 

GTATTGGGAT AGTGATTGTA GCGGGATTAT CCATTGGTAC TATTTTCACC TTGTTCGTCT 950940 

TGCCTGTAGT ATATAGCTAT GTCGCAACTG AACACAAACC ATTACCGGTT TTTGATGAAA 951000 

ATAAAACAAC CCACTAATTA AAACATAGAA AAAACAAACC GCACTTAGGT TATCTTACGT 951060 

AATTCGTACT TATAAATAGT TGTTTTATCC AACTTTTTTG AGCATAACCT GCATAAGTGC 951120 

GGTATTTTTT TATTCTGTTA ATTATATAAA TAATCCACTT ATGTTAGTCT TTATTTAAAG 951180 

ACTATTTTTC AGTAAACTTA GCGAATTTTG TTGAATTATT AAAATTATCA CTTCAAATCT 951240 

AGGAATTTAT TGTGGCACAT CGAGATTTTC TGCGCGTCGT AGCTCAAATA ATAAGAAAAA 951300 

AAATAAGAAA AAGAATACAA ATGTCTTGAT TTTTCTTGCT TTATTTATTG TTCTAGTTTT 95136 0 

TGTTGTTGGA CTTTATTTGT TGAAAAATCA GAACAGTAAG GTAAGCGTGC AGCAAGCTAT 951420 

AACACAACAG GAAAAAGCTC AACCTAAAAG TGTGTTACCT AATCGTCCAG AGGAAGTGTG 95148 0 

GAGTTATATT AAAGCCTTAG AAACGCGTAC TGTACCTGTA GATAATAATC CAGCGAGTGT 95154 0 

AGAACAAAAT ATGCGTTTAA CAGAAGAACA ACGTCAAGTT TTAATTCAAA TAGAAAGAGA 951600 

TCAAAAAGCG GCTGATGAAG CTAGAAAACT GGCTGAGCAA CAGAGAATAG AAGATGCAAC 95166 0 

GAGAACTCAA TCCAAAACAA CGGAAGATAT GAAAAATACA GAG3CAGAAA TCGTAAAATC 951720 

GGAATCAATT AAAAAGCAAG ACTCACAGAA AATTGAAAGC GCA?iAAAAAG TAGAACAAAT 95178 0 

AAAAACGGTT AATAATGTAC GGGATAGCAA GAAATTTGGT TTACAATGCG GTGCTTTTAA 95 184 0 

AAATCGAGCA CAAGCTGAAA ATTTGCAAGG TCGTTTACAG ATGACAGGAT TAAATGCTCA 951900 

AATACAAACT AACGGCGAAT GGAACCGTGT TCGTGTAGCA AGTTTTGATA CTCGAGAGCT 951960 
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TGCAGTACAG GCGCAAAGTA GAGCCAAAAC TGTTACCGAT TGTGTTGTGA TTGGTATGTA 952020 

ATATATATTT ATTTATTTTA ATGCTGAGTA CCAAAAGGTG GTTTTGCAAA CCAAATCACA 952080 

ATAAGCAATC CTAAGAATCC CATAGCGGAT AACCAAAATA TTTCATTTGC GCCAATAATA 952140 

AATCCTTGCG ATGTTATTTG TTGAGCGAGG TAAGCTGAAG TTTGCGTATC ACTTAAACCA 952200 

AATTGATTCA TTTGATGGTA AAAACTTTGG GAAATTGGGT TATAAGGATT AATGTGTTCT 952260 

GTTAATTGAG TGTGGTGAAC AGCTTCACGG TTATACCACA TAAATGTGGT CAAAGATGTT 952320 

CCTACAGAAC CCGCTAAAGT TCTCAAAAAG TTAAATAAGC TAGAGGCTGA AGCCATTTTA 952380 

TGCGCAGGCA AGCCAGACAG CGTTATTGTA GTAAGTGGCA TAAAGAAACA GGACACCGCT 952440 

AAACCTTGCA CTAATTGTGG TAAAGCTACA TCAACAAATG TCATTGATGG CTCGAAAGTT 952500 

ACCGCTCGCC AATAAAATGT TATTGCATAT ACAATAAAGC TTATCGTCAC TAAAATTCGC 952 560 

ATATCGATCT TATAACCGAA ACGCCCAATA ATCGGTGAAA GCAAAATTGG GAATAATCCA 952620 

ACTGGGGAAG CTGCAAGCCC TGCCCACGTC GCAGTGTAAT GGAAGACTTG TTGTAGCAAG 952680 

AGCGGAATTA ATACCACAGA ACCTAGATAA ATCAAAAAGG CTAAACTAGT ACATAAACAC 95274 0 

CCTACGCTAA AATTACGAGA ATGGAAAAGC GAAATATCCA CTACAGGATT GTCATCTGTC 952800 

AATTCCCAAA TAACCAAGGC AATCAGACAA ACGACAGCAA CAACGGCTAA TATAATGATT 952860 

TCATTAGAAT TAAACCAATC TTGCTCACGA CCCTGATCAA GCATTAATTG CAAACATCCC 95292 0 

ACGCCTAAGA CAAGTAAAAC TAAACCGACT TTATCAATAG GTTGATGAAC AATTTCACTT 95298 0 

TCTCTGCTTC CCAAAATCTT CCAGCTGATT AGCACAACTG ACAAACCGAT CGGAACATTG 953040 

ATAAAAAAGA TCCATCCCCA ATGGATATTA TCGCTAATCC ATCCGCCTAA AATTGGGCCA 953100 

AAAATAGGCG CAACCACAAT AGTCATTGAC CAAAATGCCA ATGCCATTCC GCGTTTTTCT 953160 

GGTGGATAAT TATTTAATAA TAAACTTTGC GAAAGAGGGA TCACTGGGCC TGCGACAGCA 953220 

CCTTGAATGA CGCGAAAAAT AATTAACGCC TCAAGACTAT CTGCAATCCC ACAGAGCCAA 953280 

GAAGAGACAA CAAATAAAAA AGTTGAGACT AAAAATAACC GCA-TTCGCC AAAACGTTTT 95334 0 

GCTAACCAAC CCGTTATTGG AATAGAAATC GCATTTGCTA CCCCAAAAGA AGTAATTACC 953400 

CACGTGCCTT GACTAAAAGA TGCGCCAAGA TCGCCCGCAA TAGTAGGAAT TGCCACATTT 9534 6 0 

GCAATGGTAG AATCTAATAC CTGCATAAAG GTGGCAAGAG ATAAAGCCAG CGTTAATAAA 953520 

ATCAGCGCAC CACCTTGAAT AGGCGGGAAT TTTTTTGCGG AATTGCCCAT AACGCCGCCT 95358 0 

TAATGGCTGT TTTGCTGAAT GATAGATTCA ATcAAATTTT CTACCGCACT TTCATCATAT 953640 
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TTAAGTGTAT CAGTAGAAAA TAACGTTTTC GGTTCTGTTT TTTCTCGTAG CATTGCGCCT 953700 
GATGAATCTG AAATTCTTAC TTTTGCCGTT GCAGAAAGAC CAATTCTCAA TGGCGTTTCT 953760 
GTAAATTGTT GTGGATCTAA TTTAA7TCGC ACAGGTACGC GTTGCACCAC TTTAATCCAG 953 820 
TTACCCGTAG CATTTTGTGA AGGCAAAAGA GAAAATGCAT TGCCAGTCCC CATTTCAATA 9538 80 
CCATTTATCA CGCCATCAAA TTCTTTATTT TT AC CGTATA AATCAAAATG GATTTTTACT 953 940 
GGCTGACCAA TGCGCATATT CGTTAATTGG GTTTCTTTGA AGTTAGCTTC TAGCCACATT 954 000 
TGTTCATTAG ATACCACTGC CATTAACGCG CCACCCACTG AAACGGCTTG CCCAACTTGA 954060 
ACATTACGAC GCGCCACATA GCCATCAATT GGACTTCTAA TTTTTGTACG TTGCAAATTT 954120 
AACCAAGCCT GTTTAAGCGA GTTTATCGCA TTCTGTATTT GCGGTTGTTC ACGTAATGGA 954180 
ACGTTACGCA ATAAAGCCTG ATTAGCAGCC AATTGATTTT TAGAGGCATT TAAATTTGCT 954240 
TTGGCAAGCT CGACAGCTTC TTTTGCGTGT TGGAAAGATT CTTTATCAAT CGCACCCATT 954300 
TTTTCAAGTT GAACTCGGCG CGCCAAATTG CCTTGAGCTT GAGCTAAAGA AATTTCATTG 954360 
GCGTGCACAG CTGATTGCAA TTGCTGCACA GTGAAACCCA GTTGTTCTAC CTGACGTACA 954420 
GCATTGGCGA GATTGCTTTT GGCCTGTTCG AAACTAAGTT TCGCATTGGT ATCATCCAAT 95448 0 
TCAACTAGAA TATCACCTGC ATGGACTTTA TCCATATTGT CTGCATTAAT CTTCGCTACA 95454 0 
TTACCTGCAA CTTGTGATGA TACCATTACT TGATTTCCAC CCACATAAGC ATCTTCTGTT 954600 
TCTTCAAAAT CCTTCAAGAA GAAAAACCAA TACAAAGCAC AAGCAATACC AATAATAAGC 954660 
AGGAGAAGAA TAAAAATGCT TAAGCCTTTT TTACGGTCAG TTTTATTTGA TACAGATTTA 95472 0 
GTTGATGGGT TTTCAGTTGC AATTTGCGTC ATAATGCCTT CCCTAAGCTG GGATAATGTT 954 780 
TAAAAATGAG ATATTTGAGA TAACCTTTAA AACTATCAAA AATAAAAATG AAGGGTCATT 95484 0 
ATGAAACTTT AAAAAGGGGA ACTCAAGGGA AATCATCATC TCTTTATTTT CTAGATTAAT 954900 
GAATATTCTA AAGATATAGT CTCATTAATT TGATTTATTT TCGTGTAAGA ATCAAAAATC 954960 
GACAATCATA GCGATTTTGT TCATCCGCCT TACGATATTC ATCAAATTCA ATTTCCCACT 955020 
CCTCCCAATT CAATTGAGGG AAAAAAGTAT CGCCATCTAG TTCTGTTTGA ATTTGAGTAA 95508 0 
GGTATAACTT ATCTGCTTTG GGTAAATATT GTTTGAATAA CTCTCCCCCA CCAATCAACA 95514 0 
TAATTTCATC AAAATCTCTG ACAAAATTGA CCGCACTTTC AAAGCTATCT TTCCATATCA 955200 
CACCTTCGTG TTCAAAAAGC TGGCGAGAAA GTACGATATT GGTACGTTTA GGTAGTGGAC 955260 
GACCAATACT TTCAAAGGTT TTACGCCCCA TAATGACAG3 TTTACCAGTG GTGTTCTGAC 955320 
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GAAACCAAGC TAAATCTGCA GGCAAGTGCC AAGGCATTTG GTTATCTTTA CCAATCACAT 955380 

TATTTAATGT TGTCGCCACA ATTAAACTAA ATGTCATAAA TCCCCCTAAA ATTTGCCGTT 95 5440 

ACTATACCTG ATATTAAGTG ATTTTTCATT GATTTAGTGA TAACGTTAAT GCCAATTTTA 955500 

AGAACTTGGA AAGGATTATG AACAAAAAAA CAATCGTTGT GAAATTCGGT ACAAGCACGC 95 5560 

TAACTCAGGG TTCGCCAAAA CTGAA7TCGC CACATATGAT GGAAATCGTT CGTCAAATTG 955620 

CACAACTGCA CAATGATGGA TTTCG7ATAG TGATCGTGAC TTCTGGTGCG ATTGCAGCGG 955680 

GTCGCCATTA TTTAAATCAT CCTCAATTAC CACCCACTAT CGCCTCAAAG CAACTGCTTG 955740 

CAGCGGTTGG TCAGAGCCAA TTAATTCAGG CTTGGGAAAA ATTATTTGCT ATTTATGATA 955800 

TCCATATCGG GCAACTTTTA TTAACCCGTG CAGATATTGA AGATCGCGAA CGTTTTTTAA 955860 

ATGCGCGAGA TACTTTATAC GCACTTTTAG ATAACCACAT TATTCCTGTG ATTAATGAAA 955920 

ATGATGCGGT AGCGACTGCG GAAATTAAAG TAGGAGACAA TGACAATTTA TCGGCATTAG 95598 0 

TCGCTATTCT TGTGCAAGCG GAACAGCTTT ATTTATTGAC TGATCAACAA GGTTTATTTG 956040 

ATAGTGATCC ACGTAAAAAT CCTGAAGCGA AATTAATTCC AGTTGTAGAA CAAATCACCG 956100 

ATCATATTCG ATCAATTGCA GGAGGAAGTG GTACAAATCT TGGTACTGGT GGAATGATGA 956160 

CCAAAATCAT TGCTGCCGAT GTTGCGACTC GCTCTGGAAT TGAAACCATT ATTGCTCCAG 956220 

GTAATCGCCC AAATGTAATT GCAGATCTTG CTTATGAACA AAATATTGGT ACAAAATTTA 956280 

TTGCACACCA ATCTGATCGA TTAGAAAGCC GCAAACAATG GCTTTTCGCC GCACCATCGG 95634 0 

CAGGTATTAT TACCATTGAT AACGGTGCGC AAAATGCCAT TCTTGAACAA AATAAATCTT 956400 

TATTACCCGC TGGTATTATT AACGTGGAAG GGCGTTTTTC GCGTGGTGAA GTAGTCAAAA 956460 

TACGCACTCA ATCAGGTAAA GACATTGCGC TGGGTATGCC ACGCTATAAC AGCGATGCTC 95652 0 

TACAATTAAT TAAGGGCAGA AAATCAGCAG ACATTGAGAA TGTTTTAGGC TATGAATATG 95658 0 

GCGCAGTGGC AATGCATCGT GATGATATGA TTATTTTGTC ATAATGTCCT TTGGTTGATA 95664 0 

AAAGCACTGA TTTATGAAAC AATCTTGAGC TATTTTTATA GGAAAAATTT AAGGTAAAAC 956700 

GATAGTGATC GATTTTGATG GCTACCGTCC AAATGTGGGT A77G7GATTT GTAATCGCAA 956760 

AGGGCAAGTG CTTTGGGCGA AGCG7TGTGG GCAAAATT CG TGGCAGTTTC CGCAAGGTGG 956820 

CATTAATGAT AATGAAAGTG CCGAGCAAGC GATGTATCGC GAACTACACG AGGAAGTTGG 956880 

TTTACAACCT AAAGATGTGC GTCTGTTATA TGTTTCTAAA CATTGGTTAC GCTATAAATT 956940 

GCCAAAGCGT TTATTGCGTT ATGACAGCAA GCCGATGTG7 ATTGGGCAGA AACAACGCTG 957000 
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GTTTTTGCTA CAGCTTGTTA GCGAT3AAAA AAACATCAAT ATGCAAACAA CTAAATCGCC 957060 
AGAATTTGAT GGGTGGCGTT GGGTAAGTTT TTGGTATCCT GTTCGTCAAG TTGTGTCTTT 957120 
TAAGCGAGAT GTTTATCGAA AGGTAATGAA AGAGTTTGCT TCGATACTAT TTACGGACAA 957180 
TCCACTAATA TTTTCCGCAT CTCGT3AAGC AAATTCACTG CATTATTCGG CAAACAAAAA 957240 
ATATTCTCAG ACAAAATACA CGAAACGCCA TTTTTATAAA TCAAGAGGCC AATAATGTTC 957300 
ACTTTTATTC TTCTTTGTTT ACTTGTTGGC GCATTAGCGG GTTTTCTTGC AGGATTATTT 957360 
GGTATCGGCG GTGGGTTAGT AATTGTGCCA ACGTTAGTGT ATTTACTGCC CATTGTAGAT 957420 
GTACCAGAAT CTTTGTTGAT GTCTACCGCA CTTGGAACAT CATTTGCTAC CATTGTGATT 957480 
ACTGGCATTG GATCGGCACA ACGTCATCAT AAATTAGGTA ACATAGTCTG GCAGGCAGTT 957540 
CGCATTTTAG CTCCGGTTAT TATGCTTTCT GTTTTTATTT GTGGTTTATT CATTGGAAGA 957600 
CTTGATCGTG AAATTTCTGC CAAAATTTTT GCTTGCTTAG TGGTATATTT AGCCACAAAA 957660 
ATGGTACTTT CGATTAAAAA AGATCAAGTC ACAACAAAAT CACTTACCCC TCTTTCTTCC 957720 
GTAATTGGCG GTATTTTGAT TGGTATGGCA TCTAGTGCTG CGGGAATTGG CGGTGGTGGA 9577B0 
TTTATTGTAC CGTTTTTAAC TGCTCGTGGC ATTAATATCA AACAAGCTAT CGGTTCTTCC 957840 
GCATTTTGTG GGATGTTATT GGGCATATCA GGGATGTTTA GTTTTATAGT GAGTGGTTGG 957900 
GGAAATCCAT TAATGCCTGA ATATTCGCTC GGTTACATTT ATCTTCCCGC AGTGTTAGGT 957960 
ATTACTGCCA CTTCATTTTT TACTTCCAAA TTAGGCGCAA GTGCAACCGC TAAATTGCCT 958020 
GTTTCAACCT TAAAAAAAGG TTTCGCCCTT TTCTTAATTG TGGTTGCGAT CAATATGTTT 958080 
CTGAAATAAG GAAAATTATG AATTCAAATT ATTTACTTCT TCCCCACTTT GATCCGAGTA 958140 
TTTTTACGCT TGGCGATAGT AATATCGGCT TACGTTGGTA TGGCTTGATG TACCTTTTAG 9S8200 
GTTTTGTTTT TGCACGTTGG CTTGCGGTTC GCCGTGCTAA TCGCCCAAAT AGCGGTTGGA 958260 
CAGTAGATCA AGTTGATAGC TTACTTTTCA ACGGTTTTAT GGG3GTGTTT ATTGGCGGAC 958320 
GTGTTGGCGA TGTATTTTTC TATAATCTCG ATCATTTCTT ACAAGAACCA CTTTATTTAT 958380 
TCCGCGTTTG GGAAGGTGGA ATGTCGTTCC ACGGTGGCTT AA77GGTGTA ATTGTTGCTA 958440 
TGATTTGGAC ATCTTATTCT CAAAAACG7A ATTTTTGGCA AAC33CTGAT TTTGTTGCGC 958500 
CTTTGATTCC GTTTGGTTTA GGTTTAGGCA GAATTGGTAA TTTCATTAAT CTTGAACTAT 958560 
GGGGACGCGA AACGAATGTG CCTTGGGCAA TGATTTTCCC GAA7GATCCT CTTTTACTGC 958620 
CTCGTCATCC ATCACAACTT TATGAAGCCT TTTTAGAAGG CC733TGTTG TTTACGATTC 958680 
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TGAATATTTT TATTAAAAAA CCACGTCCAA TGGCTTCTGT TGCAGGTTTA TTCTTAATTG 95B74 0 

GTTATGGCGT CTTCCGTTTT ATTGTGGAAT ATGTGCGTGA ACCTGAAGTT GAAAATTTCT 958800 

TTGGGATTAT TACACGAGGG CAAGCCCTTT GCTTGCCGAT GATTATTGGT GGTGCTTTCA 958860 

TTATGGCTTG GGCTTATTCA CGCAAAAGTG CGGTCATAAA ATAGGAGATT TTTATGAAGC 958 920 

AATATCTTGA GCTTTGTCGC CGCATTGTTA GTGAAGGGGA ATGGGTTGCT AATGAACGTA 958980 

CAGGTAAGCA TTGCCTCACG GTCAT7AATG CAGATTTAGA ATATGATGTG GCGAATAATC 959040 

AATTTCCGCT GATTACTACC CGTAAAAGTT ATTGGAAAGC GGCGATTGCT GAATTTTTAG 95 9100 

GTTATATTCG TGGATATGAC AATGCCGCTG ATTTCCGCGC ACTTGGCACG AAAACTTGGG 959160 

ATGCTAATGC GAATGAAAAT GCAGCTTGGC TTGCAAATCC GCATCGTAGA GGCGTTGATG 959220 

ATATGGGGCG CGTATATGGT GTGCAAGGCA GAGCATGGCG TAAGCCTAAT GGAGAAACTA 959280 

TCGATCAGCT ACGTAAAATT GTTAATAACT TAACGAAAGG TATTGATGAT AGAGGAGAGA 959340 

TTTTAACTTT TTTTAACCCT GGGGAATTTG ATCTTGGTTG TCTTCGTCCT TGTATGCATA 959400 

CGCATACTTT TTCTCTTGTG GGCGATACTT TACATCTTAC TAGCTATCAG CGTTCCTGTG 959460 

ATGTTGCGCT TGGATTGAAT TTCAATCAAA TTCAGGTGTT TACCTTCTTA GCACTTATGG 959520 

CTCAGATCAC GGGCAAAAAA GCCGGCAAGG CATATCATAA AATTGTGAAT GCGCATATTT 959SB0 

ATGAAGATCA GCTTGAGTTA ATGCGTGACG TACAACTTAA ACGCGAGCCT TTCCCATTAC 959640 

CAAAATTAGA AATTAATCCA GATATAAAAA CGCTTGAAGA TTTGGAAACT TGGGTCACGA 959700 

TGGATGATTT TAAAGTCGTT GGCTATCAAT CCCACGAACC AATTAAATAT CCTTTTTCCG 959760 

TCTAATGGAT GCAGCAAAAG TGCGGTCAGA ATTTGACGAG AAAATGATGC GCTACGCCCT 959820 

TGAGCTTGCC GATAAAG CGG AAGCGTTAGG TGAGATTCCT GTGGGGGCGG TGCTGGTGGA 959880 

TGACGCTAGA AATATTATTG GAGAAGGTTG GAATCTCTCC ATTGTTCAAA GTGATCCTAC 95994 0 

TGCACATGCT GAAATTATCG CTTTGCGTAA TGGTGCGAAA AATATTCAAA ATTATCGCCT 960000 

ACTGAATAGC ACGCTTTATG TGACATTAGA GCCTTGCACA ATGTGCGCAG GGGCAATTTT .96006 0 

GCATAGCCGT ATTAAACGTC TTGTGTTCGG TGCATCTGAT TATAAAACTG GCGCGATTGG 96 0120 

ATCACGTTTT CATTTTTTTG ATGATTACAA GATGAATCA7 ACTTTAGAGG TTACATCTGG 96 018 0 

CGTATTGGCA GAAGAGTGTA GTCAAAAATT GAGTACATTT TTTCAGAAAA GACGCGAGGA 96024 0 

GAAAAAAATA GAGAAAGCAT TATTAAAAAG TCTGAGTGAT AAG7AATTCT TTATTTTTTC 960300 

TTATATTTGA AACTTAAAAT CCAGGATTGA TCGTTATCTC AAATCCTGTT ACTTGCGGAA 960360 
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ACTCTTCTTG AATGAGTTTC AACAA7TCTG TCTGTCTGAA TAAAATTCCT TGGCGAACGA 96042 0 
TCGCATTTGC TGTCTCAATA AAAATTGAGT TATCTGTCAT ATTACCAATA CGAAATTTGC 960480 
CGTGAAATTC CTGTGGAAAA ATGCGGTTAA ATTTTTGATT GATTTCATTG ATAGCAAGAC 96054 0 
CTTTTTTGAT TATTTTGGCA AAGGGCGATT GCTCAAGCAC ATCCGTAATA TTGACTGCTT 960600 
TTTGATAACG CTCAGCCTTG TTTTCTCATAA AGTCTGCCCC CAGTAAATGA CATTAGTTTA 960660 
GATTTCCGTT ACAATACACG CAATTTTCAT AATAAACAAC GAGACGAATG ATTTCAGGCA 960720 
CTGTCAAACC GAATTTTTGG TCGCGATTAC TTTTAAGTAT CATCGCAATT TTTGCTTTGC 960780 
CTAACGCACA AAGTTTTGAA AATCAAAATA ATACGGAAAA TTATTCCTCA AGTGTTTCCA 96084 0 
TTCAACAAGC GTTAGAAACG GTAAAAGTTG CTCGTGAAGT GCAACGACAA GCCATTCCTC 960900 
AACCTTCAAT TTCCCGTCAA ACTGAAAAAC AACTTAAAAT TCAACCGCAC TTTTTTACTG 960960 
AAGCGTTGAA TATTAGCGCG CCAATTCGAG CAGGCCCCTT GCTTATTTAA TTTTTCTGTT 961020 
TTTTGTGAAG AATATTGCTA TTGAAATAGC GATATTTTAA AAAATTATTG TGCATGAAAT 961080 
AAAGTATTTC ATAAGCATTT AACTATTTAA CTTATATATT TAAAAAGAGA AATTATGAGC 961140 
ATTTTAACAA GAATTTTTGG TAGTCGTAAT GAACGCGTTT TACGTAAATT AAAAAAACAA 9612 00 
GTCGTAAAAA TTAATAAAAT GGAGCCTGCT TTTGAGGCAT TAAGTGATGA TGAATTAAAA 961260 
GCAAAAACAC AAGAGTTTCG TGATCGTTTA AGTGGTGGCG AAACTTTGCA ACAAATTTTA 961320 
CCAGAAGCAT TCGCAACGGT ACGCGAAGCA AGTAAGCGTG TGCTTGGTAT GCGCCATTTT 961380 
GATGTTCAGC TTATCGGTGG GATGGTATTG ACTAACCGCT GTATCGCAGA AATGCGTACT 96144 0 
GGTGAAGGTA AAACATTAAC GGCGACTTTG CCTTGTTATT TAATCGCACT TGAAGGTAAA 961500 
GGCGTTCACG TGGTAACCGT GAATGATTAT CTTGCTCGCC GAGATGCAGA AACAAACCGT 961560 
CCGTTATTTG AATTTTTAGG CATGAGTGTA GGCGTCAATA TTCCTGGTTT ATCG CCAGAA 9616 20 
GAAAAACGTG CAGCTTATGC GGCAGATATT ACTTATGCAA CCAATAGTGA ACTTGGTTTT 961680 
GATTATTTAC GTGACAACTT AGCCCACTCA AAAGAAGAGC GTTTCCAACG TACTTTAGGC 961740 
TATGCGTTGG TGGATGAAGT GGATTCTATC TTAATCGATG AAGCGCGTAC GCCATTGATT 961800 
ATTTCTGGTC AGGCAGAAAA CAGTTCAGAG CTTTATATTG CGG7AAATAA ATTGATCCCA 961860 
AGTTTAATTA AACAAGAAAA AGAAGATACG GAAGAATATC AAGGAGAGGG CGATTTCACT 961920 
TTAGATTTGA AATCTAAACA AGCGCATTTA ACCGAACGTG GTCAAGAAAA AGTAGAAGAT 961980 
TGGTTAATTG CACAAGGTTT AATGCCTGAG GGGGACTCTT TGTATTCTCC TAGTCGAATT 962040 
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GTATTGCTTC ATCACGTTAT GGCTGCAT7G CGTGCGCACA CATTGTTTGA AAAAGATGTC 96210 0 
GATTACATTG TGAAGGACGG TGAAATCGTG ATTGTTGATG AACACACTGG TCGTACAATG 96216 0 
GCGGGGCGTC GTTGGTCAGA TGGTTTGCAC CAAGCCATTG AGGCAAAAGA AGGGGTGGAT 962220 



GAACGTCTTG CGGGTATGAC GGGGACTGCG GATACCGAAG CATTTGAGTT CCAACAAATT 96234 0 

TATGGCTTGG AAACTGTTGT AATTCCAACA AATCGTCCAA TGATTCGTGA TGATCGCACT 962400 

GATGTGATGT TTGAAAATGA ACAATATAAA TTTAATGCGA TTATTGAAGA CATTAAAGAT 962460 

TGTGTAGAAC GCCAGCAACC AGTATTAGTG GGGACGATTT CAGTCGAAAA ATCAGAAGAA 96252 0 

TTATCTAAAG CGTTAGATAA AGCAGGTATA AAACACAATG TGTTGAATGC GAAATTCCAC 962580 

CAACAAGAAG CGGAAATCGT GGCAGAAGCA GGATTTCCTA GCGCAGTGAC TATCGCAACG 96264 0 

AATATGGCGG GTCGAGGTAC GGATATTATT CTTGGCGGTA ACTGGAAAGC GCAGGCTGCC 962700 

AAATTAGAAA ATCCAACTCA AGAACAAATT GAAGCCCTTA AAGCAGAGTG GGAGAAAAAC 962760 

CACGAAATTG TAATGAAAGC GGGTGGGTTG CATATTATCG GTACAGAGCG TCACGAATCT 96282 0 

CGCCGTATTG ATAACCAGTT GCGCGGTCGT TCTGGGCGTC AAGGTGACCC CGGTTCTTCT 962880 

CGTTTCTATC TTTCTTTGGA AGATGGTTTA ATGCGCATTT ATTTGAATGA GGGTAAGCTC 96294 0 

AATTTAATGC GTAAAGCGTT CACGGTAGCA GGCGAGGCAA TGGAGTCGAA AATGTTGGCG 963000 

AAAGTGATTG CATCTGCTCA AGCAAAAGTT GAGGCGTTCC ATTTTGATGG CCGTAAAAAC 963060 

CTACTTGAAT ATGATGATGT GGCAAATGAC CAACGTCACG CGATTTATGA GCAACGCAAT 963120 

CATTTGCTTG ATAATGATGA TATTTCTGAA ACTATCAACG CTATTCGCCA CGATGTGTTT 963180 

AATGGTGTGA TTGATCAATA TATTCCACCA CAATCTTTGG AAGAACAATG GGATATTAAA 96324 0 

GGGCTTGAAG AACGTTTATC TCAAGAGTTT GGTATGGAAT TACCGATTTC TAATTGGTTG 963300 

GAAGAAGATA ATAATCTTCA CGAAGAAAGT TTGCGCGAAC GCATTGTGGA AATTGCAGAA 963360 

AAGGAATACA AAGAAAAAGA GGCTTTGGTT GGCGAAGACG CTATGCGCCA TTTTGAAAAA 963420 

GGTGTTATGT TGCAAACCTT AGATGAACTT TGGAAAGAAC AC7TAGCTTC GATGGATTAT 963480 

TTACGCCAAG GTATTCATTT ACGTGGCTAT GCCCAAAAAG ATCCAAAACA AGAGTATAAA 963 54 0 

AAAGAATCTT TCCGTATGTT TACGGAAATG TTGGATTCTT 7AAAACACCA GGTTATCACG 963600 

GCTTTAACCC GTGTACGTGT GCGTACTCAA GAAGAAATGG AAGAAGCTGA ACGTGCTCGT 963660 

CAAGAAATGG CAGCACGTAT CAATCAAAAT AATTTACCTG TGGATGAAAA TAGTCAGACA 96372 0 



GTTAAGAGCG 



AAAACCAAAC 



TGTTGCATCA ATTTCTTACC 



AAAACTACTT 



CCGTTTATAT 
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ACTCAAAATT CAGAGACTGA AGATTATTCA GATCGTCGCA TTGGTCGCAA CGAGCCTTGT 963 780 

CCTTGTGGGT CGGGTaAAAA ATATAAGCAT TGTCACGGCA GTCGTGTGGC ACGCCAGTAA 963 84 0 

TGAACAATCA AAGTGCGGTG ATTTTTCACC GCACCTTTTT CATACCTCTA CATTGGATAG 963 900 

AAAAATGGAT AAAAAAATTA TACAA3TTGC TGCGGGGATT ATTCGTAATG AATTTGGTCA 963 960 

GATCTATTTA ACGCAGCGTT TAGAA3GACA GGATTTTGCC CAATCTTTAG AATTTCCCGG 964020 

TGGAAAAGTA GATGCGGGAG AAACCCCAGa ACAGGCTTTA AAACGTGAAC TGGAAGAGGA 964080 

AATAGGCATT GTTGCGTTAA ATGCAGAACT TTATGAACGT TTTCAATTTG AATATCCAAC 964140 

AAAAATCATT TCTTTTTTCT TTTATCTGG7 AAATGAATGG ATTGGTGAGC CTTTTGGGCG 964200 

AGAGGGGCAA GAAGGTTTTT GGGT7GAGCA GCACGCATTG GATGCAGGAC AGTTTCCCCC 964260 

CGCGAATGCA AAATTAATTC ATCGATTACT AAATGAAACT CATAATTTCA TATAAAATAA 96432 0 

ATGTGGTTTA AAGTTATATT AAAAGATTTA GTATGATTTA TCACATATAA CTTTTTAATA 964380 

TACTCGCCAA AATATTTGTA TTTTTTGCAT TATTGGAGTC ATTATGTCTC AACTTGCCAA 964440 

TCCAGAACTG ATGAAAGTCG TTATTTTACT CGCATCTAGC GTAACAATTG TGCCGTTATT 964500 

TAAAAGACTC GGGTTGGGTA GCGTGCTAGG TTATTTAGTG GCAGGTTGTT TGATTGGCCC 964560 

ATCTGTCTTT GGCATAGTGC AAGAACCAAC AGCTGTGGTA CATTTAGCGG AATTAGGTGT 964620 

GGTAATGTTT CTTTTTATTA TCGGGCTTGA AATGTATCCA GAACGCCTTT GGGCAATGCG 964680 

TAAAGCTATT TTTGGTAGAG GTTTGTTACA AGTTGGATTA TGTGGTTGCT TACTCACTTT 964 74 0 

TTCGGGTATT TATTTATTAG GATTAACAAA AGAAGTATCA TTTATCGCTG GTATGGGTTT 964 80 0 

CACGCTTTCC TCTACTGCTA TTGTAATGCA ATCACTAGAA GAAAGGGGGC TTACTTCTAC 964860 

GTCAAAAGGA CAACGCGTAA TTTCGACATT AATTTTTGAA GATATTGCTA TTGTACCACT 964 92 0 

TTTGGCTTCT GTCGCTTTTC TTGCTCCCCA TTCGAAAGAA GCGACACCAC ATACTGATTG 964 98 0 

GGTATCAATT GGTATAGCAT TAAG7GCTGT TGTGGGGTTA ATTGTGACTG GAAAATGGCT 96504 0 

AATGAACCCA CTATTTCGTT TAATTTCTAA AGCACGTATT CGTGAAATGA TGACAGCGGG 965100 

CGCATTATTG GTCGTTTTAG GTGCTGCATT AG C AATGGAA ATTGGCGGAC TTTCAATGGC 96516 0 

AATGGGCGCG TTTGTTGCTG GTGTGATGAT GTCTGAATCA GCGTTTCGCC ATCAGCTTGA 965220 

AGCGGATATA GAACCATTTC GCGGCTTATT ACTAGGATTA 7T7T7TATGG GCGTAGGAAT 965280 

GTCCTTAGAT TTGCATTTAG TGTTTAATCA TTGGATCTTG C7AC77GGAA TTGTTTTTCT 965340 

TTATATACTT GGAAAAGCCA GTGCTGTTTA TATTATTGCC CGAATTACCC GTCTTGATCA 965400 
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TCGAGAAGCC ATAGGACGAA TGTCTTTGAT GGCACACGGT GGCGAATTTG CTTTCGTTCT 965460 

TTTTTCAGCT GCAGCAACTG CGGAAGTAAT CAGTAATGAA GAACAAGCGA CATTCACTGC 965520 

TGCAGTGATT ATTTCGATGC TTTTTTCGCC TATTATTGCT CAAATTGCTC GTAAACTTAT 965580 

ACAGCGTACA GAGCCTAAAC ATCTT3ATCA ACTTGATGAA AATGATCTAG ACACCATCGT 965640 

GGATTTGGAA GATAACGTTT TAGTTATTGG TTTTGGACGT TTTAGTCAAA TTGTCTGCCA 965700 

AACATTATTA ATTCGTGGAA TTAGCG7TTC AGTGATTGAT CGCAATATCG AAAATATCCG 965760 

TcTGCCGCAA AGTTTGGTTT TAAAGTTTAT TATGGCGATG GCATTCGATT AGATGTTTTA 965820 

CGAGCCGCAG GAATTGAAAA GGCGAAATGT GTCGTATTAG GTATTAACGA TACACAAAGA 965880 

ATTGAACATA TTGTCAGTCA AATGAAAGAG GCTTATCCAA ATTTACCGAT TTTAACGCGA 965940 

ACTTATGACA GAAAAACAAC AGTTAGTTTG ATTAAGCAGG ATGTAGATTT TATTGTGCGT 966000 

GAAACTTTTG AATCAGCAAT TACACTTAGT CGAGCAACAT TGATGAAATT AGGTATTGAT 966060 

AAAATTGAAG CGGAAGAAAT TATTAAGGAA GTACGAACAT TGGATCAAGA ACGGTTAAAT 966120 

GAAGAAGTTT TACACGGTTT TTCGAATGAA ATAGTAAAAA AaTATTGGAC ACCAAGACCA 966180 

TTTATTAAAC CGCATCTTGA TACAAAAGCA TTAAATAAAG AAACAGAAGA AATTCTAAGT 966240 

GAGAAAATTG AAGAAGAAAT ATCAAATGAT CATTCATAAA ATTATTTTTT ATCTATAAAA 966300 

ATATTAAATT TTAACTTCTC GTTTAAGTAT TTACTTTTGA GTGATTTAAA TCACGTAAAT 966360 

TTTTATTTTA AGGCAATAAA TGAATAATAA AATTAGTGTT TATGATAAAG ATAATTTCTT 966420 

TGAGCTTTAT CAGAAACTCC GTGCAAATCC AATTAGCCTC AATGAAATTA TCGAAAAGCC 966480 

CACCATGCTT TCATTGTTGC CTAATTTAAA AGGGAAGAAA TTACTCGATT TAGGCTGTGG 966540 

TACGGGAGGG CATTTACAAC TTTATTTAGA ACGAGGGGCG GCTAAAGTAA TTGGAACTGA 966600 

TCTTTCCGAA AAAATGCTCG AACAAGCTGA AAAAGATCTT CAAAAGTGCG GTCAATTTTC 966660 

AGGGCGTTTT TCCTTATATC ACTTACCAAT AGAAAAATTA GCTGAGTTAC CAGAAAGTCA 966720 

TTTCGATGTG ATT ACT AG CT CTTTTGCCTT TCATTATATT GAAAATTTTC CGACATTATT 966780 

ATCAACGATC CATGACAAAC TCTCGTCTAA TGGCACATTA ATT7TCTCAC AAGAACATCC 966840 

GATAACTACC TGCCATAAAG AGGGAGAACG CTGGGAAAAA AATGATAAAA AACAGCAAGT 966900 

CGCTTATCGT TTAAATCATT ATCGAGAAGA GGGGAAACGC AATAGAAATT GGTTCAAACA 966960 

ACCTTTTCAA ACCTATCATC GAACAACAGC AACAATTATC AATAATTTAA TTCATGCAAG 967020 

GTTTCAAATC GAGCAAATGG AAGAACCCAT GCTTGCTGAC CAACCGCAAT GGCATAATGA 967080 
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ATTTAAAGAT TTGTCACATC GACCACCATT GTTATTTATC AAAGCAAGAA AAGTGGAGAA 96 714 0 
ATAAACAAAA TAAACTGGTT TTTAACCGCA CTTTATGGTA TAAATCGCCC CGCTGTTTTT 967200 
GCCTTTCAAA AGCAGTTTTT TAATTACTAA CAACACACAC ATATTAACAA GGCTTAATCG 967260 
GGGTGCCAAA CGGTCGATTA GCTGATATGT GGAGGCTCAA CCCCAACAAA AGGAAAATAT 967320 
TATGGCACAA GTTTCAATGC GCGATATGAT CAACGCAGGC GTACACTTCG GACACCAAAC 967380 
TCGTTACTGG AACCCACAAA TGAAACCTT7 CATTTTTGGT GCTCGTAACG GTGTTCACAT 96 744 0 
CATCAATCTT GAAAAAACTT TACCTTTAT7 CAACGAAGCT TTAGCGGAAT TAACTCGCAT 967500 
TGCTAGCAAC AACGGTAAAG TATTATTCGT TGGTACAAAA CGTGCAGCGT CTGAAGCAGT 967560 
TCAAGCAGCA GCATTAGATT GTCAGCAATA TTACGTAAAC CACCGTTGGT TAGGTGGTAT 967620 
GTTGACTAAC TGGAAAACCG TTCGTCAATC AATTAAACGT TTAAAAGATT TAGAAACCCA 967680 
ATCTCAAGAC GGTACTTTTG ATAAATTAAC CAAAAAAGAA GCGTTAATGC GTAGCCGTGA 967740 
GATGGAAAAA CTTGAATTAA GCCTTGGCGG TATCAAAGAT ATGGG CGGCT TACCAGATGC 967800 
GTTATTCGTT ATCGGTGCGG ACCACGAACA TATCGCAGTT AAAGAAGCAA ACAACCTAGG 967860 
TATTCCTGTA TTTGCTATCG TTGATACTAA CTCAACACCA GCTGGCGTAG ATTTCGTTAT 967920 
CCCTGGTAAC GATGATGCGA CTCGTGCTAT CCAACTTTAC GTTTCTGCAG CTGCAGCAGC 967980 
GGTTAAAGAA GGTCGTGGTA ACGAAGCTCA AGTTGCTGAA GAATTAGCAG CTGACGCAGA 968040 
ATAATTTAAG TTTTGCAATA AGGCGAAGCC TTAATAATCA AGCGATTAAT TGGCATAGGG 968100 
GCTAAAATTT AGCCCCTATA TTTTTATCTA AAAGTGCGGT CAAAATAAAC CGCATTTTCG 963160 
ACAGAGGATT TTAAAAATGG CTGAAATCAC AGCATCATTA GTAAAAGAAC TTCGTGACCG 968220 
kACTGGCGCA GGTATGATGG AATGTAAAAA AGCATTAGTT GAAGCAAACG GTGATATTGA 968280 
GTTAGCAATC GACAATATGC GTAAATCTGG TCAAG CTAAA GCAGCTAAAA AAGCAGGCCG 968340 
TGTTGCAGCT GAAGGTGTTA TCCTTGCTCG TGTAGAAAAT GGTTTCGGTG TATTAGTTGA 968400 
AATGAACTGT GAAACTGACT TCGTAGCAAA AGATGCAGGT TTCTTAGGTT TAGCAAATGA 968460 
AGTAACTGAT TTCGCAGCAG CAAACAAAGG TACCACTATC GAAGCATTAC AAGCGCAATT 968 520 
TGAAGAAAAA CGTGCTGCAT TAGTTGCTAA AATCGGTGAG AACATGAATA TTCGTCGTGT 968580 
TGCTTACCTA GATGGTCAAG TAATTGCACA ATACTTACAC GG73CAAAAA TTGGCGTATT 96864 0 
AGTTGCGGGC GAAGGTTCTG CTGATGAACT GAAAAAAGTA GCAATGCACG TAG CTG CATC 96 8700 
TAAACCTGAA TTCGTGAACC CAGAAGATGT ATCTGCTGAA GTGGTTGAAC ACGAACGCCA 968760 
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AATCCAAATC GATATTGCGA TCAACTCTGG TAAACCAAAA GAAATCGCAG AGAAAATGGT 
TGAAGGTCGT ATGAAGAAAT TCACT3GTGA AGTTTCATTA ACAGGTCAAG CATTTGTAAT 
GGATCCTTCT GTATCTGTAG GGGATTTCTT AAAATCAGTA AATACTTCTG TTTCTAACTT 
CATTCGTTTA GAAGTAGGCG AAGGTATTGA GAAAAAAGAA GAAGATTTTG CTGCTGAAGT 
TGCAAAAATC ACTGGCGGTA ATGCGTAATT CTTTAAAGAT AACGATATGT TAATAAGCCC 
AACTTAAGTT GGGCTTATTT GTTTTATAGG ATAAGCTGCT TAATTAACGG GCTTAAACTT 
TTTTAGTTAC GTTTAGTAAA ATAAAAAATC CACACTTTAA TAGTAAACTT TTAAAGTGTG 
GATTTTGTAA TAAAACCTCA GAAGAAATTA AGAAATTTTC TTTTCTAACG CTTTTAAACG 
TTTATTTATT CCATCAATAC CTAACGTTAG TGCTGCTGTT TTACGCCATT CTTTATTCGT 
TTGCAATGGA ATACCAGAGG AATATACGCC AGGCTCTGTA ATTGGGCGCA TAACCATTCC 
CATTCCAGTA ATGGTTACTT TATCACAAAT TTCCATATGA CCATTAATCA CACTTGCACC 
ACCAATTAAG CAATAGCGAC CAACAGTTAA GCTACCTGCC ATAATAACGC CACCCGCAAC 
CGCTGTACCA GTGCCAATAT GAACATTATG TGCAATTTGA CAAAGGTTAT CGATAATAAC 
GTTATCTTCA AT AATCGTGG CATCTAATGC GCCTCTATCA ATACAGGTAT TCGCACCAAT 
CTCAACGTTA TTACCAATTA TTACTTGCCC TACTTGTGGA ATTTTAATCC AACGACCACG 
ATCATTTGCA TAACCAAAAC CATCACTACC GATAACTGTT CCTGATTGAA TTAAGCAATT 
AGCTCCAATC TCAACGTTAT GGTAAACAGT GACATTAGCC CAGAGTTGAG TGCCTGAACC 
TATCTTGGTA TTTTTACCAA CAAAGCAATT TGCACCAATG ATCACGTTAT CACCTAGTAC 
AACACCTTCT TCAATCACTG CGTTCGCACC AATAGATACA TTTTCGCCCA ATAAAACACC 
ATCAAAAATG ACCGCACTTT TTGCGATTCC TTGTGCCGCT TTTGGCGTGC TATCCATATA 
TTGCGCTAAA ATTG CGTAAG CCACATAAGG ATCTTTAACA ATAAGTAAAT TGCTTTCTGG 
AGAACAGTGT TCAACATCCT CTTCAGAAAC AATCAAAATC CCTG CTTTAG AATCTTTCAA 
TAATACACGA AATTTTACGT TAGAAATAAA AGTGAGTTGA TTTGATTGGG CTTTATCGAG 
AGGCGCGATA TTCTCAACAA CAACATCGGT GTTACCGCGA ACG3TAGCGC CGATTTGAGT 
TGCCAATTCT TGTAAAGAAT AGGATTTTTG CATTATGAGA ACCTATTATT TTTTCTCTTG 
TGCTTTTTCA GAAGCAGGGA TAGATTTTAA TACTTCTTCA GTA^TATCTT TACCCTCTAC 
CGCAAATACA ATTGAATTTG CATCAAGCAC ATAAGTATAA CC7TTTGCTT TTGCTAAATT 
ATTTGTCGCA GTTTGAATGC TATCTAATAA TTTACCACGT TC7TCAGCTT GACGTTTTTC 
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ATTTTGAGCT TGGAATTCTT GAACTTTTTT ATCTTGTTCT TGCATTAATT TTTGTAATTC 970500 

AGCATCTTCA GCCGCACCTA ATTTATTAAT TTCCTGTTGG CGTTTTTGAA TATCAGCTTG 970560 

ACGTAAGCGA GGTGCATCTT TTTC7AAAGC CGCAACTTTT GCTTCTACTT TTTTACGAGC 970620 

AGCAGCAATT TTATCATCAA CTTCTTTTTT GCTTGCTGCT AATTTCTCAG CTACAGGTTT 970680 

AAATTCAGCA TCAAGTTTAT CTGC7ACCGC TTGGCGATCT GGGTGATGTT GAAAAATATA 970740 

ACCTGCATTA ATGAAAGCAA T TTTT TCTTC AGCGGAAGCA TAGCCTGAAG CAAGTGCAAT 970800 

ACCTAAAGCA AGTGCGGTTA CTTTTGCGAT GTTTTTCATT TGATAAATAT CCTTAATTAA 970860 

ATGATGGGTT TAATATTTTC TCTGCCCAAT TAAATTAGGC AGAGAACGTT G TTTTT GAGT 970920 

TCTGATGAAG AAAAAAGTTC AATTTATTAG AAAGAACCTC CAATACTAAA TTGGAACTGT 9709 BO 

TCGACATCAT CATTTTCATA TTTTTTAATT GGTTTGGCAT AAGAGAATAC CAATGGCCCA 97104 0 

ATAGGAGATT GCCATTGGAA TCCGACACCT GTAGAGGCGC GAATACGGCT TGATTTGCCA 971100 

TAATCGGGTA AGCTTTTTAA TACATTGTTA TCTAACCCAC TCTTATCCGA TTTCCACTTA 971160 

GTATTCCAAA CACTTGCCGC ATCAACAAAT AGGGAGGTTC GGACTGTATT TTGGCTTTTA 971220 

TCACTCACAA ACGGTGTTGG TACAATAAGT TCTGCACTCG CAGTTGTGAT TGCATTACCA 971280 

CCAATCACAT CAGAACTTAT CTTCTTAAAA GTACCATTAC CATTACCATG TTCTGCATAA 971340 

ATTGCGTTAG GTCCAATACT ACCATAAGCA AAACCACGTA ATGAACCGAT GCCACCCGCT 971400 

GTATAAGTTT GATAGAACGG TAAACGCTTG TTTCCAAAAC CATTTGCATA TCCTGCAGAT 971460 

GCTTTTGCAG ATACAACCCA GAGGTGATCT CTGTCTAATG GGTAGAAACC CTGTACGTCT 971520 

GCACTTAGTT TGTAGTATTT GTTATCAGAA CCTGGAATAG TAACTCGTCC ACCAAGACTT 971580 

GCTTTAACCC CTTTAGTTGG GAAATAGCCT CTATTAAGGC TGTTATAGTT CCAACCAAAA 971640 

GAAAAATCAA AGTCATTTGT TTTAATGCCA TTACCTTTAA ATTTCATTGA TTGAATATAT 971700 

AAATTACGGT TATATTCTAG AGCAAAGTTA CTAATTTtAT TATAGGTATG GCCTAATCCT 971760 

ACATAATAGG AGTTATTTnC ATTTACAGGG AAACCTAAAG TAACATTACT TCCATAAGTc 971820 

GTACGCTTAT AGTTAGAGGA TGTATCACTT TTAGAGTTAT CGTAGTTTTC AAAGAAAACA 9718 8 0 

TTTCCACCAA GACTTACACC ATCTTTAGTA AAATAGGGCT CG "ATAACC CAAATTGACA 971940 

CTCGTACCAT AATCATTTTT CGTACCAGCT ATACTTACTG CCGCCCCTGT TCCCAAGAAA 972000 

TTATCTTGTT TAACACTTGC TTGATAACTA ATACCACTCT CTGTACCGTA ACCAATACCA 972060 

AAGTTGATAC TACCCGTGTT ACGTTCTTTG ACTTTATATA CGACATCCAC TT CATC ATT A 972120 
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CTACCATTGA TAGGaTCAAT TCGGTTTTCG ACTGTTTCGA AGAAACCTGT ACGATCTAAG 972180 

CGAATTTTTC CtAACTCAAC TAAT73TGAA TTATACCAAG TTCCTTCTTG TTGGCGCATT 972240 

TCCTGACGTA AAGTGCTATC AGCAGAAACG GTATTTCCTT CAAAGCGAAG TTGGCGAACA 9723 00 

GTTAAACGTC GTCCAGCATC AACAACAAGG GTTATCGCTA ATGTTTTATT TGCATCATCA 972360 

AAATCAGGTA CTGAATTTAC CGTTGCGCTA CCGTAACCGC GTTCTCCAAG TTTTGCTTTA 972420 

ATTGCATTTT CTACATCTGC AATG7CACTA CGGCGGAAAG TATCATTTAA ATGTAATGCT 972480 

GACAGTAAAG GTTCAAGCTC GGCAGACATA CCTCCCAGA7 TACCTATAAT GCGTGCACTA 972540 

CGAAGGTCAT ACTGTAAACC tTCATTTACA TCAATGGTTA CATTAACTTT TGTTTTTTCA 972600 

TCATTTAGCT GAACATCCGT TTTAGTGATT TGTGCTTTGG CATAGCCATT ATTTAAATAA 972660 

TAATCACGAA TTGACTGCAA ATCTTTCTCG AATTGCGCAC CTTCAAATTT ATTTCCCCAT 972720 

AATTTCCACC AAGAATCAGG TTGTAATTCC ATTTGTTCT7 GTAATGTACT GCTACTAACA 972780 

GATTCGTTCC CCTTGAAAGT TAATGATGCC AATTTTGCTT TATCATCTTC ATTGATTTGA 972840 

ATTAAAATTT CAGCGCGATT ATTTGGTAGC GTATTGACAA TAGGTTCAAC GGTTGCGTTA 972900 

TAGCGACCTA CACTTGCATA GTGCTCTTTT ACACTTTTGG CAAATTCATT TAATTTTTCT 972960 

CGAATTAAAA CATCGCCAAC TTTAAACCCG TTAGCATCTA AGTTTTGTTT TAGTGCTTCA 973020 

GTGGGAATAA TAGAGTTACC TTTGATTTTA ACATCTGAAA TGATCGATTT AGCCACAACG 973080 

CTAACAACAA GCACATCG CC TTCTTGATGC GCTTTCACAT CATCGAATCG ACCACTTACG 973140 

AATAAAGAGC GGACAATATT AGCCACATCA TTGTCAGTCA CACGCTGACC AGCACGAACA 973200 

GGTAAACTTG CTCGGATTTG TTGTTCTAAG TCACCTTGAA CACCATCCAC ACGAATATCT 973260 

TTTGCCACAA AAGGTGCGGC AAACACAGTC GTTGTCGTAC CGAATAATAA ACTTGCGATT 973320 

AGAAGTTTTT TCATCGATTG TATCCTATAT AAATTATAGA CGTAAAAAAT CATTAAATAA 973380 

TGCAAACACC GTTAAGCTTA ATAACAGTGC TGCGCCAAT7 CGATAACAGA TGCTTTGCAC 973440 

CCGCTCAGAA ACAGGTTTTC CTTTAACAGC TTCCATTGT7 AAAAAAACTA AATGACCGCC 973500 

ATCTAATACT GGTAATGGAA ATAAATTCAT AATCCCTAAA 777ACACTAA TCAATGCCAT 973560 

AAAACTTAAA AAATACACCA ATCCAATATT TGCTGATGC3 CCAjCACCTT TTGCAATAGA 973620 

AATTGGCCCA CTTAAATTAT TTAATGACAA ATCGCCAGTA AGTAATTTCC CTAATATTTT 973680 

CAAGGTTAAA AGGGAAAGCT GTCCTGTTTT TTCAATGCC7 77773TAAAG ATTCAAGAAT 973740 

ACCATATTTT AATTCAGTAC GGTA7TCATC CGCTAATT77 GTTAAGGCTG GGCTAACCCC 973800 
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AACAAACCAT TTGCCATTTT GATTACGCAC TGGAGTTAGG ACTTTGTCAA ATGTTTCTCC 973860 
ATTACGTTCA ACTTTAATAG AAAAAGATTC GCCTTGTTCG ACCTGTTTTA TAAAATCTTG 973920 
CCAAGGAAGT GCGGTTAAAT TTTCTTTTAA AATTTTATCA CCGATTTGTA AACCAGCTTT 973 980 
CTCAGCGGGA GAATTTTGAA CAACTTTAGA AAGCACCATT TCAATTTTAG GACGCATAGG 974 04 0 
CATAATCCCT AATGCCTCAA AAGCACTTTC TTTTTCAGGA TCGAATGTCC AATTTGTAAG 974100 
ATTTAAAGTC CGTTGTTGTT CAATATTAGA ATTGAAAGGA GAAAGGCTAA TCTCAACATT 971160 

AGGCTCCCCC ATTTTTGTGG CAAGTAGCAT ATTGATGGTT TCCCAATCTT GAGTTTCTTC 97422 0 

GCCATCAATT GTAAGAATTT GCGTATTGGG TTCAATGTGG GCTTGTGCTG CGATTGAGTT 974280 

TGGTGTTATT GATTCAATCA CTGGTTTAAC CGTTGGCATT CCATAAAGGT AAATGACCCA 974340 

ATAAGCAAAA ATTGCAAAAA TaAAATTAGC TAAAGGGCCT GCAATAATTA CAAATGACCG 974400 

TTGTAATACG CTTTTACTGT CAAATGCTTG TGATTTTTGC TCAGCAGGAA CTACTTCATT 97446 0 

ACGTCCATCA AGCATTTTTA CATAGCCGCC TAAAGGAATC ATTGAAACCG CAAATTCTGT 974 520 

ACCATATTTG TCAATGCGTT TCCAAATTAC TTTTCCAAAA CCAATGGAAA AACGATGGAC 974580 

TTTTATACCG CACTTTCTCG CTGCCCAAAA GTGACCATAT TCGTGAACGG ATACTAATAC 974640 

AGCAATAGCA- ATGATAAAAG AACCTAGTGA CCACAAAAAT GACATTAAAA ATCCTTATAA 974700 

GACAAAGAAA TAGAAATAGC TGAAAAAAGG TACCGCGGCA GTCAAGCTGT CAATGCGATC 974 760 

TAATACGCCG CCGTGACCTG GAATTAATTG ACTGCTGTCT TTAACTCCTG ACTCACGTTT 974620 

AAACATACTT TCAGTTAAAT CGCCCAATAC TGAAATTGCA ACTGTGGCTA CAGAAAGAAT 974880 

GATAAATCCA GTAATATTTC GATCGCCTAC TAAAGTATTG TTAGAGAAAT GAATAAAGAT 97494 0 

AAAAGCAAGC ACTAATGCTG TAATTAAGCC ACCAATGACC CCTTCCCAAC TTTTACCTGG 97500 0 

CGATACTTTA GGGGCAAGTT TACGTTTGCC AAAGGCGCGT CCGCTAAAAT AAGCACCAGA 975060 

ATCAGCCGCC CAAACAAGTA TAAATACGTA AAGTAATAAA AATAAGCCGT GATAAGGATC 97512 0 

ATGGGTATAG TGTTCTAAAC GTAAACGTAA TACACCTGCG ACAAATGGAA TCAACGTAGA 97 5180 

AAAGGCAAAT AAAAGTTGTA AAAGTGGATT TTTAGACCAA AATTTAGCTG ATTTAGGGTA 97524 0 

ACTGATCACA AGTAACAAAG CTAAACCCCA CCAGCTAACA GCATTTATCA ATAAAAGCTG 9753 00 

AAGATGTTGT TCAAACACAC GCCCTGCATC TAAATAGTT3 CCCTCAGTAT AGAGCCATAA 975360 

GAAGATAAAT ACGCCTAAAA AGGTAGTCAC AAAAAAACGT ATCAAAGGTT GTTTTAGGCG 97 5420 

AGCAAATTGA GTCCATTCCC AAATGCCTAA AATCGCTACT GCCCCTAAAG CGAGGGCAAA 9754 80 
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ATAAAAAGGT GTGAATAAAA ATAGCGCACA TAAAACTGCA GCAATTAACA CAAT AGCAG A 97554 0 
TAAAACTCGT TGTTTAAGCA TAATTTTAAT CCGTTTAACT ATTCAGTCCC GCCAAAACGG 97 5600 



CAAAGCACAT CGGAAAAATA TAATTCCGCA TAGGCAATTT GCCATAATAA AAAGTTGCTT 975720 

ATGCGCTGTT CTCCACTGGT GCGAATTAAT AAATCCACAG GTGGTGCATT TTGGGTTGCA 975780 

AGATGATGTT GAAAAGTCGA GTTATTAATA TCTGAAACTG ACATTTCTTC TTTTTTAACT 975840 

TTTTCTGCAA TTTGTTTAGC GGCTTGAATA ATATCCCAAC AACCGCCGTA ATTTGCCGCA 975900 

ATATTGAGTG TAAGTGCGGT ATTTTTTTCT GTTAAATTTT CCGCT TTTTT GATTTTTTCT 975960 

TGTAAAGTTT CACTAAAACG AGATACATCG CCTATAATTT TCAGACAAAT ATT A TTTT T A 976020 

TGTAATTTTT TCACTTCGCG ATCCAAGGCT TGCATAAAAA GCGACATTAA CGCGCTGATT 976080 

TCTTGTTCTG GGCGACTCCA ATTTTCGCTA CTAAAGGCAT AAAGTGTGAG TACTTCCACA 976140 

CCGATTTGTC GTGCATAAGC GACTGCTTTG. CGTACCGCAG TAACGCCATT GGTGTGTCCG 976200 

AAAATTCGCA TTTTATTTTT CTGTTTTGCC CAACGGCCAT TACCATCCAT AATAATGGCA 976260 

ACGTGTTTTG GTATATTTGT TTGATCCAAC TCTATCATTA TTTTtATTAT TGAGAGACCT 976320 

CTATAAATTT GGTGGTAAAC TATATCATAA GTTATATTGG CTTGCTATGA ATTCCTTTGT 976380 

tCTAATCTGT TCTGCAAAAA TTGAAAATTT ATTGTAAAAA ACAACTAAAA AACCACCGCA 97644 0 

CTTTTTATTT CTCTCCCTAT TAATTTTTGC CATTTTACGG TATTCTATGC CACATTTTCT 976500 

ATTGTCAAAA TGCTGCAAAA GTGCGGTTAA AATTTAAGGT GATTTTATGC AAGAACAATA 976560 

TCGCCCCGAT ATGATCGAAC CAAAGGTTCA ACAATATTGG GCAGAAAATA AAGTTTTCAA 976620 

AGCAATCAAA GACGAATCTA AAGAAAAATA TTACTGTCTT TCTATGTTCC CATATCCTTC 9766 80 

TGGCCGCCTG CATATGGGAC ATGTACGTAA CTATACTATT GGTGATGTCA TTTCTCGTTA 97674 0 

TCAACGCATG TTAGGTAAAA ACGTGTTGCA ACCCTTTGGT TGGGATGCTT TCGGCTTACC 976800 

AGCAGAAGGT GCCGCAATCA AAAACAAAAC TGCGCCTGCT AAATGGACGT ACGAAAACAT 976860 

TGCCTACATG AAAAAACAAC TTCAGCTTTT AGGCTTTGGT TTCGACTGGG ATCGCGAAAT 976920 

CGCAACCTGT AAACCAGAAT ACTACAAATG GGAACAATGG TTC77CACGG AG CTTTAT AA 976980 

AAAAGGCTTA GTGTACAAAA AAACCTCAAC CGTAAACTGG TGCCCGAATG ATGAAACAGT 977040 

ACTCGCAAAC GAGCAAGTAC ACGAAGGTTG TTGCTGGCGT TGTGATACAC CAGTGGAACA 977100 

AAAAGAAATC CCACAATGGT TTATCAAAAT TACTGACTAT GCAGAGCAAT TATTAGGTGG 977160 



CGATGACGTT GTTGATAACT TGCAATCGCG CGATTAAATT CTAATTGATT AAAATCAGGC 
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TTTAGATACC CTTCCACAAT GGCC7GACAT GGTAAAAACC ATGCAACGTA ACTGGATTGG 977220 

TCGCTCTGAA GGGGTAGAAA TTACC7TTGA TGTTGCAAAT ACCAACGAAA AAGTGGCGGT 977280 

TTACACCACG CGTCCAGATA CCTT77ACGG CGTGAGTTAT TTAGGTATTG CAGCGGCACA 977340 

TCCATTAGCA AGTTTAGCAG CTCAAAACAA TTCCGAATTA GCCGCCTTTA TCCAAGAAGC 977400 

GAAAAACGCC AAAGTGGCAG AAGC73ATC7 TGCGACAATG GAGAAAAAAG GAATGGCAAC 977460 

GGGATTATTT GCTATTCATC CATTGACGGG GGATAAATTA CCGATTTGGG TTGCGAATTT 977520 

CGTATTAATG CACTACGGCA CTQGCGCAGT AATGGCGGTT CCTGCTCATG ACCAACGTGA 977580 

CTTTGAATTT GCTCAAAAAT ACAGTTTGCC AATTAAACAA GTGATCGCAC CGCTTGCAGA 97764 0 

TGAAGAAATT GATTTAACCA AACAAGCTTT CGTTGAACAC GGTAAATTAG TGAACTCAGA 977700 

CGAGTTTGAT GGTAAAAATT TTGATGGTGC TTTCAACGGC ATTGCAGATA AATTAGAAAA 977760 

ATTAGGTGTT GGAAAACGTC AAGTTAATTA CCGTTTACGT GACTGGGGCG TTTCTCGCCA 977820 

ACGTTATTGG GGTGCACCAA TTCCGATGCT AACCCTTGAA AATGGCGATG TAGTACCTGC 9778 BO 

ACCAATGGAA GATTTACCTA TTATTCTACC TGAAGATGTG GTAATGGATG GCGTAAAAAG 977940 

TCCAATTAAC GCTGATCCTA ATTGGGCAAA AACAACCTTT AACGACGCAC CAGCGTTAAA 978000 

AGAAACGGAT ACCTTTGATA CCTTTATGGA ATCCTCTTGG TATTACGCGC GCTACACTTG 978060 

TCCACAATAT CAAAATGGCA TGCTTGATGC GGAAGAAGCA AACTATTGGT TACCTGTGGA 978120 

TCAATATATC GGTGGTATTG AACATGCTAC GATGCATTTA CTCTACTTCC G CTTCTT CCA 978180 

CAAATTATTG CGTGATGCAG GATTTGTAAC TAGTGAGGAA CCAGCCGATA AATTATTATG 97824 0 

TCAAGGTATG GTGCTTGCAG ATGCCTTCTA CTACACAAGT CCAACCAATG AGCGTATTTG 978300 

GGTAAGTCCA ACACAGGTAA CTCTTGAACG TGATGAAAAA GGCAGAATTA TTAAAGCGAC 978360 

CGATCCTGAA GGGCGTGAAT TAGTCCACAG TGGCATGACC AAAATGTCGA AATCCAAAAA 978420 

TAACGGTATT GACCCACAAG AAATGGTAGA AAAATATGGT GCCGATACTG TTCGCCTCTT 978480 

TATGATGTTT GCCTCTCCAG CAGAAATGAC CTTGGAATGG CAAGAATCAG GCGTAGAAGG 978540 

TGCGAAACGT TTCTTAGGAC GCGTTTGGAA TTTGGTATA7 CAA7ATCAAC AAAATCCAGC 97B6 00 

AAAAACTAGC CTAGATTTGA CCGCACTTTC CGCAGAACAG AAAGTGCTTC GTCGTGAAGT 978660 

TCATAAAACC ATTGCGAAAG TGAGCGATGA TATTGGTCG7 CG7CAAACAT TTAATACTGC 978720 

GATTGCTGCA GTGATGGAAT TGATGAATAA ACTGACTAAG GCA7CGCTTG ATAGCGAGCA 978780 

AGATCGTGCA GTTATGGCGG AGGCATTAAG TGCAGTTGT7 CG7A7GCTTT ATC CAATTAC 978840 
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GCCACATATC TGTTTTGAAT TATGGCAAGC TCTTGGCAAT GAAAGTGCTA TTGATACTGC 978 900 

AGAATGGGTA AAAGCCGATG AAGCCSCAA7 GGTAGAAGAT GAAAAACTGA TTGTTGTGCA 978960 

AGTAAATGGC AAGGTTCGTG GC AAAGT7AC TGTTGCGACA GATGCAGATG AAGACACAGT 979020 

CAAAACGATT GCTTTTGCGG ATGAAAATGT GAAGAAATTT ATTGATAATC AACACATTGT 979080 

CAAAGTGATT TATGTCGTAG GTAAA7TA77 AAACGTGGTA GTG AAAC CAT AATACATAGG 97914 0 

GTGTGTGGAT TTAAAATTCA CGCACCAT77 TTTATAGGTA TGTGAAATAT TTACATTTTA 979200 

CACGTCCTAC AATAAAGGTA ATTT77ATGA TCAACTCAAT CAAGACTTTA CTGCTTATCG 979260 

CAACATTAGC AATTCTTTCT GCTTGCGGTT GGCATTTTCA ACAGTCGGTT ACTATGCCAA 979320 

GTGAATGGCG AACATTAGCC CTTGAAAGTG ATGACTCTTA TAATGATTTT ACTGTTATTA 979380 

TGCGTCGCAA ATTGCAGGAA AATCAGGTTA ATGTCGTCAA TTTAGAACAA AATATTCCCA 97944 0 

TTTTACGTAT TAATAAACAG ATTACTTCAG ATCAAGTTGC GTCTATTTTT AAGCACGGAC 979500 

GTGAGGCAGA AAAACTTTTA ATGTTGGAAG TAGAAGCCAC TTTCCGCCTT GCTAATGGCG 97 9560 

AAAGCTATCC AATCAATGCG AAAGTAAACC GTACTTTCTT TGATAATGCA CGTGCAGCAT 97 9620 

TAGCCAAATC AGAAGAACGA GAGGTAATTT GGAATGATAT GCGCGAGCAA GTAGCGCGTC 979680 

AATTAATCGT AAAAATAATT GCGTTACAAA ATCAAATAAA AAGGAAATAA TGAACCGCAT 97974 0 

TTTTCCAGAG CAACTAAATC ATCATCTTGC GCAAGGCTTG GCTAGAGTTT ATCTCTTGCA 979800 

AGGGCAAGAT CCTTTATTAC TTAGTGAAAC TGAGGATACT ATTTGTCAAG TGGCAAACCT 979860 

GCAAGGTTTT GATGAAAAAA ATACTATTCA GGTTGATAGC CAAACTGATT GGGCGCAACT 979920 

TATAGAATCT TGTCAATCTA TAGGATTGTT TTTTAGTAAA CAAATACTAA GCTTGAATTT 97 9980 

ACCTGAAAAT TTCACCGCAC TTTTGCAGAA AAATCTGCAA GAACTTATAT CCGTATTGCA 98 004 0 

TAAAGATGTC TTGCTTATTT TACAGGTAGC AAAATTGGCT AAAGGGATTG AAAAGCAAAC 980100 

GTGGTTTATT AGACTTAATC AATATGAACC AAATACAATA CTGA7AAATT GTCAAACACC 980160 

GACGGTAGAA AACTTACCAC GTTGGGTAAA AAATCGTACC AAAG CAATGG GATTAGACGC 980220 

TGACAACGAA GCAATCCAAC AACTTTGTTA TAGTTATGAA AATAACCTGC TCGCACTCAA 980280 

ACAAGCTCTG CAGCTTTTAG ATTTGCTCTA TCCTGACCAT AAAC77AACT ACAATCGTGT 980340 

TATTAGCGTG GTGGAACAAT CCTCAATTTT V TACACCATTT CAA7GGATTG ATGCGTTGCT 980400 

TGTTGGAAAG GCAAATCGTG CTAAACGTAT TTTAAAAGGT 77ACAAGCTG AAGATGTGCA 980460 

ACCTGTTATT TTATTACGCA CACTACAGCG AGAATTATTT ACG773CTTG AACTCACAAA 980520 
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ACCACAGCAA CGTATTGTGA CAAC3GAAAA ACTTCCAATT CAACAAATTA AGACTGAATT 980580 
TGACCGTCTA AAAATCTGGC AAAATCGCCG ACCGCTCTTT TTAAGTGCGA TTCAACGTTT 980640 
AACTTACCAG ACTCTCTACG AAATTATCCA AGAACTCGCT AATATTGAAC GCCTTGCTAA 980700 
ACAAGAATTT AGTGATGAAG TGTGGATCAA ACTCGCTGAT TTATCTGTAA AAATTTGTTT 98 0760 
GTAGTCACAA GGCAAATAAA ATAGACAATA TTGAAATAAG ATTTTTGATA AAAAAGAAAT 980820 
TTTTTTGCTG GAAAAATGGT CCCCCCTACC GGACTTGAAC CAGTGACCAA GCGATTATGA 980880 
GTCGCCTGCT CTAACCGACT GAGCTAAGGG GGGAAAGTGC GGTAATTATA GAGAAATAAT 980940 
CACTTGAAGT CT ATAAAAG A AGGGATGATT GACGAAAAAT TAACCATCCC TTTTTACATT 981000 
ATTGAAGCAC TGAAATATCA GCTACTTGTA AGAATAACCC TTGTAACGTA TTTAAAATCG 981060 
CTAATCGGTT TTGACGTAGT GCTGGATCTT CAGCATTTAC CATCACGTTA TCAAAGAAAC 981120 
TGTCTACTGG CGCACGTAAG TTTGCTAATT TATCCAATAC TGTCGTGTAA TCGCCTTGTG 981180 
CGATAAGCGG TTGTACTTCA GTGCGTAATG CAAGCACCGC TTCAGCAAGG GCTTTTTCTG 981240 
CTGGCTCTAC GCAAGCGGTT AAATTGATCT CGCCAATTGC CGCACCTGCT TTCGCTAAGA 981300 
TGTTGCTGAC ACGTTTGTTT GCTGCTGCTA ACGCTTCCGC TGAATCTAAA GTACGGAAGT 981360 
GTGAAACCGC ACGCACGCGC GCATCAAAGT CTGCTGGGCG AGTTGGACGA CGTGCCAATA 981420 
CCGCTTGAAT CACATCCACC GCAATGCCTT CATCTTGATA CCATGCACGG AAACGACCGA 981480 
GCATGAAGTC CACCACATCA GCAACCACAT TTTGATTCGT GAGTTTATCA CCGAAAAGTG 98154 0 
CGGCTGATTT TTTCACTAAA TCTTCTAAAT CAAGTGGTAA GTTTTTCTCT ACGATAATAC 981600 
GTAACGCACC TAATGCCGCA CGACGTAATG CAAATGGGTC TGCGCTACCT TTTGGTGCTT 981660 
GGCCGATGCC GAAGATACCC GTTAAAGTGT CAAATTTATC CGCTAAAGCG ACCGCACTTG 981720 
CAACGAGAGA TTTTGGTAAT TCATCACCAG CAAAGCGTGG CATATATTGT TCGTTTAACG 981780 
CCACCGCTAC TTCTTCATCT TCACCGTCAT GACGAGCGTA GTGCATACCC ATTACGCCTT 98184 0 
GCGTATCAGT GAATTCAAAT ACCATGTTGG TCATCAAATC ACATTTTGAC AGTAAACCCG 981900 
CACGTTTTGC TTTCGCTTCG TCTGCGCCGA TTTGTTTTGC AATTTCGCCT GCAAGTTGCT 981960 
CAATGCGATC AGTTTTATCT TTCAATGTAC CCAATTGTTG CTGGAACAAC ACGGTTTCTA 98202 0 
AACGTGGTAA ACGATCAACC AGTTTTTGTT TTAAGTCGG7 TTTGAAGAAG AATTCCGCAT 982080 
CGGTTAAACG TGGACGAACC ACTTTTTCAT TCCCTTCGA7 AATCGCGGTT GGATCTTCTG 98214 0 
GGTTGATGTT CGAGACAAAA ATAAAGTGCG GTAATAATTT 3CCG7CTTTG TCATAAATTG 982200 
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GGAAATATTT TTGGTCTCCT TTCAT3GTG7 AAACCAAGGC TTCCGCAGGC ACTGCTAAGA 98226 0 

AATGTTCTTC AAATTTTGCT GCTAAAACAT TTGGATATTC CACCAAGGAA GTGACTTCTT 982320 

CAAGCAAGCT TTCTTCAATA TCAGCTACGC CGCCAAGTGC GGTCGCTTTT GCTTGAGATT 982380 

TTGCAAGAAT TTCTGCTTTA CGCTC3TTGA AGTCCGCCAC CACAGAACCT TTTTCACGCA 982440 

ATAATTGCGG ATATTGGTCT GCA7GTTGAA TGTAAAATTC TTTCTCGCCT AAGAAACGGT 982500 

GACCGCGAAT GGTGCGAGCA CTTGCCACAC CTAAAATTTC GCCTTCAATT AACTCATCGC 982560 

CTAACAACAT AGTCACAGTG TGAACTGGGC GAATAAACTG CACGGTTTTA TCTGCCCAAC 982620 

GCATTGGTTT TGGAATTGGC AATTTCGCTA ACGCATTTGC CACAATATCG TTAAGTAAGT 982680 

TTTTGGTCGG CTGACCTTCA ATTTTCGCAC GATGAATGAG CCATTCGCCT TTATCAGTTG 98274 0 

CAATGCGTTC TGCTTGCTCA ACGGTAATAC CACAACCACG TGCCCAGCCT TCAGCCGCTT 982800 

TTGTTGGTTT ACCTTCCGCA TCAAAGGCTG CTGACACTGC AGGCCCGCGT TTTTCGATTT 982860 

CTTTGCTCGG TTGCTGTGTG GCTAAGTTCA ACACTTTCAC CGCCAAACGA CGCGGCGCCG 982920 

CAAAC CATTC GATTTTGTCG AATGATAAAC CTGCTTGATT CAATTCCGCC TCAACGTTAT 982980 

CCGCAAAAGA GGTTGCTAAT GTTTTGAGAG CTTTTGGTGG CAGCTCTTCC GTGCCGATTT 983040 

CTACAAGGAA GTTTTGGGTT GTCATTTTGT TTCTCTTATT TAAAAATTCT GTAGATTTAA 983100 

AnTCTTATTT TCTCGTTATC ATTTCTGCCA AATCGCCCCT ACCCCTCTTT GCTAAAGAGG 983160 

GGATTGGATC TTTGGAGAGT TAAATATTTA TGTTCTACTT TAACGTTTTT TGAAAGCAGA 983220 

TAATTTAATC TCTATTGAAA TTAAAATGTA AATGAGCCAG TTACTATCAA TTTATTCAAG 983280 

AATTCCCCTC TTTAGCAAAG AGGGGTAGGG GAGATTTACT CGC7TCGCTC GCACTTCGTG 983340 

CCGTTGCTAA AGCAACGTTC AAACGCAAGC GTTTGTGGCA GAGGTTAATC CAACCTCATA 983400 

CTCAATCAGT CCTTACATTC TCTAAAAACA AATAAATCTG CTCTACTACC GCTTCAATTT 983460 

CACGCATGAC TTCATCATTG CTAAACCGCA TCACTGTAAA ACCAAGTGAA TTTAATTCTG 983 520 

CATCTCGCAA TGCATCTTTT TCCTGATAAT CAGGTTTATA 3TGC7GACTA CCATCTAATT 983 580 

CAATAATCAG CTTTGTCTTT GCACAATAAA AATCAACGA7 ATAACTTAAA AGTGGCTTTT 98364 0 

GTCGATTAAA TCGAAATCCT AATAATTGAT CTCGATTGAT 3CG7TGCCA7 AGCTTTCTTT 983700 

CTGTATCCGT TTGATCCGCT CGCAGTTTCT GCGAATTCAG CTTTAAGTAt TTTTCATAGG 98 3760 

GTTGCATGAA AACTGCTGTT CTATCTTTCC CAAAACTTAA AAAATTACTT TTAACTTTGA 983820 

TAGGTCTAAA ACAACATCGC CATTTGGTAA TAACAATGCA GGAA7GCC7A AATAG CCATT 983880 
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TGCTTTCGAG TTATCAAATT CTGCACTGCT ATCGCGTAAA CGAATGAATT GTTTGAGATT 983 940 
AGGTAATGAA GTCATAATTT CTACTTCATC GTAATCCACA CCTAAGCGAT CCAACTCCGC 984000 
GACAAATGGC GCGGTATCTG GGCATGTTTC TGCATAAAAA AGAATGGGTT TGCTCATTTT 984060 
GCTCTCCTAA AGTGCGGTCA AATTTCACCG CA CT TT TTT G AATTACCTTT AAATGTTATT 984120 
TTTTACAACC TGGGAAACCT AAGGC7TCAC GGCTTGCATA ATAAGCTTCC GCCACGCCTT 984180 
TAGTTAAGGC TCGAATGCGT AAAATATAGC GTTGGCGTTC GGTCACTGAA ATTGCTTTAC 98424 0 
GTGCATCTAA TAAGTTGAAG CTGTG7GCTG CTTTCAAAAT ACGTTCATAA GCTGGCAATG 984300 
GTAACGGTTT TTCTAAAGCT AATAACTCTT GTGCTTCTTT TTCGTATTGA TCGAAGCAGT 984360 
AGAATAAGAA ATCTGTGTTT GCGTGTTCAA AGTTATAGGT TGATTGCTCG ACTTCGTTTT 984420 
GATGGAATAC ATCACCGTAA GTGGTTTTAC CAAGCGGGCC ATCAGACCAA ACTAAGTCAT 9844 80 
ATACAGAATC TACGCCTTGA ATGTACATGG CTAAACGCTC TAAACCATAA GTTACTTCGC 984540 
CTGTTACAGG TTTACATTCT AAGCCACCCA CTTGTTGGAA ATAGGTAAAC TGGGTCACTT 984600 
CCATACCGTT TAACCATACT TCCCAGCCCA AGCCCCATGC ACCTAAGGTT GGGTTTTCCC 984660 
AGTTATCTTC TACGAAACGA ATGTCGTTTT TGGTCGGATC GAAGCCGAGC ATTTCAAGCG 984720 
AGCCTAAATA AAGTTCTTGA ATATTATCTG GAGAAGGTTT GATTACCACT TGGAATTGGT 984780 
AGTAGTGTTG TAAACGGTTT GGGTTTTCAC CATAACGACC ATCGGTCGGA CGACGTGAAG 984840 
GTTGCACATA AGCAAATGCC ATTGGCTCTG GGCCTAATGC GCGCAATGCG GTCATTGGGT 984 900 
GAGAAGTACC TGCGCCCACT TCCATATCAA AAGGTTGCAC AATGGTGCAG CCTTGGTTTG 984 960 
CCCAATATTC TTGCAGGGCT AAAATCATAC CTTGGAATGT 7777ACGTTA AATTTTGTAC 985020 
TCATAATCGT TGATCTAATG TGATTAAAAA TGTTGGTATT ATACTTGAAT CCGTAAAAGG 985080 
GATAAAGGCG AAAAATGCGG TTGAAAATCA GGCTTTATAA AGATATATCA AGTAAGTAAT 98514 0 
TTTGAATATT TAGGTAGATT TTAAGTTTTA TTTTAGTATA GTTT TTTTT G ATTAATTTAA 98 5200 
TAGATTTCGA TTGTTTAAAC CTTTCTATAT GATACGCAAG AAA77CATTT CAACCTAACT 98 5260 
AAATTTATTA ACTTTACAAG GAGTCTACAA TGAGTTCTCA ATGTCCTTTC TCGCACTTAG 98532 0 
CTGCGACAAA CTTAACAATG GGTAACGGTG CACCCGTTGC 7GA7AACCAA AACAGCTTAA 9B5380 
CAGCTGGTCC GCGTGGTCCA TTACTTGCAC AAGATTTATG G777AACGAA AAATTAGCTG 985440 
ATTTCGTACG TGAAGTGATC CCAGAGCGTC GTATGCACGC 7AAAGGTTCT GGCGCATTTG 985500 
GTACTTTTAC TGTGACACAC GACATTACTA AATATACTCG 7GCAAAAATT TTTAGTGAAG 985560 
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TGGGTAAAAA AACGGAAATG TTCGCACGTT TTACCACCGT GGCAGGCGAA CGTGGTGCAG 985620 

CAGATGCTGA GCGTGATATT CGTGGTTTTG CATTAAAATT CTATACTGAA GAAGGTAACT 985680 

GGGATTTAGT AGGTAACAAT ACGCCAGTAT TCTTCTTACG TGATCCACGT AAATTCCCAG 98 574 0 

ATTTAAATAA AGCAGTAAAA CGTGATCCTC GCACTAATAT GCGTTCAGCA ACTAATAACT 985800 

GGGATTTCTG GACATTATTA CCAGAAGCAT TACACCAAGT CACTGTTGTA ATGAGTGATC 985860 

GTGGTATTCC AGCAAGTTAT CGTCA7ATGC ACGGTTTCGG TTCTCACACT TATAGTTTCT 985920 

GGAACGAAGC GGGCGAACGT TTTTGGGTAA AATTCCACTT CCGTACTCAA CAAGGCATTA 985980 

AAAATTTAAC AGATGCTGAA GCAGCCGAAA TTATTGCAAA TGACCGTGAA AGCCATCAAC 986 04 0 

GTGATTTATA TGAAGCGATT GAACG7GGCG ATTTCCCTAA ATGGACATTA TTTGTACAAA 986100 

TTATGCCGGA AGCAGATGCG GAAAAAGTGC CTTATCACCC ATTCGACTTA ACTAAAGTAT 986160 

GGTCGAAAAA AGACTATCCA TTAATTGAAG TCGGCGAGTT TGAATTAAAC CGTAACCCAG 986220 

AAAACTTCTT CGCTGATGTA GAACAATCTG CGTTTGCACC AAGTAACTTG GTTCCGGGTA 986280 

TTGGCGCAAG CCCTGACAGA ATGTTACAAG CCCGTTTATT TAACTATGCG GATGCACAAC 98634 0 

GTTACCGTTT AGGTGTGAAC TACCGTCAAA TTCCAGTAAA CCGTCCACGT TGCCCTGTTC 986400 

ATAGCAACCA ACGTGATGGT CAAGGTCGTG TAGATGGTAA CTACGGTAGC TTGCCACACT 986460 

ACGAGCCAAA CAGCTTCAGC CAATGGCAAC AACAACCAGA CTTTGCTGAA CCACCACTTC 986520 

GTATCAACGG AGATGCAGCA CACTGGGATT ATCGTAACGA TGATAACGAT TACTTCAGCC 9B6580 

AACCTCGTGC ATTATTTAAC TTAATGAATG CAGAGCAAAA ACAATCATTA TTCAACAACA 986640 

CGGCAGCAGC AATGGGCGAT GCACCTGATT TCATCAAATA TCGTCATATT CGTAACTGCC 986700 

ACTGGTGTGA TGCCGCATAC GGTGAAGGCG TTGCGAAAGC ATTAGGTTTA ACCGTTGAAG 986760 

ATGCATTAAA AGCTCGTGAT ACTGAtCCTG CATTAGGTCA AGGTGGATTG TTATAATCTT 986820 

TCGAGTTAAT TATTTTAAAT AAATAATAGT AGTAATGAAT CTGCACCTAA AAGTTAGGCT 98688 0 

AAGGTTTAAC TGATTAGGGT GCAGATTTTT TTCAATGAAA TATTACTAAT TCATTACATA 986940 

ATACTTGAAC GATTTTGTAA TCGTTCAAAA ATTTGAATGT AAAAATAACC TATAATAGCT 987000 

TCCATTTTTT ATGGTAAATA TTGTATTTAA GTAATGCTA.-. ATATATATCA TGGCACAAAA 9B7060 

TAATGAGGTA TAAAATGGCT ATCATTACCC GTCACTGCAC- TAAAATCTTC ACGTAAGCCC 987120 

ATTCCACAAG CCACATCACC CACAACCCAA GAGCCGATA.-. TTGGATACAT TCCATCAAAA 987180 

CTTGGCAATT CAAATTTTTG TTGATAAACA TAACCTGAAT TACCATAAAA CGTTGAGTGT 987240 
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TCGCTTCCTT TCGCTGCAAA TTCTACACCA TTATTTTTCT CATAATAGAA AACATTGGCA 987300 



CCTTCTCGAC CTAACAATGG TTTTTTCACC CACATCGATA AATCTTTTGG TAGTTCGAAA 987360 
GGCGTAAAAT AAGCAGGCAA TAAATGCGGA TGATTAGGAT AACGCGCCCA AAGTTTTGCC 98 7420* 
AATAGTGCTT TATTACTTAA CAACATTTTC CACGCTGGTT CAATAAATCG TGTTTCAGCC 987480 
GTTGTAATAT GGCGAGCAAA CTCAGCGTGG CTTAGCCATT CTAGCGGATA CAATTTAAAT 98754 0 
AACATTTCAA TAGGTTGATC ATTTAAATCT ACAAATTTTT TTGTTTCGCT GTTATAGCCA 987600 
. ATATCTTCCA CCGCTAATTG ATGAATATTC CAACCTGCGT TATAAGCCAC ATCAG CTAAA 98 7660 
TAATCCACAT TGCCCCAATC TTCACGGCCA GCATCCTGCA TGGCACTCAA ATGGAAATCT 987720 
GTTTTGCCAC TTTGTTGTTT TAAAAATTGG AAATGTTTTA TTAATTCTTC ATGAATCCAG 987780 
TTAAATTGAT CACGATGTTT CAAGCCCTCA ATTTGCTCCA ACCACTGCCA TTGGACAACC 987840 
GCTGCCTCCA ACAAAGATGT TGGTGTATCG GCGTTATATT CAAACATTTT TAGGTTGTTG 987900 
CCATCATAGC CAAAATCAAA GCGTCCATAT AAATAAGGTT CTTGATTACG CCAAGAGGTT 98796 0 
TCAATAAGCT GTTTTTGCAA CTCCGTAAAA TGATAATTTT CATAATCGCC TTTTTTAATT 988020 
TCATCCGCCG CAAAATCTAA ACACATTGAA TGCAATTCAT TAGTTGTATC CTCAATGCGA 988080 
TCAATTTCCG CTAAGGTAAA TTCATAGGCG ACATTATCAG ACCAATAATG AGATCCATCA 988140 
CTGGAAGGCA AGTTATAATA ATCAAATCCA ACATTAAGTA GCTGTTGCAC CATATCTGGT 988200 
CGAGTAGGAA ACCCAGTTAC ACGTTTCATT TAGCCCCCAC TGCTACGATG AGTTTTATTT 98826 0 
GGGCTACTAA AACCACCACG AGATACAGGT TTGCTATTCA TGCTTCCTGC ATTTCCTTTC 988320 
ACGAGCATTG GTTTTCCAAC AGAGCGATTT GTTTGCGGTT GCACAACTTG CCCTGTTGGT 988380 
GTGGTGACAG CTCGATTTCC AGGATGATAG CTTGGGCCAA GG AAACTACT AATTGCACGA 988440 
GCCGCCATAT ACCCTATAAC. GCCACCAGCA ATTGCGGCTC CTAAAGAAGG ATCGGTACTT 988500 
TCAGCTTTTG TAGTTGATTC AGCTCTGTTC TCGCTTTGAT TAGCTTGTGC ATTATTTTCA 988560 
GCTGGATTTT TTACCGCACT TTCTGCATTA CCATTATCAC GAATATTTAA ACCCAGCCCC 98862 0 
TGCTGTTGTG TAGTTGCAGT TTTCTGAGTA CTTTCAGTAT TTTTATCTGC CTCACAAAGC 988680 
TCAATTTTTT TCCAATCCGC TAAACAATCG TCTAAAGACT GATATACATC GCGTTGTACT 988740 
TGCTCTTCTG AACAGCCTCC TAATAAGGCC ACAATAGATA AAC7AACTAA AATCTGATTT 988 800 
TCTTTTTCAT TGTTCTCAAT TTTTATCGAA TGGTTTTTAC G^CTAGCCAT TGCTCGGCCT 9B8860 
GTTTATTAGT AATTTCTTCA CGAGTCCACA TGCTCATTAA ATCTGGTTGT GGATATTTAT 98 8920 
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TGCTGTTATA GCCGACTAAA CGGGCAAAAT CAAATACAGC ATGAGGATAG CCATTAATAA 9 88980 

GCAATAAGGC TACATAACCA CTCTCATCCC AACAAATTTC AAGTTTGCGT GCTTCATGAT 9 89 040 

GATTAGAGGT TGAATCAACA TTATACACGT GCAACATATC CACTATCGGT TGAGCATTTT 989100 

GACGCATATC AAGCGCATAA AAATAGCCAG TTTCCCCGTC ATCTTCAAAC ATTACGGCAA 989160 

AATGCTCAAA TACTGTCGAA TGTGTTCCCA CTTGCTTTGG CGTTCCTAAA AAGAGCTCGT 989220 

CCTCTAAAGT TAAATGTAAC ATTCTCTTTC CTTTAAATAT TAGATATAAA AACACCGCAC 9 89280 

TTTTATACAA AGTGCGGTGA GATTTCACAG TAAATTCAGC GTGAATTACG CTTGACCTTT 9 89340 

AACCGCTTTT AAGCCTGGGA ATGCTGCTGG AGTACCAGCG CGTTCTAATG CTTCTTCGAT 9 89400 

ACGGATTAAT TGGTTGTATT TCGCAATACG GTCAGAACGG CTCATAGAAC CAGTTTTGAT 989460 

TTGACCTGCT GCTGTACCCA CCGCTAAATC AGCGATAGTT GCATCTTCAG TTTCGCCTGA 9 89520 

ACGGTGAGAG ATTACAGCGG TGTAACCTGC ATCTTTCGCC ATTTTAATTG CTGCTAAAGT 9 89 5 80 

TTCAGTTAAA GAACCGATTT GATTGAATTT GATTAAGATA GAGTTTGCGA TACCTTTTTC 9 8964 0 

GATACCTTCT TTTAAGATTT TGGTGTTAGT GACGAATAAA TCATCGCCCA CTAATTGAAC 989700 

GCGGTCGCCT AACACTTTAG TTTGGTATGC AAAACCTTCC CAGTCTGACT CATCTTGACC 989760 

ATCTTCGATA GACACGATTG GGTACTCTTT GCATAATTCT TCTAAGTAGT GAGTGAATTC 989820 

TTGAGAAGTG AATGATTTAC CTTCACCTTT CATTTCGTAC ATACCATTTT CTTTGTTATA 989880 

GAACTCAGAA GATGCGCAGT CCATCGCTAA AGTAACGTCT TTACCTAATA CGTAACCTGC 9 89940 

TTTTTCTACT GCTTCTTTGA TACAGGCTAA AGCGTCTGCG TTAGAGGCTA AGTTTGGTGC 990000 

GAAACCACCT TCGTCACCAA CTGCAGTGCT CATGCCTTTA GCTTTTAATA CTTTCGCCAA 990060 

GTTGTGGAAT ACTTCAGCAC CGATACGAAG TGCTTCACGT AATGTTTTCG CACCAACTGG 990120 

TTGAATCATG AATTCTTGGA TATCAACGTT GTTATCTGCA TGTTCGCCAC CGTTAATGAT 990180 

GTTCATCATT GGTAATGGCA TAGAATAAAC ACCAGCAGTG CCATTTAATT CTGCAATGTA 99024 0 

AGCGTAAAGT GGTAAACCTT TAGATGCTGC AGCTGCTTTT GCGTTTGCTA AAGATACCGC 990300 

CAAGATTGCA TTTGCACCAA AGTTAGATTT GTTTTCGGTT CCG7CTAAAT CGATCATGAT 990360 

TTGGTCGATT TCAGCTTGGT TTGTTGCATC TTTACCAACG ATAGCTTGTG CAATTTCGTT 990420 

GTTCACTGCC GCCACAGCTT TTAATACGCC TTTACCTAAG AAACGAGATT TGTCGCCGTC 990480 

ACGTAATTCT AATGCTTCAC GAGAACCAGT TGATGCACCA GATGGAGCTG CTGCTAAACC 990540 

nACAAAACCA CCkTCAAGAT GAACTTCAGC TTCAACAGTT GGATTACCGC GTGAGTCGAT 990600 
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GATTTCGCGA CCAATCACTT TAACGATTTT TGCCATTTTT ATTTtCCTCA ATTAAGTTAA 990660 
TTAAAACGGG TTAGGCGAGC CTAAAACAGG CGATATGATA AAGCTATTTT rAGATTTTTT 990720 
CTTGTAAAAA ATGCGTATGC TTTGATCTTT ATCTATTTAT TGTCTTGAGA TACTTAGAGC 990780 
ACAAGCATAA GCCGAGCTCC ACGCCCATTG GAAGTTATAA CCACCGAGCC AGCCCGTCAC 990840 
ATCCAATACT TCACCAATAA AATATAAACC GCTGACTTGG TTGCTTTCCA TTGTTTTAGA 990900 
AGAAATTACT TTAGTATCCA CTCCGCCCAT TGTGACTTCA GCCGTACGAT AGCCCTCTGT 990 960 
GCCATTTGGA GTAAATTCCC AGTGATGAAT AAAATCCACC AGATTTTTTA CCCGCACTTT 991020 
GCTGATGTTA GCGATAACTT CATCTTGCAC AATGCCTTGT TCAATCCAAA GTTCGACCAA 991080 
TTTTTTCGGC AATAATCGAA CCAAGATGGT TTTCAACATT TGTTTTGGAG AAGATTGTTT 991140 
TGCTTGATTA ATTTCCTCTT CCACATTGTG GTTCGGTAAT AAATCGATTT CCACTGACTC 991200 
AGTGGGCTGC CAATAATTAG AAATTTGTAA CACCGCAGGC CTGAAATACC ACGATGAGTA 991260 
AACAAAAGCT GGTTGTAAAA AGATTTTCCG CACAGTGCCG TGATAGTGAC AGGCAAGCTA 991320 
ATACCTGAAA GTGCGGTTAA AAATTTATCT GTTTCTCGAT AAGTAAAAGG CACTAAACTC 991380 
GCACGAGGCG GAATAACAGG AATGCCAAAT TGTTCCGCAA TTTGATAACC AAATGGCGTT 99144 0 
GCGCCAAGCC CAGGCATAGA AAGCCCACCT GTCGCAACAA TCAAATTTTT ACATTGCCAT 991500 
TGGGTTGAAT TTACCTGTAA AACAAACCGC ACTTTTTCAT CATTTTGAAT CCGTTCAACT 991560 
TGAGAAACTT CGCTACGCAA TAAAATCTTA GCACCATATT TATCGCATTC AGATTTCAGC 991620 
ATTTCAACGA TTTGTTCTGC ACCCTCATCG CAAAATAATT GCCCCAATTC CTTTTCGTGA 991680 
TAAGTAATCC CTTGCTCCGC CACTAAAGAA ATAAAATCCC AGTTGGTATA ACGAGCTAGT 991740 
GCCGATTTGA CGAAATGAGG ATTTTGCGAA AGATAATGAG CTGGCGTAAC CTCTAAATTG 991800 
GTGAAATTAC AAAACCCACC GCCCGACATC AAAATCTTAC GTCCGATTTT TTTGCCGTTG 991860 
TCGAAAACTG TTACCGACTT GCCTAGCTTA GCCAATTGTG CGGCACAAAA TAATCCTGCC 991920 
GCACCCGCAC CAATAATAAT ATTTTCAGAA TATTGGCTCA CGGATTTTGT CCTTTTTCAC 99198 0 
CACGTTGTAA AAAATCCAAC ATCTTCATTC GTTGAATAAC TGAACGACGA TCCACTGCCG 992 04 0 
CATTACCTGA ATCTAATAAC TGCTGTAAAT ACATACCGGC TTGTTGATAT TGGCGATTTT 992100 
CTAAGGCAAT TGTCGCCAAC AAAGAAAGAC TAGATACTTC ATT7TTATCT TTTGCCAAAG 992160 
CTTCATTCAA AAGTTGTTCG ACTTTTTGGG TCATTTGCTG GCCTGCTTGA TAATAAAGTG 99222 0 
CGGTGGCTGC CAAGCCTAAA ATATTAGGTT TACTTCCCGA CAATTTTTCC GCATTAGAAT 992280 
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AAGCCACAAG CGCGCTATCA AATTCATTAT TCTGCACATA GGCTTCCCCA AGTTGAAGCC 992340 

AAGTTTCCGC ATTATTCGGA TCAGTTCGCA GTTTATTTTG GAGCTTCTCA ATCACATTTT 9924 00 

CATTTTTGTG TTCATCATTC ATT7CAACAT TTTGATTATG TTGCTCAATC ATCGATTGCT 992460 

CGCCTTGTTG AACACGACTA AAACGATCAA GGGaAAAATA ATAAGTAGCT GGAATAGCGA 992520 

TGAGTAAAGT AAAAAGCACA AAATAAATTT TGCTATTCAC TTTTCCCTTA GAAAGTTTAC 992580 

TTGGCTCCCC TTGCTTGCGG GGGGAGCTGC CAAAGGTTGA GGGGAGGGAA ATTATTTCAT 99264 0 

CATTCTCTAG TTGTTGTGCA ACCACTTTTT CTGAAAACTG TTTTTTCCTA TTTGAGAAAT 992700 

AAAGCAATAC TGCAGCTAAA ATTAAAAGGG CGACTGGCAA TAACCATAAC AACGCCGTAT 992760 

TCCATTTGAA TGGCGGTTTG TAATTCAmAA AATCACCAAA TCTAGCCGTC ATTTTATCGA 992820 

TAATTTGCTG ATTGCTTTTG CCCTCATCCA CCATTTTGTA CACTTCAAGA CGCAAGTCAT 99288 0 

AAGCAATTGG AGAATTAGAT TCCACCAAAT TTTGGTTCTG ACATTGTGGA CAGCGTAAAG 992 94 0 

ATTTTGCCAA CTCTACGGCG CGAGTACGAT CATCTTGATT TTGAAATTGA TAGGTATCCA 993000 

CCATTTCCGC TTGAGTAAAC AAGGAAAATG CGAATAAAAG TGCGGTTGCA AAAAAGACTG 99306 0 

TTTTTTGAAC CTGAATAAAA CCGCGAGTAA AAATATCTAA TATACTTTTC ATTTGTTCTT 99312 0 

CAATGCTTCA AT T T TCGGCA AAAATACCGT TTGCCAAGTT TCTTTATCCA ATAAACCAGA 99318 0 

ATGGCGATAA CGAATCACAC CATTTTCATC CACAAGATAA GTTTCTGGCG CGCCATCCAC 99324 0 

GCCTAATTTT AATCCCAATT CCCCATGACT ATCATCAATG GTTAAGATGA ACGGATTGCC 993300 

CATTCGCTTA AGCATTTTAA TGCCATTTTG CCGATTATCG CGATAATCCA CGCCCACAAT 993360 

AGGCAACGTT TTTGCAATCT CAAT7AACAG AGGATGTTCT TCTTTGCAAT AACCACACCA 993420 

ACTTCCCCAA ACATTTAATA AAAATGGCTG TTTAGGAAAC TCTTTCGGGC TTACGATTTG 99348 0 

TGATGGCTCA TGTAAATTAG CCTGATAAAA CTCTGGAACA GGTTTATCAA TTAAAGCCGA 99354 0 

CGCAATTTTT TTCGGATCTT GATTTAACCC TGCAATTAAT AATATACACA CGCCTAAAAG 993600 

CACAAAGAGC GGTGTAAAAA AGATAAGTTT TTTGTTCAT7 ATTTTTCCTG TTTTCTGCGT 993660 

AATCCGaAAA CGCTAAAAAG TGCGCCAAAG GCCATTAAAA TACCGCCCGC CCAAAGCCAA 993720 

CGAATCAGTG GTTTATAATG TAAGCGGAAA GTAAATTCCC CTTTGCCAAG AGAATCGCCC 993780 

ATCACAATAT ATAAATCGCC CCAAAAACCA CCATCAAGCC CCACTTCACT CATTGTCATT 99384 0 

GTTCGTACAT CGTAATAACG GCGTTCTGGG ATAATTTCTG CATAAGGTTT ACCATTTTTA 993900 

GTTACGTCAA AAAAGGCGAC TTCTGCCGTA AAGTTTGGCC CAATTTCATT AGAAAATTGG 993960 
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CGATAATGAA ATTCATATTG CCCTAACGTT TGACTTTGTT GCGGTGCTAA ACGCACACCA 994020 

ATTTCACTGC CAAAATACCC ACTCATCACC GCACCAATAG TCACAATCGC CACGCCACAG 994080 

TGTGCTAAAA TCATCCCAAA TTGAGACAAG CGAATTTGTC GCCAATTTTG CCATAACGTG 99414 0 

ACGAATAAAA GCCAAATCGC AAGAGTTAAT AACACAAAGG CGAAAGCATG GAAATGTAAT 99*200 

GCAGAATTAT TTCGTAGCTG TTGCCAAATC ATTAGGCCTG CAAGAATTAA AGACGGAATA 994260 

AGCAACCACC CACAACGTAT CAATAATGTG CGATCAAATT GCCCCTTACG TATGCTAAGC 994320 

ACAATTACCA TTAAGATTAA AATCGCCGTA ATAATGGGGA AGnAAATACT ATTAAAATAA 99438 0 

GGACTTCCCA CCGAAATTGA GCCCCAATTC ATCGCTTGGA ATAACATCGG GTAAAAGGTA 994440 

CCTAAAAAGG TAGAAACCGT CGCAATGGTC AGCAAAATAT TCAGTAATAA AATGCCACCC 994500 

GATTTAGAAA TGAACTGAAA TTTCACCGCA CTTTCTGATG AACTTCCCGC TCGTAAAGCG 994560 

AATAAACCAA AGGCTAACGC TGTCAAAACA AAGAAAATTA ATAACAACAC ATAACCGCGC 994620 

GTGTTATCCA ATGCAAAAGC ATGCACAGAA GTGAGTGCGC CAGaACGAAC AATAAACGTG 994680 

CCTAATACGC TAAAGGCAAA AGCAAGCAGA GAAAAAAGCG TTGTCCAATA ACTAAATACG 99474 0 

CCTTGTTTTT CCGTCGCCAT TAAACTGTGT AATAATGCCA AACCAAGCAA CCAAGGCATT 994800 

AAAGACGCAT TTTCTACGGG ATCCCAGAAC CACCAACCGC CCCAGCCAAG TTCGTAATAA 994860 

GCCCACCAAG CACCAAGCAC AATGCCAATG GTTAAAAATA ACCAAGAAAC CAACACCCAT 994920 

CCACGCATTG AGCGGGCAAT TTGTCGTGCA GATTGGTTAT AAATGAACGC ACTCAAACTC 994980 

ATTGCAAAAT TTACCGCAAA GCCCACATAG CCAACATATA GTAAAGGTGG ATGGAAAATT 99504 0 

AATCCCACAT CTTGCAACAT TGGATTGAGA TCGCGCCCTT CTGCGGGTGC TGGGAAAATG 995100 

CGTCCAAATG GATTGGAATA AAATAAAATA AACACCGCAA AACCAAAGCA AATCAATCCC 99516 0 

AATAAAGATA AAGATTGAGC AGAAAAAGTG CGGTCATTTT TTCGATTAAA AAAAGCAAAA 995220 

GCAGCAAGCC ATAAACTCAA TGAAAATAAC CAAAACAACA TTGAACCTTC ATGTCCTCCC 995280 

CAAGTGGCAG CCACTTTAAA AAATGTAGGT AATTGGGAAT TAGAATGTGC CGCTACATAT 99534 0 

TCAAGGGTGA AATCATCCAC CGCAAAAGAA TAAGCAAGCA AACCAATTGA TAACGTCGTC 995400 

GCAAGGGTAA AAATATAACT AAGCGGCCAA GCAGCATTAA TTAAAGTCGG ATTTTTTTTG 9 9546 0 

AATAACCCAA ATTGAGGCAC TAACGCAAGG AAAAACGCGC TAGCTGTTGC GAGTAAAAGA 995520 

AGGAAAAAGC CAAGTTCTGG AAGCATAATG TCGTCGTTTT TTTCGTTGAT GCGCAGATAA 9 95580 

AGTCGCTAAT CAAGTATGTT TCATTAATAA AATTAAAAAT AGCACCTTGA TAGGTGCTAT 9 9564 0 
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TGTGCTTATA AAAATTAATG ATTAAATTCA GCACCTAAAC AAGGGCGAAT TTTATTTAAC 995700 

A T TTCTTTAA TTACGCGTGA TGGTGCAGCA ATGATATTGC CACTGCGTAA GTAgTGTTAC 995760 

CAGCATcAAA ATCGCAAACT AAACCACCCG CTTCACGCAC GATTAAATCG CCAGCAGCAC 995820 

AATCCCATGC TTTTAAGCCC ATTTCAAAAT AACCATCAAT ACGGTTTGAC GCCACATAGC 995880 

ATAAATCCAA TGCGGCAGAA CCAGTACGAC GGAAATCCGC AGCATCTTCA ATTAAGGCAT 995940 

TCATCATTGC AAATTGAGCT GGCATTAATT TTGGTTGTTT GAATGGGAAA CCAGTGGCTA 996000 

AAATTGAACC TTGAATTTCA CGTTTACTAT CTACACGTAA ACGTACTTCA TTTAATTTTG 996060 

CACCTTCGCC ACGCACAGCG GTAAATAATT CATTACGGAT TGGATCGTAA ACAACCCCGA 996120 

CTTCAGTGCG ATTTTTTACA CGAACTGCGA TAGACACAGA AAAGTGGGGA AGCCCTGTCA 996180 

TAAAATTACG AGTACCATCT AGCGGATCAA TAATCCATTG TACATCGCTA TCTTTGCCTT 996240 

CAATTGCGCC TGTTTCTTCC GTAATAATTG TGTGATCAGG ATAAGATTTA CGAATAACTT 9963 00 

CAATGATTTC TGCTTCAGAC GCTTTATCAA CGTTTGTTAC ATAATCATTA ATACCTTTTT 996360 

GTGTGCTTTC GATAGCATCA CGGCGTTCAT AATTTTTAGC AATCACATTG CCCGCTTTTC 996420 

GTGCCGCACG AATTGCGATA TTTAACATTG GATTCATATT TCCACCAGCT TTTAAAGAAC 996480 

AGAAAAATTC CGTGCCATTA TAGCGAGATT TGCCAAAATA ACTAGTTGAA AATCATAAAA 996540 

CAGTGGTTTT TATAGGTTTT CAGAAAAACT TTGCGATACA GATCGCnAAA ATCAGATCAA 996600 

GTGATTTTTC TACCCATTcA TTTATGGTtA AAGTGCGGTG GAAAATTGGA GCGTTTTATG 996660 

CAGAAAGGTA TGACATTAGT GGAATTATTG ATTGGGTTAG CCATTATCAG TATTGCGCTG 996720 

AATTTTGCAG TACCATTATG GAAAACCGAT TCACCTAAAA CGATTTTAGC CAAAGAGCAA 996780 

CATCGCCTGT ATTTATTTCT ACGCCAAATT CAGGCTCGGG CAGAAAATTC ATCGGAAGTG 99684 0 

TGGTTTTTAC TTATCAATCG TAATCTTGCG ACACAGCAAT GGTGCTTAAC GGCACAAGTA 996900 

AAAAATAACC AAACTTGTGA TTGTTTAAAT CCGATAAATT GCCCGAAAGA GGTTTATGCT 996960 

CATTTTTACT ACCCTTATTT TCCTAACAAA ACGATGATTC AAAGTCATCA TATTTATCCA 997020 

AAAGAAATCA CGAGATTTGA TGGCATTCGT AATACTATTG TTACTCGTTG CTTTATTTTG 997080 

CAAGCTGAAA ATGAACGTAC GTTATTTTnA TTTTTCAATG 7TG3CAGTAT TCGTGTGAAA 997140 

ACTAATCAAT TTGATAGTGC TTGTAATTAA TGATGAAAGT ATTATTAAAA GGGCAAACCC 9 97200 

TATTAGCACT GATGATTTCA CTGTCTTTGT CGTCTTTATT ATTGCTAAGC ATTTCGCATT 997260 

TTTATGTGCA AATACAAACG CAAAATCAAC ACATGTTATT ACA7TTAAAA TTACAAGCTG 997320 
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AATTACAACG AACATTACAG TTAATAGGTA AAGATCTTCG CCGATTAGGA TTTCGAGCAT 997380 
TAAATGCAAA ACTGACGGAA AGCAATTTAT CTTTATTTGA ATTAGATGAA CAAGGCACAG 997440 
CTATTTTTAT TAGCCAAGAA GATAATGCGC CACCTAATAG CTGCGTGTTG TTCTTTTATG 997500 
ATTTAAATAA AAATGGGTGT ATTGGCAAAG GTTCGCCGAA AACCTGTATG AAAAAAGGTA 997560 
AAAATACATC TAAAAGTAGT ACTGAAGAAT TATTCGGCTA TAAAGTGAGT AACAAAATGA 997620 
TAAAAACTAA ACTGACTTAT CAAAGTGTTA TTCCTACTAA TTGCACGGCA GAAACTTGTA 997680 
AACGTGCTTT TCAACAAACC GCTTGTAACG CTGGTGGTGG ATGGGCAGAT TTATTAGATA 997740 
ACAACGAATA TGAAATCACT AGGTTACAAT TTAATTGGTT AATTGAAGGC AAAGGATTAG 997800 
AAATCAAGCT AAAAGGAAAT TTAAAACAAA CCCCAAATAT CAGTTATGAA ACATCCCTTG 997860 
TTGTTGTGCT CTGGAATCAA AAATAATGAC TATACAAAAA GGCATTATCA CGCTGACTAT 997920 
TCTGATTTTw ATTTCAGGTT TATTAACTGC GTTTTTATTG TTGGATGACA GCCATTTAAG 997980 
TTTTTTnCGT GCGCAACAAA ATCAACGAAA ACACTATGTG GAAAGAACAT TACAACTGCA 998040 
AAAAATGACC GCGACGAAAA AACAAACTGC CTGCCTTGAT TTACCCTTAA ATAATAATGA 998100 
AAGTGTGAAG CAAATCAGCA TCGCCCTTGA GGGTTCCACC GATGCAATTC AATATTTtCT 998160 
TTGGTGTGAA AGAATGAGCC TATTTAAAAA ATCGCCTAAA AAGGGAGATA ATCAAGGTGC 998220 
ATTGAAAGAT TTTGTGACTG ACGAAAAACT TGCCTATTTT CGACCGCACT TTTCTTCCCC 998280 
GCCCAGAATT TTAAACGCGA ATAAAATGCC TAAACTTTAT TGGTTTTCAG ATTCACAAGC 998340 
AGAAGTTGAA ATTAATGGCA CCGTATCTGC CGTATTAATT GCAGAGGGCG ATTTAAAATT 998400 
GACTGGCAAA GGGAGGATTA GTGGTGCAGT GATTACCAGC GGGAATTTAA CTTTAGATGG 998460 
CGTAACTTTA GCTTATGGGA AAAAGACGGT GGTTGCTTTA GTGCAACAAT ATAGTCAGTG 998520 
GCAGTTAGCA GAAAAAAGTT GGAGTGATTT TAATGTTCAG GATGAATAAA GGAATGTCTT 998580 
TTATTACATT GTTATTTTCT TTAG CTTTAT TTAGCGTTTT ATTTCTTGTT TTTAATCAAT 99864 0 
GGACGGCAAG CCAAAGAAAA AGTACGGTGA AAACTTATCA AGATTTTCAG GCAATACAGG 998700 
TTGCGGAGAA TCAGGCTCAA CGCCAATTTT TAGGGTTAGC TTG7GAACAA TTGATACAAC 998760 
AAAATGGCTT AACTTTTCGT ATTCAATGTG AAAATGAACG TATTATTGTG CGTTATCCTA 998820 
CGAGTGAAAT TTTGATAAAA ACTCAGTAAA ATGGCGTTGT TTTTTCTAGG TTAAATCATC 99888 0 
AAAAGGTCGC CATTGTGTTC ATTGTTTATT ATTCCAATCA GCTTGAAAAA CAAAAAGAAA 99894 0 
TTCTTTCTTC CCTATTCAAA TCTTTACCGC CTGAAGATCC TT7TCAACAA GATATTATCT 999000 
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TGGTACAAAG CCCTAATATG GCGCAATGGC TACAAATTGA ACTTGCCAAA GAAACAGGTA 999060 
TTTCAGCAAA CCTAAAATTT CCTATGCCAG CCAGTTTTAT TTGGCAACTT TATGCACAAA 999120 
ATTTACCTGC AACGGCATTA GAGAACCCTT TTGATAAAGA TTCAATGATG TGGCGTTTAA 999180 
TGCGCTTAAT CCCAATTTTT CTTGAGAAAG AAAATTTTTC GCCTCTACGT AATTATTTAT 99924 0 
CATCTTCGCC ACAT TCTGAA CAATATAAAC TTTATCAACT CAGCAGTAAA ATAGCCGACT 999300 
TATTTGACCA ATATTTAGTT TATCGACCTG AATGGATTTT TGCTTGGGAA AAAGGCGAAG 999360 
ATGAACAAAT CACTGATCAA ATACAAAAAC AACAACCTAA CCTAAACGCA ACTTTGTTTG 999420 
CGCAAATTCA AGGCAATACA AAATGGCAAG GTGAGTTATG GCGTGCGTTG GTCGTCGATG 9994 BO 
TTAAATCAGA TGTTAATGAA GCCACCCATC GAGCAGCTTT GCATAATCAA TTCTTAGCCT 99954 0 
TGCTTGCCGA TAAAAAAGCA CCGAAAAAAT TACCTTCACG CATATTTATT TTTGGTATTC 999600 
CTGCGCTTCC AACTGCTTAT CTCAATATTT TGCAAGCGAT ATCCTCTGAA GTGGATATTC 999660 
ATTTATTTTT TAATAATCCT TGCCAAGAAT ATTGGGGGGA TATTAGTGAT TTACGCCTTG 99972 0 
ATTATTTGCG TTCTCGTCAG CGTTATCAAT TCAATAAACA AGATGAAAAT CAACCGCTCT . 999780 
TTTCCGAGGA TCAACTTTCT CAACTAGAAA ACGCTCAGTT TGACGTCACT TATCAAAAAG 999840 
AAAACCTTCA ACTAGGCAAT CCATTACTGG CGGCTTGGGG AAAAATGGGA CGAGATTTTC 999900 
TCTATATATT GGTGAGAGAT GAAGAACATA TTCCAACTTA TCCCGTCAAT GCCTATCAAG 999960 
AAATTGAGTC AAACAGTTTA CTCGGACAAT TACAGTCTCA AATTCTGCAT TTAGAAAATA 1000020 
AACCGTTAAA TATCGCAAAA AATGACCGCA CTTTAACCCT ACATTCTTGC CACAGTGCTA 1000080 
TGCGAGAAGT GGAAGTATTG CACGACTATT TACTGGATTT ATTCAATCAA GATCCTAGTC 1000140 
TTACGCCAAA AGATGTGGTT GTTATGGTGG CAGATATTAA CCAATACACA CCCTATATTC 1000200 
AGGCAGTTTT CGGGCAAAAA AATGGGGATG " TGCCACAAAT TCCATTTTCA CTTTCGGATA 1000260 
ATAAACTTTC AGAAAGCGAT GTGTTGGTAT CAAGTTACTT AAC7TTATTA CGCTTAAAAG 1000320 
AAAGCAATTT TAGTGCAGAA GATGTCTTGG TATTGTTGGA TATTCCTGCG ATGCGAGAAC 1000380 
GATTTAATAT TTCCCTTGCT GATTTACCAT TAGTGCGAGA ATGGGTAACG GATTCAGGGA 1000440 
TTCGTTTCGG TTTGCAAAAA AATCAAGATG GCATCAATTT CAATTCTTGG CAGGCTGGAT 1000500 
TAGAACGAAT GATTTTAGGC TATGCGATGC GTGAAGAACA GGG CATTTGG CAAGATAGTC 1000560 
TGGGCTTAAA CAGCAGTTAT GGCTTAAAGG GCGAGCTTGC TGGAAATTTA TCTCACTTTT 1000620 
TCACCGCACT TTCCGCGCTG CATGAAACGC TGCAACAAGC ACATTCCATC GAAAAATGGC 1000680 
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AAGAAATTTT AACCGCACTT TTATCGGATT TCTTCGTGCG AAATGAAGAC ACAAGCGACA 1000740 
TGATTTTCTA TATTCAAGAG AAAATTAATG AATTAGCTGA GCATCTAAAA ACGCTCCATT 100080 0 
TTAATGAAGA ATTACAAGCA GAAGTGATCG CCGATGTCAT CACAATGCAA TTGGAAGATG 1000860 
CGCCAAATAG CCTCAAATTC CTTGCAGGAA AAGTAAATTT CTGCACCTTA TTACCAATGC 100092 0 
GTTCAGTGCC ATTCAAAGTG GTTTGTTTAC TTGGAATGAA TGATGCGGAT TACCCAAGAA 1000980 
CACAAACACC AAACAGTTTT GATTTAATGC AATATCATTA TCAAAAAGGC GATCGTGTTC 1001040 
GCCGTGATGA TGATCGCTAT TTGTTCTTAG AAGCCTTATT GGCCGCACGT GATTATTGCT 1001100 
ATATCAGCTA TGTTGGGCGT TCCATTACAG ATAATCAACC GAAAGAACCA TCCGTATTGG 100116 0 
TAAGTCAACT GTTGGATTAT ATTAATCAAG GGCAAAAGGA AAATGTCCTT ACTGTCATTG 100122 0 
AACATCCAAT GACCGCATTT AGCCCAGATA ATTTCAAAAA CAACGAAAAA TTTACCCGCT 100128 0 
CTTTTGCGAC AAAATGGTTG CCAATAGCAC AATTTGACGC GAGTTCCAAC AATTCAGAAT 1001340 
TTGCCGTCAC TATGACAGAA AACCTAGAAA AAATCGAAGA AGTTGAACTG GATGCTTTAG 10014 00 
TCAGCTTTGT GGAAAATCCA GTGAAATTTT TCTTTGAAAA ACAACTCGGT GTTTATTTCC 1001460 
GCGATAAAGA TGAACGCATT GCTGACAGTG AAAACTTCAC TTTAAGTGGG TTAGATAATT 1001520 
ATTCTCTCAA TAATGACTTA ATTTACCTTG ATGAACAAAA TTTTGCTGAT TATTTTAGAC 10015 BO 
AAGCAGAAGT AAAAGGCGTG TTACCGCGCG CAGAGTTTGG AAAGGTTTAT GCTGAAAATA 1001640 
TTCGCGACAA TGTTTTAGAA TTTAAAAAGA AAATAGCAGA TCTTGGCGAA GCCAAACATG 1001700 
CTTCTGTCGA TTTTAATCTC TCCGTAGATT GGCAAAACGA AAATCAAAAA ATACGTTTAT 1001760 
TTGGTTATAT GGACGCTTTA TTTGGCGATG ATTCACAAGT CATTCACTGG CATTTTGCTA 100182 0 
AATATAAAGA TCGTTATTGT ATTCGTCCTT GGATTTATTA TTTAATTCAA TGTGTTACAC 10018 8 0 
AAGAAAATGC GGTACCAGCA AAATTAATTA CGCAAGATAA GGTTCTCGAA TTACCGCCTA 1001940 
TTGAGCGTGA AGTTGCACTT GCTCAATTAC AAATTTACGT AAAAGATTAT TTACAAAGTC 1002 000 
AAATTGAAAT CCAATTGGTG CCAACAGTAA GAAATATAAG TGATTTTATT GTAAGTGATG 1002060 
AAAATTCCGT TTCTGAAAAA CTTCAGGAAT TAACTGAAAG TAATGGTTTC GGGCCAAAAG 1002120 
CCGATCCATA TTGGTCACGA GTATTAGCGC AGACCTCAAG ATTTAAACAA CCTGAAAATA 100218 0 
TTGCAAAATT ATTAAAACAA ACAAAAGCTT GGTTTGGCTT ATTATTCGCA CAAAAGAAGA 1002240 
CAAGAAAGAC ACAAAGCTAA TCGTCAAATA ACCTATTTTT TAGTAGAATA ACACCCTTTT 10023 00 
ATGGAGAATT ATCTATGCAC TGTCCATTTT GTGATACAGA AGAAACTAAA GTCATTGATA 1002360 
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GCCGTTTAGT ATCTGATGGT TATCAAGTTC GCCGCCGCCG TGAGTGCGGT CATTGTCATG 1002420 
AACGTTTTAC TACTTTTGAA ATGGCGGAAT TAATCATACC GAAAATTATC AAAACTGATG 1002480 
GTACACGTGA GCCATTCAAT GAAGATAAAT TGCGCAGGCG GTATTCAACA CGCCTTAGAA 1002540 
AAACGTCCTG TAAGTGCAGA TGATGTAGAA AAAGCAATTA ATCACATAAT TCTTCAACTG 1002600 
CGTGCAACTG GAGAACGTGA AGTGCCAAGT AAGTTAGTGG GTAAACTTGC GATGAATGAA 1002660 
TTAAAAAAAC TCGATAAAGT GGCTTATATT CGTTTTGCAT CAGTCTATTT AAGTTTTGAT 1002720 
GATATTGATC AATTTACTAT CGAAATTGAA AAATTAAAGG ATTAATTATG CTTGAATTTT 1002780 
CCTCACAAGA TTGCGTATTT ATGCAACGTG CCTTAGATTT GGCAGCCAAA GGTCAATATA 1002840 
CCACTACACC GAACCCATCG GTGGGATGCG TATTGGTTAA AAATGGTGAA ATTGTGGGGG 1002900 
AGGGCTTTCA TTTTAAGGCA GGACAACCTC ATGCTGAACG CGTTGCCTTA GCTCAAGCTG 1002960 
GTGAAAATGC TAAAGGAGCA ACCGCTTACG TCACCTTAGA GCCTTGCGCT CATTATGGTC 1003020 
GCACACCACC TTGTGCATTA GGATTAATTG AGGCGGGCGT AGTGAAAGTC ATTGCGGCTA 1003080 
TGCAAGATCC AAATCCTCAA GTCGCAGGAA AAGGTTTGAA AATGTTGTCT GATGCCGGTA 1003140 
TCGAAAGTAC GGTGAATTTA TTGAACGATC AAGCGGAAAA AATAAATAAA GGTTTTTTAA 1003200 
AACGAATGCG TCAAGGTATG CCTTTTGTTC AACTAAAACT TGCCATGAGT TTAGATGGAC 1003260 
GAACTGCAAT GGCAAGTGGA GAAAGTAAAT GGATTACGGG CCCAGATGCT CGTTCGGACG 1003320 
TACAAAAAAT GCGAGCAAAA TCATCCGCAC TTTTATCTAC TTCCACAACA GTCATTGCAG 1003380 
ATGATCCAAG CCTTAATGTA CGCTGGGACG AATTTCCTGA AAATCTTAAA ACAGAATATA 1003440 
AAAAAGAATG GCTTCGCCAG CCTGTGCGAG TCATTTTAGA TTCACAACAT CGCATTCAGC 1003500 
CGACTCATAA ACTTTTTTTA ACCCATTCTC CCGTTTGGTT AGTCTCTAGT GAGCCACGAG 1003560 
ATTTAACAGG CTTTCCTGAT TTTTGTGAAC AAATTATTTT TCCGAAAGAA AATTTACTAA 1003620 
AAGAATTAAT GCGAGAACTG GGAAAACGAC AAATCAATAC CCTTTGGGTA GAAGCTGGAG 1003680 
CAAATTTATC GGGCAGTTXA ATTGATGCGA AATTAGTGGA TGAATTGATT ATTTACATTG 1003740 
CGCCAAAATT ACTTGGAGAC AATGCTCGTG GTCTATGCCA ATTACCGAAT TTAACTAAAC 1003800 
TTGCTGATGC ACCATTATGG CAACTCAATG AATTAGAACA AATCGGTGAC GATATAAAAT 1003860 
TAACTTACAC ACCGAAAGGA GTCTAAATGC TTAAAAAAC7 TTTCCATTCC GCACTTTGGG 1003920 
GCTTGGCTGC TGCGGGCGTG ATTTTGTTTG CGGTTCCAAG ACTGAATAAC AGCAATATCT 1003980 
TCACTTCAGA CGATATTATA TCGTTCAAAA ATGCTGTGCG TA7TGCCTCT CCAGCAGTAG 1004 04 0 



-77.599- \ 



SUBSTITUTE SHEET (RULE 26) 



WO 9d/33276 PCT/US96/05320 

TGAATGTTTA TAACCGCTCT TTTTCTTCCG CCAGCATTAA TGATAATGAT CAGCTACAAG 1004100 
TGAATAACTT AGGTTCTGGT GTGATTATGA GTAAAGATGG CTATATTCTG ACGAATAAAC 1004160 
ACCTCATCCA AAATGCAGAT CAAATTGTAG TAGCGTTGCA AAATGGAAAT ATTTTTGAGG 1004220 
CCAGTCTTGT TGGTTCAGAT GATCTCACTG ATCTCGCTGT TCTTAAAATT CGTGCAGATA 1004280 
ATCTTTCAAC TATTCCACAA AATTCAGCGC GTCAAGCTCA CGTCGGCGAT GTGGTATTAG 1004340 
CAATCGGTAA TCCCTACAAC TTAGGACAAA GCGTGTCTCA AGGAATCATT AGCGCAATCG 1004400 
GTCGTAATGC GGTAGGCGAT TCGGTGGGCA GACAAAATTT TATTCAAACT GATGCTTCAA 1004460 
TTAATCGCGG AAACTCAGGC GGTGCCTTAA TTAACTCTGC TGGGGAATTG GTTGGAATTA 1004520 
GCACGCTAAG TATTGGCAAA ACCGCCAATG AAATCGCAGA AGGACTAAAT TTTGCCATTC 1004580 
CAATAGATAT TGCAAATGAT GTACTACGTA AAATTATGCG TGATGGACGT GTGATTCGAG 1004640 
GTTATTTTGG TGTACAAAGT GATATTAGTT CAAGTAGTGA AGAAGGCATA GTTATCACAG 10047 00 
ATGTAAGTCC GAACAGCCCA GCTGCGAAAT CAGGTATTCA AGTTGGCGAT GTGATTTTGA 1004760 
AATTAAATAA TCAAGAAGGT ATTTCAGCCC GAGAAATGAT GCAAATTATC GCAAATACAA 1004820 
AACCTAATTC AAAAGTTCTC GTCACCATTC TACGATTAGG CAAAATCTTA CAAATTCCAG 1004880 
TTGTTATTGA AGAATTTCCA GTAAATTAAA AATAGCGGTC TATTTTGACC GCTGTTTTCA 1004940 
TTATATTTAA TACTTTCTTT TCAATTTGAA AATTTATTTG TTCTAACCCC TTTTCTGACA 1005000 
TTTCGGGCAA AAGAAACTAT TACGCTGTCC AATAATTAAA CTTTCAATTT TTCCACCGCA 1005060 
CTTTGGACAA GGTTTATCTt TATTGCCATA TACCAATAAT TCTTGTGCAA AATAACCTGG 1005120 
GCGACCATCG GGCTGTAAAA AATCTTTAAG TGTTGTTCCA CCTTGAATAA TGGCTTTTCT 1005180 
CAAAACATCT TTAATCGTGT TCACTAAAGA GAAACATTGA TTGCGAGTCA AATTTTTAGC 1005240 
GAGTTTAAGG GGATGAATGC CACAAATAAA CAAACTTTCA TTCGTATAAA TATTTCCAAC 1005300 
GCCCACTACC ACAGCGTTAT CCATCAAGAA AGTTTTAAGT GCGGTTGATT TTTGACGAGA 1005360 
TTTTTTGAAT AAATATTCTG CATTAAATTC ATCAGAAAG? GGTTCAGGGC CTAACTTTAA 1005420 
GAAAAGATGA AAGTCATCTA GATTCTCCGT CCACAACCAT GCACCGAAAC GGCGAGGATC 1005480 
GTTATAGCGT AATAACTTGC CATTATTCAC TACAATATCA ATATGATCAT GTTTATCTAT 1005540 
TGCACTATCC TGTGGCACAA TTCGCACCGA ACCTGACAT3 CCCAAATGCC CGATGATATA 1005600 
GCCTTTTTCC GTGTGAATAA TCAAATATTT TGCTCGACGA GTGAGATCGA CAATTTTTAC 1005660 
ATTTTTTAGC GTTATCAATT CCTCTGATAC AGCCCAGCGC AA7TTAGGCT GGCGCACGAC 100572 0 
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AACTTTCTCA ATCGTAAAAT TCTTAAGATA AGGGCTAATA CCACGTAGTG CAGTTTCGAC 1005780 
TTCAGGAAGT TCTGGCATAA TTTTCAAC7T AGTAAGTAGA TAGAATAATG ATATAAAGTG 1005840 
CGGTTAGTTT TACCATTTTT TTATATTCTT TGAAAATTAA AATGATGAAT ATTTCAAAAA 1005900 
TATAGGTAGT TATCTAATGG ATAAAATTTA TATATCTCGT TTGATCTATG CTAAAAGATT 1005960 
TTTATTTTAC AGAATAACCG CCTG7TTTCA GATACAAGCG GTTATTTTTT TGTGTTAATT 1006020 
GACTAACTAA TTAATCAATG GGTGGTGTGT AAGTGCCATT TTTGATGTCG TCTTTAATAC 1006080 
GATTTGCTTC TGTTAGTACT TGAGTTAATA ACGCTTTAAC ATTTTCCAAT GTTGCAATCG 1006140 
GGCTTAGGGT AGTCATTTTC AGCGATTGTT TGTCGCCTAC TTTAGTCACG CCAATATTCG 1006200 
CTTCTCCTCG AGCAAAGAGT TCATCTGCCA CGTTTTGGTT TAGTGCATGA ATAAATTCAG 1006260 
CTGGATAGTC TTTTGGTACG ACACGGAATA ACACCGATGC AAACTGACTT GGCACAAGCA 1006320 
TTTCTAAGTC AGGGGTATCG TTGATGTATT GCTCGACTTC TTTGGTCAGT TTTACGCCGT 1006380 
GATCGATCAT TGAAGCGTAA AGATCTTCGC CCAATGCTTC AAGGGTAAAC CATAATTTTA 1006440 
ATGCGTCGAA ACGACGTGTG GTTTGTAATG ATTTCGCCAC TAAGTTTGGC ACGCCGTGAG 1006500 
CTTCATCATA TTCCGAATTG AGATAATCCG CTTTGTAATC GATAAAGCGA TAGTTCTCTG 1006560 
GATCCTTGAG TAAAAATGCA CCACAGGAAA TGGTTTGGAA GAAGTGTTTG TGGAAATCAA 1006620 
GCGTGATGGA ATCAGTTAAT TCAATACCAT CTAAGAAATA GCGATAATCT TTGGAAAGCA 1006680 
ATAATGCGCC ACCCCAAGCG GCATCAACGT GTAACCACGC TTGATATTCA TCGGCAAGTT 1006740 
TGCGGATTGC TTTTAAGTCA TCAATTGCGC CAGCATCTGT TGTGCCTGCG GTAGCAACAA 1006800 
TACAGGCAGT AATTTTGCCA TCAGCTTTAA GCTGTGCAAG TGTTTGTTTA AGTGCAATAA 1006860 
GATCCATTTG TGCATTGGCA TTTGATGGCA CAGTAACGAC TGATTGGAAA CCCATTCCCA 1006 920 
TCATTGCCAT ATTTTTTTGT ACAGAGAAAT GTGCGTTTTC TGAACAAATC ACTTTCACTT 1006980 
TTTGCATCGC TTCTGCTGGA ATACCATCAC GTTGTACTGA CCATTCAGAG CCGTCTTCGT 1007040 
TTTTCCAGTG GTTTGCAATC GCCCAATCGC GTGCCAACAA TAC3CCCATT AAGTTAGATT 1007100 
GAGTACCACC AGAAGTGAAC ACGCCTGATG TGCCTTCGCC ATAGCCTGCT TTTTGGCGTA 1007160 
GCCAGTTGAT CAAATGCTCC TCCATAATTG AACCTGCTGG GCTTTGATCC CAAGAATCCA 1007220 
TTGATTGGTT GGTCGCATTA ATCAGTACTT CCGCAATTTG GCT7GTTACC ATCGTTGGGC 10072 80 
AATGTAAATG GGCAAGTGAG TGTGGATGAT GTACTTTAAG GC7TGGATTA AGGAAAATTT 10073 40 
CTACCAAATG ATCGAGTGAT TTCTGTACAC CCATACCCTC TTTC3TCGGA TTAAAACCGC 1007400 
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TTATTAAGGC TCGCATTTGT TTGATTGAAC CGCCTGTGTA CATTTTTTCA TTTTTCAGCC 1007460 
AAGCAGAGAC TGCTTGCACC GCATTATGCA TCGCTGTTTC ATAATCGTTA ATGGCTTCGT 1007520 
TATCGTTGCA AAACAAAGCT TGTTTGTGTT GTTTGAGGTT TGACATAATT ATTCCTAGAT 100758 0 
ATGAATTACA CCCAATTTTC TGTACGTAAT GCTATAACTC GCTCAAATTC TCTTAAATTG 1007640 
TTACTAACCA GAATTAACCC TTCACTACGA GCATGAGCCG CTATATGAAT ATCATTTTCG 1007700 
CCAATCAATT TCCCTTGTTT AGAGAGTTCA GCTTTAATAT TGCCGAAATG AGCTGCATGC 1007760 
TTTGGTTGGT AATCTAAAAT GGTGAGGCGT GATAAGAAAT CTTCAATAAC CGCAATGTTT 1007820 
CTTTCGGGAT ATTCGCTTTT TTCAGCTCCA TAATAGAGTT CAGCCACAGT AATGCTACTC 100788 0 
ACGCACATTT TTCCTGCATT TTGATTAAAG CGAGAAAGAA TTTCCAATGG CCTACGCTTA 100794 0 
ATCACGTAAA TCACAATGTT AGTATCAAGC ATATATTTCA ACACTATAAA GCCTCACGCT 1008000 
CTGGTTGAAA TGCAATTTCT CGTTCATTCA TAAAATCATC GCTAACTGCT TGATCATTCA 1008060 
AGAAAAAACT ATCCCAAGAT TGGTTGAGAG GCGATAAAAT CCGATCACTG CCCGATACAC 100812 0 
GAACCGATAA TTTTTTGATT TCTTCAGAAA AGCGAACTTC AGCGGGCAAA CGCACAGCTT 1008180 
GACTTCGATT AGTCATAAAA ACAGAGGCTT CAATCATAGT TATTCCTTAT GCTTAATTGT 1008240 
ATATAGCATA AGTATATCCC AGTTTTATAC AGTTGAGTAG AAAAAAGGTG GGATTTCCCT 1008300 
ACCATTTTGA ATTTACAAGC GGTCAAAATT CGCAAAACAT TTGCAAAATC AGACCGCTTT 1008360 
TAATTAACTA CGCACCACTT TCAATGCGTC TACAACAGAT TGTTTGAAGC GTTTGATGAA 1008420 
CTCTTCACAT TCACTTTGGT TGATGTTTAC CGCACAAAGC ACGCGAACCA CGTTGCCACC 1008480 
GCGTCCGCCA CGTTCGAGCA AGAGTTTGTT TTTGAAGCAA GCTTTTTGGA TTGCTGCCGC 1008540 
TAATTCACAA TCGCGTGGGT AAGCCCCTGT CGCATCTTTC GATTGGCGTT CGTCTACAAT 1008600 
ATCGATCCCC ATCATTAAGC CACGACCACG TACGTTGCCG ATGCACGGAT ATTCTTTGCT 1008660 
TAATTCACGT AATGCGTTGG TTAAGTATTC ACCACGCTCT TGGGCATTTT GTGCGAGGTT 1008720 
TTCATCACGC ATAATTTTAA GTGAAGCATA GCCTGTCGCC ATCGCTAATT GATTGCCACG 1008780 
AAATGTACCT GTATGTCCTG CAGGTTGCCA AGCATCAAAT TCTTTACGAA TAGCTAATAC 100884 0 
AGCTAATGGT AAGCTGCCAC CAACTGCTTT TGACATCACA ATAATATCAG GCTCAATGCC 100 9900 
TGCGTGTTCA AAGGCGAACA TTCTTCCAGA ACGGCAGAAA CCAGCTTGCA CTTCATCGAC 100896 0 
GATCATTAAA ATGCCGTGTT TTTGGGTTAC TTCACGTACT TTTTGTAAGA AGCTTATTGG 1009020 
TGCTGAAACA ACGCCGCCTT CTCCTTGGAT TGCTTCTAAA ATTACTGCAG CTGGTTTTAC 100 908 0 
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TACGCCACTT TCTACATCTT CGATGAAGTT TTCAAAGTAT TGTTCAACTG CTTTCGCACC 1009140 
CGCTTCGCCA CCAATGCCAA ATGGGCAGCG GTATTCGTGT GGATATGGCA TAAATTGTAC 1009200 
GCCAGGCATT AAATTTTCAA CGGCATTTTT TGCACCAAGA TTACCCGTTA AGGCTAATGC 1009260 
CCCTTGGGTC ATACCGTGAA AACCGCCAGA GAAAGCAATG ATATTGCCAC GCCCTGTGTA 1009320 
AGTTTTCGCT AATTTGATGG CTGCTTCATT TGCATCTGCA CCAGAAGGGC CTGTGAATTG 1009380 
TAAGATATAT TTATCTTTCG GGAAGAATGA CAATAATTCT TCACTAAACG CATCTTTAAG 1009440 
TGGAGTGGTT AAATCTAAAG TGTGTAACGG CAATCCGCTA TCTAATACGT CTTTAATGGC 1009500 
TTGCATTAAT ATAGGATGAT TATGTCCTAA TGCAAGGGTT CCTGCGCCTG CTAAAAAGTC 1009560 
TAGGTATTCA TTACCTTCAA CATCAGTAAC CCAACAGCCT TGTG C TTTTG CATAGGCAAA 1009620 
AGGTAATTTA CGAGGATAAC TACGTACGTT GGATTCCATT ACATCTTGGC GATCTAAAAA 1009680 
ATGTTGGTTT GAAGCAAGAA TTGCTTGTAC AGGGGTAATC ATTGTCATTT TTGATTAAAA 100974 0 
CCTTCTAAAA GAGGTGAAAA AAAATAAGTC GGGTGCCTTG CGATAAATTT ACTGTTTATA 1009800 
AAACAGACAC ATAGGGCATT TGACTCGCTA CTTATTAAAA AAAGCGTTTC AGCTTTTTTG 1009860 
TTTTTACCCT AGTTTGCCCA TTGGACGGGC TAGGTTGGAA ACAGGTTTTG ATGTAGGGTT 1009920 
ACGTCAAAAC GGGGACAATT GTATATTTTT TTTGCAATAT GAAAAGTAAA TTTAGCtTCT 1009980 
TACGAGTCAA ACGGCTAAAT AAAAAGCAAA CGTTTCTAAT AAGAACAAAT AAAAAACCCG 101004 0 
AGTTTCTACT CGGGTTTAAA ATAATTAAAT CAATATTATT TGATTTTTGC TTCTTTATAG 1010100 
ATAACGTGTT TACGCACTAC TGGATCAAAT TTTTTGATTT CCATTTTTTC AGGCATATTA 1010160 
CGTTTGTTTT TATCAGTTGT GTAGAAGTGA CCTGTCTCTG CAGTAGAAAC TAAACGGATT 1010220 
TTCTCACGAG CGCCTTTAGC TGCCATTTTT TAGCTCCTTA GATTTTTTCG CCACGAGCAC 1010280 
GGATTTCAGC TAATACTGCA TCAATGCCTT TTTTATCAAT AATACGCATA CCTTTCGCAG 1010340 
TTAAACGTAA GGTTACGAAA CGGTTTTCAC TTTCAACCCA AAAACGGTGA GTGTGAAGGT 1010400 
TTGGAAGAAA ACGACGACGT GTCGCATTCA TTGCGTGTGA GCGGTTATTA CCCACAGCTG 1010460 
GACGCTTGCC TGTTACTTGA CAAACTCTAG ACATAATAAT CTCCAATAAT TAAATATAAG 1010520 
CTCGAGCTTA CGGTTCGGAT TGTTTAAAGC TGGTTAAACC TAGCTTGCTA CCTCGTCAGG 1010580 
TCGCGCTAAT CCGACCCGCT TACTATATTA AAGGTCGCAA ATTATACTGA CTTTGTTTTC 1010640 
ATTTCTCAAG TGTAAATGCG ATTTTCCTGA ATGTAATCGG TAAAAAAATG GTCAATATTA 1010700 
TAAAAATTTA TAATAAACAA TTCTCCGCGA AAGAATAACA ATC3CTTTTC CCTACAATTA 1010760 
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AATGATCAAG CACGCGAATT TCCA7TAGTT CAGCCGCATC TTGAATTTTT TTAGTAATAA 1010 820 
GCTGATCCGA ATAACTCGGC TCCGTTATAC CTGAAGGATG ATTATGTGCC AAAATTAAAG 10108BO 
CTGCCGCATT ACAATAGAGT GCTTCTTTAA TAATTTCTCG CGGATAGACC GCTGATACAT 1010 940 
AAATTGTACC TAAAAATAAC CGCTCTTTTT TAATCAAACG ATGTTGATTA TCTAAAAATA 1011000 



TTTCAGGATC ATTAATAATC GGCGTACT7A ACATATCTTG CTTTAAATAA CGCTTGGTCA 1011120 
TTTCCGTAAT CGCTTGCAGT TGAATAAATT GCGTAATACC TAAGCCTTTT ACAGAACAGA 1011180 
AAGCTTTTTT ATCTGCAGAA AGTAAAGCGT GCAAGGGGCC AAAATGCGTT AATACATTTT 1011240 
TAGAAAGTGA CATAACAGGA CAACCTTTGA TACCAGTACG TAAAAAAATC GCAAGTAGTT 1011300 
CATAATCACT TAATGCTTTT GCTCCAAATG CCAGCAATTT TTCCCGTGGC ATTAATTCAT 1011360 
CATTGTTTTC CATATATTTA TAAAAGAAAA ATAAGAAAGA TTTTGACCGC ACTTTTTAGG 1011420 
TTTGACGAGC AAGTGATTCA AAATCTGCGA TGCATATCGT AAAAATAGCG TTGGGCATTC 1011480 
AATAAAATTA AAGTAAAATA ACGAAATTGT GGATAAGTAC TAACAAAGGT TAAAACATGA 1011540 
AATTAAACGG AAAGCATATT GTAGTTGGCA TAACTGGCGG TATTGCAGCC TATAAAACAA 1011600 
TAGAGTTGAT TCGTTTGTTA CGCAAAGCAG AAGCTGAAGT ACGTGTAGTA TTAACCCCTG 1011660 
CTGCGGCAGA ATTTGTTACG CCTTTGACAC TTCAAGCCAT TTCTGGCAAT GCTGTATCGC 1011720 
AATCTTTACT TGATCCACAA GCAGAGCTGG CAATGGGGCA TATTGAACTT GCCAAATGGG 1011780 
CTGATGCCAT TATTATTGCG CCAGCTAGTG CAGATTTTAT CGCCCGTCTT ACTATTGGCA 101184 0 
TGGCGAATGA TTTACTTTCA ACAATTTGTC TTGCGACTAA TGCGCCAATT TTTCTTGCGC 1011900 
CAGCAATGAA TCAGCAGATG TATCACCAAT CCATTACTCA ACAAAATTTA ACGACTCTTC 1011960 
AAACACGTGG GATTGAGCTT ATCGGCCCCA ATAGTGGTTT TCAAGCTTGC GGCGATATGG 1012020 
GGAAAGGGCG TATGTCAGAA C CAGAGG AAA TTTTTACCGC ACTTTCTGAC TTTTTCTCTC 1012080 
AAAAACAAGA TCTACAAGGA TTAAATGTTT CCATTACAGC AGGCCCAACG CGTGAGGCAA 101214 0 
TCGATCCTGT TCGTTATATT TCTAACCATA GTTCAGGGAA AATGGGGTTT GCGATTGCTG 1012200 
AAGCATTTGC CAAACGAGGG GCGAACGTCA CGCTGATTGC AGGGCCAGTG AATTTAACAA 1012260 
CACCAAAAAA TGTAAATCGA ATTAATGTCA TCTCAGCACA AGAAATGTGG CAAGCCTCTC 1012320 
TTGAAAGTGC GGTAAAAAAT CAAATTTTTA TTGGTTGTGC GGCTGTTGCT GATTACAGAG 1012380 
TAACTGAAGT TGCTGAGCAA AAAATCAAAA AATCTGGCGA TGAAATATCT ATCAAATTAA 1012440 



AAACCATAAA TACTTCTCTT TCCTCGTGTT GCAATTCAGT 



GAGTAAAAAA AGTTTTACTG 
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TTAAAAATCC TGATATTATC TCAGATGTAG GACATTTAAA AACACATCGT CCCTTTACTG 1012 500 
TTGGATTTGC GGCTGAAACC CAAAATGTTG ATGATTATGC AAAAGATAAA CTTGAACGCA 1012 560 
AAAATCTTGA TATGATTTGT GCCAACGATG TATCTGGCGG ACAAGTTTTT AACGCTGATG 1012620 
AAAATGCCTT GCAGCTTTTT TGGAAAAATG GTCATAAAAA ATTATCGCTA AAATCAAAAG 1012680 
TAGAACTTGC CGCTGATTTA GTCAATGAAA TCATCGAACG CTATCAAAAA ACCTTATAAT 1012740 
TCCAACCGTA CTTTTACCTA AAAATGAATT TCAAACGGAG TATTAAATGA AAAAAATTGA 1012800 
CGTAAAAATT TTAGATTCTC GCATTGGTAA TGAATTTCCT TTGCCAACTT ATGCAACTGA 1012860 
AGGTTCAGCA GGCCTTGATT TACGTGCGTT GATCGATGAA AGCTTTGAAA TTCAACCAGG 1012920 
CGAAACCAAA TTAATTCCGA CAGGGCTATC AATTTATATT GCGGATCCCA ATTTAGCTGC 1012980 
CGTGATTTTG CCTCGCTCGG GTCTTGGCCA TAAACACGGC ATTGTGTTAG GAAACCTTGT 1013040 
GGGATTAATT GACTCCGATT ATCAAGGGCC ATTAATGGTA TCAATGTGGA ACCGTGGAAA 101310 0 
TGAACCATTC AAAATTGAAG TCGGCGATCG TATTGCTCAA CTTGTTTTCG TGCCAGTAGT 1013160 
ACAAGCTGAA TTTAATATTG TAGAAGATTT TCAACAAACC GAACGTGGAG AAGGCGGTTT 1013220 
CGGTCATTCA GGTAAACAAT AATTTATGGT AGAAGAACAA TTATCTTTAT CAGGCGTAGA 1013280 
AGAAATTGCG CCTAAAATTG AAACACCGAA AATTGAAAAA AGAACGGTAA AAGAACGTCG 1013340 
TCAGCAAGTG CTTACAGTAT TGATACATAT GCTTCATTCT GAACGTGGAA TGGAAAGAAT 10134 00 
GACAACCGCT CGTCTAGCAA AAGAAGTTGG TGTGTCGGAA GCTGCGTTAT ATCGTTACTT 1013460 
TCCAAGCAAA ACAAAAATGT TTGAAGCACT AATTGAACAT ATTGAAAGTA CTTTGCTGAG 1013520 
CCGAATTACA GCATCAATGC GTAACGAAAC TCAAACAATG AATCG CATTC ACGACATTTT 1013580 
ACAAACAATT TTGGATTTTG CCCGAAAAAA TCCCGGCTTA ACACGTGTTC TAACAGGTCA 1013640 
CGCGTTAATG TTTGAAGAAG CGCAATTACA AGCACGTGTG GCACAATTTT TCGATCGTCT 1013700 
TGAGATGCAG TTTGTCAATA TTTTGCAAAT GCGTAAATTA CGTGAAGGGC GTGCTTTCAA 1013760 
CGTGGATGAA CGTATAATTG CCTCACATTT AGTGACACTC TGCGAAGGAC AATTTATGCG 101382 0 
CTATGTTCGT ACAAATTTCC GTCTGAATTC AAGTCAGTC7 TTTGAACAAC AATGGCGTTT 101388 0 
TATCGAGCCA CTTTTTGCCT AATTGACTTT ACCGAGTAA.-. TATATGATTA TTCCTTGGCA 101394 0 
AGAACTAGAA GCAGAAACAT TAGATAATAT CGTAGAAAGC GTGATTTTAC GCGAAGGAAC 1014000 
CG ATTACGGT ATAGAAGAAC TTTCACTCAA CCAGGAAAAA ACAACTTTTA CTGACTCAAA 1014060 
TTCGCAATGG AATTGCGTTG ATTGTATGGT CTGAATTACA TGAATCCATT GACATCAAAA 1014120 
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ATAAAACGGA ATTTTT GAAA CAGGAATGTA AGGAGCAAGA ATGTCAAATG AATTAACCGA 1014180 
AATTGATGAA GTTGTAACCT CCTC7CAAGA AGAAGCAACT CAACGAGATC CCGTTTTAGA 1014240 
TTG GTTTCTT ACTCACTGCC ATTTGCATAA ATATCCTGCA AAATCAACTT TAATTCATGC 1014300 
TGGGGAAGAT GCGACCACGC TGTATTATGT AATTAAAGGT TCTGTAATGG TATCTTCAAA 1014360 
AGATGATGAA GGCAAAGAGA TGATCCTCAC TTACTTAGGT GCAGGACAAT TT T TT GGCGA 1014420 
AGCGGGATTA TTTGATGAAG GTTCAAAACG ATCAGCTTGG GTAAAAACAA AAACAACATG 1014480 
TGAAATTGCT GAAATTTCCT ATAAGAAATA TCGCCAGTTG ATTCAGGCAA ACCCTGAAAT 1014 540 
CTTAATGTTT CTCACTGCAC AATTGGCAAG ACGTTTGCAA AATACATCAC GTCAAGTCAC 1014600 
GAATTTGGCA TTTTTAGACG TCGCAGGTCG CATCGCTCAA ACTTTAATGA ACTTAGCTAA 1014660 
ACAGCCTGAA GCAATGACGC ATCCTGATGG TATGCAAATC AAAATTACAC GCCAAGAAAT 1014720 
AGGGCAAATG GTGGGTTGTT CACGAGAAAC TGTGGGGCGC ATTATTAAGA TGTTGGAGGA 1014780 
TCAGAATCTT ATCCACGCTC ATGGAAAAAC AATCGTTGTA TATGGCGCAA GATAATTTTT 1014840 
CATCATAATT TATTCAAAAT AAAACCATCC GAAATTAATT TGGGTGGTTT TTGTTTAATT 1014900 
GGAAATAATA TTCAAAACAT TAATTGACAA TTAATATAAA GGATTTTATC ATTGCTCCAC 1014960 
TTCTTATGGA TATTGTAGGA AGACAGGATT GGTCTCCTGA TATAGTGGCT TTAAAGGTTT 1015020 
AAACCTTATT GCATAGTTTT ATGCTGCAAA AGCTAGAACA CCGAGATGCA TTTTTTAATC 1015080 
TATGGTGGGC TGGGTAGAAA TCCCGCAGGG ATGCGTGCAG TAAGCCACTT GCTGTTAAGA 1015140 
CCAATTCTGC TTAGTTCCAC CACCCTTCTT TCAAATTCCC TAGCCTTTTC TAGCTTACCT 1015200 
TAATTAATCT T T TTTCTTT C TAGTAAAACT AATACTTCAT AGTGAGATGT TTGCGGAAAC 1015260 
ATATCAAAAA GTTGAATTTT CAATGGTTTA TAACAAGTTA GATGCTGTAA ATCTTTACCC 1015320 
ATTGTCATGG CATTACAGCT GGAATACAAG ATAAAGTGCG GTTGAATTTG GTTGAGAAAT 1015380 
TCACTTAATT CCTTTCCAAT TCCACGACGC GGCGGATTTA CAATCACAAG ATCTGGCTTA 101544 0 
TTTTCATTTT TATTTTCAAT CACGCTTGCT GCATCTAGAG ATTGGAAATT TACATGTTCT 1015500 
AAACCTAATA TTTTCGCAGA ATGACTGGCT GC CAAAATAG CAGAGGAAGA AATTTCAATT 1015560 
CCTGTTAATT TAATGGGTTT TCCCCATTTT TCCTGCAACG CTTTAGCACA ATGTAAGCCA 1015620 
AATCCCCCTA CGCCACAAAA TAAATCCCAC AAGTTATAAA TAGGGAATTC AGCCACCCAT 1015680 
TGTTGAGCGG TTGCATATAA ACCTGCAGCC ACTTTAGGGT TAGTTTGAAA GAAGCCTCGT 101574 0 
GGACGAATAA AGAGCGGAAT ACCGTTAAAA TTTTCAGGCA AAAATTGTTG TTCTGTCAGA 1015800 
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AAAATTTCTT GTTCGCCCTC TAAAATAGCC GCGTGCTGTG GTTGTAAATT AATACTAATC 1015860 
ACTTCTAAGT GCGGTAATTT TTCCAATAAT TTGGGCAATT CTCGACGAAT TAATGGTAAT 1015920 
TTATTTTCTG TACGTAACAC AAAACGCAAC ATCAATTTTT CCGTCGCGAT ACTTTCTGTC 1015980 
AGCAAAATAT ATTTAAGCTC GCCTTTTTGT TTAGCAATGT TATAAGGTAC TAAACCTGCG 1016040 
CGACCAATAA AATCTTTGAG AATTGAAAAA ATTGCTGAAA AATGTGTAGG ATAAAGAGGA 1016100 
CAATCACACA AATCAATCGC ACTTT3TGGA TCATTAGGAT TTTTTAAAAT GCCAAGTATT 1016160 
GGGCGTTCAA CACTACCACT AACAACCATT TTAGCTTTAT TACGAAAGCC TTGTTGATTA 101622 0 
GATTGAAAAG GAGCCACCCA TTGAGCTTCA TCGTAATTAA TAGAAATCAG TTGCTGCTTT 1016280 
AAATGATATT GTTTTTCAGT TAGCTGCTGA CTACAAGGTA TTTCAAGCCA TTGGCAAGAA 1016340 
CGACATTCAT TTTGTTGATA GTATCGACAA TCAATCATTT TTTGCTGCCT GAATGTCTAA 10164 00 
CCAACGGCTT TGAATATCAG CTAATTTTTG ATAATTAAGT CTCCAACGTT GATCTGAAAT 1016460 
TAAGTCGTTC CAATTAATCA CTCTACGTTT AAATAAACTT TGTAAGCGAG CTTGACGAGC 1016 52 0 
CATAAAGTGC GGTTGATTTT CAGTAAGTTT TAGATTATCT AATACTTGAA TGACACCTTC 1016580 
ACGTTCATTA CACAGTAATA AAAGATCGCA ACCTGCATTG AGTGC TTT TT TACTACGCTC 1016640 
TACAAAATTC CCCATTACTC CCGCGCCTTT CATTCCTAGA TCATCGGAAA AAATTGTACC 1016700 
TTGGAAATTT AATTTCTTGC GTAAAATTTC TTTCAACCAA TATTTTGAAC CACTTGCAGG 1016760 
CTGACTATCA CATTGCGAAT AAATCACGTG AGCAGGCATA ATCGCATCGA GTTTATTCTG 1016820 
TGAAATCAAC TGTTGGAAAG GTTGGAGATC GCCACTAAAA ATTTCTTCTT TTGTACGATC 10168 80 
ATCATAAGGC GTTTCTAAAT GAGAATCGGC TAATACATGA CCATGACCGG GAAAATGTTT 101694 0 
ACCTGTAGAT GCCATACCTG CTTGATGCAT ACCATCAATA AAAGCGGTGG CTAAATTTAC 1017000 
CGCACTTTTT ACATCAGATG AAAAACTGCG ATCACCAATC GCTCGACATT CATGCCCCAA 1017060 
ATCCAACACA GGAGCAAAAC TCAAGTCAAT ATCCAAGGCA ATCATTTCTG CTGCCATTTG 1017120 
CCAACCTGCT TCTTTAGCAA AACTCACTTG TTCAGTTGCT GACAGTGTTT CTTGAAAAGC 1017180 
CTGCATTGAA GGCAACATTG TAAATCCATC ACGGAAACGT TGAACTCGTC CACCTTCTTG 1017240 
ATCCACCGTA ATTAATAAAG GCTTTTTCAC TCGTTGGCGA ACAGAACGAA TTAATTCTTG 10173 00 
AATTTGTTCT CTG TTTT CAA AATTTCGAGT AAATAAAATT AATCCTGCAA CAAGAGGGTG 1017360 
AGAAAGTAAC TCAACTTCCT CTTGTTCCAA CTCTTTTCCT TTTAAATCAA TTAACAACGA 1017420 
GCTCATAAAT TATTTTAAAT AAAGGCGATA ATTTTTACT? TCTACAGTAG GTTTAGTTAA 1017480 
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ATCAATTGAT TTTTGCTCTT GTGGTTTTAG CAAAAATTGA GCGGAATAGC TTTCTTGCTG 1017540 
ATTTTCCCAA ATTTGGGTTA CCCCTAAATG ATCGTACCAA TACAAATGGT AACTTATATT 1017600 
CAAAAGTTGC TGACTTTTAT TTT7TATAAC CGCTGATTTT TGAGTCGTTT CAACTTGAAT 1017660 
CAAAGGCGAA AGAGACGACG TAATATTCAA AATCGGCTTT GTTGAATAAG TTAAGTTTTG 1017720 
TTCTGAACTT GAACAAGCCA CGAGCATAAA GCTCGCTAAA ATTAGAAAAT ATTTTTTCAT 1017780 
TATTTCGCTA ACATTCTACC TAAAGGTTCT CCACCAACTA AATGCATATG TAAATGGAAT 1017B40 
ACTTCTTGCC CACCATGTTT ATTACAATTC ACAATTAGGC GGTAACCATC TTCCGCAACA 1017900 
CCTTCTTCTT TAGCGAGTTT AGCCGCTACG CTAAATAATC GACCTAGCGC TACTTCATCT 1017960 
TGCTCCGTCA CATCATTCAC TGTGGGAATG ACTTTATTTG GAATAATCAA AATATGTGTT 1018020 
TTAGCTTGAG GGGAAATATC ACGAAATGCA GTGACTAATT CATCTTGATA GACGATATTT 1018080 
GCCGGAATTT CTTTACGGAT AATTTTACTA AAAATTGTTT CTTCTGCCAT TGTTTGCTCC 1018140 
CTATAAAAAG TGCGGCGAAT TAACCTGTCC ATAATTGTTG CTTATTTAGT CTAACTTTTA 1018200 
AGGACAGAGC AAATCAATCG CACTTTTTGT TTTACAATGA ATTTAATTAT GCAAAGTATC 1018260 
GAACTTCTCC ATTGCCCACT ACATTTTCTA CACAACGAGC ACAAAGTGTT GGATGTTCTG 1018320 
GGCTTACCCC AATTTCGTCA GAATAATGCC AGCAACGAGG GCATTTTTCT GCGTTAGAAC 1018380 
GTGTTACGCT TACCGCAATA CCCTCTAATT CGCTGTCCGC TAAATCAGCA GGTTTTTCCG 1018440 
ATAAAGATTT TACATCTACT TTTGAGGTAA TTAATACAAA ACGTAATTCA TTGCCTAATT 1018500 
GTGCTAATAA TGCACGATAT TCGTCATTAG CATAAACGGT CACTTCTGCT TCTAAACCGC 1018 560 
CGCCTATTTC TTTATTGTTA CGAGAAATTT CTAATACG CG GTTCACTTCT GAACGAACTT 101862 0 
TAATCAGTTG TTGCCAGTAA GCATCATCTA ATTTTTCATC CTCGCCTAAA CCAAATAAGC 101868 0 
CTTGATAGAA TTCTTCAGTA AATACGAATT CCGCACGAGC ACTTTCAGTT TGTGGCAAGT 101874 0 
GTTGCCAAAT TTCATCGGCA GTGAAAGATA AGATCGGTGC CATCCAACGA ACTAATGCTT 1018800 
CAGCAATATG CCATAACGCA GTTTGGCAAC TACGACGCGC AAGGCTGTCT GCTTTGGTTG 1018860 
TATATTGACG GTCTTTGATA ATATCTAAAT AGAATGACCC CATTTCTACC GAACAGAAAC 1018 92 0 
GCATTAAACG TTGTACCACA GTGTGGAATT GATAGTTATC GTATGCATCT TTAATTTCAT 1018 980 
TTTGTGCATC TAATGCACAA GCTACCGCCC AACGATCTAG GCTAATCATT TTTTCTGGTT 1019040 
TGACTAAATC ACGTTTTGGA TCAAAACCAT TCAAGTTTGC TAATAAGAAA CGAGCGGTGT 1019100 
TACGAATACG ACGATAG CTG TCCGCTGCAC GTTTTAAGAT CTCATCAGAA ACGGTCATTT 1019160 
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CACCCGTATA ATCAGTAGAA GCAACCCATA AACGTAAAAT GTCGCCACCG AATTTATCCA 1019220 
TTACTTCTTG TGGTGTCACG ATGTTACCGA TAGATTTTGA CATCTTACGG CCTTGACCAT 101928 0 
CCACAGTGAA ACCATGAGTT AATACTTGCT TGTATGGTGC TTTGCTGTCT GTTGCGGTAG 1019340 
AAAGCATTAA AGAAGACATA AACCAACCAC GGTGTTGGTC GGAACCTTCC AAATACATAT 10194 00 
CAATATCTTG ACCGTTAAAT TCTAGGCGAT TTGCAACAAC AGAAGAATAG GTTGATCCTG 1019460 
AGTCAAACCA TACATCAAGG GTATCCGGCA CTTTGCGATA GGTTTCTGCG TCCGCACCTA 1019520 
ATAATTCTTT TTCGTCTAAA TCCCACCACG CTTGAATACC CGCTCTTTCT ACACGTTTCG 1019580 
CCACTTCTTC AAGTAGATCC AAGGTACGCG GATGAAGTTC TTCGGTTTCT TTATGCACGA 1019640 
ACAACGTCAT CGGCACACCC CAAGTACGTT GGCGTGAAAT ACACCAGTCT GGGCGGTTTT 1019700 
CAACCATTTT CTCAATACGT GCTTGACCCC AATCTGGAAT CCAGCGAACT TGTTTAATTT 10197 60 
CGCCTAATGC TTGTTGGCGT AAACCTTGCG TTTCCATGCC GATAAACCAT TGCGGTGTTG 1019820 
CACGGAAAAT AATTGGCGTT TTGTGACGCC AGCAGTGTGG ATAGCTGTGT TTGATTTTTT 1019880 
CAACTTTTAA TAAGTTACCT ACTTCTTGTA ATTTTTCTAT CACAAGCGGA TTTGCTTCAA 1019940 
ATACGCCTTT GCCTGCAAAG AATTCGGTCG TTGAAATAAA TTTACCATCA TTCGATACAA 1020000 
GACCCGCCAT TGGTAAATCA TATTGTTTAC CCACGATAAA GTCGTCTAAA CCGTGATCAG 1020060 
GTGCGGTATG TACTAAACCT GTACCGCCAT CAGTGGTTAC GTGATCGCCT AAAATCACTG 1020120 
GCACAGTAAA ATCATAGAAC GGATGATGGA AACGGCTTAA TTCAAGATCA TCACCTTTTA 1020180 
CAGAACCCAG AATTTCAATG TGCTCAATAC CCACCGCTTT TGCCACTGAC TCAACTAATT 102024 0 
CAGCAGCTAA AATTACACGC TCATCGCCAA GTTGGACTAA- GTTGTATTCT AAGTCTGCAT 10203 00 
TCACCGCAAT CGCACGGTTA GATGGCATCG TCCAAGGTGT GGTAGTCCAA ATGATGGCTG 1020360 
ATAATTTACC TTGTCCTCTA CCTTGTGCAG AAAATTTAGC TTCAATTTCA TCCGCACTTT 1020420 
CCGCAGGGAA ACGAACGTAA ATTGACGGAG AAACTTTGTC T7CATATTCC ACTTCTGCTT 10204 80 
CTGCTAAAGA AGAACCGCAA TCCAAACACC AGTGAACTGG TTTTGAGCCT TTATACAAAT 1020540 
GACCATTTTC AATCACTTTA CCTAAAGTGC GGATAATATT CGCTTCGGTA TCGAAATTCA 1020600 
TCGTGAGATA TGGATTATCC CAATCGCCCA ACACACCTAA ACG 3ATAAAG TCTTTCTTTT 1020660 
GACCCTCGAC CTGTTCCGCC GCGTATTCAC GACATTTTTG ACGAAATTCT GCCGCAGAAA 1020720 
TTTTCTCGTT TGGTTTACCC ACTAAACCTT CTACTTTTAA TTCAATTGGC AAGCCGTGGC 1020780 
AGTCCCAACC TGGGATATAA GGCGAATCAA AACCTAACGC CGTTTTGGAT TTAATAATAA 1020840 



-77.609- 




SUBSTITUTE 



SHEET (RULE 26) 



WO 96/33276 PCI7US96/05320 

TATCTTTCAG AATCTTGTTT ACAGCGTGAC CAATATGAAT GTTACCATTC GCATACGGAG 1020500 
GGCCATCGTG CAGAATAAAA GATTTTTTGC CCTTACTCGC TTTACGAATT TTTTGGTAAA 1020 96 0 
GATTTTTCTC GTACCAATTT TTCAACATAT CAGGTTCGCG CTTAGCTAAA TCACCGCGCA 1021020 
TTGGAAAGCT GGTTTCCGGT AGGTTAAGAG TGTTTTTGTA ATCGACTGTC ATTTTATTTT 1021080 
CCAATTTTTA CATTTTAAAA TTAACTGTTA AAAAACGCTT TCGCAGTTTC TACATCTTTC 1021140 
TCAATTTGCA CTTTCAAATC ATCAAAAGAG GGGAATTTAA TCTCGTTTCT AATCTTGTGG 1021200 
CAGAATTCCA CTTCCACCAT TTGGCCATAA ATATTCTGAG AAAAATCAAA TAAATGGACT 102126 0 
TCTAATAATT GCATTAATCC ATTTATAGTT GGGCGTTTTC CCATGTTTGC CACGCCGTTA 1021320 
AAAATCTCCC CCGATTTTAA CCGCACTTTT ACGGCATAAA CGCCTTTGAT TGGATTTACT 1021380 
TGTCTATGCA AACGAATATT TGCCGTTGGA AATCCTATTG TTCTGCCTAA TTTATTCCCA 102144 0 
TGAATCACAC GCCCGAAAAT ACGATAAGGT TTACCGAGTA AATTTTCTGC AAGTTGTAAG 1021500 
TCATCATTCG CTAACGCTTC GCGAATTGCC GTGCTACTAA TTCGCTGTGC ATCTAGACAA 1021560 
AAACTACGGT TATCTTCAAC AATAAAACCA AAACGCTTAC TAGCTGCTTG CAACATGGCA 1021620 
AAATTACCTT GGCGTTTTGA GCCGAATTTG AAATCATCGC CAATGCTTAA AAATTTCACA 1021680 
TGTAGATGAT TAACAAGCGT TTGTTCAATA AAAACATCGG CTAGTTGCTC GGCAAAAGTG 1021740 
CGGTCAAATT TCGCCACAAT TACGACATCG ACCTTAGCCT TTTCGAGATA ATAAATTTTG 1021800 
TCACGCAAAC GCATTAAACG GGCTGGTGCA TTTTTCCCCA TAAAATATTC ACGAGGCTGT 1021860 
GATTCAAATA ACAATACCGC CATGGGTAAA TTTAATTCGT CAGCTTTTTG ACGCAAATGG 1021920 
CGAAGGACGG TTTGATGCCC TAAATGCACG CCATCAAAGT TGCCGATCGT TAGCGCACAA 1021980 
CCTTGTAAAA CACGATTTGC ATTGTGAAGC CCGCGAATTA ATTGCATGTC CTTATCCATG 1022040 
AAAATAAGAG AATTTCGGCA TTATAGCGAG AAGTTAGTTT TTTGTCAGCA AATGGTGCTT 1022100 
GCGAACGCCT AATAAAATCA ACGTTGCACC ATAAACTATT GCGGCTAATA CAATCAACCA 1022160 
AACAAGCCAA TAAACACGCA TAAAGAAATC CATTTTCGCC CATTGGTTGA TTTCAGGCAC 1022220 
GTAATACCAA ACTGCCGCAC CCATTGCGAT TGCCGCCAAT AAAACTTTGA CAAAAAAGAC 1022280 
CGCACTTTTA CGTGAAAAAT GGTACACATC CGCTTTGGCT AAGCCGCGAT AGAGTAAATA 1022340 
AGCATTAAGG GTTGCGGACA TCGCTGAAGC AATAGCTAAT CC7ACATAGC TGAAAGGAAT 1022400 
CGCCAATAGA TTAAAGCCCA TATTACTCAC CATGGCAATA ATGCCAATTT TTACTGGCGT 1022460 
TTTGGTATCT TGGCGAGCGT AATAGCCATT GGCGAGGATT TTAATCAACA TAAAGCTAAG 102252 0 
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CAAACCCGCA TTAAACGCCC GTAAAGAATA AGAGGCGGCA TAAACATCAT TT AG CAT AAA 1022580 
ATTTCCACGC ATAAAGAGCG TAAGTAACAT CGGTTGAGCC AATACAGCAA TACCAATGGC 1022640 
TGCAGGAACG CCAAGTAAGA AAATCATTCG CACGCCCCAA TCCATTGTAT TACGAAAATC 1022700 
AACCGCACTT TTAGCTGAAT CGCCTTCACG ATTAACGTGG TGGCGAGCAA GCGTTGGTAA 1022 760 
AATTACGGTA GAAATCGCAA TGCCAAATAA ACCAAGAGGA AATTCCAGTA AGCGGTCGGA 1022820 
ATAATACAAC CAGCTAATAG AGCCCGTCAT TAAGAAGCTC GCAATCACTG TATCCAGCAA 1022880 
AAGATTAATT TGACTTACCG ATACACCAAA TAACGCAGGG ATCATTAATT TACGAATTTT 1022940 
GGTTACGCCT TCATCCCTCC ACGCCCATTT TGGtTTCACC AGCAAACCTG CTTGTTTCAT 1023000 
AAATGGAATT TGGAATAAGA ACTGTAATAA GCCGCCAAGA AAAATTCCGA TAGCGAGCGC 1023060 
AAGATCTGGG TTATCCATTT GTGGTGCGAG GAAAAGTGCG GTGGCAATCA TCGCTATATT 1023120 
TAATAACACG GGTGAAAAGG ACATCACACC GAATTTTCCA ATCGTGTTAA GCACAGCGCC 1023180 
AGAAAATGCC ACAAAAGTnA CAAACCATAA ATAAGGaAAA GTTATTTTAA GAAGAAGAGA 1023240 
GGCTTGTTCA AACTTATGTG CATCAGGGCC ATCATTCATC CAATCGGTGA ACCAGCCCAT 1023300 
CCCAAATAAA GCGGCAACss ACAGCGAACC AACCATCGCC AAAATCGTnA CAATACTCAC 1023360 
CAATCCCCCA AGGGTACCAG AAACTTTTCC AATAAATTCA CGGGTTTTAT TCATATCGCC 1023420 
AGATTGTTGA TATTCTGCGA GnACAGGGAC AAAAGCCTGT GAAAAAGCCC CTTCAGCAAA 1023480 
TAAACGGCGA AGnAAATTTG GGATACGATT AGCAAATAAA AAGACGTCCG CTGCGGCGCC 1023540 
TGCCCGAATG AGATGAGCGA TAACTACATC TCGCACAAGA CCTAACACTC TTGATAATAA 1023600 
AGTCATAGAA CTAACAACAA TGCTAGATTT TAAAAGTCGT TTACTCAAAA TATTCTTCTC 1023660 
TACCCTAAAA TTTTTG CCTA ATTGTATAGA AATTTTGTTT TTACGCTATA TTCCGTGAAA 1023720 
AAAAACTGAT AAAATCCGCC ACACATCGTT TGTGTGAGCC CATATTGAAA GAGCTTGTAA 1023780 
AAATAACGAT ACTTACTTTC GGTTGTGTCT CACCGAAATC AACACAAATT TTCCATTGAC 1023840 
AAAAGTATAA AAAATCGGCA TATTGATGCC CTTTATTTTG TCTATCAATC AACAGAAATT 1023 900 
TTAGGAGTTT GACCTTGGCT AATATCAAGT CAGCAAAAAA ACGCGCGGTT CAATCTGAAA 1023960 
AACGTCGCCA ACACAACGCA AGCCAACtSCT CTATGATGCG TACTTATATC AAAAAAGTAT 1024020 
ATGCTCAAGT AGCAGCAGGC GAAAAATCAG CAGCTGAAGC AGCATTCGTT GAAATGCAAA 1024080 
AAGTTGTAGA CCGTATGGCT TCTAAAGGCT TAATCCACGC TAACAAAGCA GCAAACCACA 1024140 
AATCTAAATT AGCTGCACAA ATCAAAAAAT TAGCGTAATT TTTAGCTAGA AAGAATGAAA 1024200 
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AAATAAAACC GCACTTTAAA GTGCGGTTTT TTATTGCATC GAATGTTAGA CTAAAGTAAC 1024260 
AACATCGATC CCCATTTGAT AATATCAAAG AAGAATTTAT TTTGATTGGT TGCAATGCCA 1024320 
TCAGAATTTT TTGGTGTGCC ATCTTCATTT TTTTGCACTT CCAGCATGCC ATTTTTATAT 1024380 
TGACCTTTCA CGGCAGCCAA ATCATCGCGC GCTTCGTTAC GCAATTTCAA ACAAGACTGT 102444 0 
TTAGTTAAGG GTTCAACATT GCTCACTCTG GTACGGAATT TTTTAAACTG ATAGCTTGCA 1024 500 
TAATTCATTG ATTTTTCATC GGCTTGGATA ATCTTCACAT ATTGTTCGCC AATAATTTTT 1024560 
TCCAACGGAT AGAAAAAGAC ATATTGTGAG TGAATATAGC TATCTTCTTT TGAAAAATGC 1024620 
TGTTGCAAAA TTCGAGTTAA ATTTGGGTAA ACGCATTGTT CTACTTGCTT ACTTGCAATC 1024680 
GCCCATTGTT TTGCATGTTG ATCAGACAGT TGATAATCAG CTCCAGCAAA TTCCGCTGGA 1024740 
ATTGCGGATT GTTGGCTATC AAACATTGAA CAGCCAGACA GCAATGCTGC CATACCTAAG 1024800 
GTTGCAATTA ATTTCACATT TGATCCTTAT AAAAGTGAGA ATGTGCAAAA TTCTAGCAAT 1024860 
ATCTTCACAA CAGATAAAGC AGCAAATGAA TTTAGTTTTC CTGATCTGAA AAACTTCCGC 1024920 
TATAATGACC GCACTTTTTT ACGTTAATTA AAAGGAATTC TTATGCAAAA TCCAAAAGAT 1024980 
GATGTTTTAT ATGCGCCTGT TGAATGGATC GATCACAGTG AAGGCTATAG CGATATTCGC 1025040 
TATCATAAAT CCACTGATGG TATTGCAAAA ATTACCATTA ACCGCCCTGA AGTTCGTAAT 1025100 
GCGTTCCGTC CACAAACAGT GAAAGAAATG ATGACTGCAT TTTCTGATGC ACGTTTCGAT 1025160 
GAAAACATTG GTGTCATTGT ATTAACTGGC GAAGGCGAAA AAGCATTCTG TTC ' TGGTGGT 1025220 
GACCAAAAAG TGCGTGGCGA TTACGGTGGT TACAAAGATG ACAGTGGCGT ACATCACTTA 1023280 
AATGTATTAG ATTTCCAACG CGATATTCGT TCTTGTCCAA AACCAGTTGT AGCAATGGTG 1025340 
GCTGGTTATG CAATTGGTGG TGGCCATGTA TTACATATGC TTTGCGACTT AACGATTGCT 1025400 
GCTGAAAATG CCATTTTCGG GCAAACTGGG CCAAAAGTCG GTTCATTCGA TGGCGGTTGG 1025460 
GGCGCAAGCT ATATGGCTCG TTTAGTGGGG CAGAAAAAAG CGCGTGAAAT TTGGTTCTTA 1025520 
TGCCGTCAAT ATAATGCACA AGAAGCATTA GACATGGGCT TAGTCAATAC TGTTGTGCCT 1025580 
TACGCTGATC TTGAAAAAGA AACCGTGCGT TGGTGTCGTG AAATGTTACG AAATAGC CCA 1025640 
ATCGCGATCC GTTGTTTGAA AGCGGCATTA AATGCGGATT GTGATGGCCA AGCAGGTCTT 1025700 
CAAGAATTAG CGGGTAACGC AACAATGTTG TTCTACATGA CTGAAGAAGG TCAAGAAGGC 1025760 
CGCAATGCGT TTAACGAAAA ACGCGCCCCA GACTTCAGCA AATTCAGACG TAACCCTTAA 1025820 
TTTATCGTTC TAAAGTGCGG TTAAAAATCT TCGTGAATT7 TGACCGCACT TTTGTATTGG 1025880 



" 77 612 " BAD ORIGINAL ^ 



L 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/DS96/05320 

GAGCAAGCAT GGCTGAAAAA TCATTTAATC TTTACCGTTA TTCTATCCCC GTTGATAGCC 102594 0 
AACTTATTCT GCGTGATCGT TTTTTAAAAC GCCGTGAAGG CTTAATCGTA AGAGTGAGTT 1026000 
GCAGCCGAGA CGGTTGGGGA GAAATCGCTC CGCTACCTGG TTTTAGCGAA GAAACCTTAG 102606 0 
ACCAAGCTCA AGAACAAGCA ATAGAATGGC TAACGACATG GTGCAATGCA AGCTGTGACG 1026120 
CACCTCGCGT ACCATTAGAT GGCACCTATC CCTCCGTTGC TTTTGGTATC AGTTGCGCAA 1026180 
TGGATGAAAT GAAAGGTTAT TTACAAGCTG AAGGCAATTA TCATACAGCA CCACTTTGTT 102624 0 
ATGGCGATCC AGATGAATTG TACGCCAAAC TTGCGAGCAT GGAAGGCGAA AAAGTAGCAA 10263 00 
AGATGAAAGT GGGCATATAC GAAGCCAATC GCGATGGATT AATTGCCGAT ATGTTTTTAG 1026360 
AAGCCATTCC CGATTTACAA TTACGGCTTG ATGCAAACCG CCATTGGTCG TTAGAAAAAG 1026420 
CCTTACAATT TGCCGCTAAA GTCAAACTGC AACATAGAAA ACGTATTCAA TTTTTAGAAG 1026480 
AACCTTGTAA AACACAAGCA CTCAGCCGTG AATTTGCAGT TCAAACCGAC ATCGCGATTG 102654 0 
CATGGGATGA ATCCGTGCGA GAGCCTAATT TTTGCTTGGA AAAAGAACCG CACTTATCGG 1026600 
CTGTCGTAAT CAAACCCACT TTAATTGGTT CAATTCAACG TTGTACTGAG CTCATTAACC 1026660 
AAGCACATTC GTTAGGTCTA AAAGCGGTTA TTAGTTCAAG TATCGAAAGC AGTTTAGGGC 1026720 
TCTCTCAGCT TGCACGAATC GCACAACAAT ACACCCCGAA TGTGACTCCA GGCTTAGATA 1026780 
CTTTAGATTT GATGGAATAT CAAGTACTAC GCGCTTGGCC TAGTTCTGAT TTACCTATTG 1026840 
TTGATTTAGA ATCTGAATTT ATCACTAAAA TTATCTGATT CGACCACCAA AAATCGAAAA 1026900 
AACCAGTATA ATGTGCCACA CAAAAAGGAT TAAAAATGTC GCAAACACAC AGAATTTTGC 1026960 
TGTTAAATGG CCCGAACTTA AATATGTTAG GGGCTCGCGA GCCAAAACAT TATGGCAGTA 1027020 
TTTCTCTTGA ATCCATTGAA GAGAAAATAC AAACTTTAGC CACTCAACAC AATGTAAAAG 1027080 
TGGAATGTTT TCAAGCCAAT AGTGAAGGAA AATTAATTAA TAAGATCCAC GAAAGTTTTC 1027140 
AACAAGTCGA TTTTATTTTA ATTAATCCTG CGGCTTACAC CCATACCAGT GTAGCATTGC 1027200 
GCGATGCACT TTTAGCTGTC TCAATTCCTT TTGTAGAGAT TCATTTATCT AACGTGCATA 1027260 
AACGTGAACC ATTTCGTCAT CATTCTTATT TTAGCGATGT GGCTGAAGGC GTTATTTGCG 1027320 
GTTTGGGCGC GAAAGGTTAC GAGTTTGCCT TTTTATTTGC TATGGATTAC CTTGCTAAAA 1027380 
AATAAGAAAA TCGAGTATTT TTGGCGAAAT TCACAGAATT TTATCGCAAA TTTGAAAAAA 1027440 
TTAAGGTAAT CTTTGCAACA CAAAAGTAAG TTTATTCATA ACCGCACTTT TTCCTTTAAA 1027 500 
AGTGCGGTTA AAATTTCAAT CTTTTTAGGA AGAACGTATG GACATTCGTA AAATTAAAAA 1027560 
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ATTAATCGAA TTAGTAGAAG AATCGGGCAT TACTGAATTA GAAGTGCAAG AAGAAGAGGG 1027620 
TACAGTACGT ATTAGCCGTG CTGCACCAGT AATTGCTCCA GCAGCCGTTC AATATGCTGC 1027680 
AGCACCAGTA GTAGCACCGA CTCCTGCCGC TGCACCAGCT CAAGTTCCAG CAGCTGCGAC 102774 0 
AACCGCACCA GCCGCATCGG ATGAGTTATC AGGCCATCTT GTACGTTCTC CAATGGTGGG 1027800 
AACGTTCTAT CGCAGCCCAA GCCCAGAAGC AAAAGCATTC GTTGAAGTGG GGCAGTCTGT 1027860 
GAAAGTTGGC GATGCGCTTT GTATCGTTGA AGCAATGAAA ATGATGAACC GCATTGAAGC 102 7920 
GGACAAAGCT GGCGTAGTAA AAGCAATTCT TATCAACGAC GGTAACGCCG TTGAATTTGA 1027980 
CGAACCATTA ATCGTTATTG AATAATTTCC AATATTTTTG TCGGGCGGAC TTTAGTCCGT 1028040 
ATTTCATATA CAAACAATTA GAGCGAATTT ATCGTAGGCG ATATAAATTG AAATCTGTTC 1028100 
ACGCCAAATT TTATAGGGAG AACAATATTT CAAGAGCCTA CATAAAAATT CACGTCTATC 1028160 
TGACTAAACG GACTCTTTTA TGTTAGAAAA AGTTGTGATT GCTAACCGCG GTGAAATTGC 1028220 
ACTACGCATT TTACGTGCTT GTAAAGAATT AGGTATTAAA ACTGTGGCGG TTCACTCCAC 102B280 
TGCTGATCGT GATTTAAAAC ACGTTTTACT CGCTGATGAA ACCATTTGTA TCGGTCCAGC 102 8340 
ACCTTCCGCA AAAAGTTATT TAAATATTCC AGCTATCATT GCTGCCGCCG AAGTAACAGG 10284 00 
TGCGGATGCA ATTCATCCTG GATACGGTTT CTTATCTGAA AACGCTGACT TTGCTGAACA 1028460 
AGTTGAACGT TCAGGTTTCA CTTTCATCGG CCCAACAGCA GATGTTATTC GTTTAATGGG 1028520 
CGATAAAGTT TCAGCTATTA AAGCGATGAA AAAAGCAGGC GTGCCTTGTG TACCAGGTTC 1028580 
GGATGGCCCT GTAAGTAATG ATATTGCTAA AAATAAAGAA ATCGCCAAAC GTATTGGTTA 1028640 
TCCAATCATC ATCAAAGCAT CAGGCGGCGG CGGTGGCCGA GGAATGCGTG TTGTTCGTAG 1028700 
CGAAGACGCA TTAGAAGAAT CTATTGCGAT GACCAAAGCA GAAGCGAAAG CCGCATTCAA 1028760 
CAATGATATG GTTTATATGG AAAAATACTT AGAAAATCCA CGTCACGTGG AAATTCAAGT 1028820 
ATTAGCAGAT ACCCATGGAA ATGCGGTTTA TTTGGCTGAA CGTGACTGCT CAATGCAGCG 1028880 
TCGTCACCAA AAAGTTGTGG AAGAAGCACC AGCTCCAGGT ATTGACAGAA GAAGTTCGCC 102 3S4 0 
GCGATATTGG CTCTCGCTGT GCAAATGCTT GTGTAGAAAT CGGCTATCGC GGAGCGGAAC 102900 0 
CTTTGAATTC TTATATGAAA ATGGCGAATT CTACTTTATT GAAATGAATA CCCGTATCCA 102906 0 
AGTAGAACAC CCAGTAACAG AAATGATTAC AGGTGTAGAT TTA3TGAAAG AGCAATTGCG 102 912 0 
TATTGCAGCA GGCTTGCCAA TTTCCTTTAA ACAAGAGGAC ATTAAAGTTA AAGGCCATGC 102918 0 
AATGGAATGC CGTATTAACG CAGAAGATCC CAAAACATTC TTACCGTCTC CGGGCAAAGT 102924 0 
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AAATCACTTA CATTCGCCTG GCGGTTTGGG CGTTCGTTGG GATTCTCATG TTTATGGTGG 1029300 
CTATACTGTG CCTCCACATT ACGACTCCAT GATCGCAAAA CTTATCACTT ACGGCGATAC 1029360 
ACGTGAAGTG GCAATCCGTC GTATGCAAAA TGCCTTATCT GAAACAATTA TTGATGGTAT 1029420 
CAAAACCAAT ATCCCACTTC ATGAATTAAT TCTTGAAGAT GAAAATTTCC AAAAAGGCGG 1029480 
AACAAACATC CATTATTTGG AGAAAAAATT AGGTATGAAT GAATAATTAA AATTTTAAAC 1029540 
AGCTAACAGA TGTTAGCTAT TCTCTTATTG ATTTTATAGA CTTTTATTAT AAAAAAAGAT 1029600 
TTCATAGAGA ATTAATTGAG ACAACTAACA GCTTTTTCTA TACAATCCAC CCTTCTAATT 1029660 
ATTTTTGGAC AAATTATGAC AATCAACTTA ACAAAATTTA GTTTAACGAT ACTTGTAGCC 10 29720 
TTAACATTAA CGGCTTGTGG AAGCAGTGGT GGAAGTGGTG ATTCACAATC AGCACATACA 1029780 
CCTAGTACAT CAATTCATAC ACAAAATAAT TCTACTCCAA ACAAGAATAC ATCAACTCCC 1029840 
CCAGTAAACG TTTCTAATGC TAATAATCTG GAAATAAAAA ATAATGATAA AACTGGTGGT 10 29900 
GCTTTTATTA TTTCAGGAGA AGATGGACAC GTAACATTAA AAAAAGTAGA TATTACTACT 1029960 
AATTCTGATC TAAATGTTTT GTATATTGAT GGGACTAAAA TCCCTCTTTC CTCACCTTCT 1030020 
ATTAAATCAA ATGGATGGTT AAATATTAGA TCGGGCACAG GCAAAGTTTC TATTGATGGA 1030080 
ATAGAAACCT CACGGGATCT CAAAGTTTGT TGTGGAAAAT ACACCGATAC TCGTATTGGT 1030140 
AAAGTGTTAA GTAAAAATAA AAATGAAGAT ACCTACTTCT TTTATAATGG TAACCTAACG 1030200 
AGAAATATGC CCGTTGGTGG TACAGTAAAT TATAATACAG GCGATAGCAT CCTATCATCT 1030260 
TACCATGACG AATTAGGTGA TACTGATGAA GCCGTTGGCA CTTCTCAATT CAGTGCTGAT 1030320 
TTTGTAAATA AAAAATTGAC AGGTTCTTTA TCTGTTAATG AGAAAAAATT AAATATTAAT 1030380 
GCTGATATTT CAGGTAATAC GTTCTCAGGT ACTACTCAAT CAGATGCTTT TAAATCTCAA 10 3 0440 
GGTATTGCCG AAgGTAAATT TTATGGTGAA AACGCGAAAG AATTAGGCGG TTTAGTGAAA 103050 0 
GCAAATGATA ATTCTTGGAG TGGTGCATTT GCAGCCAAAA AATAATCTTT ATTTTATTTA 1030560 
ATTAAAGCAA GCTTAGGCTT GCTTTATTCT TTCCCAATAA GGATAAAAAT GAGTATACAA 103062 0 
ACTAAATTTA TTTTATTTCT CAGCTCATCA TTATTTCTTA GCCCATATTC GGTTGCTACA 1030680 
GAAAAATCTC CACAACCACA TGATGGGCGT TTAGATGAAC AGCTACATTT GGCTAAACCA 1030740 
AATTTGCCAC AAAAAACACC CGCACTTTTG ACGAATAATA ATCGGTCAAA ATTATCTATT 1030800 
ACAAAAGAAG AATTAGCCAA ACACCCAGAC TTGATTATTC GCGGTCTTAT CCCTGCAGTA 103 0860 
TTACAAAATA ATGGTGAGGC GGTACAACTT TTATTGCCTC TATATCAACC CCTTCCTAAA 1030920^ 
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AAAGATCCGT TCTTGTTAGA ATGGGCGGAA GCAATTGACT TACGAGAAAA AGGGTATTTT 103 0980 
TCTGATTCCG TTAAAGCTTA TCGACACTTA TTTTCACAAA AAACTGATCT TTTACCTTTA 1031040 
CGCTATCAAT TAGCCCAAGC CTTGTTTCTA AATAATGATA ACGAGGCGGC AAAAGATCAA 1031100 
TTTCAAAAAT TAAGAGCAGA GCAAGTTTCC TCTGATTCTG TAAAAATAAT TGAACAATAT 1031160 
CTTTCTGCCT TAAATCAACG AGATCAATGG AAAATCCAAG GTGGATTTAG TTTTTTAAAT 1031220 
GAAAGTAATA TTAATAATGC GCCAAAAGCC GGCACAAAAA TTGGGAACTG GACAGCTTGG 10312 80 
GAAAAAGAAA GTGCCAGAGG ATTTTCGTAT TTTGGGAATG CTGAAAAAAA. ATGGTCATTA 1031340 
CCTCACAACC ACTTTACAAA ATTGTCCTTG GAAGGCAGTG GGAAATATTA TTGGGATAAC 1031400 
AAGAAATATA ATGAATTTAA CGCAAGAGCT GGTGTGGGTC TTGGATATCA AACTGCACGA 1031460 
TTTGAACTCT CATTAATGCC ATTTACTGAG AAGCGTTGGT , ATGCGGGCGG CTCATCTGGC 1031520 
GGAAATGCAA TGAAACAATA CTCTAAAAAT TCAGGTGCTA GATTGGATTT ATCCAATTGG 1031580 
CTAAATGAAA AATGGCAAAT TTCGACCGCA CTTGAGTATG GTGAACAACG CTATGAAACT 1031640 
CGTAAACATC TAAATGGAAA TAACTATCTA GCTTCCGCTA CGCTACTTTA CTTGGCGAAA 1031700 
AGTGGACAGT ATTAGTTTGG TGGAGCTGAT TATAATCGCG AAAATACTCG AGATTTAGAT 1031760 
AACGCTTATC AACGAAAAAA TGTCCGATTA GGATGGGGAC AAGAATGGAA AGCTGGTATA 1031820 
TCAACTCGTT TAATTCTTAA TTACGCACGA CGTGCCTATA AAGAAAAAGA TCTTATCGGT 1031880 
ATTCGTCAAA AAAATAAGGA ATATGCATCA GTCCTTACTA TCTGGCATAG AAACTTTCAT 1031940 
ATTTGGGGAA TTACACCGAA ATTATCTTGG TCGTATCAAA AGGTAACAAG TAATCATCCT 1032000 
TTTTATGAAT ATGATAAAAA TCGAATTTAC GTAGAAATCA GCAAAACCTT TTGAATTATT 1032060 
CAAAAAAGTT GTAAGATTAG CAAACACAAG GGACGTATGA AATATACGCC CCTTATACCA 1032120 
TTCAAAAAAT ATACTTTCAC TTATAAAAAA TTTTAAGGAA GAAATATGAC ATTAAAACAA 1032 IB 0 
CGTTATCAAC AAGCTGGTAA AGAAG CCAGT TGGGCATTGA GCCTATCTAT TTTATATGTG 103224 0 
ATAGGTTGGT GCTTATGTGC TTATTTGCCT AAAGAAACTC AAGGCCCTAT CGGCTTTCCC 1032300 
CTCTGGTTTG AACTCTCTTG TATTTATTTG CCTATTCTGT TTATTGTAAT TGGTCATTGG 1032360 
ATTATCAAAA TTATTTTTCA GGATATTTCT CTTGAAATTA ACGATCAGGG GAATCAAAAA 1032420 
TGAATTTAGG TATTATTCTT CCTTTAATTA TTTATCTCAC TTTTGTTTTT GGTGCAGCAA 1032480 
TTTTTGCCTA TGTAAAACGT ACAAAAGGCG ATTTTTTAAC AGAATATTAT GTGGGAAATC 1032540 
GATCGATGAC TGGTTTTGTG CTCGCAATGA CAACTGCATC AACTTATGCC AGTGCAAGTy 1032600 
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CTTTTGTCGG AGGGCCTGGA GCTGCTTATA AATACGGATT AGGTTGGGTA TTACTTGCGA 1032660 
TGATTCAAGT GCCAGTCGTA TGGCTTGCAT TAGGTGCATT AGGTAAAAAA TTCGCGCTAT 103272 0 
TATCAAGAGA AACCAATGCT TTAACTATTA ATGATCTTTT CTTTTATCGC TATAAAAACA 103278 0 
AATATTTAGT TTGGCTATCA AGCC7TGCTC TTCTTCTCGC ATTTTTTGCG GCTATGACCG 1032840 
TGCAATTTAT TGGTGGTGCG CGTTTATTAG AAACAACCAT CGGCATTTCT TATACTCAAG 1032900 
CATTACTCTT ATTTGCTTTA ACGGTAGGTA TCTATACTTT TATCGGGGGC TTCCGTGCCG 1032960 
TCGTACTGAC GGATACCATT CAAGGTACCG TCATGATTTT TGGGACTATA ATTCTCCTTA 1033020 
TTGGCACGAT TTATGCCCTC GGTGGTGTAG AAAGTGCGGT TAATAAATTA ACTGAAATTG 1033080 
AtCCTGACTT AGTCACGCCT TACGGGCCAA ATGGAATGTT AGATTTCCAA TTTATGGCTT 1033140 
CTTTCTGGAT ACTTGTCTGT TTCGGGGTGG TTGGTCTTCC ACATACCGCA GTTCGATGTA 1033200 
TGGCATTTAA AGACAGTAAA GCCTTACATC GCGGTATGCT GATTGGAACC ATTGTACTTT 1033260 
CAATTATTAT GTTGGGTATG CACTTAGCTG GTGCGCTTGG CAGAGCGGTT ATTCCAAATT 1033320 
TAACGGTATC AGATCAAGTA ATTCCAACAT TAATGATAAA AGTATTGCCG CCTATTGTTG 1033 380 
CGGGGATTTT CTTAGCTGCA CCGATGTCTG CGATTATGTC CACAATTGAT GCACAACTTA 1033440 
TTCAATCTTC TTCTATTTTT GTCAAAGATT TATACCTTTC TGCGAAACCA GAAGCCGCAA 1033500 
AAAATGAGAA AAAAGTGAGC TATTTTTCAT CAATTATTAC GCTGATTTTG ACCGCACTTT 1033560 
TAATCTTTGC CGCACTCAAT CCACCAGATA TGATTATTTG GTTAAACCTA TTTGCCTTTG 1033620 
GCGGACTGGA AGCCGCATTT TTATGGGTAA TTGTACTGGG TATTTATTGG GATAAAGCAA 1033680 
ATGCTTATGG TGCGTTAAGC TCAATGATTA TCGGCTTAGG AAGCTATATC TTGCTCACTC 1033740 
AACTTGGCAT AAAATTATTT AACTTCCATC AAATCGTACC GTCATTAGTA TTTGGATTAA 10338 00 
TTGCATTTTT AGTGGGTAAT AAATTGGGCG AACGTCGTAT TGAAAAAACT CAATTAAAAG 1033860 
TTACCGCACT TTAAGTATTA ATCAATATGC TGTCACCTTC TTCTAAATGA GAGGAAGGTG 1033920 
ATATTTAATT TTCTCACTTT CAGCAATTTC TACGCTAAAA CATAGAATTG CAACAATTCA 1033980 
CAGGGATACA TCAATG CTCT ATCAAATTCT TGCGCTACTT ATTTGGAGCA GTTCATTAAT 1034 040 
CGTCGGTAAG CTCACTTATT CGATGATGGA TCCTGTGCTT GTTGTGCAAG TGCGGTTAAT 1034100 
TATTGCAATG ATTATTGTCA TGCCACTCTT TTTACGTCG7 TGGAAAAAAA TTGATAAACC 1034160 
AATGCGTAAA CAGCTTTGGT GGTTGGCATT CTTTAACTAT ACCGCCGTAT TTTTATTGCA 1034220 
ATTCATCGGA CTAAAATATA CATCCGCCTC CAGTGCAGTC ACCATGATTG GGCTAGAACC 103428 0 
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GCTGCtCGTT GTATTTGTCG GGCATTTCTT CTTtAAGACA AAGCAAAATG GTTTCACTGG 1034340 
CTATTCGGTG CAATGGCATT TATTGGCGTG GCAATTTTAA TTAATGGCGG AAAAAATAAT 10344 00 
GAAGGCATTG ATAACATCAG TTTATTCGGC TGTTTATTAG TACTAAGTGC TGGGATCATT 10344 60 
TTCGCTGCCG TATTACGTTG GACACAGCGA GTTGTTGCCA AAGTTTCAAA CGCAAGCCTA 1034520 
TACCTCCGTC AGCATTGTAC TTGGCACCAT CACAACATTG CCATTTACGC TATTACTCAC 1034580 
AGAAAACTGG CAAATATCAT TAAATTCTAC GGGTATTGCA GGTTTATTAT ATCTTGCCAT 1034640 
^TGGCTGTAGC TGGCTTGCCT ATTGGTTATG GAATAAAGGC CTTAATAGTG TAGATGCCAA 1034700 
TATCTCCGGT GTTTTAGTCG CACTTGAACC GCTATTCGGC ATTTTATTTG CTGTATCATT 1034760 
ACTTGGCGAA ACGCTATCAT TTTCAGCCGC ACTTGGTATA ACAATTATTA TGTTAGCCAC 1034820 
ACTTGGCTCG ACTTTACTGC CGAAACTTTT AAAAAAATCG GTATAATATG CCCCCAAAAT 1034880 
TTTGGATTAT CATCATTGTG AAAAAAATTG ATCAACAAAG TTTAGAAAAT GCCTACCGTT 1034 940 
TATTTGAAAG CGGTGATATT CATCAAATTG AAATTGGTTC AACAAAAGGG CTGCAACAAA 1035000 
TTCATCATTA CCTATTTAAT GGTCTTTATG AATTTGCTGG TAAAATTCGT GAACAAAATA 1035060 
TTTCAAAAGG TCATTTTCGT TTTGCTAATG CACTTTATTT AAAAGAAGCA TTAGGAAAAA 1035120 
TAGAGCAAAT GCCAGAAGAT ACTTTTGAAA ATATTATTAA TAAATATGTA GAAATGAATA 1035180 
TTGCGCACCC TTTTTTAGAA GGTAATGGTC GTTCAACTCG CATTTGGTTA GATTTAGTTT 1035240 
TAAAGAAACA TTTAGGTAAA GTTGTCAATT GGCAAAATGT GGATAAAACG CAATACTTAC 103 5300 
AAGCAATGGA GCGTAGCCCA ATTAACGATT TAGAAATTCG TTTTTTATTA CAAGCGAATT 1035360 
TAACAGATGA TGTAAATAAC CGAGAAATTA TTTTTAAAGG TATTGAGCAA TCTTATTATT 1035420 
ACGAAGGTTA CGAGAAAGAA TAAAGTGCGG TAAAAATACG CAAAATTTTG AAAGGAAAAA 1035480 
CAAATGGCTT GGATTCAAAT TCGCCTGAAC AGCACCAATG AAAAAGCAGA ACAAATGAGC 1035540 
GATTTTTTAG AAGAAATCGG CTCCGTCTCT GTAACTTTTA TGGATAGTCA AGATACACCG 1035600 
ATTTTTGAGC CTTTGCCAGG CGAAACGCGT TTATGGGGTA ATACCGATGT TATTGCGCTA 1035660 
TTTGATGCAG AAACAGATAT GGCAGAAATT GTCCGCTTA7 TAAAAGAAGC GAAACACTTA 1035720 
GATAGCAATA CGGCATACAA AnTTGGAnCA AATAGAnGAT TAAAGAACTG rGAGCGTGAG 103 578 0 
TGGATGGATA ACTTCCACCC AATGCAATTT GGTAAGCGTT TATGGATTTG TCCAAGTTGG 1035840 
CGTGATGTGC CTGATGAAAA TGCCGTCAAT GTTATGCTTG ACCCAGGTTT AGCATTTGGG 1035900 
ACTGGCACGC ATCCTACAAC CGCACTATGT TTAGAATGGC TAGATGGTCT TGATTTAAAA 1035960 
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GATAAAAGCG TCATCGATTT TGGTTGTGGA TCTGGTATTT TAGCCATTGC AGCATTAAAA 1036020 
CTTGGTGCGA AAAGTGCGGT GGGAATTGAC ATCGATCCAC AAGCCATTCT GGCTAGTCGC 1036080 
AATAATGCTG AGCAAAATGG CGTGACAGAT CGCCTACAGC TGTTCTTATC TGATGAAAAA 1036140 
CCCTCTGATT TAAAAGCTGA CGTCGTGGTG GCAAATATTC TTGCTGGCCC TCTCAAAGAA 10 36200 
CTTTACCCAA TCATTAGCCA ACTTGTTAAG CCGAATGGCG ATCTTGGTTT ATCAGGCATT 1036260 
TTAGAAACTC AAGCTCAATC GGTATGCGAT ACCTATACGC AAACATTTGC GTTAGAGCCC 1036320 
GTCGCGGCGA GAGAAGAATG GTGCCGAATT ACGGGTAAGC TAAAAACGCT TTAATTTCTT 103638 0 
TTTGTCAATC AAAAAAAGTG TATTTTTTAA ACAAATTTCA CTTTGCAAAG CAAGGCAAAA 1036440 
TGCCGTATTA ATAGCCAGCC TTGTCGGTTG TCGAGCAGTT CGATATAAAT TAGATTTAGG 1036500 
CTTGCTAGGA AAGGAACGTA AAATGCGAAT CGGTTCATAC CAATTAAGAA ATCGTGTTTT 1036560 
ACTTGCACCA ATGGCAGGTA TTACCGACCA GCCTTTCCGC CGTCTTTGTG CATATTATGG 1036620 
TGCGGGGCTT ACATTTTCAG AAATGATGTC CACAAATCCG CAAGTTTGGC ATACCGAAAA 1036680 
ATCCAAATTG CGTTTGGCAC ATAGCGAAGA TTTAGGTCTC AATGCGGTGC AAATTGCAGG 1036740 
TAGTGATCCA CTCGAGATGG CGCAAGCCGC TGCTATTAAC GTGGAATATG GCGCTCAAAT 1036800 
CATTGACATT AATATGGGAT GCCCTGCCAA AAAAGTAAAT CGCAAACTCG CAGGTTCTGC 1036860 
GTTGTTGCAA TTTCCAGATT TGGTGGAAAA AATCTTGCGA GAAGTAGTGT CCGCCGTCAA 1036920 
TGTGCCAGTG ACCTTAAAAA TTCGTACAGG CTGGGATAAA TCTAATCGAA ACTGCGTTCA 1036980 
AATCGGCAAA ATTGCAGAAC AATGTGGCAT ACAAGCATTA ACGGTGCATG GTCGTACACG 1037040 
CGCTTGTCTT TTTGAAGGCG AAGCGGAGTA CGATAACATT AAAGCCGTTA AACAAGCAAT 1037100 
TGCTATACCA GTTATAGCTA ATGGCGATAT TGATTCTGCT CGGAAAGCAA AATTCGTTCT 1037160 
CAATTATACT GGAGCGGATG CCATTATGAT CGGTCGTGCT GCCTTAGGTA ACCCTTGGTT 1037220 
ATTTCAAGCT GTGGAAAACC TAATTGAGCA TAACTCGATA AGTCAAATGC CAAGTTTAAA 1037280 
AGAAAAGTGT GGTCAGATTT TGCGTCATAT TCAAGAATTG CATCAATTCT ATGGCGAACA 1037340 
AAAAGGCTAT CGCATTGCGC GTAAACACGT AGCTTGGTAT TTACAGGGAA TTCAACCTGA 1037400 
TTCCGTTTTT AAACAGACTT TTAATGCAAT TAGTGATCCT AAAGAGCAGC TGATTGTATT 1037460 
GGAAGATTTT TTCAATTTAA TTTTGGATAA AAAAAATGTT AGAACAACAA CGTAATTCTG 1037520 
CCGATGCCTT AACGGTATCA GTATTAAATG CGCAATCACA AGTGACCAGC AAACCATTAC 1037580 
GCGATTCAGT CAAACAAGCG TTGCGTAATT ATTTAGCACA ATTAGATGGT CAAGATGTGA 1037640 
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ATGATCTTTA CGAGCTAGTA TTAGCGGAAG TTGAACACCC TATGTTAGAT ATGATTATGC 1037700 
AATATACTCG TGGTAATCAA ACTCGTGCAG CAAATATGCT TGGTATCAAC CGTGGTACAT 1037760 
TACGTAAAAA ATTAAAAAAA TACGGTATGG GATAAGGCGA TATTCTTTTA TTAACAAAAA 1037820 
GATTGAATGT TTTTCATTCT ATTTTAAAAA TTAGCCCCAA GTAATTTGGG GCTAATTTAT 1037880 
TATTACAATT TAAGATCTTC GATGTGCATT TTTCATAATG CGATCTTTTG TTACTTTCCA 103794 0 
TTCACGTTCT TTAATATCAT CACGTTTATC CTGTTGTTTT TTACCTTTGG CTAAACCGAT 1038000 
TTTGACTTTT GCCCACGCAC TTTTCCAATA AAGAGAAAGT GCAACTATGG TAAAACCGTC 1038060 
TCGGTTTGCT TTACCAAATA GGGATGCTAA TTCGCGTTTA TTTAACAATA ACTTACGAGT 1038120 
GCGAGTTGGA TCACAAACAA TATGCGTTGA TGCAACATTT AATGGCTGAA TGCTTGCGCC 1038180 
GAATAAAAAG GCTTCGCCAT TTTTAAAAAT AACATAACTA TCACTAATAT TTGCCTTGCC 1038240 
TGCGCGCATA .GATTTGACTT CCCAGCCTTG TAATTCAAGA CCTGCTTCAA TTTCATCTTC 1038300 
AATAAAATAA TCGTGTCTTG CACGTTTATT TAGTGCGATA GTA7TTGAAT TGGGTTTTAC 1038360 
TTTTTTCTTT GTCATAATTT TATCCCTTAT TTTGCCTGAG GCATTTTATC GGATCTCTAT 1038420 
TTTGATAGCA AAAAGATCAT CTAGGTAGAA CTGGCAGTCG CATTTATTTT CAATCTTTAA 1038480 
AAATAAATGA TTTGTAGAAA ATAAGAGAAA AACTGACCGC ACTTTTTAAG AAAAAACAGA 1038540 
CACATTGTTG TGTCTGTTTG GGAAAGATAA AAAGATGAAT TAAGTGTTAG CGATTTATAT 1038600 
AGTGAATAAA GGATTATTCC AAACGTTTTG CCACTTTAAG CCAATCAGCC TTAAATACAC 1038660 
GCTGCATATT ATTAATGGCA TCAATAATAT CGTGATGAAC GAGTTGTTCA TTTTGGATAC 1038720 
CTACGCAATA GCCGCCTTTG CCTTGTAGCA ATAAATCTAC TGCGTATGCG CCCATACGTG 1038780 
AGGCAAGAAT ACGGTCAAAA GCACAAGGAG AACCACCACG TTGAATATGC CCTAAAACAG 103884 0 
TTGCACGAGT TTCGTGTCCA ACGCGAGCTT CAATTTCTTT TGCCAGAGAA TGAACATCGG 1038900 
TTAAAAGTTC AGTGATAGCA ATAATAGCGT GGCGTTTACC GCGAATAATG CTACGTTCAA 1038960 
TTTGTTGAAT TAATTCTTCA CGATTAAATT CAATTTCTGA TGCGACGATA TATTCACAAC 103 9020 
CGCCAGCAAT GCCCGCAGAA ATGGTTAAGT CACTACAATG GCGACCCATA ATTTCAACGA 1039080 
TAGAAATACG TTGGTGTGAG CTTGATGTAT CACGTAAACG GTCGATTGCA TCCACTGCAG 1039140 
TTTGTAATGC GGTTTGATAA CCGATGGTAT AGTCAGTACC TGCAACATCA TTATCAATAG 1039200 
TACCGGGTAA GCCAACACAA GGGAAACTGT GTTCTTCGGT TAATAATTTT GCCCCCATGT 103 9260 
AAGAACCGTC ACCACCGATA ACCACAAGTG CATCAATGCC GTGAGAACGT AAAATTTCCG 103 9320 
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CACATTTTGC CCGAATATTA GGATCTTTAA ATTCAGGAAA ACGTGCAGAA CCTAAAAAAG 103 938 0 
TACCGCCACG ATTAATCACA TCAGATACGC T ATAG CG ATT TAATTGTTTG ATTTTATTAT 103 944 0 
TGTATAAACC TTGATAACCG TCATAGATAC CAAATACTTC TAAGCCTTCT GCAAGTGCAG 1039500 
AACGTACTAC GCCACGAATT GCGGCATTCA TACCAGGCGC ATCGCCACCA CTTGTTAAAA 1039560 
CTGCAATTTT TTTAATCATA ATTTACCTAC TTTTAACCAT AATTGAAAAT GGGCATAAGA 103 962 0 
TTACATCATT CAAAGAATCT GCTCTAGCAA AATTTGACGG GATTTTGATC TACATTATTT 103 9680 
TTCACAAAAC AGTTGCCATT TCAAATTTTG TAAATGCTTT CTTTCTATAT CCACAATGTA 103 974 0 
TTTTTGCAAA TGTCGTTGTA CTTTATTGAC AGATAAATGT TTAGAACGCG TTGGTTGCTG 1039800 
T ATTTT CTGC GAATATTGAA ATTGCACAAA GCCACATTGG GACAATTGTC GTCCTTTCAT 1039860 
CACATTGACT TGCCAAGATG GATTTTCTTT CGTTGGCGAA TAGATAACAT ATCCATTTAA 103 9920 
TTCATTTGGA TTGGTCGAAT TTTCTGGAAT AGCATCGAAA TGGAAATCTT TTACGCCTGT 1039980 
ATTGCGATAA ATGCGTTCTC TTAATGCAAT ACpTTCTTTA ATAGAACGTT CGGGTTGATT 104 004 0 
GCGATCAAAG AGAATTTCAA TTTCAGATTG CCAATTTTCC AGCGTATCTG GTTTAGCAAT 104 0100 
ATACACATAG CGTGCAATGG TTTCGAAATC TTGGCTGCCA GTAAGTACAT AATGTTTTCC 1040160 
ATTATATTCT AACTGCGTAG GCACATTTAA TTGCGTCAGC TTAGTTGCAC AGCCTGAAAG 1040220 
TATAAGTGCG GTCAAAATAA CAAAAATTTT ATTCATTAAT ATCTCGCTTA AAGACAAATT 1040280 
CAGTTTCAGT GGAGGATGCT GAATCAAACC AATAACCACC TAAATCAAAT TCTTTTAACT 104 034 0 
GTTCAATTTC AGTTAAATGA TGTTGAATAA TATAGCGACA CATTAAGCCT CGCGCTTTTT 10404 00 
TCGCATAAAA ACTAATTACT TTGTATTTGC CATTTTTATT ATCTAAGAAA ACTGGCTTAA 1040460 
TAATTTTAGC GTTAATTTGG CTTTCTTTAA CAGATTTATA ATATTCGTCA GAGG CT AG AT 1040520 
TGACTAACAC ATTATCGCCT TGTTCATCTA TAGCTTGTTG AACCGCTTGG GTGATCACAT 1040580 
TTCCCCAAAA GGCATACAGA TCTTTTCCTT TCGGATTGGC TAATTTTGTG CCCATTTCTA 1040640 
ATCGGTAAGG TTGCATTAAA TCAAGTGGTT TTAAAAGCCC ATAAAGACCA G AAAG CAT AC 1040700 
GTAAATGGGA TTGCGCAAAA ATGACATCAT CTTCCGAAAG GGAATCAGCA TCTAAACCAG 1040760 
TATAAACATC GCCTTTAAAT GCAAAGAGTG CAGGGCGGGA ATTGTTTTCA TTGTGAATTT 1040820 
TTGTCCATTC TGCAAAGCGT GCAGCATTTA AACCAGCCAA CTTATCGCTG ATAGACATTA 1040880 
ATGATGAAAG ATCTTGTGGA GAAAGTTTAC GACAAACCTC AATAAGTTGT TCGCTGTAAT 1040940 
CGGTAAAGTG CGGTTGAGAA ACAGGAAAAT TTTTTACCGC ACTTTCAAAA TCAAGGGTTT 1041000 
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TGGCAGGGGA GATAATCGCT AACATAATCG TCCTTTTATG . AAAAAAAGAA TGGGCGTATC 1041060 
TT AG CAT AAA AATTTACGCT AAACGCGTTT ATATAACCCA TTTTCACTTA TGATAAGATC 1041120 
TTGCAACTCA AGATCGAGCA ACTGAACAAG CAAAACATCG ACGCTTAAAT TAAATTCTTC 1041180 
CGCTAAATCA TCAATGCTCA CTGGCGTGTA ACCAATACGC GAATAAAGTT TCGGGTGGCT 1041240 
TGGTGCTTCT ACTAATCGAC GAGGATCAGG TGGTGGCGTG TAATTAGGCA CGGCGATCTG 1041300 
GTCAAAATCA ATTTCAGTTT GGCTATGGAT TGAATGTTGG TAGAGAGTTT CCAAAATGTC 1041360 
CTTTGCATTT TCTACCAACA TTGCACCTTG TTTAATTAGG CGATGACAAC CTTGACTTGA 1041420 
TTTATTTTGA ATGTTTCCCG GCACAGCAAA AACCTCTCGG TTTT GTTCCA ACGCATATCG 10414 80 
CGCAGTAATA AGCGAGCCGC TTTTTTCTGT GGCTTCAACA ACAAGCGTGC CGACTGAAAG 1041540 
CCCGCTAATA ATCCGATTAC GACGTGGGAA ATTAGCGGCA ATGGGGGCTT GGTTTGGTAA 1041600 
GAACTCAGAG ACTAATGCGC CATTATTTTC GATGATTTGT GCCGATAATC TTTGATGTTT 1041660 
AGAGGGATAG ATTTGTTCTA ATCCACTGCC TAAAACCGCA ATAGTTTGTC CTTGAATATT 1041720 
GACCACAGCT TGATGGCAAT GTCCATCAAT TCCTAATGCA AGTCCACTAG TAATCGTAAA 1041780 
GCCAGCTAAT GAAAGTTCTG TCGCAAAATG TTTTGCCCAA TATTCTCCGT AAGTCGTGCA 1041840 
ATAACGGCTT CCAACCATTG CCATTTGGCG TTGTGAAAGT GCGGTTAAAT TTC CTTTTA C 1041900 
AAATAATAGT GGCGGAAAAC TTGCGGTCTG TTTCAACAAA AAGGGATAAA AAGGGGAAAA 1041960 
ATAATTCACT AAATGATTTC CCTCTTTTTG TGACCACACA AGTGCAGGCT CAATAAATTT 1042020 
TGCTTCAGGC TTGAACCAAC GGCGAATTTG GATGGCTCCC CACCCCATTT GTCGGAAAGC 1042080 
AACATCATCA TAATTAAGTA ATTCATTTAA GGTAATATTG GACAAAATTT TATCAATGCC 1042140 
AACGCCGCCA AGTTTAGGCA CTTGCATTAA ACGGAGTAAT GTGTAGGTAA TGTCATTCAT 1042200 
ATTTTTTCCT TTTTATTTGA AAATCTAGTA TGGAAAAAAC GAGGGAGAGA AACGATTAAT 1042260 
TTAAAAGCAT TTTGCGATGC AGATCGCAAA AATTCTTTTT AATGAATAAA AAATTGCAAA 1042320 
ATTTTTCTTA TTTTGAAAAT GTAAAAAATC CAATAAGAAA AATTTGTTGA TTAGGGTTGT 1042380 
ATTGGTTAAA TATGCTAATT TTATTAAGTT TATTAGTTAA ATGTATATTT GATGAAGTGT 104244 0 
AAGTAGGTTT ATTTTTAATA TAAAATGCCA AAAAATAGTT TGACAGCCAG TTTTTTATTC 1042500 
GTAATATGGA AAACGTTTTA CACAGAGGAT TTTTATTTAT GT77CGTATT GTTTCTTTAT 1042560 
CTCTCAACCT ACTGCTCTCA CATTTTGTGT GCGGCTAAGT TG7GGATAAA AAAACAGTCA 1042620 
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TACAGGAAAA ACGCACCGCA CTTTTGGAGT GATTTTAGAG GAACTTTTAG TAAGGACATT 1042740 
TAGTAAGGAC ATTGTTATGA CAGATCGCGT TATTATTTTT GATACCACCT TGCGTGATGG 1042800 
GGAGCAGGCA TTAAAAGCAA GTTTGACGGT AAAAGAAAAA TTACAGATCG CTTTAGCACT 1042860 
TGAACGCTTA GGTGTGGATG TAATGGAAGT AGGGTTTCCT GTTTCTTCTC AAGGGGATTT 1042920 
TGAATCTGTT CAAACCATTG CTCGCCATAT TAAAAACGCG CGTGTTGCTG CGTTATCTCG 1042980 
AGCGGTAGAT AAAGACATTG ATGCCGCATA CGAAGCATTG AAAGTGG CAG AAGCATTCCG 1043040 
TATTCATACG TTTATTGCAA GTTCCGCATT GCACGTTGAA GCGAAATTAA AACGTTCTTT 104 3100 
TGATGATGTG GTAGGAATGG CAGTTGCAGC AGTGAAACGC GCACGTAATT ATACGGATGA 1043160 
TGTTGAGTTC TCTTGCGAAG ATGCAGGCCG TACAGGCATT GATAATATCT GTCGTATTGT 1043220 
TGAAGCGGCA ATTAACGCAG GTGCAACTAC GGTAAACATT CCAGATACAG TCGGTTTTTG 1043280 
CTTACCAAAT GAATACGGCA ATATCATTGC TCAAGTGCGT AATTGCGTGC CGAATATTGA 1041340 
TAAAGCAGTG ATTTCCGTGC ATTGCCACAA TGACTTAGGT ATGGCAACCG CTAATTCTTT 1043400 
AACAGCAGTA CAAAATGGTG CGCGCCAAAT TGAATGTACC ATTAATGGAA TTGGCGAACG 1043460 
TGCGGGCAAT ACCTCTCTTG AAGAAGTGGT TATGGCAATG AAAGTGCGTC AGGATTTTAT 1043520 
GGGTGTGGAT ACCCATATTA ATACTCAAGA AATTCACCGT GTCAGCCAAA TGGTAAGCCA 1043580 
ACTTTGCAAT ATGCCGATTC AGCCGAATAA AGCCATTGTG GGCTCAAATG CTTTTGCCCA 1043640 
TTCTTCTGGC ATCCATCAAG ATGGTATGTT GAAAAACAAA AATACTTACG AAATTCTGTC 1043700 
TCCAGAAACC ATCGGTTTGA AAAAAGAAAA ATTGAATTTA ACCGCACGTT CTGGTCGTGC 1043760 
AGCTGTGAAA GGTCATATGG CAGATATGGG CTATAACGAA CAAGATTACG ATTTGGATAA 1043820 
ATTGTATGAC GAGTTCTTAA AATTGGCGGA TAAAAAAGGT CAAGTTTTTG ATTATGATTT 1043880 
GGAAGCATTG GCGTTTATCG ATATGCAACA AGGGGATGAG GATCGTTTGG TATTAGATAA 1043940 
ACTTTCGGCA CACTCCACCA AAGAATATCC AGCAACTGCG TTTGTTCAAT TGAAGTTGGA 1044000 
TGGCGAAAAA TTAAGTACGT CTTCAATTGG CGGTAATGGT CCAGTGGATG CGGTTTATAA 1044060 
CGCCATCTTA AATTTAACGG GTTTAGAAAT CAAAATGTCT CACTATAACT TAACTGCTAA 1044120 
AGGCGAGGGC GCAGAAGCAT TAGGGCAAGT GGATATTGTG GTAGAACACA AAGGGCGTAA 1044180 
ATTCCACGGC GTCGGTTTAG CGACAGACAT TGTTGAATCT TCCGCACTTG CTTTAGTCCA 1044240 
CGCCATCAAT GCCATTTATC GAGCGCATAA AGTGGCAGAT ATTAAGAATC ATAAACATCA 1044300 
TTAATTTATC GAGTTCCCCT TTTTAGCAAA GAGGGGAAAA ATACAAAAAA ACTAACCGCA 1044360 
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CTTTTGAAGT AAAAAATAGG AAAAATAATA TGCAATCATA CAATATAGCA GTATTAGCAG 1044420 
GCGATGGTAT TGGTCCCGAA GTCATGGCGG AAGCCATTAA GGTATTAAAC AGAGTTCAAG 10444 8 0 
AAAAATTTGG TTTTAAACTT AACTTTAACG AGTTTTTTGT CGGCGGCGCG GCTATTGAGC 1044540 
ATTGCGGTTA TCCGTTACCA GCAGAAACCT TAAAAGGCTG TGATCAAGCG GATGCCATTT 1044600 
TATTTGGTTC TGTAGGTGGC CCTAAATGGA CAAATTTACC ACCAGATCAA CAGCCAGAAC 1044660 
GTGGTGCATT ATTGCCTTTG CGTAAACATT TCAAATTATT CTGTAATCTT CGTCCTGCAA 1044720 
CCCTTTATAA AGGCTTGGAA AAATTCTGTC CATTACGTGC AGATATTGCC GCAAAAGGTT 1044780 
TTGATATGGT GGTGGTGCGT GAATTAACGG GTGGGATTTA TTTCGGTCAG CCTAAAGGTC 104484 0 
GTGAGGGGGA TGGCGTACAA ACCAAAGCAT TTGATACGGA AGTGTATTAC AAATATGAAA 1044900 
TCGAACGAAT TGCACGTGCG GCTTTTGAGG CAGCAATGAA ACGCAATAAA AAAGTCACTT 1044960 
CTGTAGATAA AGCGAACGTA TTACAGTCTT CTATTTTATG GCGTGAAACT GTGACAGAAA 1045020 
TGGCAAAAGA CTATCCTGAA GTGACTTTAG AGCATATCTA TATCGACAAT GCCACCATGC 1045080 
AGTTAATTAA ATCACCTGAA TCTTTTGATG TTTTACTTTG CTCTAACATT TTCGGCGATA 1045140 
TTATTTCTGA CGAAGCGGCG ATGATCACAG GTTCTATGGG AATGTTGCCA TCTGCCAGCT 1045200 
TAAATGAAGA GGGTTTTGGT TTATACGAGC CTGCAGGCGG TTCTGCCCCT GATATTGCAG 1045260 
GCAAAGGCAT TGCTAACCCA ATCGCACAAA TTCTTTCTGC GGCAATGATG TTGCGTTATA 1045320 
GCTTCAACTT AAACGAAGCA GCAGATGCCA TTGAAAGTGC GGTTCAAAAA GTCTTGGCAA 1045380 
GTGGTCATCG CACCGCCGAT TTGGCCGATG ATTCCACACC AGTTTCAACG GCAGAAATGG 104 5440 
GGACATTGAT TACACAAGCA ATTTAATACT TGCCTTCCTC CGTTTACGGG GGAAGGTGCC 1045500 
TGAAGGGCGG AAGGGGGCAA TCTCCACCCT TAGTTATTTA GAAATATCCC CAATAAACAG 1045560 
GGGGGACAAA GTATTTAAAG TGCGGTTGAA AAACACATCG AATTTTAACC GCACTTCCCT 1045620 
TAACGAATAG AGAAAAATAT TATGGCAAAA ACACTTTACG AAAAATTATT TGATTCACAC 1045680 
ATTGTGTATG AAGCAGAGGG CGAAACGCCA ATTTTGTATA TTAATCGTCA TTTGATTCAC 1045740 
GAAGTAACCA GCCCGCAGGC CTTTGATGGG TTACGCGTCG CAAATCGCCA AGTGCGCCAA 104 58 00 
GTGAATAAAA CTTTTGGCAC AATGGATCAC AGCATTTCTA CTCAAGTACG AGATGTCAAT 1045860 
AAACTTGAAG GTCAAGCGAA AATTCAAGTG TTAGAATTGG ATAAAAATAC CAAAGCAACA 1045920 
GGTATTAAAT TATTTGATAT AACAACTAAA GAGCAAGGTA TTGTACACGT TATGGGGCCA 1045980 
GAACAAGGTT TAACCTTACC CGGTATGACA ATTGTTTGTG GCGATTCACA CACCGCAACG 1046040 
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CACGGTGCAT TTGGTGCCTT GGCTTTTGGT ATCGGTACTT CTGAAGTAGA GCACGTATTA 1046100 
GCCACTCAAA CTTTAAAACA GGCTC3CGCA AAAAGTATGA AAATTGAAGT GCGTGGTAAA 1046160 
GTCGCATCAG GTATTACGGC AAAAGATATT ATTCTTGCTA TTATCGGCAA AACTACGATG 1046220 
GCAGGCGGTA CAGGACACGT TGTAGAATTC TGTGGCGAAG CgTCCAAGAC CTTTCTATGG 1046280 
AGGGGCGTAT GACCGTCTGT AATATGG CAA TTGAAATGGG TGCAAAAGCA GGCTTGATTG 1046340 
CGCCAGATGA AACCACATTT GCATATTTGA AAGATCGTCC ACACGCGCCG AAAGGCAAAG 1046400 
ATTGGGAGGA TGCCGTTGCT TATTGGAAAA CCTTAAAATC TGACGATGAT GCACAATTTG 1046460 
ACACTGTGGT AACGCTAGAA GCAAAAGACA TCGCACCACA AGTCACTTGG GGGACAAACC 1046520 
CCGGGCAGGT AATTTCTGTG AATGAAACCA TACCAAATCC GCAAGAAATG GCAGACCCTG 1046580 
TACAACGTGC TTCGGCGGAA AAAGCCTTAC ATTATATTGG CTTGGAAGCT GGCACTAATT 1046640 
TAAAAGATAT TAAAGTTGAT CAAGTGTTCA TCGGATCTTG CACCAACTCG CGCATTGAAG 1046 700 
ATTTACGCGC AGCGGCGGCT GTGATGAAAG GCCGTAAAAA AGCTGATAAC GTAAAACGTA 1046760 
TTTTAGTAGT ACCAGGTTCT GGCTTAGTGA AAGAACAAGC GGAAAAAGAG GGCTTGGATA 1046820 
AAATCTTTAT TGCCGCAGGT GCAGAATGGC GTAATCCAGG TTGTTCAATG TGTTTAGGAA 1046880 
TGAACGACGA CCGTTTAGGC GAATGGGAAC GCTGTGCTTC CACTTCAAAC CGTAACTTTG 1046940 
AAGGTCGCCA AGGCCGTAAT GGACGCACCC ATTTGGTAAG TCCTGCAATG GCGGCAGCGG 1047C00 
CAGGAGTGTT CGGTAAATTT GTTGATATTC GTGACGTAAC ATTAAACTAA GGCTCAAAAG 1047060 
AGGAAAAAGA AAAATGGCAG GATTTAAACA ACTTTCAGGC TTAGTCGTAC CATTGGATGC 1047120 
GGCAAATGTA GATACCGATG CAATTATTCC AAAACAATTT TTACAAGCCA TTACCCGCAT 1047180 
AGGTTTCGGC AAACACTTAT TCCACGAATG GCGTTATTTG GACGTAGAAG GCACCAAGCC 1047240 
AAATCCAGAA TTTGTCTTAA ATTATCCGCA ATATCAAGGT GCAACAATTT TGTTGGCGCG 1047300 
TAAAAACCTT GGCTGTGGTT CTTCTCGTGA ACACGCCCCT TGGGCATTAG CAGACTACGG 1047360 
CTTTAAAGTA ATGATCGCCC CAAGTTTTGC AGATATTTTC TATAACAATA GCTTAAATAA 1047420 
TCATATGTTA CCGATTCGTT TAAGCGAAGA AGAAGTAGAA GAAATCTTCC AATGGGTATG 1047480 
GGCAAATGAA GGCAAACAAA TCCACGTAGA TTTAGAAGCG ATGACGGTCA CTGTAGGGGA 1047540 
TAAAGTTTAT ACTTTTGAGC TTGATGAATT CCGCCGCCAT ■ TGTTTGCTAA ACGGTTTAGA 1047600 
TAATATCGGC TTAACTCTTC AGCACGAAGA CAAAATCTCA GCATACGAGA AAAATATTCC 1047660 
AGCGTTTTTA CGTTAAAAAT AAAAAATGCG CTGATTTTTC ACCGCACTTA ATCACTGAAT 1047720 
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TTCATTCAAA AATAAAGCCC TGTAAGACAC AGGGCTTTGT TGTTTATAAC GTTAATTCAA 1047780 
ACAGGCTTAT TAAAAACTAA AACTTAGTTT TAATTCTGCA GTTTTTTGTT TTTCCGCTTG 104 7840 
TTTCGCTTTT GTTAATCCGC CTATTAGACT TAATTTCACA TTATGATATT TCAATTTAAG 1047900 
CCCTGCGTTA TATTGCTGTT GGTTTTCCAC GTTGTAAGCA AAATCATATT GATTTACATT 1047960 
AATTTTTCCG CTGCCTTGAT TTGTATCATA TCGAGCAGAC AAAATTGGCG TAACGGAAAA 1048020 
CTCGCCTAAG TGATAAGTAT AACTTAAATC AACTTGAGCA AAGGCTGTTT TGACAGATAT 1048080 
TGGATTTACT TTAATGCGAT CTTTAGCTAA TGCAAAATTA GCGTTTGATA AATAGCTATA 1048140 
ACGCACGCCT ACTATTGGCG TAATACCAAA ATTGCCAAGA TTAAATGCTT TGCCTGCGGT 1048200 
TAAACCAAAT TGTGCAGTAT GGCGAGCAAA TTTCGCATTA TGATTGGTTT TTAGGTTGCT 1048260 
TTGGAACTTG CCGTAGCCTA AATCAATGCC CAAATACCAA TGATTATCCG CATAATATTT 1048320 
AGAATAGAAA TTAACTTGTG CTAGAGTATT TTTACTGCTT GCCTTATCAA AGTTGTTACT 1048 380 
ATTGCGAACA TAAGTAAACA CGCCACCTAA CTGAACATTG TTTGAGATTG TTTGATCCCA 1048440 
ACCAAGTTGA GTTTGCGTAC TTTTAGAACT AAAACGACGA TATTGACTTG AGGAATAATT 1048500 
TTCGTTCATT GAAGTATTAG ATACCCAAAC GTTATATTGC CCCTCGTTAT TCATTTCTAA 1048560 
CTGGCTAATA TGTTGAGAAA CTGCTTTCCC CACATTTAAT GCAACAAATT GTGCTTTTGC 1048620 
CATTGCATCA GAAATTACCG CATTTGTGTT TGTACTTGTG AGATCGCGCA ATGCTACTGT 1048680 
AGAACGATCG CTGCCATTTG TAACAGTTGG TTCCGAGCGA ACACTTCTTC TACTTCTACG 1048740 
ATTTGGCTTA CTGCGTTTTG AATTATCAGC TATTGTTGTT TCGTCAGTAG AAGCTG CTGT 1048800 
TGTTTCTTCA GCAGAAGTCT CTTGAGGCTG GCTAATACTT CTTCTACGTC TACTCTTTGG 1048860 
ATCACTGCTT TCTGAATTAT TTGCTACAGA ATTATCCGCA ACAGTATTCG CTTTATG CTG 1048920 
ACTAGCATCT TCAGTCGAAG CCGCAGTTTC CGTTTGTGGT TTATCGGATT TTTCAGCAGT 104 3580 
TTCTGTTATT GCGGXTGCAG ATCCAGTATT TATTGAATTC TCTGGTGCAG GTTGTTTAGT 1049040 
GCTTACTGTT GCACTTGTTT GTGTTTGCAG TTGAGCTTGA ACTTCTTCTG CATTATTAAC 1049100 
AGTCGGAACA TTTTCACTTT CAAGCACTGC TTGCGGTTGA ACAGTTTCAG ACTGTTCCTG 1049160 
TTTCGGAGAC GCTTGAGAAG CCACTTGAGG GGGTTCTTGA GTTTTCTCTG TTTCTACTTT 1049220 
AGCCGTTTTC TCTCTTTCTG TTGGTTGGTC GGTCGTATTT TCTGTTTGAT TTTTTGATAC 1049280 
TACAGGCGTT ACAGGTTCAG CGTTAGTTTT TTCACTTGGT TGAGTTTCTT CCGCTGGTTT 104 934 0 
ACTGTTTGGC GAAGTTGCCT CTGCCGCAGC AACAGTTGTC GATTGTGTTT GCGGTTGAGC 1049400 
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TTGAACTTGA GTTTCTTCTA CTTTCGTATC AGTTGAAACT TCTTTAGGAG CAGGCTTTGC 1049460 
TTGTTTCGGA GACGTTTCAG AAGCCATTTG AGGTGCTTCT TGAATTTCAT CTTTTTCTAC 1049520 
TTTAGCCTTT TCCTCTTTTT CTACTTTAGC TGTTTCTTTT ATTTCAGTCG TTTGAGTTTC 104 9580 
CTCGGTTTCA CTTCCACTTT GAGCCACTTC ATTTGTTTGA GTATTAGCTT TTACACTTGG 1049640 
TTTAGCTTCT TCTGCAACTT CTCCATTTTG AGCTGTTGTC TCGGTTGCGT CTTGCTCGTT 10497 00 
TTTCTCTACT GTTTTACTTT CTTGCTTACT ATTTTCAGCC ACTGTTTCAG TTGTCTCTGA 104 9760 
TGGTGTAGCA GGCGCAGGTG GTGGAACTGG TGTTTCAACA CGGGCTATTT CTTCATTGTT 1049820 
ACTTGGTACG CTAGGCACAT CAGCTTGAAT ATTATTAGGT GTTGTGATAT TTGTCGTATC 1049880 
GACAGTTTGA TTTCTTTTTT CCACCTCTGG GTTATACAAA TCGTAACGTC CATTAACATT 1049940 
ACGTAATTTA TATTTCCAAG CACCTAAATC AACGGTATTC CCAACTAATG ACACATTCAA 1050000 
ATTATTTCTT GTAGCATTTG ACGGATCAAA AAGCGTGAGT TCATTTTTTG TAGGCTCGCC 1050060 
TGTTTTATCT GCCACTTGTA ATGTAAAGTT ACCTGTGGCG GATTTAGTTA CAACAACTTT 105012 0 
GTCGCCTTGT TTATTGGAAA GATCAGTTAA ATAATAGAAA GAACCGTTAC CTGATAAGCT 1050180 
ATTCACAGTC AGCGTGTTAT ATGTAGTTAC TTTATTTGCA TCGTTTTGTG CATTTAAATG 105024 0 
AATATGCCCC TTGTCTAAAT TTAACTGATT AACATTGCTA TCGCCTGTTA AATGCCAATG 1050300 
GCTATTTTCG GTTAAACGTA CTTGGCTATT TCCCGTGCCG CTAATTGTGC CGAATAAGTT 1050360 
AGCTTTGCCT AAGACAAAGT TTGCATTACC TGATAAATTT ACATTGCCAG ATACATTGGT 1050420 
GGCGTTAAAG CTATTAAGGG CTTTATCGGA TAACTTGTCA GTAGTGCAAG TCACATAGCC 1050480 
CGTATAGTCA GAACGTACAC AAACGGTATC GCCTGCTTTA TAGCCAATAT GTACTTTTGC 1050540 
ATTATCAGAA GCTGTGATAT TTGAAGTAAT GTTTGCAACA TTGCGACCTG AATAAAGGGT 1050600 
TGCGTTATTG GTTACATTAA TATTTGTTGC TTTAAAATTG CGGTTAATCC AGTCATCTTC 1050660 
TACTACCACT TCATTATTTT CAGCAAAGTG TTGATCTTTT TTTGTCGAAG AAATACCTGC 1050720 
AATATCTCTT GCGTGCGGTG TTGGTCTGCC AGAAAGGAAT AATGTGCCTT TTTCAACCTT 105078 0 
TAAATCGCCA TTAAGGTTTG TTCCGCCTGT TAATAAAAAG CGATTTTGCT CACTTTTGCC 1050840 
TTTAAAAGTC ACATTTAGAT TACCGTTATT TTTACCCTC7 TCCTCGCCAA AATAACCGTT 1050900 
AAAGCCATTC ATACGCTCGT TGTTGATATG GTTCATTACA T7TC7TTTGG CTTCATCGGA 105096 0 
AGTTTTACCC ATATATAGCC AATTTTCATT GCTTTCGCCA CTATTTTTAG GTAATTCTGA 1051020 
ACGAGTGCTC GCACCTTTTC TTAACGCATA ATAAGTGTAA TTTTCCAAAT TTAAATAGAG 1051080 
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CTGTCCTCCA TCTTTAATCC GTCGAAAGGC ATAAGGATTA TCTTCATCTG GTGCGTCTAT 1051140 
ATTATATGGA GTAATTGTAT TTGGATCTGT AATTAGACTT TCCCCAGTAA TTGTTACAGT 10512 00 
AGAGGTTTTG CTGGTATTGT GATTTACTAG TCTTGCGCCA TCATCAATAT TACGGATATG 1051260 
TTCAAAAGTG AGATTATTGC CATTGGCATC TAATCGACCA CCTCTAAAGC CAAAGTAAAT 1051320 
GGAATTTGGA TCTACTTGCT TATCATCATT AAGTACAACA GTTGAGCGAC CACTTACTAT 1051380 
ACCTACTTGT GAAAAGGCTT TAACTTTATT ATTGGCATCA GCTTGTTGTT TTAAGATAAC 1051440 
AGTACCATCG CCCACTTTTA GCGAACCTTT ATTTTCTCCC TTTCCTTCTA CAATTAATGT 1051500 
TCCTTTGCCG ATTTTAGCTA AACGATCAGA TTTCGGGTTA TGTACTTTCC ACGTTACTGT 1051560 
TTTTCCATCA GCAACAGAAA CGCCAGCTCC TTTCCAAGTG GTACTATCAG AAGTGCCTTT 105162 0 
AACTTCATAA TCTCCTTCAA AGAACAAGCC GCCTGCGCCT TGATCGATAT TATTATTTAA 1051680 
GGTAAGCGTT CCACTTCCTC TAAGAGTCAC ACTTTTTCCG TGATTGTTCT TCTTAGAGTC 105174 0 
AGTATCCTGA CTACTATCGA ATAAATCAAC ATTTAGAGAT TCAGAACCAT TAGAAATAAC 1051800 
GCTTGTTTTG CCAGTAGGAT TCCAATTGTA TTGGGTGTTA GAACCAGTTA AAGAACCTGC 1051860 
AGTATCTTTA TCTAGAACAG TTTTTGCAAA TTCAGGTTTA TAAATATTCC ATTCTTGCCA 1051920 
AGATTTTTTG TTATAACCTG CCCAAAAATC ATAAGACCCA AGrAAAAGCC ATTTTCCTTT 10519B0 
TTCTCTATCA TATACAAATA ATGGGGAGCC ACTGTCGCCT AAAACAGCAT AATTGGTAAG 1052040 
CGGATCTTGA GATAATATTC CTTTTGGATC GCTGTGTTCC TCTTTTGAAT TGCCAAAACC 1052100 
AATTAGTCCA TTATTTTCGT GGTTTACTTT ATAAGGTGTG CCTGCAATAC CATAGGTATA 1052160 
GGCATCGCCC ACCAATTTAA GATTATTGCC TCCAACCTCA TGATTATTTA AAATTAAGCT 1052220 
GTAATTATCT CCTTTTTTAT AAATAAATTG ACTACCACTT CCTAGTCTTA CAAAAGCAGG 1052280 
ATATTTATTC TGATCATTAT ATGTGCCAGC ATCACTACTT GCAGTTGAAG CCTCTATTGG 105234 0 
TGCAACTTCG GTAACAAATT TATCAAGACG TGGCATATAG TAGTCTTCAC GGCGTTTTTG 1052400 
AGTTTGATCT TCAGTAGTTA CTGCTTTTCC ATTCAATTTA GTTGGATACT CATTTTTCTC 1052460 
AACGGAAAAA TATCTATTTT CTTCTGAAGA TACATCTCGG TGCGATTTAG CATTGCCATT 1052520 
ATTCATATTG CCATTTAAGT TCCCAAAATG TAGTTCACTC ACGCCGTTAC TAACGTGTTT 105258 0 
TACACCTACT ACATATTGTG GATTTATCAA TGTGGCGATG CGTTTATCTA CATCCACAAC 105264 0 
ACTAAAATCA ATCATCGGAA TGCCATTAGG TAAAACATTG CCTAAAGAGT GGTTATTTTT 1052700 
ATCTCTCACT TCCACATTTG TTGCACCAAC AGAAAATCTC CCT7TATTTT CTGCAAAATC 1052 76 0 
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ACGAAATATT TGATAATCCA CATCGTCTCT CACTAACGCA GCTTCTGTAT AAGGGGTTAA 1052820 
TGCGTAGGCG ACAGTAAGCG CAATAAAATT GAGTTTGAAT TTTTTATTTA GCATAGAAGC 1052880 
TGTCCTTATT AATTAAGTTT AAAAAGTAGA TTTGATAGGA CACAATTTGA TATACGGTTA 1052940 
CAAGTTGATT CAAATTTTGG CTGTGTTGCG TTGATAATTT GCAAGTTGTC TTCATCTTTA 1053000 
TAATGAGCGA GCTTTATAGC ATAAATCGCT CAAAACTTGA ATTACATTTA TGAGGTAATG 1053 060 
ATAATAATTT TTGATATTTT TTAAAAAATT GGCGTATTTT CCACCGCACT TTTGGCTAAT 1053120 
TTAAGGCGTT AATGATGCCA TTATGAACAG AAAACATTTT TTTATTTTCC ACTTGCATTT 1053180 
CTTTTAGTTG TCTTTGCGTA ATGGCGGTAA CAAACACTTG TGAACCGCTT TGTTGTAATC 10 53240 
GTTCTGCCAA CAAGGCACGT TTGTATTGAT CTAATTCCGA GGCAAAATCA TCGATCAAAA 1053300 
AAATACAATG GCGTTGCTTT TCTTTCATTA AATGCTCGCC CTGCGCTAGT CTTAATGCAC 1053360 
ACATTAAAAG TTTAAGTTGT CCACGAGAAA GCACATCTTC CACTGGCAAT CCTTGTGCTT 1053420 
TGAAACGAAA ATCCGCTTTT TGAGGGCCTG AAAAGGTGTA ATTTAAGGCA CGATCTCGTT 10 53480 
CAAAATTTTG TTGAAGAATT TCATAATAAT CAGCATTTTT TTCCCATCCT TGATGAAAGC 1053540 
TGACATTAAT TTCTAATTCA GGCAGAAAAA GTTGGCAAGT TTGCTCAATT TCAGGGCTAA 1053600 
GTGCTTCTGC GTATTCGGCA CGCCATTCAC TTACTTGGTG GGCAAGTTTA GCAAGTTCAA 1053660 
CGTCCCAAAT TTTTATGGCA GAGTAAGGCT GATTTTGTGC AAGGGCGGCA TTTCGTTGTT 1053720 
TGAGTAATCG ATTGAGATTG CTCCAAGCGG AATAGAAACT TGTTTGGTGA TGGAATAATC 1053780 
CCCAATCTAA AAACGCGCGG CGATAACTTG GCCCGCCGTT GAGTAAAGTT AAGCCCTCTG 1053840 
GCGTGATTAA TTGCATTGGT AAAAGATGGG CGAGATCGGA AATTTTATTG CCATCTTCGC 1053900 
CGTTAATTTT TACTAAGGTG TTGCCTTGAC GCAGTTTTTG TAAGCCGATA GACCATTGAT 1053960 
GTTGGCTTTC TTGGATTTGT CCAAATAGGG TAAAGTGCGG TTCGTCGTAA GAAATGATGC 1054 020 
GATTTGTGAC CGCACTTTTA AATGAACGTC CGTGACCAAG ATAAAAAATG GCTTCTAATA 1054080 
AGCTGGTTTT TCCGCTGCCG TTGTTGCCGA TTAAAAAGTT AAAGCAGGGA TCAAAATCAA 1054140 
GATCCACTGC TGTTAAATTA CGAAATTTTT CGACCAGTAA ACGAGAAATC GCCATATTAT 1054200 
AAACGCATTG GCATAATGAC GTATTCGCAG CTGCTGTCTT CACAGTTTTC AATTAAGCAA 1054260 
CTGGAGAACG CATCAGTTAA GCACATTCGC ACTTGATTAC ATTTAAGTGC ATTCAGCACA 1054320 
TCAAGAATAT AGGTCACATT AAAGCCCACT TCTAATTCTT CGCCATTGTA ATTGACATCG 1054380 
ACAATTTCTT CTGCTTCTTC GTGTTCTGTA TTTGAGGCAG TAATTTTAAG CTGGTTTTCC 1054440 
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TTTAAACTTA AACGTACGCT GCGTGCGCGT TCATTAGATA AAATAGACGC ACGAGCAAAA 1054500 
GCCTGTTTCA GCATTTCCCA ATTGCCTTCG ACAATTTTTG TGGCATTACG AGGCAATACT 1054560 
CGGCGATAGT CAGGAAAGCG ACCATCAATT AATTTTGATG TAAATACTGT GTTTTTTAAA 1054620 
TGGACACGTA AATTGTTGGT GCCAATTTGT AAGCGTGCTG GTTCATCGTT TGTTTCTAAT 1054680 
AAACGAACAA GTTCTAACAC GCCTTTACGA GGTAAAATCA CAGAATGATT TTGTAATTCT 1054740 
TGTTCAAGTG AGATAGTACA GACCGCAAGT CTATGACCAT CTGTTGCCAC AGTTCGCAAT 1054800 
AAATTGCCTT CTGTTTCAAA CTTCATACCA TTTAAGAAAT AGCGGGCATC TTGGTTTGCC 1054 860 
ATAGAAAATT GAGTGGCTTC AATTAAACGG CGTAAGGTAT TTTGCGGTAG TTCAAAATCC 1054920 
ACTTCAGACT GCCAATCTGT GAGGTTGGGA TATTCTTCGG CAGGTTGGGT TGCTAGTGTA 1054980 
AAACGGCTAC GCCCAGATTG CACTAATGCA CGATCTTGTT CAAAAGTCAC CGTGATTTCT 1055040 
GAATCATCAG ATAAAGTGCG GCAAATATCT AAGAATTTTT TTGCTGGAAT GGTAAAAGTG 1055100 
CCATTTTCAG AAGATGATGA AAGTTGAGTT TGACTAGAGA GTTCAACTTC TAAATCTGTC 1055160 
GCTGTGATAG TCAGACGATA GTCTTCAATT TGCAATAATA CGTTGTTTAA TACAGGAATA 1055220 
TTTGGGCGAT TACTCAATAC GCCACATACT TGTTGCAACG GTTTTAATAA ATTTTCTCTT 1055280 
GAAATACTAA ATTGCATTAC GTTCTCCTTT TATGCGGACA AAGTGCGGAT CAAATTCGCC 105534 0 
CAATCTTCTT GAATGCTATT GTCTTGCTCA CGGAATTTTG GTACTTCTCG GCAAGCGTTT 1055400 
AATACGGTCG TGTGATCACG GTCAAAGGCA CGACCGATTT CTGGCAAACT GCGATTTGTT 1055460 
AATTCTTTTG CTAACGCCAT TGCAATTTGG CGAGGACGAG TCACTGAACG TGCACGACTT 1055520 
TTTGATTTTA AATCTGAAAC CTTAATTCGA . TAATATTCAG CCACCACTTT TTGAATATTT 1055580 
TCAATGGTAA CTAAGCGTTC TTGCAGAGCC AAAATATCTT TTAAGGTATC ACGCACGAAA 1055640 
TCAATATCAA TGTCACCGCC TTTGAAGTCT TGCATTGCTT TTACACGATT TAATGCACCC 1055700 
TCAAGTTCAC GCACGTTGGT ACGCAAGCGT TGAGCAATGA AGAAAGCGAC TTCTTCTGGC 1055760 
AAGTTCATAT TATGTTCTTC CGCTTTTTTC AATAAAATCG CTACACGGGT TTCAAGATCG 1055820 
GGCGGTTCAA TGGCTGTTGT TAAGCCCCAG CCAAAACGTG A7TTTAAACG TTCTTCAATT 105 58 BO 
TTTTCAATTT CTTTAGGATA ACGATCCGAA GTTAAGATAA TC7GGCGACC TGTTTCAAAC 1055940 
AAGCTATTGA AAATATGGAA GAATTCTTCT TGAGTT7TTT C77TTTCAGC GAAAAATTGA 1056000 
ATATCATCCA CTAAAAGCGC ATCAAGAGAA CGATAGAATT TTT7GAACTG ATCCATTTTA 1056060 
TTATCACGCA CTGCTTTTAC CATATGTTGC ATAAAGTTAT TTG3GTGAAT ATAAAGCACT 1056120 
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CGTGCATTCG GTTTATCGGC TAAAATGCCG TTGCCAATGG CGTGTAACAA GTGAGTTTTC 1056180 
CCTAAACCAG TGCCGCCATA TAAAAAGAAA GGATTGGCTG ATGGTTCGCC TGGTGCTTGA 105624 0 
GCAAGTTTTT GACCGACTGC ACGTGCGAGT TGGTTCGATT TACCTTCAAC AAAGTTATCA 1056300 
AATAAGTGTT TAGTATTGAG ATGAGATTCA AATTTTACTG AAGCACTAGA TTCAGCTTGA 1056360 
AAATCTACCG CACTTTCTGA TCTAAGTGAT GTATTTGGTG TGCTTTCCAC TATCTTGGGT 105642 0 
GCAGGTTTAA CCCCTTCTTT TAAAGAAATA CGCAGTTCAG GATTTTGTGC AAGTGTTTGA 1056480 
CAAATTTGCT GGATTTGTGC GAGATAATGA GTTTCCACCC AACCTTTCAC AAACATATTA 1056540 
GAAGCATATA AAACAATGTG GTTATCCGCC ACCACGTCAG CCTGTAAAGG ACGAAGCCAA 1056600 
GTGCTAAGAT CGCTGGCTGA AACTTGATCT TGAAGTTGTA ACAGGCAACT TTGCCAAAGA 1056660 
TTTGAGAGAT TCACAAAAGG ATCCTTATTG TTTTTGTAAT AGAGAAAAGT GCGGTAAAAA 1056720 
TTGTCGGAGA TTTTACAATA AATGCGTGAA AAGATCTTCT AAAAAATCCA AGTTTGACCT 1056780 
TTCACTTAAG CAGATTATAG AACAGAAAAA AATGCGCCAG TATTGTATAG ATATAGCATA 1056840 
TTTAATCTAT CTGGCGCATT TTAATTTAGA ATTTCATTTC TAATGTTAAG GTATAGTTTC 1056900 
GTCCTGATGC TGCGTAGCGA GTATAGTTAC CAACATTTTG ATGTTGATTG ACCGCACCTT 1056960 
GTGCTGTTTG ACGCACCGCT TCCCAAGTAA CATAACGATA GTTGAATAAA TTATATATCC 1057020 
CTAATCGAAG CATAATATTT TTATTCGCCA TGTAATAACC CGATACATCT AAGATATGCC 1057080 
ATGCCCGAGT AAGTTTTCTT GTTGATTTTA CATCCCTTGA ATTGTTACCT AATGCACGTT 1057140 
TTCCTAGCAA TTCATTTTGA GATTTTGCTT TTGATTGGGT AAAGGTAGCA TTTACTCCCC 1057200 
AAGTATTACT TATATGATCA TAG CCTAAAC CAATGATATA ACGGCTGGGC TGAATGGCAT 1057260 
CAAATAAATA ACTGCTTACG GAGGCTAAAC CAGCATTGAT TTTTTGATCT TTAACTTTTA 1057320 
CTCGGTTATA AGCAAATGTT GCATACCAAC CGTAGGGAAT ACGTTTCCAT AAACCATTAA 1057380 
AATCTAATTG CGCAGTTATA TTTACACCAA CTAATTTTGC ATTTTGTGCA TTATGATATC 1057440 
CATAATTGCC CTTTCCAGTT CCATTTTTAC TAAGTTCTTC AGCAAAGGCG ATAAGATTTC 1057500 
GATAAGCATT ACTAAAATGA CTGATCTCAA TATTACCAAA ATCCCCTTTT AGAGCGAGAC 1057560 
CAAACTCTTG GTTACGAGAT GTTTCAGGCT TAAATTTACC TACATAAACC TCGTCATTCT 10 57620 
TGCCACCATA CCGCCAACCA TACATTTCAG CAAAACTAGG ATTTCTAAAT CCAGTAGAAA 1057680 
GGCGATAAGA AAGATCAAGC CATTCCGTTG GTTTTATGAC AATACCAGTA TTCCAAGAGA 1057740 
AATTTTTAAA TTTACCAACA CTAATAGTTG ATTCATTAGC TTTTGTACGA GATACGTCAT 1057800 
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ACCGAATACC TAAACCTAAA TCAACGTATT TCCCTAATGC CATATTATTG CGTGCTGCGA 1057860 
AATAATAATT TTTCCCTTTA ATTAACCGCA CTTTACAGTC TCTGTAATTA GAGGAACTAC 1057920 
CTTGATAATT ACAATGATCT TCTCCTGCAA AATATGGCTT TGGTTTTGGG TATAAGTAAG 1057980 
GGTATTCGCG TAAACCATTT CTTCTTGTTT TACCAGTTTT ATCTGAAATA CTATCTGCCG 1058040 
TAGCGATAAC ACGTCGAGTT AAATAATCTT TATGCTGAAG TGCGGAAGTA AAGTCATCAA 1053100 
AACCAAGATT GAAGACAATT TGATGAGTAA GCCAATTTTG TTGAATTTTT TTCTCTAAAT 1058160 
TCAATTGCAA CATATTATGT TTTTCTTTAT AAACATTTCT ATCAGAACGA TAGTATGAAT 1058220 
AAGGTTTATC AAGTGTTGGG CGGCAATTCT TACTTGGATT AGGATAAAGA CTGCAATGCG 1058280 
TATGTCGCAT ATAACTGTCA AGTATGATGT TTTGTTGATT AGCACTTAAC ACTGCTTTGT 1058340 
CAATGATGCC CGCTTTGTTC TTATTTTCGT AAATATATTC AATACCTACA CGCTGTTTTC 1058400 
TATGGTGTTC ATCGAAATAA AGCCCACTTG CATATTTAAC GCCTCGGCCA TCCTCAATAT 10584 60 
GTTGATATGC GCCATAATCT TGCTTTGGAT AAAAAGGGCG ATTTGCTAAA TCCCCT TTTT 1058520 
CTGTTGGGCT TAAATAAGCG GGAAATGTCA TATCACGGAT ATCAAATTTT TGTTGTGTGA 1058580 
ATTCAAAAAT ACCACCAATA TAATGTTGTT CAGAAAAATG ATACCCTCCT CTTAAAAACC 105864 0 
AAGACTGGCT TTCATATTTC ATTGGATTAG GTTTGATACG GTTAGGCCCC GTATAATCTG 1058700 
AAACG CTTAC GGTTTCTTTT TTGGTGGATA AAATCGCAGG TGGTTTGGCT GAAGGTATAC 1058760 
ACTCGTCATA ACCCTTTGGA CACTCATCTT CCATCACAAA GTATGCAGAT TGATTCTCTG 1058820 
GTTTGGCGAT TAAGCGATTA TAACTTTGCA CGCCTTTTAA TGCATCTTTA TGGACTTGGG 1058880 
TTTCAATTGA ATTTCGTTGA GTGTAAATAG CAAGTCCTTC AAATCCACCT TGTTTTCCTG 1058940 
CTACAGCTAA AGAATGGGTA AAGCCTTTAT TTTTGCTTGA ATAAGCATTT TTAGTTTGAA 1059000 
TTCCCCATGA TTTGTCTCCT TCTAAGATAT CGGCTGCGGA TTTGCTTTGA AATGTTACAG 1059060 
AACCAGCTAA TGCTCCATTT CCATACTCAG AAGAACTCCC CCCCTTGCTT ATTTCGACGG 1059120 
CCTTTACATT TTCATATTCA ATTTCATTAA TTGCACCAGT GCCAGAATAT C CTGAACG AG 105918 0 
CAACTAAAGG GCTTTGCACT ACATAAGATT GCGTTTGAGG TAAACCATCT ACCAATAAAG 105924 0 
CAACTCTATT TCTGTCCATA CCACGAATAG AATATCCAGA ACTTGCACCG CGACCTTGTT 1059300 
CTACAACTGA AATCCCTGGA TCATAGCGTG TTAGATCACG AATATTTAAT ACTTGTTCTC 105936 0 
GGCTGATACT TTCACTAGTT TTGATAATTT TGCCAAGTCC AGTTACTTCA TTATCTTTAC 1059420 
GATCTCTTAC TTTTTCTGCA GTGACTGAGA TAGTTTCTAA TTC7GAATCT TCTGTACTTT 1059480 
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GAGTGTCCAC TTCAGATGAT ATAG C7TCTT TTGTATCTTT TATACTTTGA GTTTCTGCTT 10 59540 
TTACATAGCA TGAAATTAAA AGACAAGAAA TAATACTTAG GCGAAAATAG GGTTTTTTAG 1059600 
TCATTTTTAG TATTCCATTA TTTGGTTGTT TCTACTTGTT GTTTGTTTCT ACTTGTTTTT 1059660 
TAGCTCCAAA CACAACTGCA GCTCTTGCCT TTTCTGAATT GGATGGTGAA GATGCGGTTG 1059720 
GGGAATTTTT ATCTGTAGGA TTTTT7CCGT TATAGGTGAA ATACCCTCCT AATTCAGAAG 1059780 
CATTAGGTCC ATAAAATGCC CCATTTACTT TAGTTGTAAT ATTAATTGGG GTATTTTTAG 1059840 
TTTGACTATT TTTACCATCT ATTACTAAAT CTTTTGCGGT TGCTGTACCA GTGAAGGCAT 10 59900 
TCCCACCATT TTTAAAGTTT GCCTCAATAC TAAATACGGG ATTTTGTGAG TCTGCACGTT 1059960 
TTAAGCTCCC TTTTAATGTT TTCTCGGCAA AATTTACATC AAACTCGGCG ACAGCATTTT 1060020 
TATCTTGTCG TTTATCTCCT GTAGTGGAGT AAGATGTCTC GCCATCACTA ATATAACCAA 1060080 
ACCAACTACC GCGATATTTC ACGTTTCCCG TTGTAGGAAT TTTAGAACTG GCAGTACGGA 1060140 
GACCTAACAA AAATTGGTGG TATTGTTCTG TTTCATTTTT GTTGTTCTTC TTATTATCCT 1060200 
CATAATACAT ACCAAATTTC ACATAGCTTA- GATTCTTGCA ACATGCTTCT ACTTTATAGG 1060260 
TTTTATCTCT TACCTCATAA TGTTTACTCG TTGCGAAGTC ACCACTATTT TCAGTTTCAG 1060320 
GTAAAAGAGG AACAGGGTAA TTATCAATTA AAAGGTAATC AGCTTCACCA AAACyTGATA 1060380 
TATCTTTCGT CGTAAAGTTT TCTGCATTGG TTGTTGCATC GGTTTTTGCA TTGGCTGTTG 1060440 
TACTGGTTGT TGCATCGGGT TTTTTAGTAG AGAAAGTAGT TAGCTTGCCA TCAATTAAGG 1060500 
TTTCTTTGGG TAATGTTTTT TGTTTTGTTT CTTCCGTTTC TTTGGCACTA AATACCCCAA 1060560 
AAACTTTTTT GTCGCCAGCT AAAAACTTTC CTCCTAATTC TTCACCGTTA GGCCCATAAA 1060620 
AACCACCTTC TAATGTTCCC TCTCTGGTAA AGGGATGTTC TTCAGAATCT TTTTCGGTTG 1060680 
GCTTTACTTT ACCCCTGAAT CTATTACTAT AAATATTGGC ATCTATATCA TAGAGTTTTT 1060740 
TC T TTTCATA GTTTTGATTA TTAGTTTTTC TTTTGGTGTA AAACAGTTCT CCTTTCAGTT 1060800 
TTTTAGTCCC AAAATCTGCA CTAAATTGAC TTATTAATCC CGTCTCACCA TTATTTTGAT 1060860 
CATTTTCTAA ATCAATGTCT TCTGAAATTG CACTACGTCG AGAATAACCT TGACCGCTAG 1060920 
AATTACTGAA CAAAGAATAA TTTT TGCCTC TTTCAGTTGC GGTGATGAAG CTCCAAGTTC 10609B0 
CTTTATACGT TssTTCGCCA TTTACAGGTA ATGTAGTGGC TGTTTGCTTG CCAAAGTAAT 1061040 
ACGCATATCC ATAGTAACCT GAATAAAACT TGCCATTTGA GAAATTACGC CACGATTGAA 1061100 
TATAATAAAG ACCCGAATAT ACATATTGCT GTCCATGATG ATTTTGGGGT GAATTTGTTT 1061160 
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GTCTATTGAG 



CCAATAGTGG 



GTTCCTGAGA 



TTGATTTTCT 



TTTTTAAAAT 



1061220 



CATCTTCAAT CTTAGAAAGT GAGGAAAATA TGATATAGCC ATCTTCATTT AAGAGACTAG 1061280 
GTTCTCTACC ACGTAAATTC TGAGCAACTA ACTTCATCCC TCCCCCTAAA GAAGGAATGG 1061340 
ACAACTTTTC CAAATTAGAT T TTTTT CTT7 GATTCGAGGT ATCGTCTTGA TAACGTGGTT 1061400 
TAGAAGAGGA GGGATTAGAG ACGTCATCTA CATCAAAAGA ACCACCTCCC CCGCTACAAG 1061460 
CACTTAAGAA AAGGGAAAGT CCACCAGAGA TAAGAGGTAC AGATTTCATA GAATTATATT 1061520 
CTTATACAAA ATTGATAATT GTTCGCATTA TCATTTTTTT TTTGTAATAA TGTCAACTTA 1061580 
TA AT TTTTTA AGTTCATGGA TAAAATATGA AAAATGGCGT AAAACAACTT TTTCTCTTAT 1061640 
CATTAATAGG CTTATCATTA ACGAATGTAG CTTGGGCAGA AGTTGCACGT CCTAAAAATG 1061700 
ATACATTGAC AAATACGATT CAAAGTGCGG AATTAAAAAC CTCCTCTTTT TCCTCTATGC 1061760 
CTAAGAAAGA AATACCAAAT AGGCATATTA TTTCTCTTTC CAAAAGCCAA TTAGCGCACC 1061820 
ATCCAAGGCT TGTTTTGCGT GGGTTAATTC CTG CTTTATA TCAAAATAAC ACTCAGGCAG 1061880 
TTCAACTGTT ATTACCACTA TATAAACAAT TTCCTCAACA AGATAATTTC TTACTAACTT 1061940 
GGGCAAAGGC TATTGAAGCT CGTGAACAAG GTGATTTAAC TCAATCTATT GCTTATTATC 1062000 
GTGAATTATT CGCTCGAGAC ' GCATCTTTAC TACCTTTACG TTATTAATTA GCTCAAGCTC 1062060 
TATTTTTTAA CTATGAAAAT GAAGCTGCCA AAATTCAATT TGAAAAATTA CGTACAGAGG 1062120 
TAGATGATGA AAAATTTTTA GGTGTTATTG ATCAGTATCT TTTAACACTA AATCAGCGGA 1062180 
ATCAATGGAT ATGGCAAGTA GGATTAAATT TTTTAAATGA TGATAATTTG AATAACGCTC 106224 0 
CAAAAAGTGG CACAAAAATT GGTAGTTGGA CCGCTTGGGA AAAAGAAAGT GGGCAGGGGG 1062300 
TAGGGTATTC TTTATCAGTA GAAAAAAAAT GGCCATGGGC AGATCATTTT TTTAGTAAAA 1062360 
CTATGTTTAA TGGGAATGGA AAATATTATT GGGATAATAA AAAATACAAT GAGGCTACTG 1062420 
TGCGTATAGG TGGTGGTTTA GGCTATCAAA CTGCCTCAGT TGAAGTCTCG TTGTTTCCTT 1062480 
TTCAAGAAAA ACGCTGGTAT GCAGGCGGTA GCTCTGGAAC GAATACAATG AAGCAATATG 1062540 
CGGATAAATT GGGTATTCGT TTAGAAAACG TAGATTGGCT AAGTAAAACT TGGCAAATTT 1062600 
CTACCGCACT TGAGTATGGA GAATCTCGTT ATAAAATCCG AAAACATTTA GATGGTAATT 1062660 
ATTATTTCGT TTCATCAACA TTATTTTATT TACCTAAAAG CACCCAATTT TGGTTTGTTG 1062720 
GCATGGATTT TCATAGAGAA AATACACAAG CATTAGATAA TGCTTATCAA CAAAAAACAT 1062780 
TGAGACTTGG TTGGGGGCAG GATTGGTTTT ATGGTATTTC ATCACGTCTT ACTTTTAGTT 1062840 
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ATGCCAACCG AGTGTATAGA GAGAAAGATT TGATTGGTAT ACAGCAAAAA AATCGTGAAT 1062900 
ACACAACCAC AATTACTTTA TGGCATCGAA ATATACATTT TATGGGGCTA ACACCTAAAT 1062960 
TATCGTGGGA TTATCAAAAA TCCACCAGTA ATCATGCTTT TTATCGTTAT GATAAAAATA 1063020 
GAATTTATCT CGAAATTGGA AAAA7ATTTT AAGGCTGAAA AGTTGTAACC TAACTTT T GA 1063080 
GGTATCTCTA ACTTTAGCAA AGTGCATATA TTTTTTAATA TTCGTTTGAA G TTTTTTTT A 1063140 
AAAATTTCCG TTTCTTATTT GACGAACGCG TATTTTATGA CTAGAATTGC GCTCTATTTT 1063200 
ATTCACTCTT AATTGTATTT AGGTAAATTA AAATGAAACG TACATTTCAA CCTTCTGTAT 1063260 
TAAAACGTAG TCGTACTCAC GGTTTCCGTG CTCGTATGGC AACTAAAAAT GGCCGTCAAG 1063320 
TTTTAGCGCG TCGCCGTGCT AAAGG7CGTA AAAGTTTATC TGCATAATCA CAATTCACAA 1063380 
TTCTTAGTGG TTAAGCTGAA CTTTTCAAGG GAGTTACGTT TATTAACTCC CATTCAATTC 1063440 
AAAAATGTTT TCGAACAGCC ATTCAGAGCT AGTACTCCCG AAATTACAAT CCTTGCTAGA 1063500 
AAAAATAATC TTGAACATCC GCGTTTAGGT TTGACCGTTG CTAAAAAACA TTTAAAACGC 1063560 
GCCCACGAGC GTAATCGAAT TAAACGCTTA GTACGAGAAA GTTTTCGTTT ATCACAGCAT 1063620 
CGTTTGCCTG CTTATGATTT TGTTTTTGTA GCTAAAAATG GTATTGGAAA ACTCGACAAT 1063680 
AATACATTTG CACAAATACT CGAAAAATTA TGGCAGAGAC ACATTCGCTT GGCACAAAAA 1063740 
TCTTAATTAA GATTATCCGT CTTTATCAAA TAATGATTAG TCCGTTTATT GGGGCTCGTT 1063800 
GTCGGTTTGT GCCTACTTGT TCTTGCTATG GTATTGAAGC ATTAAAAACA CACGGATTAT 1063860 
TAAAAGGTGG TTGGCTTACG CTGAAACGTG TATTAAAATG CCATCCTTTA AACGCAGGTG 1063920 
GATTCGATCC TGTTCCACCA AAAACCAATA ATAATGATGA GAAAAAATAA TGGACTCAAG 1063980 
ACGTAGCCTA TTAGTGCTTG CACTGATTTT TATTTCTTTC CTTGTTTATC AGCAATGGCA 1064040 
GTTGGATAAA AATCCACCTG TGCAAACTGA ACAAACAACT TCAATAACTG CCACTTCTGA 1064100 
CGTTCCGGCA AGTTCCCCTT CTAATTCACA AGCCATAGCT GATTCTCAAA CTCGTGGTCG 1064160 
TATTATTACT CTTGAAAACG ATGTGTTCCG TTTGAAAATT GATACATTGG GTGGCGATGT 1064220 
AATTAGCTCT GAATTATTAA AATATGATGC AGAATTGGAT TCAAAAACAC CGTTTGAATT 1064280 
ATTAAAAGAT ACTAAAGAGC ATATTTATAT TGCGCAAAGT GGTTTAATTG GTAAAAACGG 106434 0 
TATTGATACT CGTTCTGGTC GTGCG CAATA TCAAATTGAA GGCGATAATT TTAAATTAGC 1064400 
AGAGGGTCAA GAATCTCTTT CTGTACCGCT TCTTTTTGAA AAAGATGGCG TAACTTATCA 1064460 
AAAAATCTTT GTGTTAAAAC GTGGTAGCTA TGATTTAGGC GTAGATTACA AGATTGATAA 1064 520 
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CCAAAGTGGT CAAGCCATTG AAGT73AGCC TTATGGTCAA TTGAAGCATT CTATTGTTGA 1064580 
AAGCTCTGGT AATGTTGCAA TGCC7ACTTA TACTGGCGGT GCATATTCTT CTTCAGAAAC 1064640 
TAACTATAAA AAATATAGTT TTAGT3ATAT GCAAGATAAT AATCTTTCTA TTGATACTAA 1064700 
AGCTGGTTGG GTTGCGGTGT TACAACATTA TTTCGTTTCT GCGTGGATCC CAAATCAAGA 1064760 
TGTAAATAAT CAACTTTATA CAATTACAGA TAGTAAAAAT AATGTTGCAT CAATTGGTTA 1064820 
TCGTGGTTCT GTTGTCACTA TTCCT3CTGG TAGCCAAGAG ACGATTACAA GTTCATTGTG 1064880 
GACTGGCCCT AAACTTCAAA ATCAAATGGC AACTGTCGCA AATAATTTAG ATTTAACTGT 1064940 
TGATTATGGT TGGGCTTGGT TTATTGCTAA ACCGTTATTC TGGTTATTAA CCTTTATTCA 1065000 
AGGGATTGTG TCTAACTGGG GTTTAGCGAT TATCTGTGTA ACAATTGTAG TGAAAGCAAT 1065060 
TTTGTATCCT CTTACGAAAG CACAATATAC TTCAATGGCT AAAATGCGTA TTTTGCAACC 1065120 
GAAAATGCAA GAAATGCGTG AACGTTTTGG AGATGATCGC CAACGTATGA GCCAAGAAAT 1065180 
GATGAAGCTT TATAAAGAGG AAAAAGTAAA TCCACTTGGT GGTTGTTTGC CAATTCTTCT 1065240 
TCAAATGCCA ATTTTCATCG CATTATACTG GACGTTCTTA GAAGCCGTTG AATTACGTCA 1065300 
TGCACCATTC TTTGGTTGGA TCCAAGACTT ATCGGCACAA GATCCTTATT ACATTCTCCC 1065360 
TATTTTAATG GGTATCTCAA TGTTCTTGTT GCAAAAAATG TCTCCAACAC CAGTAACTGA 1065420 
CCCAACACAA CAAAAAGTAA TGAATTTTAT GCCATTAGTT TTTATGTTCT TTTTCTTGTG 1065480 
GTTCCCATCA GGCTTGGTAT TATACTGGTT AGTATCTAAC TTGATCACTA TCGCCCAACA 1065540 
GCAATTAATT TATCGTGGAT TAGAGAAAAA AGGGTTGCAT TCTCGTAAGA AATAGTCACG 1065600 
AACAGGCAAA AAGAAAGGCA CGGAATGTGC TTTCTTTATT ATTTGATCTT AATATATTCT 1065660 
GCATTTTGTA GAGATAGAGT TTTTTTAGTA GAAACAGGGA TAAGCCTTAT CCCTCTAAAT 1065720 
TAAAAGTGCG G CTAGATTTT AAAGAGTTTT TTATGAAAGA AACAATCGTT GCTCAAGCTA 1065780 
CTGCACCAGG TCGTGGTGGT ATTGGAATTT TAAGAGTCTC TGGGCCTTTA GCAACAAAAG 1065840 
TTGCTCAAGC TATATTAGGT AAATGCCCGA AGCCAAGAAT GGCAGATTAT CTTCCTTTTA 1065900 
AAGATGCTGA TGGCACTATT TTAGATCAAG GGATTGCGCT TTATTTCAAA TCGCCAAATT 1065960 
CATTTACTGG TGAAGATGTG TTGGAATTGC AAGGTCACGG TGGGCAGGTT GTATTAGATT 1066020 
TATTACTCAA ACGTATTTTA CAAATTGATG GAATCCGTTT GGCGAGACCA GGCGAGTTTT 1066080 
CTGAACAAGC TTTTTTGAAT GATAAATTGG ATCTTGCTCA AGCGGAGGCC ATTGCGGATT 1066140 
TAATTGATGC AACATCAGAA CAAGCGGTAC GCTCAGCATT AAAATCTTTG CAAGGTGAAT 1066200 

-77.636- 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 „_ 

PCT/US96/05320 

TTTCTAAAAA AGTAAATGAA TTAGTTGATT CTGTGATTTA CTTACGTACT TATGTAGAAG 1066260 
CAAGCATTGA CTTTCCTGAT GAAGAAATAG ATTTCTTGGC AGATGGAAAA ATTGAAGCAA 1066320 
ACTTACGTGG TATTATTAAT CAGTT3GAAG ATGTTCGCTC TGAAGCTAAA CAAGGTTCTA 1066380 
TTTTACGTGA GGGAATGAAA GTCGTGATTG CTGGTCGTCC GAATGCGGGT AAATCGAGCT 1066440 
TGCTTAATGC GCTTGCTGGT CGCGAAGCnG CTATCGTCAC GGATATTGCA GGTACAACCC 1066500 
GTGATGTATT GCGTGAGCAT ATTCATATTG ACGGTATGCC ATTGCATATT ATTGATACCG 1066560 
CAGGTCTTCG AGATGCAATC GATGAAGTAG AGCGTATTGG GATTTCTCGT GCTTGGACAG 1066620 
AGATTGAACA AGCCGATCGT ATTATTTTGA TGTTAGATAG TAGCGATCCT GAAAGTGCAG 1066680 
ATTTAAGCAA AGTGCGGTCA GAATTTTTAG CAAAATTACC CTCAACCTTG CCAGTTACTA 1066740 
TTGTTAGAAA CAAAATTGAT TTAAATGGCG AACAAGCAAG TGAAAGCGAA CAGGGCGGTT 1066800 
ATCAAATGAT TAGTCTTTCC GCTCAAACGC ATGATGGTGT ACAACTTTTA CGTGAGCATT 1066860 
TGAAACAAGC AATGGGTTTC CAAACAGGCA TGGAAGGAGG CTTTTTAGCT CGTCGTCGTC 1066920 
ATTTAGATGC GCTGGATAAA GCCGCAGAGC ATTTACAAAT CGGTTTGGTT CAACTTACAG 1066980 
AATTTCACGC AGGAGAACTT TTAGCGGAAG AATTACGCTT AGTTCAAAGC TATTTAAGTG 1067040 
AAATTACGGG TCAATTCACA TCTGATGATT TACTTGGTAA TATTTTTAGT TCTTTCTGCA 1067100 
TTGGAAAATA GGAAGCGTAA AGTGCGGTCA TTTTTTGGCA AAATTTAAAT CAAAAGCGGC 1067160 
AATATTTGGT GGTGTTTTGT TGATAGGAAT TGCTATTAGC TGGCTTTGTG AGGATGGAGT 1067220 
TTTCACTTTT TAAGATGCTA ATTTTTTACG TTTAGATTAT AATCGGGAAA ATTTTATATT 1067280 
TATAACAAGG GTTATAGAAT GTTAATTGAA AAAATGCACA ATTTAACAAA CTCAAAGATT 1067340 
TCTAAATTTA TCTTAGGTTT GATTGCTGTA TCGTTTTTAG TTGGTGGAAT GTCTGGCTAT 1067400 
CTTTTTAGCT CAAATGATAC CTATGCCGGC AAAAGTGAAC GGCGAAGTAA TTTCTCAACA 1067460 
AGATTTTTTA AATCGCTATA ATCAAGAGTT TGAAATACGC GCACAACGTG AGGGAGAGGC 1067520 
GTTTGTGGCT CAGTCTGATT CTCCTGAATT TGTTACCGCA CTTCGTCAAA ACATCGTTAA 1067580 
TCTAATGATT GATCAAGAAT TACTTCGCCA ATATGTTAAA GAATTAAAAT TAGGCGTGAG 1067640 
TGATGAAATG ATTAAACGTG CAATCGTGAC CGATCCTAAT TTTCAAGTAA AGGGTAAATT 1067700 
TGATAATGCT GTTTATCAAC GAATATTACA ACAAAATCAT TTAACTTCAG ATGGTTACGC 1067760 
TTCAATTTTA CGTGCTTCGT TACCTCTTGA ACAAATACAA AATGGCGTTG CTAACAGTGA 1067820 
ATTTATTGTT CCTGCTCAAG TAAAAAATAG CGCAGAAGTT TTCTTTCAAA AGCGTTTAGC 1067880 
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TCGTTTAGCA ACTTTATCTC TTGCAGATGA AATGGCAAAA CAATCAGTCT CTGATGATGA 1067 94 0 
AATCAAAACG TATTATGAAG CTAATCAAAA GTCTTTTGTT CAGCCAGAGC AGGTTAAAGT 1068000 
TCAGTATATT GATCTTTCTG CAGATAACAT CAGTAGAAAT CTTCAAGTTA CAGATGTAGA 1068060 
AATTGCGCAA TATTATCAAG ATAATAAAGC ACAATTTATG ACTCAACATT TAGCTCATAT 106812 0 
TCAATTTGCA AATGAACAAG ATGCGAAAGT GGCTTACGAG GAATTACAGA AAGGGGCAAA 1068180 
TTTCGCTGAT GTCGCTAAAG CGAAATCTTT GGATAAAATT TCTGGTGAGA ATGGCGGGGA 1068240 
TTTAGGCTGG GTAAATGAGA ATGAATTACC AAAAGCCTTT GAAGATGCCG CAGCTGCATT 1068300 
GCAGGTAGGG CAATATAGCC AACCAATCAA TGTGGATGGC AATTACCATA TTGTGTTAGT 1068360 
GCAAGAACGT AAAGCGCAAA GTTTGGAGAA TGTGAAAGCT CAAATTGCAG ATTTAGTTCG 1068420 
TAAATCTTTG ATGGAGAGTC GTTATTTTTC TTTAGAAAAA CAAGCGAGTG ATAAGGCTTT 1068480 
TGAAGACAGC AAGTCTCTTA ATACTGCAGC ACAAGCAGCA GGTGTTAAGG TTCAAGAGAG 1069540 
CGATTATTTT TCTCGTCAAA ATGTGCCAGC TGGATTAAAT TTCCCTAATG TTATTTACAC 1068600 
AATATTTGAA TCAGATACTA CGAATGTTGG TATGAATTCT GAACCAATTA ATGTAGGCGA 1068660 
TTATCACACA ATTATTGTAC GTGTGTTGGA TCGCAAAGCA GAGGGCGTAA AAAGTTTAGA 1068720 
AGAGGCTAAA ATAGATATTG AAACTTTCTT AAAACGTCAG AAAGCTGAGA ATGCGCTTAA 1068780 
TGGAAAAGCA CnACAAGCAG TGAAAAAATT AAGTGAAAAC CCTGAATCAA AAGTAGATGG 1068840 
CATTAATTTC TCAAGTGAGC AGACTTTTAC TTTAAGTGAA AATAAAGATC CTATTTTAAC 1068900 
AAATGGTATA TTTTCAATTG CTAAACCTGA ATCAAGTAAA GCTCTTTATC AAGTGGTGCA 1068960 
TAATTCAAAT GGCGATGTCG TTGTTGTCGC TTTGAATAAG GTTGAACAAG GCAGTTTAAG 1069020 
TGAAAAAGAA TTGTCGCAAT TTGCTATGCA ATTATTGCGT AGTCATCAAT CTGAATTACA 106 90 80 
AGTTCAGTTA ATACAAGGAT TACGTGAGAG AGCGAAAATT GAGGTAAATG ATTCTTTCAT 1069140 
CAATCAAGAT GATGAAGCAC AACAATAGTA GGTTAAATTA TAATTTGAGA TAAATTCTGC 10692 00 
TCAAAAGTGC GGTAAATTTC ACCGCACTTT TTTACTTTTG TGCGAAAGGA AGTTAATGAT 1069260 
GTTCGGGAAA AAAATAATTC ATTCTAAAAC AATATGGTTT TATTTTTTAT TGTTTCTCTT 1069320 
TTCCATATTT ACCAATATGG GATTAGGCAA TGTATTAAGT GAGAATATTC CTGTTTCAGA 106 93 80 
TTACGCAATT TTATTTGTTA TCACGGCGAT TTCTTTTTAT TTTACCCCTT GGCTTGGGCG 1069440 
AATATTAATC ACTGTATTAT TCCTTAGTGC GTTATTTTAT TGCTCTGCTG GTTTTTTCTA 1069500 
TGGTATTCCA TCTTTGGGTA TTATTGCTTC TGTTTATGAA ACGAATATTA ATGAAACCTT 1069560 
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GGAATACTAC ACGACTATTC CTTTTTGGAT ATTTTTATTT CAAGCTAGTT ATTTCATCCT 1069620 
GTTTGTTGCT TTAATGAAAT TAAGTTTTCA TGTTAAACAA CAAGCATTTA AATGGCTAAA 1069680 
TACGGCTGTT ATCAGCCTAT TATTAGTTTT TTCTTACAAT CAATTTTCTG ATTGGAACTA 1069740 
TGGGTATAAA TTCCGTTTTT ATCCC3TTCT TTTTTATTCT GAATTTGATC GAATGAATGA 1069800 
TCTGTATTTA GAACAACGTG ATTTTCTAAA TCAATCCGCT AATGCGCCTT CTCAATGGGA 1069860 
TATTCAATCT TTTATGCCAA AATATAAAAA TTATATTTTG ATTATCGGTG AAAGCATGCG 1069920 
AAAAGATTAT ATGTCGTTAT ATGGTTTTCC ATTGAAAACT ACACCATTTT TAGAGCGTGT 1069980 
GAAAGGCACA GTTTTTGAAA ATTATTATTC TGCGGCACCG AATACGCAAC CATCTTTACA 1070040 
ACTCACCCTA TATCGAGCAG AAAAAGGGGA AACGGTTTAT ACGGATAATA TTATTTCTTT 1070100 
AGCCAAAAAA GCGGGTGTGA AAACCTATTG GATTTCTAAT CAAGGCAAAA TTGGGGAATT 1070160 
TGATACGATA GCATCTCGTA TTGGTCAAAG TGCAGATGAA ACGATTTTTA TGAAGCCGTT 1070220 
AGGTTATAAC TCTAAAAAAG TTTATGACGA TGAAATGTTG CCTGTATTAG ATAAAGCCTT 1070280 
AAAAGAAAAT ATTAGCAATT CAAAATTAAT TGTGATTCAT TTAATAGGCT CACATCCTGC 1070340 
TTTTTGTGAG CGTCTTCCAT ACGAGGTTAA AAATTATTTT ATTAATCAAT CGATGTCTTG 1070400 
TTATTTAGAA TCGATTAAAT ATACGGATCA GTTTTTAGAA AAATTAAATT CACAATTGGT 1070460 
GGCACAAAAT GAACCCTATT CGGTGATTTA CTTTTCTGAT CATGGGCTTG CTCATTATGA 1070520 
GGATTCTAAC GGCCTATCAT TGCATCCAAA TAATCTTTAT AAACAAGATT ATGAAATTCC 1070580 
TTTCATAATG TTTTCGAGTG ATAGTCAAAA GGTAGAAAAA ATAAAAACGC CACAATCGGC 1070640 
ATTTAATTTT GTTTATGGTT TTGCTGATTG GATGGGAATT AAGGAAAAAC ATTTACAAGG 1070700 
CGTGGATTTC TTCCATCCTG AAAAACAGGA AATTAAGGTA TTTGATTGGA ATAACGTTGT 1070760 
AAATGTTAAA GAGTTGGCTG ATGATCCAGC AAAATTACCA GAAACCGTTC AGTAAATGAG 1070820 
ATCGTGCTTT ATCATTTATC GGCTTGTGCT AGAATGAGCG GAATTTTTTT AAAAGGGAAA 1070880 
TAGTATGTCC AAAAAATCAG GGCTTTCGTT TTTATGGTTA AGTGCGGTCG CTTTTGTGAT 1070940 
TGATTTGCTC ACTAAATACA TTGTGGTACA AAAATTTGA7 TTGTAtGaAA GTGTTAATGT 1071000 
GCTGCCTGTT TTCAATCTTA CCTATGTTCG CAATTATGGT GCGG CATTTA GTTTCTTAGC 1071060 
GGATCATAGT GGCTGGCAAC AATATTTCTT TATTTTGTTG GCATTGGCTA TTTCAGGCAT 1071120 
GTTGGTTTAT TTTTTAGCAA AAAATAATGC CGAACAAAAA ATCCAAAATT CTGCTTATGC 1071180 
ACTGATTATT GGTGGTGCAT TAGCGAATAT GGTGGATCGT GCTTATAACG GTTTTGTCGT 1071240 
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GGATTTCTTT GATTTCTACT GGGATATTTA CCATTATCCA GTGTTTAATA TCGCCGATAT 1071300 
CGCCATTTGT ATTGGTGCAG GGTTATTAGT ATTAGATGCG TTTAAGAGCG AAAAGAAAAA 1071360 
AGTACAAGAT AAACAAGTAG AAAAGTGCGG TCAGAAATGA AGATAATTTT AGCCAATCCA 1071420 
CGAGGATTTT GTGCCGGTGT AGATCGTGCC ATTAGTATTG TTGAATTAGC CTTAGAAATT 1071480 
CACGGTGCGC CTATTTATGT TCGTCACGAA GTGGTACATA ACCGATTTGT TGTGAACGGA 1071540 
TTGCGTGAGC GTGGTGCGAT CTTTGTGGAA GAATTAAGCG AGGTGCCTGA TGGTGCGATC 1071600 
GTGATTTTTT CTGCACACGG TGTGTCTCAA GCGGTTCGGC AAGAAGCAAA AGATCGTAAT 1071660 
CTCAAAGTAT TTGATGCAAC CTGTCCTTTG GTGACTAAAG TGCATATGCA GGTTGCGCGC 1071720 
GCAAGTCGAA AGGGTACAAA AGCGATTTTG ATTGGGCATA AAGGGCATCC TGAAGTTGAA 1071780 
GGCACAATGG GGCAGTATAG CAATGAAGAT GGCGGTATTT TCCTAATTGA AAAAGTAGAA 1071840 
GATATTGCGC GTTTGCCAAT GCAAGAAAAT GATAATTTAA CCTTTATGAC GCAAACGACG 1071900 
TTGTCGCTAG ATGATACGGC TGAAACTATT GCTGCATTAA AGGAAAAATA TCCCGCTATT 1071960 
CAAGGACCAC ATAAAAACGA TATTTGTTAT GCGACAACCA ATCGTCAAGA AGCGGTGCGT 1072020 
GAATTAGCAA AATTATCAGA TTTAGTGTTG GTTGTAGGTT CTAAAAATTC ATCCAATTCA 1072080 
AATCGTTTAG CTGAATTGGC TTCTCGAATG GGGGTTAAAT CACAGCTTCT TGATGAACCT 1072140 
GCCGATATTC AAGCTGATTG GTTTAATGAT GTAAAAACCA TTGGGATTAC AGCTGGTGCT 1072200 
TCTGCGCCAG AGGAATTAGG TCAATCGATT ATTTCTCGTT TAAAAAGGTT TGGTGCGAAT 1072260 
TCCATAGAAG AACTGCAAGG TTTAGAAGGA AATATGTTCT TTGAGGTGCC AAAAGAGCTG 1072320 
AGAATAAAAG AAGTTAATTA ATACTAAGGG CTTGTCGTAA ATGATAAGCC CTTTGTTTTT 1072380 
TCATTCAAAT TAAGAATTTT TGCGATCGAG ATCGCAAAAG TGCGGTCAGT TTCTTGAGGG 1072440 
TTTTTGCAAG GCAGGAAAAA ATAGGTGTGT TGATTGCTGA TCAACGATTC ATATTATAAG 1072500 
GAAACCTCTn TGAAATTAAT GAAAACATTA TTCACTTCGG TTGTATTGTG TGGTGCGCTG 1072560 
GTTGTTTCTT CGTCTTTTGC TGAGGAAAAA GCGACAGAnC AAACCGCTCA ATCTGTTGTG 1072620 
ACAACTCAAG CTGAAGCTCA AGTAGCACCA GCCGTAGTGA GCGATAAATT GAATATCAAC 1072680 
ACAGCAACTG CCAGTGAAAT TCAAAAATCC TTAACTGGCA TTGGTGCGAA AAAAGCGGAA 1072740 
GCTATTGTGC AATATCGTGA AAAACACGGT AATTTTnCTA ATGCAGAACA GCTTTTAGAA 1072800 
GTACAAGGAA TTGGCAAAGC AACACTAGAG AAAAATCGTG ATCGTATAAT CTTTTAATTT 1072860 
TTTAACCTCC AATGAATGCC CTGTTTCACA GGGCCTTTTT TATTTTATAC TAAAAATAAT 1072920 
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TCAACATTCA TTTCAGCGAT TCTAGCTTGA GCATTTTCGG GTAATCCTTT ATCACAGATA 1072980 
ATCGTATCTA GTGAACTAAG TGGATATAGT AGAAATGTTG CTACTTTGCC ATATTTGGAT 1073040 
GAATCAGTAA CAAGGATATT TTTTGACTAA ATTGGATAAT AGCTTTTnGT TGACAGGAAT 1073100 
TTTTTGCTCA TCAGGCGTGG TTAGCCCTTT TAAATTCCAA GATGAAGTCG AGATGAACGC 1073160 
AATGTCAACT GAAATTTGAT GTAGAAATTG GGCAGCAAAT TCTCCCACAG AGGAACGATT 10 73220 
TGATTTATTA ATGAGCCCAC CAGTATGCAT AATATTACAT TGGCTATTGA CCATTAAATA 1073280 
ATGGGCAATA ACAAAATCAT TAGTAATTAC AAGTAGATCG TTTCGATTAG CGATTTGTTT 1073 340 
TGCGATTTCA AGTGTTGTCG TGCCAGCATC TAGATATATA GTGGAATGTT CTTGTATTAA 10734 00 
CTCAACTGCT TTTTTACTAA TAGCCGTCTT TTCAGTCGTT GCTAGTAATG ATTTATCGTC 1073460 
ATGTGTTGGT TCACTGGATA AACGTTCAAG TAATTGAACC CCCCCCGAAA CAGAGATGAC 1073 52 0 
TTTTCCATCC TCTTCGAGCT TTTGTATATC ACGACGTACG GTCATATGCG ATACGCCTAA 10 73 580 
GATATTGACT AAGTTATTTA TACTAATAAC GCTTTGTTTA CTAATTAAGT TTAATAATGT 1073640 
CTTTTGCCGT TCAGCAGGAA TCATCTTTTT CTGCATACCT GATTTCAAAT CAGATTATGA 1073700 
GCTCATAACG TTTTATCACT AAAATTAACA AAAAATAACA TTTTTTATCA TTCTGTGATC 1073760 
TAGATCT CAG ATTTAATTTA TTGTATCGGC TAATATACAG ATAAATTTAG TTAAGATCTA 1073820 
TTAGGAGATT AAAAATGGAA AATCAAAATT ATTCAGTCGC AGTAATTGGT CTTGGTTCTA 1073880 
TGGGTATGGG CGCAGCGGTA TCTTGCATTA ATGCAGGATT AACGACCTAT GGTATTGATT 1073940 
TAAACCCAGT TGCACTTGAA AAACTAAAAG CGGCAGGTGC AAAAGCTGTA GCGGCAAATG 1074000 
GCTATGACTT CGCTCACGAA CTTGATGCTG TAGTGATTTT AGTGGTTAAT GCAGCCCAAG 1074060 
CTAACGCAGT ATTATTTGGC GAAAATGGTA TTGCTAAAAA ATT AAAAG C A GGTACAGCGG 1074120 
TGATGGTTTC TTCTACCATG GCGGCTCAAG ATGCTCAAAT AATTTCACAA AAATTAACAG 1074180 
AATTAGGTTT GATTATGTTA GATGCACCTG TTTCTGGTGG TGCAGCTAAA GCATTAAAAG 1074240 
GTGAAATGAC TGTTATGGCA TCGGGTTCAA AACAAGCATT TGAGTTGTTA CAACCTGTTT 10 74300 
TAGATGCCAC TGCGGCAAAA GTTTATAACA TTGGTGAAGA AA77GGTTTA GGTGCAACGG 1074 360 
TGAAAATCGT CCATCAATTA TTAGCTGGCG TACATATTGC AGCAGGTGCG GAAGCTATGG 1074420 
CTCTTGCCTC AAAAGCAGGT ATTCCACTTG ATGTTATGTA TGATGTTGTG ACCAATGCAG 10 744'80 
CTGGTAACTC TTGGATGTTT GAAAACCGGA TGAAACACGT AGTAGAAGGT GACTATACGC 1074540 
CGCTTTCTAT GGTTGATATT TTTGTGAAAG ATTTAGGCTT AGTTAATGAC ACTGCAAAAT 1074600 
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CACTTCATTT CCCACTTCAT TTGGCAAGCA CAGCCTATTC TATGTTCACT GAGGCAAGCA 107466 0 
ATGCGGGTTA TGGTAAAGAA GATGATAGTG CAGTGATTAA AATTTTTAGT GGCGTTAGCT 1074720 
TACCGAAAAA AGGAGCGTAG CGATGTTAGG TGTTATTGCA GATGATTTTA CAGGCGCAAG 107478 0 
CGATATCGCC AGTTTTTTGG TTGAAAATGG CTTAAGTACG GTGCAAATGA ACGGTGTTCC 107484 0 
AACACAATCG TTAAACAGCA AAGTAGATGC CATTGTGATC AGTCTAAAAT CACGTTCCAA 1074900 
CCCTGTGAAT GAAGCTATTG AACAGTCATT GAGGGCTTAT CAATGGTTAA AGGAAAATGG 1074960 
TTGTACGCAA TTTTATTTTA AATATTGTTC CACCTTTGAC AGCACAGCGA AAGGCAATAT 1075020 
CGGTCCTGTC ACGGATGCTT TACTAGATGA ATTAAATGAA GATTTCACCG TTATTACACC 1075080 
AGCCTTACCT GTAAATGGTC GCACTATTTT TAACGGCTAT TTATTCGTAG GTGATGTATT 107514 0 
GTTGAGTGAA TCAGGCATGA AAAACCACCC GATTACACCA ATGGTGGACG CAAATTTAAT 1075200 
GCGTTTAATG GATGCACAAG CCAAAGGTAA AACAGGTTTG GTGGCGTATG CTGATGTGAT 1075260 
TAAAGGGGCT TCGCGTGTGC AAGAGTGCTT TGCGGAATTA AAAGCACAAG GCTACCGTTA 1075320 
TGCGGTTGTT GATGCCGTGG ATAATTCGCA GTTGGAAGTA CTTGCTGAAG CAGTGGCGGA 1075380 
TTTCAAATTG GTGACAGGCG GTTCAGGCTT AGGAGCTTAT ATGGCTGCAC GTTTAAGTGG 1075440 
TGGTAAAAAA GGCACCAATG CCTTTACGCC AACTAAAGGT AAAACCGTGG TGCTTTCAGG 1075500 
GTCTTGCTCA GTAATGACCA ATAAACAAGT GGAAAAATAT CGTGAAAAAG CACCGCACTT 1075560 
TCAACTTGAT GTTGAGCAAG C CATC CAT AA TGAAAATTAT ATAGAACAAC TTTATCAGTG 1075620 
GGTAATAGCA AATCTCGATA GCGAATTTGC CCCTATGGTC TATGCAACAG TGCCACCAGA 1075680 
TGCATTAAAA GCTATTCAAC ATCAATTTGG GGTGGATCAA GCAAGCCATG CCATTGAAAA 1075740 
CACGTTTGCT AAATTAGCCG CGAAGTTAAA ACAATATGGC GTAACAAACT TTATTACTGC 1075800 
TGGTGGTGAA ACCTCAAGTA TTGTGGTGCA AGAACTTGGT TTTACTGGGT TCCATATTGG 1075860 
TAAACAAATT GCCCCAGGTG TGCCTTGGTT AAAAGCGGTA GAAGAAGATA TTTTCCTTGC 107SP20 
GCTTAAATCA GGCAATTTCG GCAAAGAAGA CTTTTTTGAA TATG CACAAG GAATGTTCCT 1075980 
ATGACGGATT TAGCACAAAA AGAATTAATG GTGCAGCTCG GACGTTCTTT TTATGAGCGA 107604 0 
GGTTACACCG TGGGCGGTGC AGGTAATTTA TCAGTTCGCT TAGATGACAA TCGTGTGTTA 1076100 
GTGACCCCTA CAGGTTCTTC ACTCGGTCGG TTAAGTGTAG AACGTTTATC TGTATTGGAT 107616 0 
ATGGAAGGTA ATCTTTTAGG GGGCGATAAA CCATCGAAAG AAGCAGTATT TCATTTGGCT 10 76220 
ATGTACAAGA AAAATCCTGA GTGCAAAGCC ATTGTGCATT TACATAGTAC CTATTTGACC 1076280 

-77.642- 



SUBSTITUTE SHEET(RULE 26) 



WO 96/33276 



PCT/US96/05320 



GCACTTTCTT GCTTAGATAA TTTGGATCCT AATAATGCTA TAGAGCCATT TACACCGTAT 1076340 
TACGTAATGC GCGTGGGAAA AATGCAAGTT ATTCCCTACT ATAGACCGGG TTCACCAAAG 1076400 
ATTGCAGAAG AATTAAGTAA CAGAGCTTTA ACAGGCAAAG CCTTCTTACT CGCTAATCAT 1076460 
GGTGTTGTTG TCACTGGCTC AGACTTGCTT GATGCGGCAG ATAATACAGA AGAGTTAGAA 1076520 
GAAACCGCAA AATTATTCTT CACTTTGCAA GGACAAAAAA TCCGCTATCT CACTGATACC 1076580 
GAAGTGAAAG ATTTAGAAAA TAGAGGAAAA TAATTATGCC TAAATTTGCA GCAAACTTAA 1076640 
CAATGATGTT TAACGAAGTG CCATTTTTAG ATCGCTTTGA AGCGGCGGCT . AAAGCAGGCT 1076700 
TTAAATATGT CGAATTCTTA TGGCCTTATG ATTACCCTGC ACAAGAACTC AAAGCAATTT 1076760 
TAGATAAGCA TGGCCTAAAA GTTGTGTTAT TTAATACCCC AGCTGGTGAT GTAAACAAAG 1076820 
GTGAATGGGG GGGGTCGGCA ATCCCTGGCC GAGAAGCTGA TAGCCATAGA GATATTGATT 1076880 
TGGCTCTTGA ATATGCACTT GCATTAGGTT GTCCAAATGT ACATATCATG TCAGCAGTTG 1076940 
TGCCAGAAGG TGCAAGCCGT GAAGAATATA AACAAACCTT TATCAAAAAC GTACGCTATG .1077000 
CATCTGATAA ATATAAACCA TATGGAATCA AAATTCAGCT TGAAGCTTTA AGCCCTGAAG 1077060 
TGAAACCTAA TTATTTACTC AAAAGCCAAT TTGATACGCT TGAAGTGGTG GAATTGGTTG 1077120 
ATCGTGATAA TGTATTTGTT CAACTCGACT ATTTTCATGC ACAAAATGTA GATGGCAATC 1077180 
TTGCACGTTT AACCGATAAA TTAAATGGCA AATTTGCTCA CGTTCAAATT GCTTCTGTAC 1077240 
CAGACCGTCA TGAACCCGAC GAAGGTGAAA TTAACTACCA ATATATCTtC GATAAACTAG 1077300 
ATGAAATCGG TTATACAGGC TATGTTGGCT GTGAATACAA ACCACGTGGC GAAACCGTAA 1077360 
CGGGATTGGA TTGGTTTCAG AAGTATAAAT AAATATtCTT AAATTTAACT GCGGTTTTAA 1077420 
AAACACATAT TATCTAAGGn GGATAAAATG AAAGTTGTAA TTACTGGTGG ACAAGGGTTC 1077480 
TTAGGACAAC GTTTAGCCAA AACGCTATTA GCCCAGAATA ATGTTCATAT TGATGATTTA 107754 0 
ATTTTAATTG ATGTTGTTAA GCCTATTGCG CCAAATAATG ATCCTCGTGT TCGATGTTAT 1077600 
GAAATGAATT TACGTTATCC AACAGGATTA GATGAATTAA TTACTGAAGA AACGGATGCT 1077660 
ATTTTtCATT TAGCAGCTAT CGTAAGTAGT CATGCGGAAC AAGATCCTGA TTTAGGTTAT 1077720 
GAAACTAATT TCTTAGCAAC ACGAAATATC CTTGAAATTT GTC3CAAAAA TAATCCTAAA 1077780 
GTTCGGTTTA TTTTCTCTAG TTCTTTAGCC ATATTTGGTG GAGAACTACC TGAAACTATT 1077840 
TTAGACAGTA CAGCATTCAC ACCGCAATCT ACCTATGGTA CACAAAAAGC AATGTGTGAA 1077900 
TTGCTGATTA ATG ATT ACT C ACGAAAAGGC TTTGTAGATG GTA7TGTTGT TCGTTTACCA 1077960 
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ACCATTTGTA TTCGACCAGG CAAACCAAAC AAAGCTGCAT CCTCATTTGT TAGCAGTATT 1078 02 0 
ATGCGTGAAC CTCTACATGG GGAGGATGCC GTGTGTCCTG TATCGGAAGA ATTACGTTTA 1078080 
TGGTTATCTA GCCCAAATAC AGTAGTTGCA AACTTTATTC ATGCTTTACA ACTTCCATCA 1078140 
CTTCCATTGC GTAGTTGGCA TACTATTAAT CTTCCAGGGT TTAGTGTTAC CGTAAAACAA 1078200 
ATGTTATCTG ATCTCACTCA AGTAAAAGGT GAAGCAATTT TAGAACATAT TAAATTTGAG 107826 0 
TTCGATGAAA GCATTAACAA TATCGTTGCT AGTTGGCCTT CAAGAATTGA TAACACCCAG 1078320 
GCATTAGCTC TTGGTTTCAA AGTGGATAGC AATTTCCAAA ATGTTATCCA ACAGTTTATT 107838 0 
GAATATGATA TGTAGGAGGC ACTATGTTTG GCTTACCGAT TCCAATTATT GGATTATTAA 107844 0 
TCGCTGTATT TGTTCTCGTT TTTCTCGTAT TAAGAACGCG AGTTCATGCT TTCATCGCAA 107850 0 
TGCTAATTGC AGCTTCAATT GCAGGTTTAG TAGGTGGTAT GTCAGCTGAT GAAACCTTAA 1078560 
ATTCCATCAC AAAAGGATTT GGTGGCACAC TAGGTAGTAT TGGGATTGTt ATCGGACTTG 1078620 
GTGTAATGAT GGGTAGCGTC TTAGAAGTTT CTGGTGCGGC AGAAAAAATG GCATATAGTT 107868 0 
TTATCAAAAT GCTAGGTCAG AAAAAAGAAG AATGGGCATT AGCTATTACA GGTTACGTAG 1078740 
TGAGTATTCC AATTTTCGTA GATTCTGCAT TTGTTATCCT TTATCCAGTA GCAAAAGCTC 107B80O 
TCGCAAAAAA TGGTAAACGC TCATTATTAA CTCTAGGCGT TGCTTTGGCT GGTGGCTTGG 1078860 
CTGTGACACA CCACACCGTT CCACCAACAC CAGGTCCATT GGGAGTAGCT GGGTTATTTG 1078920 
GTGTAGATAT TGGTGCAATG TTACTCACTG GAATGTGTAT GGCTTTCTTG CCTGTTGTAG 1078980 
GAATAGTTCT GTATGCTAAA TGGTTAGATA AAAAATACCC TAACTTTAAT CAAGAAGTGT 1079040 
TCACGGAAGA AGAATTAAAA CAAAAATATG ATAGTTATAT TGAAAGTCGT GAGAAAAAAG 107910 0 
AACTTCCTAG TTTAGGGCTT TCTTTACTAC CAATTGTATT ACCGATAGTA TTAATCTTTA 1079160 
TTAAAG CAGT TGTACATTTA TTCGTTAAAG ATGTACCTGA AGCATTGACA AGTATACCTT 1079220 
ATCAAATCGT TTCATTCCTT GGTCACCCTG TTATTGTTTT AGCATTAAGC GTATTAATTT 10792 8 0 
CTGTTTACAC ATTATTACCA AAAGCCGATA AAAATACGAC TGCACTTCAT CTTGAAGAAG 107934 0 
GTGTTAAAAC AGCTGGTATT ATCTTATTAG TAACAGGTGC GGGTGGTGCA TTAGGTGCGG 10794OO 
TATTACGCGA TAGTGGTGCT GGAAAACAAT TAGCAGAACA GATCGCAAAC TTACCTATTT 1079460 
CACCAATTTT AATTCCATTT ATCGTATCGA CCTTAGTGCG TTTTATTCAA GGTTCAGGTA 1079520 
CGGTTGCAAT GATTACAGCT GCTTCAATTT CATCCCCAAT CC7TGCACAA ATACCTGGTG 107958 0 

tcaatatgct attagccgct caagctgcta ccatgggatc gcttttcttt ggctatttca 1079640 
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ATGATAGTTT ATTCTGGGTG GTTAACCGTA TGATGGGAAT TAATGATGTG AAAAAACAAA 1079700 
TGGTCGTTTG GTCTGTACCA ACCACGATTG CTTGGGGGAT TGGTGGTATT TCAGTAATTC 1079760 
TGGCTAACTT GATTTTTGGC AACGATGGCT CTGTATTTGA TCTGCTTTTC CCTGTTGTCG 107982 0 
TGTTAGCCAG CATTTTATTC TATATCAAAC TTCAGAATAA AAATCTTTAA TTACGGTTAA 1079880 
AATTTAATAG TGATACGTTG TACAGATATA AATGAGATAA CACCATTTAG CAGTTTTATC 1079940 
TCTAAAATAC CAAATCATTG CGGTACACAT ATGGATGCGT CACGCCACTT TGTAAAAGAT 1080000 
GGTTTAAGTA TCAATGAACT GCCAATTGGG TATTTTTGCC ATAAGGATGT TGTATTACTT 1080060 
GAAGTTCCAA AAGGAGAAGC GGAAGGGATT ACGAAAGAAG ATTTAGAGCC TTATGCGGCT 1080120 
ATTTTAGCGC AAGTATCGTT TGCTTTCTTG TGCACAGGGT TTGAGAAATA CAGAACTGAG 1080180 
AATCCGTTAA TTTATCAAAA TGAAGGACCA TATATTGCGA CTAGTGCGGG AAAATATTTA 1080240 
TCCGATAACT ATCCTAATTT AAAAGGAGTA GGTATTTGGT TTCCTTGCAC TTGGTTCGCC 1080300 
GTCTTCTCGT GTACCTGATA CAGAAAATCC GAAAAATTGC CACCAAGCGA TCTTAGGTTA 1080360 
TCAATGCACC ATTACGCATT GTCGGGCTAG ATTCAAGCCA ACTTGTATTG CTGAAATTGA 1080420 
ATAAATGATG GAGTGCTAGG GTTATCTCTA GCACTCTTTT TATATCTAGA TAGGAGTGAA 1080480 
GATTATGTAA AATATCAACC TTTATCTTGG TGAACTTGTG GGAACAGCAT TTTTTATGGT 1080540 
GTTAGGACTT GGCGTTTGTG CCAATATTTC CTTAAAAAAA TCAGGAATGT ATGGGAACGG 1080600 
TGGTTTACTT ACCGCTTGTG GTTTGGATTA TCAATGGTGT CCATTGCTGT TATTTTTGGA 1080660 
CCACTCACCG GCGCTCATGT AAATCCTGCT GTTACTATCG ATTTTTGGGA GGTAGGTAAA 1080720 
TTTCCAACAG AACTTGTGTT AGTCTATATT ATTGCTCAAT GTATCGGTGC GTTTATTGTT 10837 80 
GCTCTGATTG TATGGCTATT ATTTAAAGAT CATTTAGATG AAGAAGACAA TCAAAATTGT 1080840 
CAATTAGGTT CTTT TGCCAC TATTGCAACA AACTCTAATA ACTTACG CAA TTTACTTTCT 10 80900 
GAAATTGTCA CCACATTTTC ATTGTTATTT ATTTTATTCA CACTAAATCA TCAACAACCT 1080960 
ACTAATGGTG TTGCAATGTT CTTTGTTTTT ACGGGAGTAG CTGGTGGTGT TATGTCCTTT 1081020 
GGTGGATTAA CGAGTTATGC AATCAACCCA GCACGTGATT TTATGCTGCG TCTTATTCAC 1081080 
GCTATCATGC CAATTAAAAA TAAAGGTACT TCCAATTTCG ATTACGCTTG GGTTCCTGTC 1081140 
TTGAGGCCTG TAATTGGTGC AATATTAGCT GCTTGGTTAT ACAAAGCATT GTTTTAGTTT 1081200 
TAATGTGGGG GAAGATAAGG ATGTAGTTAA ATGTGTTATA GTTTTGGGGC TGACGTAGAT 1081260 
TAGCCCTAAA TACCACTCCA TTTTCGCAAT GTTTTAAGCT GTTCTTTTGG CACTCCAAAG 10B1320 
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TTAAACCGAA ATTCACATTC CTTCAAGAAT AAAGGAAAGT TTTTtCGGTC GATTCCATTA 1081380 
TATTTtCGGA GGATTCTCTT CGCCTGACTC CAGAAATTTT CTATTCCATT TATGTGGTTT 1081440 
TGTTTCACCG CAAATAGTTC GGAATGATTG ATTCGTTCGT GGTGAAATTT GCTCGCATCA 1081500 
AGGGCATCAT AGCTTCGATA AGTATCGGTA TAAACCCAGC TGTCAGGCTT GATTTTTCTC 1081560 
ACAATAACAG GCATTAATGT CTCTGTTTTG TATTTTCTAC CACTACTGTA AATATTTTTC 1081620 
CTTGTCGCTT TAACAAACCG AATACAGCAA CTTTTCCTGC TGCACCTCGA CCTCGTTTTC 1081680 
CTTTATGATG ACCGCCAAAA TAGCTTTCAT TAAGCTCAAT TTGATCATCA ACAACCTCAT 1081740 
CGGCTTCAAG GGCTAAATGA TAGCTAATGA CTTCACGAAT TTTTCTATAA AAAAATCGCT 1081800 
GAATTGGCTT AGATATCGAG TAAATCAGCC GCTGCTCGGG CTGTAACTTC TAATACAAAA 1081860 
AATTCAAGTA GCTTATTTTG TATAGATTTC TTTAATTTAC AATGAGTTAT CTTCATTTTT 1081920 
ATAGACTAGT GCACTTGCTA ATCTACGTCA GCCCCTTTAT TTTTTCAGAA AATGTAGAAA 10 8 1980 
GTTTATTTCT TTTTAAAAAG CCGTTGGCAA TCTTAGTAAA TTTTAATACA CTAGAAAGCC 1082040 
TAGTCGGGGT GCAATACGCT GAGATCATAC CCGTGAACCT GAAACAGTTA ATACTGACGT 1082100 
AGGAAACTAG GAATATAACC TTATCTCCTT TTCGTCATTA TTGCTGCCTT TTAATCATAA 1082160 
ATAAGGATGT AATAATGAAA CTTCTTAAAT TAACCTTAAT TTCTACCGCA CTTTTTTCCA 1082220 
CCGCAGCATT AGCTCAAGCA CAGCAAAGTG TAAACGTATA TAGCTACGAC TCTTTCACTT 1082280 
CTGAATGGGG GGCTGGGCCA AAAGTAAAAC AAGATTTTGA AAAAGCCCAT CCACAATGTG 1082340 
CGATTAATTT TACGCCTTTT GAAAGCGTTG GTGTGTTGCT CAACCGTGTT CGTTTGGAAG 10824 00 
GAAAGAAAAC AAAAGCGGAT ATTGTGCTAG GTTTAGATAA CT 7TTTTTT G GAACAAGCTG 1082460 
AAAAAACAGG TATTTTTGCG CCAAATAACG TGGATTTAAC TCAGCTGGAT TTACCAACAA 1082520 
AATGGGCGAA TAAAACCTTC TTACCTTTTG ATTTCGGTAA TTATGCTTTT GTGTACGATA 1082580 
AAACTAAATT ACAAAACCCG CCGAAAAGTT TGAAAGAATT AGTTGAACGT CAAGATCTTA 108264 0 
GTGTGATTTA TCAAGATCCT CGCACCAGCA GTGTGGGTCG TGC-TTTATTG GTTTGGATGA 1082700 
ATGCTGTTTA CCCTGCTGAT AAAATTCAAT CCGCTTGGAA AGAGTTAGAT AAGCATACAG 1082760 
TGACAGTGGG TAAAGGCTGG TCAGATACTT ACGGTGCATT TTTGAAAGGC GAAGCGGATT 1082820 
TAGTATTAAG TTACAGCACA TCGCCACTTT ATCATCAACT TTTTGAGaAA AAAGATAATT 1082880 
ATGCGGCGAC AGATTTTGCG GAAGGTCATA TTACTCAAG7 AGAATTAGCG GCGCGAGTTG 1082940 
CAAACCATCC AAATCAATGT GCGGATGATT TTATGGCATT TTTAATTTCG CCTACAGCAC 1083 000 
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AAAAACATAT TGTGACCGCG AACA7TATGT TGCCAGTTAT TCAAGGCGAA ATTGAACCGC 1083 06 0 
ACTTTGATGC ACTTAAAGTT CAACAAAAAA CTCAAACGTC AATTAATCCA ATGGTGAATA 1083120 
CTGAGCAGTT AAAAAATTGG ATCAGCACTT GGCAAACTAC ATTAACAAAA TAATTTGATG 108318 0 
TTTTCGTTAT TTCATCATCC ACAACTTCGC CCTCGTCATT ATGCGGGCGG GGTTGTTGTT 1083240 
ATTAGTTTCA TTATTCTTTT TTATGGTGGT GCCTTAAGTT CGATCTTTGC ATTGGGCGGT 1083300 
GAATTGCAAT GGCGAGCTTG GTTTACTGAT GATTATCTAC AG CATTTGAT TCTTTTCAGT 1083360 
TTTGGGCAAG CCTTACTGTC TACCC-TTTTA TCTATTTtCT TTGGTTTACT TCTCGCTAGG 1083420 
GCATTATTTT ATAAGCCATT TTTGGGAAAA AAGTGGTTGT TAAAATTAAT GTCGCTAACT 10834 8 0 
TTTGTCTTAC CTGCTTTAGT GGTAATTTTT GGTTTGATCG GCATTTATGG TTCAAGTGGT 1083540 
TGGTTAGCTT GGCTTGCTAA CCTTTTTGGA ATGTCGTGGC AGGGACATAT TTACGGACTT 1083600 
TCGGGAATTT TAATTGCCCA CCTTTTTTTC AATATTCCAC TGGCAGCACA GCTTTTCTTA 1083660 
CAAAGTTTGC AAAGTATCCC TTATCAGCAA CGTCAGCTTG CAGCCCAGCT TAATTTGCAA 1083720 
GGTTGGCAAT TTGTTAAATT GGTGGAGTGG CCGGTTTTTC GTCAGCAATG TTTGCCTACA 1083780 
TTCAGCTTAA TTTTTATGCT GTGCTTTACC AGTTTTACTG TTGTTCTTAC ATTAGGTGGT 1083 840 
GGGCCTCAAT ATACAACATT AGAAACAGCA ATCTACCAAG CGATTTTATT TGAATTTGAT 1083900 
CTGCCGAAAG CGGCACTTTT TGCTATGTTG CAATTTGTAT TTTGCTTGAT TTTATTTAGT 1083960 
TTGACATCGC GT TT TTCGCT TTCTAATCAA AATGGCTTGA GCAATAGTAA TATTTGGTTT 1084020 
GAGAAACCTA AAAGTGCGGT CAAAATTTTC CATATTTTGG TTTTACTTGT TTTTGTCTTT 1084080 
TTCCTTTTTT CGCCAGTATT GAATATTCTT ATTAGCGCAT TGAGTTCATC AAATTTACTC 108414 0 
ACAGTTTGGC ATAATTCCCA GCTCTGGCGT GCCTTAGGCT ATTCACTTTC TATCGCGCCC 1084200 
TTGTCCGCAT TACTTGCATT AACGATGGCA ATTGCCTTAT TGCTTTTATC ACGCCGTTTA 1084260 
GAATGGTTGC ATTATCAAAA AATCTCACAA TTTATTATTA ATGCTGGAAT GGTAATTTTA 108432 0 
GCCATCCCGA TTTTAGTGCT TGCGATGGGG TTGTTTTTAT TATTACAAGA TCGTGATTTT 1084380 
TCCAATATTG ATTTGTTTAT CATCGTTGTA TTTTGTAATG CCTTAAGTGC AATGCCTTTT 1084440 
GTTTTACGTA TTTTAAGCGC ACCTTTTCAT AACAATATGC GTTATTACGA AAATTTGTGT 1084500 
AATAGTCTGG GAATTGTGGG TTGGCAACGT TTTTATCTGA TTGAATGGAA AACTTTGCGC 1084560 
GCACCGCTGC GTTATGCTTT TGCTTTAGGT TTAGCGTTAT CTCTCGGCGA TTTTACGGCG 1084620 
ATTGCGTTAT TTGGCAATCA AGAGTTTACT TCTCTACCGC ATTTGTTATA TCAGCAGCTA 1084680 
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GGGAATTATC, GTAATCAAGA TGCAGCTGTA ACCGCAGGGA TTTTATTATT GCTTTGTGGC 1084740 
ATATTGTTTG CCTTTATTCA CACATATAGG GATGCCGATG ATTTATCTAA ATAATGTGAT 1084800 
TTTGAATGAT AAAACCTTAC CGATGTGCTT TAATTTGAGC GTAAATGCTG GAGAACGTGT 1084860 
TGCAATTATT GGCGAGAGTG GCG CGGGG AA AAGTACTTTA TTGAATTTAA TTGCTGGGTT 1084920 
TGAATTTCCT GCTCAAGGAG AAATTTGGTT AAACGATAAA AATCATACGC GTAGTGCGCC 1084980 
TTACGAGCGT CCTGTTTCTA TGCTATTTCA AGAAAATAAC CTATTTCCCC ATTTGACTGT 1085040 
ACAACAAAAT CTTGCCTTAG GAATAAAACC CTCTTTAAAA TTAACCGCAC TTGAGCAGGA 1085100 
AAAAATTGAA CAGGTCGCTT GCTCCGTAGG ATTAGGCGAT TATTTAGAGC GTTTACCGAA 1085160 
TTCTCTTTCG GGGGGG CAAA AACAACGAGT GGCATTGGCG CGTTGTTTGT TGCGAGATAA 1085220 
' GCCAATTTTG TTATTAGATG AGCCTTTTTC TGCATTAGAT CAGAAACTTC GGGTAGAAAT 1085280 
GCTGGCTTTA ATCGCTAAAC TTTGTGACGA GAAAGATTTA ACATTGCTAC TTGTTACCCA 1085340 
CCAACCATCG GAATTAATCG GTTCGATAGA TCAAGTGTTA GTGGTGGAAA ATGGTCAGAT 1085400 
AAGTCAATTA CAAAAAGGGG TGTAAAATTA GTTTCATTCA TAACGTTGAA TTGATTGTTT 1085460 
CTACCATATA CACTAATTCA TCAATTAAGA AAGTATAAAA AGCGTGGTGT TTTTAACCGC 1085520 
ACTTTCAAAG GAAAAACATG TTAGCGGAAA AATTACAAAT TAACTCTATT ACACCTCATC 1085580 



AATTAGTTTA CCGAGCAACG CAAGTTCATC GTAAGCATTT TAATCCTCGC GCGATTCAGT 1085700 
TATCCACGTT AATGTCTATC AAAACGGGGG GATGCCCAGA AGATTGTAGT TATTGCCCTC 1085760 
AATCAGCCCG TTATCATACT GGCGTACAAA ATCAGCAGTT ATTAGATGTT GATGAGATCG 1085820 
TCGCTAAAGC AAAAATTGCG AAAGCACGTG GTGCAGGGCG TTTCTGTATG GGGGCTGCTT 1085880 
GGCGAGGCCC TAAGCCAAAA GATATTGAGA AAGTCACAGA AATTATTAAA GCCGTGAAAT 1085940 
CACTTGGTTT AGAAACTTGC GGTACCTTTG GTTTATTGCA AGACGGTATG GCGGAAGATT 1086000 
TAAAAGAAGC TGGATTAGAT TATTACAATC ATAATCTTGA TACCGCACCA GAaATTATGC 1086060 
AGAAGTGATT GGTACTCGCC GTTTTGATGA TCGCCTTAGC ACCTTAGGAA AAGTGCGCAA 1086120 
AGCTGGATTA AAAGTGTGTT GTGGTGGCAT TGTAGGGATG AATGAAACTC GCAAAGAACG 1086180 
GGCTGGATTA ATCGCGAGCC TTGCAAATCT TGATCCGCAA CCTGAGTCAG TGCCGATTAA 1086240 
TCAACTCGTT AAGGTTGAAG GTACGCCGTT AGCCGATGCG GAAGAATTAG ATTGGACGGA 10863 00 
GTTTGTGCGA ACGATTGCTG TTGCACGTAT TACTATGCCA AAAAGTTATG TTCGCCTTTC 1086360 



CAAGTGTAGA 



ATATTGGTCT GTTTGCAAAG TTGAGGCGTT ATTTGAAACG CCATTTTTGG 1085640 



-77.648- 





BAD ORIGINAL 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 



PCT/US96/05320 



TGCAGGTCGC AGTGGTATGA CTGAAGAAAT GCAAGCGATG TGTTTTATGG CGGGTGCAAA 1086420 

TTCTATTTTC TATGGCGATA AATTACTTGT TACAGATAAT CCAGAAGAAG ATGGCGATCA 108648 0 

GTTATTGATG GCAAAATTAG ATTTAGAGCC AGAAACTGCA GAAAATAAAA AGTTGTAGTT 1086540 

TGCGTTAGAA AGCTGAGAAA TTAAGTATAA ATCTATTCCT TTCTTTATTT CATATCTCAC 1086600 

AATAATTTTC AATAGCCAAT AATAAAGCTC CTTGAATATC AAGGAGCTAG TTTAGTTTAA 1086660 

TCTTAAAGAA TTTCTTTCGC TTTTGCTACC ACGTTTTCAA CAGTGAAACC AAAGAGTTTG 1086720 

AATAATTGAT CTGCTGGTGC GGATTCGCCA AAGCTATTCA TACCGATAAC ACGACCATTG 1086780 

AATCCAACGT ATTTATACCA GAAGTCAGCA ATACCCGCTT CAATCGCAAC ACGTTTGGTT 10 8 o 640 

ACCGCTGCAG GTAATACACT TTCACGGTAC GCTGCATCTT GTTTATCGAA ACGGTTAGTA 1086900 

CTTGGCATAG AAACAACGCG TACTTTTTTA CCTTCAGCAC TTAATGCTTC GGCTGCTTGC 1086960 

ACTGCTAATT CCACTTCAGA ACCTGTCGCA ATGAAGATTA ACTCAGGTGT GCCATCACAG 1087020 

TCTTTTAACA CATAAGCACC ACGTTTAACC GCATCTAATT GTGCAGAAGT GCGGTCCATT 108708 0 

TGGGCTAAGT TTTGACGGGT AAAGATCAAC GCACTTGGGC CATCTTGACG TTCAACCGCT 108714 0 

TGTTGCCATG CGATGGCTGA TTCAACTTGG TCACATGGAC GCCATGTTTC AAGGTTTGGA 1087200 

ATTAAGCGTA GTGAAGCCGT TTGTTCTACT GGTTGGTGTG TAGGCCCATC TTCGCCTAAA 1087260 

CCAATGGAAT CGTGGGTATA AACGAATAAT GTGCGTTGTT TCATTAATGC TGCCATACGC 1087320 

ACCGCATTGT GAGCATATTC GTAGAACATT AAGAAGGTTG CGCCGTAAGG AATGAAACCG 1087380 

CCGTGTAAAG CAATACCGTT CATAATGGCA GACATACCAA ATTCACGAAC GCCGTAGTTA 108 7440 

ATGTAGTTAC CACCTACGTT TTCGTGGGCA CGAATTGGTT TAGAACCACT CCATAACGTT 1087500 

AAGTTAGAGC TTGCTAAGTC TGCAGAGCCA CCTAAGAATT CAGGTAATAC GTGCGCATAA 1087560 

GCTTCGATAG CATTTTGTGA TGCTTTACGG CTTGCAATAC TCGCTGGATT TGCTTGTAAT 1087620 

TTTTCGATGA ACGCTTTAGA TTCTGCCGCC CAGTTTGTTG GTAATTCGCC AGAAACACGA 1087680 

CGTTTAAATT CTGCTGCTAA TTCAGGATAG GCTTTTGCAT AAGCGGCAAA TTTTTCTTCC 108774 0 

CAAGATTTTT CTGCTGCAGC ACCTTTCTCT TTTGCCGACC ATTCAGCATA GTATTCAGCT 1087800 

GGAATTTCAA ATGGCGCATA TTCCCAACCA AGTGCTTTAC GGG7TAAATC GATTTCTTCA 108 7860 

TCGCCTAATG GTGCGCCATG GGAATCATGA GAACCTGATT TAT7TGGTGA ACCAAAGCCG 1087920 

ATGATGGTTT TACAAATAAT TAACGTTGGT TTTcCTTTTT CTGCTTGAGC AAGAATGGTA 1087980 

GCAGCACGAA TTTGCTCTGC ATCGTGACCA TCTACATTAC GGATTACTTG CCAGCCATAA 1088040 
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GCTTCAAAAC GCTCGGCAGT GTCATCACTG AACCAGCCAT CAACAlttACC ATCAATGGAA 1088100 



ATATTGTTGT CATCGTAGAA TGCGATTAAT TTACCCAGAC CTAAGGTTCC TGCTAAAGAG 1088160 
CAAGCCTCGT GAGAAATCCC TTCCATTAAA CAACCATCGC CTAAGAACAC ATAAGTGTGG 108822 0 
TGATCGACAA TTTCATGGCC TTCACGGTTA AATTGTCCAG CTAAGGTTTT CTCAGCAATT 1088280 
GCCATACCCA CCGCATTAGT GATACCTTGA CCTAACGGGC CAGTCGTGGT TTCAACACCA 108834 0 
GGGGCATAAC CATATTCTGG GTGACCTGGG GTTTTAGAAT GTAATTGACG GAATTGTTTT 1088400 
AAATCTTCGA TAGAAAGATC ATAGCCAGTT AAATGTAAAA GACTATAAAT CAACATAGAA 1088460 
CCATGGCCGT TAGAAAGTAC AAAACGATCT CGATCAGCCC ATTTAGGATT GGTTGGATTG 1088520 
TGTTTTAAAA AGTCGCGCCA TAATACTTCA GCAATATCCG CCATCCCCAT TGGTGCACCA 1088580 
GGGTGACCAG ATTTCGCTTT TTGTACAGAA TCCATTGCTA AGACACGAAT TGCATTGGCT 108864 0 
AATTGTCTAC GAGTTGCCAT TTTGTTCTCC TGTGAATATT TTGTTATTTT CCTAATCTTG 1088700 
ACCGAAAGTG AGTGCAAATA CTTGTAACAA TATCTTGCAA GGTTACTATG TGAAAATTAG 1088760 
GTGGCAGCTA TTTTATACTA TTCTGCCTTT ATATCCAAAA TTGCCCTATT TTCTGTTTTA 1088820 
ATTGCTCTGC TATCTCTCGA CCTGATTTAC CAACTAATGC TCTACCCGCA ATAAACGCTT 1088880 
TCAAATTTTT TGTATTTTTA AACAAATGGA GATCGTCAGG AGTAATACCT CCTGTAATAG 108894 0 
ATAATTCGAT ACCTAATGAA TCTAATTTTT CTATATTTTC AATATCTTGA TTTGACCAAC 1089000 
TTAAACCAGA TAATTCGGCA TCTCTTGAAC GGTGATAGAT GGCTTGTTTG ATACCAAGTT 1089060 
GAAGCCAGTT TTTTACTTCA TCAAAATTCC AATTACCATA AAGTTCAATT TGAATTTCCT 1089120 
TTGGTACACC AAGATTAGGT TGAATTTTGT TAAATTCTTC TGCTACTTTT TGGCAAGCTG 1089180 
CTTTTGTTGC TGGATGAGCT GCTGCTGATA CGGTAAGCCA ATCTGCCCCA GCTTCAAATG 108924 0 
CCATTTTTGC TAAAGTAGCA CCTGCATCTG TTGTTTTAAG ATCGCAAACA AGAATTTGAT 1089300 
TAGGATATAA CGCACGTAAT ATTCGCACTG CACGCATTCC CTCTGAACAT GCAAGAATTG 108 936 0 
TTCCGACTTC AATAATATCT ATATTATGTT CAATCTGTTT TACATCAACT AATG CAGTCT 1089420 
CTAAATATTG GGCATCAAGA GCGATTTGTA ATAAAGGTTT TCCCATCGTT TTTCCTTAAA 1089480 
TAATATGAGG AAGGCAGTAT AATTCTGTCT TTAATTCATT GACCATAATA GGCATTTTGA 108954 0 
CCATGTTTGC GTAGATAATG TTTATCCAAT AGATCTTT7T GCATAGGAGA TAGATAAGGA 1089600 
TTAAGTTGCT GAGAAAATAA GTTCATATAA GCAACTTCTT CTAAAACAAC GGCATTATGT 10B9660 
ACCGCATTAT TTGCATCTTT TCCCCAAGCA AATGGGCCAT GACTATGCAC TAATACCGCC 108972 0 
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3GAATATTAT CAGGTTCAAT TCCTCTCGAA AGAAAAGTTT CGACAATCAC TTTTCCAGTT 108 978 0 
TCTAATTCGT AATTACCTTT TATTTCCTTT GTTGTCATTT GACGGGTACA AGGAATCGTA 1089840 
CCGTAAAAAT AATCGCCATG TGTAGTTCCC ACCTCAATAA TATCTAAGCC AGCCTGAGCC 1089900 
CAAATTGTGG CATGTCGAGA ATGTGTATGA ACAATACCAC CAATATGAGG AAATTGTCGA 1089960 
TAAAGCTCAA GATGAGTTGG TGTGTCAGAA GAAGGTTTTT TATTGCCTTC AACAATATTT 1090020 
CCTGTAAATA AATCTACGAC AACCATATCA TTTTCTGTCA TTACATCATA ATCTACACCA 1090080 
GATGGTTTAA TGACGACTAA ATTTTTTTCA CGATCAATTG CTGAAACATT ACCCCAAGTA 109014 0 
AAAGTCACTA AATGATGTTT GGGTAATGCT AAATTGGCTT CAAAAACCTC TTTTTTTAAT 1090200 
TGTGCTAACA TAATAATCCT GCCTTTTCCA TTTGTTGAAC TATCCACTTA CGAGCTTGAA 1090260 
TAATTTCTAA TAAGGGTTCT TCATTTTTTT CTGTCCACAT TTCAATTAAG AATGCACCTC 1090320 
TGTAATTCAA TTTTTT TAAT AGGCTAAAAA AATGAACAAA ATCAACACAT CCTTGACCAA 1090380 
AAGGTACATC TCTAAATTGT CCTTTACTTG TTTCAGTGAC GGGGTAAGTA TCTTTTAAAT 1090440 
GAATAGCTGA TATTTTATCT ATGCCTAATG TAAGTTCTTC TTCAATATTA TTATTCCAAG 1090500 
CACTTAAATT TCCTATGTCT GGGTAAACGG TAAACCACGG AGAATTAATG ATGGTATCCC 1090560 
A TTTTTT CCA ACGAGAAATA GAACTCATAA AAGGCGTATC CATAATTTCG ACCGCAAGAG 1090620 
TAACTTGAGC TGATGCAGCA AGAGTTACAG CGAATTCAAT ACCCTCCTGA AAATATTTGA 1090680 
TTGTTTCTTC ATCTTGTTTT TCGTAATACA CATCATAACC TGCTAACTGT ATGGTTCTAA 1090740 
TGCCTAAATT CACCGAAAGA TCAATGGCTT TTTCCATAAT TTCAAAGGAT TTTTGACGAA 1090800 
TTTTTT TGTC TTTACTACCA AAAGGGAAGC GACGATGAGC CGACAAGCAC ATAGAGGGGA .1090860 
TAGTTATTCC ACTTTGAATA ATAGATTGAT GTAGAGCTA7 TCTTTCTGAT TTTGTCCAGt 1090920 
TTAAACGAGA TAATCTGTCA TTGCTTTCAT CAATAGACAT TTCAATAAAT TCAAAGCCAC 1090980 
ATGCTTTAGC GAGAGATAAA CGCTCTTGCC AAGTAATATT TTTCGGTAAT GCTtTCTCAT 1091040 
AAATACCGAT TTTATGTTTT TTCATAACTT TTCCTTTTTT AGTCTAAATT TTTTAATGCT 1091100 
TCAATAAACT TTAAATAGCG ATGATATTTA TGCTGATACT TACTATATTG ATTTTTATCA 1091160 
GGTAAAAATA TTTTCCTATC AATATTTAAT ATTTGAGAAA TTTCAACCGC ACTTTCGGCT 1091220 
TGCATCGCCA TCAATGCTGC ACCTAAGCAA CCAGTTTCTT CAATATTAGG GATTTCTAGT 1091280 
CTCATACCAC TTATATCCGC AAGCATTTGC ATCCAAACTT CTGATTTTGC TGGTCCACCA 109134 0 
GTTACGCGAA gcGkGCTTGC ATTAGGAAAA CGTACTTGCA TTCTTTCTAA ATGAGACATT 10914 00 
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AGGCTAAATA TCACACCTTC ATAAATTGCT TGGAGTAAAT GTATTTGGGT ATGATGAGAT 1091460 
TGAATTCCAT AAAACCCTGC TTGCATACCT AACTTAGCAT TAGAGCCATA TAAAAAAGGT 1091520 
GCAAATAAGA CTGAGCTACT TGCGGGTTTA AGTTTTGCAA TTTCGTGATT AATGTCATCA 1091580 
TAGTTAGGCA AATTAAATTG ATTTACAAAG CACTCTAAAT TACCTGCTGA TGTTGGACTT 109164 0 
* GCTTCATGAA TAATGAATTT ATTTTTTTCT GGATATTTGC CATACACAAA AGGAATTGTT 1091700 
TGGTTATCAT CAATATAATG GGTCACCCCA CTAACAACAG ACCACGTCCC TAATACAACA 1091760 
TTAAGATGTT GATCATCCTT CAAATCAGCG CATAATGCAG TGGATACCAC ATCAAATAAT 1091820 
CCTCCAACAA CAGGTATTCC TTCTACCAAA CCAGATTGCT CTGCTGCTCT GGAGGTTACA 1091880 
TATCCTGCAA TTTTATTTGA TTTAATGATT GGAGGTAATT TATCTATGCA TTCTGTTATA 1091940 
CCGAATAACT TAGCTAACTG AATGTCATAT TTtCCTTCTC GCATATTGTA AAAATTAGAC 1092000 
TCAGAAATAT TTGTTTCTTC ACAATATAAT TTTTCAGTTA. AACAAAATCG AAGGTAATCG 1092060 
TGAGACATTA AAATCGTATG AATTTGCTCA TATCGACTGG GTTCATTTTC TTTTATCCAG 1092120 
CGTAAAATCG AGACAGGATG TCCCATCCAA AGAGTTTGGA GTGTGATAGG ATAAAATTTT 1092180 
TGTAGTATGT TTTCTTTTTG CCAACATTGC ACAATTTCGT ATGCCCGTTG GTCAGATGAT 1092240 
AAGATTGCTC GCCCTAATGG TTTATTATCT TTATCTAAAA AAAACGCACC TTTACCTTGT 1092300 
GCAGAAATGC CAATAGCTTT TATTTGTTGA GGCAAAATAC TACTTTGTCT TATAGTTTTC. 1092360 
TGAATAACTT GCGCGCAAAG ATTCCATAAT TCATCCATAT CCCGTTCAGC ATAACCGGGT 1092420 
TTTTCACTAA TAATAGGAAT ATTTCTGCGT GCAATACTTT GTAGTGTACC ATTTTGATCA 1092480 
AAAATCGCTG CTTTTATAAA CGTACCACCA CAATCAATAC CAAGATAGTA ATGCATATAT 109254 0 
TCTCCTTAGT TTTTTATGGG CTGGATTTTT ATTATGTAAA ATCGAGCCTA TTGACTATTC 1092600 
CGATAATGCA TCTACTTTCT TCAATAAATC ATCGCCATGT TTTTCAATAA AGCTTTTGCG 1092660 
AACTTTTTCT TCAATCAAGG TTTTAAAGGG CTCTGTATTG A TTTTTT CAA TGACTTCAAC 1092720 
TCCTTGTTTA CGTAATTTAC TAATAATATT TTGTTCGTTT TTTACATTAA GATCTCGTTG 1092780 
GAATTGTCCA GCTTCTTTAG CTGCTTCTAT AATAGCTGTT TGTAAAGCTG GTAAAAGTGA 1092840 
ATCAAATTTT GCTTTATTCA TCACAACAAT GAGAGGTGTA TAG CC ATGAT TAGTCAAACT 1092900 
TAAATATTTT TGTACTTCAT AGAGTTTTGA AGACCAAAAA ATTTCAATCG GATGCTCTTG 1092960 
CGCATCCACA GCTCGAGTTT CTAATGCCGT GTAAAGTTCT GCTAATGGCA TTGGAACAGG 1093020 
GTTACTTCCT AGTAATTTGA ATGCCTCAAT GTACATCGGA TTTTGATTTG TCCGTACTTT 10 93 080 
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TAACCCTTTA ATATGTTCAG GTTTTGTTAC TGTTTGTTTA GAATTTGAAA ATGCGCGGAA 1093140 
ACCTACATCC CAAAATGCTA AGCCTTTTAA TCCTTGTTTC TCTAAGTCTT TTAATAAATT 1093200 
CTGTCCCACC TCGCCATCTA ATACTTTATA AACGTGTTCA CGATCTTTAA AAATAAAAGG 1093260 
AATATCAATG ACATTTAATT TAGGTTCTAA TCCTGTAAAA TTTGGTGATC CAGACATTTC 1093 32 0 
AAGATCAATT GTTCCTCCTC TTACACTACT AATCATTGTT TGTGCATTAC CTAAAGTACT 1093 38 0 
ATCGGGAAAT AATTTTAGTT TGATTTCACC TTTCGTTTTT TTCATCAAAA GATCATTAAA 109344 0 
TTTTTTAGCC GCACTATGTT GGCTATCTGA GCGTGGCGCT TCATAGCCAA AACGTAGTGA 1093 500 
TATTTCAGCT AATGCTGGAG AAGTAACTAA CGTAAAACCA GCGATTAGCA TGCTAAGCTT 1093560 
TTTGAAGTTG AAAAGTTTCA TAAAAGTCTC CTTGTGTTAA GAAAGTCTGT TTTACTGGAT 1093 620 
CCATTGTAGT GGCATTAAAA TTAGTTCTGG AATAAAAATA AAGGTAAGTA ATAACATAAT 1093680 
CATCATCCCT AAATAGGGCA TAATACCTTT CGCAGCCTGA TCAAAAGGAA GCTTTGATAC 1093 74 0 
TCCAGTGATA ACGTTCAACA CATTGCCCAC GGGCGGTGTA ATTAAGCCAA TTGAGGTATT 1093 800 
TAAGATAAAC AATACGCCGA AATAAACTGG ATCAATTCCA GCTTCTTCCA CAAGTGGCAT 1093 86 0 
TAAAACGGGG GTTAAAATTA AGACTGTTGG TGTTAAATCC ATTACCATTC CTATCACAAA 1093 920 
TACAGCAAGC ATAATGACCA AAAGTAAAAT TGTTGGATTT TCAATTAAAG GTTCAAGCAA 1093 98 0 
TATTGTCAGC ATTGTGGGAA GTTCAGCAAC AGTAATTAAG TAGCCAGTTA CATTAGCTGA 1094 04 0 
GGCAACCAAA AACATAACAA CTGCGGTGGT TTTTGCTGCA GCTAACAATA CTTTTGGCAA 1094100 
ATGTTTTAAG GGTAATTCAT GATATATAAA GAGAGAAACA ATTAATGCAT AAAATGTTGC 1094160 
AACTACACCA GCTTCAGTAG GTGTAAATAT ACCTGAACGA AATCCTCCTA TAATGATTAC 1094 22 0 
TGGTAGCATT AATGCCCAAA CACTATTTTT AAAAGAAAAA CAAAGATCTT GTTTCGTTGC 1094280 
TTTTGAAAAT GTCATTAAAT TAAGGCGTTT AGCTTGCCAC CGCCATAAAA TAGCTAGGCA 1094 34 0 
ACATCCCATA ATCACACCAG GGAAAATACC TGCTAAAAAT AATTTAGTGA TAGATACACC 1094400 
ACTGGCAACA CCAAAGACAA TAAAAGGAAT TGATGGAGGA ATTATAGGAG CAATGATACC 109446 0 
AGCAGTGCCG ATTAAACCAG CAGAACGATG TATTGGATAT CCTGTGGTTT TCATCATTGG 1094520 
TAGTAACATA GCAGCTACAG CAGCAGTATC AGCAACAGCC GAACCAGATA AGCTTGCCAT 1094580 
AATCATTGCA CTTAAAATAG CAACAAATCC CAGCCCTCCT CGTTTATGAC CTACAAGTTT 1094640 
CATAGGTAAA TCAATAATAC GTTTAGAAAG TCCTCCCTCA TTCATTATTT CACCAGCAAG 1094700 
GATAAAAAAG GGAATAGCCA TTAGAGAAAA ACTATCTGCG CCACTGACAA GTTGTTGTGC 1094760 
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AAGTATTTGT GCATTAAAAA AGTCTAGATG GAGCATTAGT GCTATTCCAC AAATTAGCAA 1094820 
" GGCAAAGGCA ACAGGTACAC CAAGAATAAT GGTACCAAGC AAGACGGAAA GAAAAATAAT 1094880 
CACTGTCATT TTACTTCTCC TCTGAATATA AAGAATATTG TGCTTATCAA GCGAGTAATC 1094940 
AGTATTGCGC TAACTAAAAT GCCTGCGATT ACACTTGCAA AGTAAGTTAG TCCCTGAGGT 1095000 
AATCCAGAAA TAGGAGCGAA ATTATTAAGA TTAAGCTGAA ATTGAATCCA ACTGCCCTCA 1095060 
ATGATGAGAT AGCAACAAAT CAGCATCATC ATATCTGTAA TAAATTTAAG TATAGCTTGA 1095120 
CCAAATGGAG GCAGCTTGTT TACCAAAACA GTGACACTAA CGTGTTGATT CTCATTGAAA 10 951 80 
GCTAACACCG CACCTAAAAA TGCCAGCCAA ATAAAGAGAT AACGAGAAAT TTCTTCAGTT 1095240 
ATACTAATAC CACTATTAAa TCCATAGCGT AAAACGACAT TCAAAAACAC TAGAATGGAC 10953 0 0 
ATCAAGGCTA AAATAGAAAT ACAAAGTATC TCTAGTGCTT TGTTAATAAA GTGGGCGAGA 1095360 
GATCTCATCA TTACACCTCC AATTGATTAT CACAAATGTG ATTCGTTTTA TATTATGGCG 1095420 
TTTTACTGGA AACATATTGC TGTTATAACG TCTTTAATTT TGCCCAAACT CGTTCATCCA 1095480 
CTGGAATACC ATTAGTTTGG TTATCCGAAA GAATAGTGGT AAATTCATGA CCAGGTAGGC 1095540 
GAACAGCTTG AGTTGGATCA GATCGTTCTG CTGTTTTTAC ATAATCCATA ATG CGGTTTA 1095600 
ATTTTTCATC TTTGCTTTTA CCATCAATTA AGCGATCTAC TTCAATGGCG ATAAACACTT 1095660 
GAGAAACACA GTATTCATCG TTTTTATCTT CAGTTACAGC AACTGTCGAT TCACCATTCG 1095720 
ATAGT AAGGT TGCAATCATA TCCAGCACGA TAGATAAACC AGAACCTTTC CAAAATCCCA 1095780 
TTGGCAGCAA ACGACGGTTT TTTTCTACAA TAGAGGGATC ACGAGTTAAA TTTCCTTCAT 1095840 
CATCAAAACC TGCATCAACA AAGGTTTGAC GACCAGCTAA ACGATGGACT TCTAACATTC 1095900 
CATAGGAATA CATTGAGCAA GACATATCCA CCATAGTGAT TGGTGTGGTA GGAACTGCAA 1095960 
TAATTAATGG ATTCGTCCCT ATACGGCAtT CTTTAGCTCC CCAAGGGGGC ATTACCGCTA 1096020 
ATGCATTTGT CCAACAGATC CCGATATAAC CTTTTTCAGC CGCTTGCCAA CCGTAAGATC 1096080 
CTCCTCGCAT CCAGTGATTA GCATTACGAA GTGCTATTAC ACCGACACCA TGTTGTGAAG 1096140 
CTAACTCTAT TGCTCTATCC ATCATTTTTT TGGCAGTCAA ATTGCCTATT GCTTGATGTG 1096200 
CATCCCACTG TTCTATAGAA CCTAAACTTA ATACTTTTGT AGGGATTGrCA TTGGGTACAA 1096260 
TATCTCCCTG TTCAAGTTGT TGAATAAAAC GAGGAAAACG ATTTATACCG TGTGAATAAG 1096320 
CACCCGCTTG TGTTGTGTCT GTAAATGCAG TAGCGCATTC TTCTGCTAGT TCCTCAGTAA 1096380 
GCTGACGATC TAATAAAACA CGCTTAAACT CATTTTTTAA TTCATCATAA GAAACTCTCA 1096440 
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TTTTTTCCTC TCTTAATTTT ATATAGTAAA ATTACGTTTC ATAATTTACA AAAATAAGAA 1096500 
AGCTCAGTCA ATAAATGTAA AATAAATAAA TTATTTATAA ATCAATATGT TAAAATAATT 1096560 
TTACTGATTT TGkGATCTAG ATCCTATTTT CTTGTGATAA TATTTCATAT TGTGAAATGA 1096620 
ATATTGAGGT GAAAATGGAA AAAGAAAAAA GCTTAGGTAA TCAAGCTCTA ATCAGAGGAT 1096680 
TACGATTATT AGATATTCTT AGCAA7TATC CTAACGGTTG CCCACTTGCT AAATTAGCAG 1096740 
AACTTGCTAA TTTAAATAAA AGTACCGCAC ATCGGTTGTT ACAAGGrTTA CAAAATGAAG 1096800 
GTTATGTCAA ACCAGCAAAT GCTGCTGGTA GTTATCGATT AACCATAAAA TGTTTAAGTA 1096860 
TTGGTCAAAA AGTGTTGTCG TCTATGAATA TTATTCACGT GGCTTCACCT TATTTAGAAC 1096920 
AACTTAATCT GAAATTAGGC GAAACTATCA ATTTCTCAAA AAGGGAAGAT GATCATGCTA 1096980 
TTATGATCTA TAAATTAGAG CCGACTAATG GAATGTTAAA AACACGAGCT TATATTGGCC 1097040 
AATACTTGAA ATTATATTGC TCTGCAATGG GAAAAATTTT CTTAG CATAT GAAAAAAAAG 1097100 
TAGATTACCT TTCTCATTAT TGGCAATCGC ATCAAAGGGA AATTAAGAAA TTAACTCGTT 1097160 
ATACGATTAC AGAATTAGAT GATATAAAAC TTGAnCTTGA AACAATCCGT CAAACAGCTT 1097220 
ATGCGATGGA TAGAGAAGAA AATGAACTAG GCGTAACCTG TATTGCTTGC CCAATTTTTG 1097280 
ATTCATTTGG TCAAGTGGAA TACGCTATCT CAGTTTCAAT GTCTATTTAT AGACTCAATA 1097340 
AATTTGGTAC AGATGCTTTT TTACAAGAAA TCAGGAAGAC GGCTGAACAG ATTTCTTTAG 1097400 
AATTGGGATA TGAAAATATC TAGCATAAAT ATCATATAAT AnCAGATAAA ATATTCTAAA 1097460 
ATTAATTGCA CTTTCTATGT TATTAAAAGT AATCATACAT AATAAAATCT TCTTaATTAT 1097520 
TTGTTACCAT TAGTTAGAGT AATTCAATTT TTTAGCAACT TACAGGATTT TTATGCAAAT 1097580 
TCAATGTTTC GAAAGTATTA CACAAAAATA CCCACAATTT CCTACCGCAC TTTTGGCTAA 1097640 
TGAGGAACCT ATACAGAACG GAGAGCCTTT TATCTTATAC GGCACAAAGT TGGACATAAC 1097700 
TAAGCTAGAA AAATTTCAAC AAAAGTGCGG TCAAAATTTT CAGATTTTTG ATGTTTGGAT 1097760 
" GGTAGCGAAA AATATTATCG TCTTATTGAA AGGTCAGTGG TTTTCTGATT TCATTAAATT 1097820 
TACTCACGAT GTTGAAGTGG ATATTGCTAA ATTAGATTTC AGCCCTAAAT TGTCTCAAGC 1097880 
AGGGTTGTTG GTGATGGATA TGGATTCTAC CGCTATTCAA ATT3AGTGTA TTGATGAAAT 1097940 
TGCGAAATTA GCGGGTGTTG GCGAACTTGT TTCTGCGATT ACGGAAAGTG CAATGAGGGG 1098000 
GGAATTAGAT TTCGAGCAAA GTTTGCGTTG TCGAGTGGGT ACATTAAAAG GTGCGCCAGA 1098060 
AAGTATCTTA CAGCAAGTTA GAGAGAATTT ACCGCTAATG TCTGGATTAG TTGAAACGAT 1098120 
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CCAAACCTTA CAAAAATATG GCTGGAAAAC TGCAATTGCT TCAGGCGGAT TTACTTATTT 1098180 
TGCGGATTAT TTGAAAGCCT TATTACAGCT TGATTTTGCG GCATCAAATC AATTTGATAT 1098240 
TGAAGATGGA AAACTCACTG GCTTAGTTAA AGGCGATGTG GTTGATGCCC AATACAAAGC 1098300 
TAAAACATTA CAACATTTGT TAGAGGAATA CGGTATTGAT TCACGACATT CTATTGCTAT 1098360 
TGGCGATGGG GCAAATGACT TGGCAATGAT GAATGTGGCA GGGCTAGGTG TtgCGTTCCA 1098420 
CGCTAAACCT AAAGTGCAAC cACAAGCGCA AATTGTGGTA AACTTCGCCG ACTTAACCGC 1098480 
AC TTTTA TGC CTTTTAAGTG CTAATGATCG AATTTAATAA AACGGGAGAA GAGTATGCCA 1098540 
TCTTTTGATA TTGTTTCTGA AATTACTTTA CACGAAGTCC GTAATGCAGT GGAAAATGCC 109B600 
AACCGTGTGC TTAGCACGCG TTATGATTTT CGTGGTGTCG AAGCGGTAAT TGAATTAAAT 1098660 
GAAAAAAATG AAACGATTAA AATTACTACA GAATCTGATT TCCAACTTGA ACAATTAATT 1098720 
GAGATTTTAA TTGGATCTTG CATTAAACGT GGTATTGAGC ACAGTTCTTT AGATATTCCA 1098780 
GCAGAAAGCG AACACCACGG TAAACTTTAC AGTAAAGAAA TCAAACTTAA ACAGGGTATT 1098840 
GAAACAGAGA TGGCGAAGAA AATTACTAAA TTAGTAAAAG ATTCTAAAAT CAAAGTTCAA 1098900 
ACTCAAATTC AGGGCGAACA AGTGCGTGTG ACAGGTAAGT CACGCGATGA TTTACAGGCA 1098960 
GTCATTCAAC TTGTTAAAAG TGCTGAATTA GGCCAACCAT TCCAATTTAA TAATTTTAGA 1099020 
GATTAGTTTT CAAATAAGGG CGAAATGTTG TCATAGTTTT TTGATAAAAC TTGACGAACA 1099080 
CCGCTTTCAA GCGTAACATT CGCCCGAwTT TTTAACGAGA AGGACACACA CTTTGGACAG 1099140 
TCATAGTCGA TACCGAATAT CGCTCTAGAC GCTCGCCTTT TATTATCGGC GCGCGTTCGC 1099200 
CGGTAAATTT ACCGTTGTTT • CGGCATCTCT TAACGAAAAC TTTGCGATTT TTCACCGsAC 1099260 
TTTCGTTTCT TCTTTAATTT GTTCACTGTT AGCTGTTCAT AATCCTATAA GGAGTATGAA 1099320 
ATGATCAACG CGTTTGCTAT CAATGATTCC CGCTTGGTTC GCATTGACGA AGACCAAACT 1099380 
GATCTCAATA CTGCCATTTG GCTTGATTTA CTTGAGCCGA CAGGCGAAGA ACGTGAAATG 1099440 
CTACAAGAAG GCTTAGGCCA GAGCCTAGCA TCTTTTCTAG AACTGGAAGA TATCGAGGCT 1099500 
TCCGCCCGTT TCTTTGAAGA CGAAGATGGT TTACACCTTC ACTCATTTTT TTATTGCGAA 1099560 
GATGAAGACA ATTATGCTGA TTTAGCGAGC GTCGCTTTTA CTATTCGTGA TGGTCGTTTA 1099620 
TTTACGTTGC GTGATCGCGA GCTACCAGCA TTCCGTTTA7 ATCGTATGCG TTCACGTAGC 10996 80 
CAGCGTTTGT TAGAATGCAA TTCCTATGAA GTTTTACTGG ATTTATTTGA AACGAAAATT 1093740 
GAGCAATTAG CGGACGTGAT TGAAAATATC TATGCAGATT TGGAAGAGTT AAGTCGTGTT 1099B00 
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ATTTTAAACG GAAAACAAGA TGAAGCCTTT GATGAAGCAT TAAATACACT CACGGAACAA 1099860 
GAAGATACGA GCTCAAAAGT TCGTTTGTGC TTGATGGATA CTCAACGTGC ATTAGGTTTC 1099920 
TTGGTTCGCA AAACTCGCTT ACCAACTAAT CAGTTAGAAC AAGCACGAGA AATCTTACGA 1099980 
GATATTGAAT CTTTGCAACC GCATAATGAA TCATTATTCC AAAAAGTAAA CTTTTTAATG 1100040 
CAAGCTGCAA TGGGTTACAT CAATATTGAA CAGAACAAAA TTATGAAATT CTTCTCAGTT 1100100 
GTTTCTGTGA TGTTCCTTCC TGCAACATTA GTTGCATCCA CTTATGGTAT GAACTTTGAT 1100160 
TTTATGCCTG AGTTACATTT TAAATATGGC TATCCAAtGG CAATTGGATT AAtGATCGCA 1100220 
GCCGCATtGA CACCATATAT TTATTTTAGA AGAAAAGGAT GGCTATGATG GAATTATCCC 1100280 
AAACCGCATT ATTTATCGGA tCAATTATTA ATCyTtACGC ACTTGTATtA ATCTtACGAG 1100340 
'CTTGGTtGCA GTTTGCTCGT GTGG ATTATT ACAACCCTGT TTCAACATTT GCAGTCAAAA 1100400 
TGACTGAtCC AGTATTAAAA CCTCTGCGTA AAATTGCGCC TACTGTGAAA AATATCGATA 1100460 
CTTCTGCTTT ACTGCTAATA TTTATTATCG GTATGTTAAA AGGTATTATT TATTTTGGCT 1100520 
TATCAGTAAA TGTACTCTTA GTATTAGGCG TATTAACTGT ATTGAAAAGC ATTGGTTTAG 1100580 
CTATTTTCTA TGTGCTTTTT ATTGGGGCTG TTTTAAGTTG GTTTAATCGA GGTAATAATT 110064 0 
CTATAAGTTA TGCCTTTTAT CAACTCTCCG AACCA CTTTT AAAACCAATC CGTCGATTAT 1100700 
TACCTACATT AGGAATGATT GATTTTTCTC CGATGGTCGT TATGTTTATC TTATTGTTTT 1100760 
TAAACAATTT TATGCTTGAT CTTCTAGGGG GACTTTGGAT TATCGCTGGT TAGATATTCA 1100820 
TATtCCTTAT TTGAATATTG CTTTATAAAA ATATTGAAGA TTTAGTTGGT AAGAATAGTA 1100880 
TTTTCTATTC TTACCTTTTT ATTTCGTTTT TAGAGGTTTT TGATTTTTAT AAnTCTTATA 110094 0 
AAAGATATAA AAnTCTTTTA TAAAAATAAG GGGAAGTTTA TTTACATTGA CATTTAAATA 11 01 00 0 
GCAGAATTTA TTGTCCTATT ACCTAAAGTA CCATCATCAA TCGCTTCTTT TGGCGTCCCA 1101060 
ATAACTTCGG CGATTTTCTC TCCATTTTTA AAAAACACAA ATCCACCATT TTCCATTTTt 110112 0 
GTCCAAGATT CATTTTTGGT TAAAGGAAAT GTTGTGATGA TATTGACCTT ATCTCCTGCT 1101180 
TTTGCATAAT AGCTAAAATC AATTACTCCA TCATCATCAA TACGGTGAGC TTTGCCAAAA 110124 0 
GGTG CTTTT C GCATAACATA ATGTAAGTTT GTTGAGCAAT GTGCAATCAT CCACTCGCCA 1101300 
TTAGAAAGAA TGAAATTAAA CGTACCGTGT TGAGCAAGTc CTTTTGTTAC TTTTTGAATT 110136 0 
GCTTCAAAAA TTTCCATTTC ACTTGGTTTT TTGCGGAAAG TGT7TTTAAG ATATTCAGCC 110142 0 
ATATAACAGA AAGCAGCTTC AGAATCTGTA GAACCTATTG GCTGTAAAAA ATGATCTGTC 1101480 
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ATATCTGGTA AGTTTTTTAA ATTACCATTA TGCGCAAAAA CCCAGTTTTG TCCCCAAATT 1101540 
TCACGAATGA ACGGATGGGT GTTTTCAATA TTGACTTCGC CTTGTGTTGC TTTACGAATA 1101600 
TGTGCAATAA CATTAAGAGA TTTAATATTA TATTGTTTTA TACAATCTGC GATGGGGGAA 1101660 
AGACTGGCTG CTTGATTATC ACGAAAAATA CGTACACCAC GTCCTTCAAA AAACGCAATT 1101720 
CCAAAGCCAT CTGAATGGCA ATCTGTTAAA CCTGCACGAC GACGGAAACC TTCAAAAGrA 1101780 
AAAACAATAT CCGTTGGCGT ATTGCAATTC ATTCCGAGTA ATTGACACAT AACTTTAATT 1101840 
AGATATAACC TCACAATATG TGAGTGATTT AACACCATTA TAGGGAGAAT ATCAAGAGAG 11019 00 
ATTTAATGAA tTTTTATGTT GTATAGATAT TAATGATAGA AATCTTATTT AATCTATTAT 1101960 
TCTTTAAAAA TCGAGATTTA ACAGTCTCTT TCGGCTGATG TATTGTGGTA CAAGCAAATA 1102020 
AACTCACAAG GAAAACmACA AGCAATGCCA TCTTTAATTT ATTCATAAAT ACnAAATTCC 1102080 
GAGAAATAAG nAAGCGCGTA TGATAGCGGA AATTGGGGAT TGTGCAAGGG ATTGGAATGA 1102140 
GACTAAAAAA CCGAAATAAA AACTGGAAAT GTAATTCCAA ATACATCAAG AAACAAATAA 1102200 
TATGGAAATC AACTTCCAAT TTTCGTATAC TTTTTAAAAT ATGAAATTAA CTTCCAATGA 1102260 
GTAAAGCTAT GATCTCTCGT GAAAATTATT TACAACAACT GATTCAATTT AAAGATACTG 1102320 
ATTTTATCAA AGTCATCTCG GGTGTTCGTC GTTCTGGTAA ATCGGTGTTA CTCATGCAAT 1102380 
ACCGTGATTA TCTGCAGCAA CAGGGCATTG CTTCCGAAAA TATTCTTT A C CTCAATTTTG 1102440 
AATCTTTTGA ATATCAATGG GTGAAAGACG CTCAAGACTT CCAACAGCTT ATTCAAGAAA 1102500 
AAATGCCGTC TTCTCAAGAG AAAATCTACT TTCTGATTGA TGAAATTCAG TTTGTAGAAG 1102560 
GTTGGCAAAA AATCGTCAAT GCGCTTCGCG TGAGTTTTAA CACTGATATC GTGATTACAG 110262 0 
GTTCCAATGC CAACTTGCTT TCCGGTGAGC TTGCGACGCT GTTAAGCGGT CGGTATGTAG 1102680 
AAATCAAAAT TTACCCGCTT TCTTTCAAAG AATTTTTGCA CGCCAAAAAT GTGGATAGCC 1102740 
AATCAAGATT GGTCGATAAA CTCTATTCGG AATATGAAAA ATATGGCGGT TTCCCCAGTG 1102 BOO 
TTGTGATGGC TGATGAGCCT TTAAAAGAAA CGATTTTATC GGGTATTTTT GATTCCATCG 1102860 
TGCTAAATGA TATTGCCCAC CGAGCTGGAG TGAAAGACAC GCATATTCTT AAAAGTGTGA 110292 0 
TTCTCTTTTT AGCAGATAAT GTCGGTCAGT TGGTGAATCC AAGCAAAATT AGCAACACGC 1102980 
TCACGTCCGA ACGTGTCCCC ACTTCAAACC ATACCATCAG CAAATATCTT GATTTGTTAG 1103040 
AAAATGCGTT TCTTTTTTAT AAAGCAAAAC AATACGATAT TC6CGGAAAA GGCTATTTAA 1103100 
AAACCAATGC CAAATATTTT ATTGTGGATA ACGGTTTAAG ACGACATGCT ATCGGCAAAA 110316 0 
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AAGGCGCGAA TTATGCCAAT CGACTAGAAA ATATCGTTTT TATTGAATTA CTCAGACGGG 1103220 
GTTATAGCGT TGATGTGGGC AAACTCGACA GCAAAGAAAT TGATTTTATC GCTCGAAAAG 1103280 
CCGATGAGAT TTTATATGTG CAA57CGCCT TTGAAATACC TGAAAATACC CACGAAACAG 1103340 
ATAATCTTTT G CAT ATT AAA GATAACTATA AAAAGATCTT AATTACGGGC AAATATTACG 1103400 
AACAAACGGA GATTGATGGG ATTGAAGTGA TTTATGTGGT GGATTGGTTG CTGCAATAAA 1103460 
TCCAAAAACG TTGGAAATTT TAACCGCACT TTTTGTGATT AATGTTTGTG GAGGCACGTG 1103520 
TTTTCTAACG CGCACCAAAG AAAGTAAATA AAGTGCGGTG AGTTTTTGAA GTGTTTTTTA 1103580 
GTGAAATTAG GTACACGCTA GGAAGCGTGC ACCAACAGAT TGTGCTAATA AGGrAAGATA 1103640 
GCGCCAGCGT CCTCACTGGT GCTGTTTAAT AAAACATTGC GAATTTTACC CGTAAGCCAC 1103700 
TGGCAGAACC AATATTCAAA ATTCTTTGGA TTTTTTGACC GCACTTTTAG TTGATAGGCA 1103760 
CAAGAGAGGA CGCTTGTGCC ATTATGGAGA AACTTCATAT AAAGTTATAC TATGCTATAC 1103820 
TACGTCCcTC GCAGGGAGAA AAGCTATATG AATATAAAAC CTCATTTATT TGGGCTTAAT 1103880 
CGCTCAAATC GTGATTTTTC ATTAAGAGAA ACTTGGGGAA AAAATCAATT TAATTCTTCA 1103940 
TTTCCAGTTT CTTTATGTTG CTATATGTCA TCAAAAGGCA TACTTGCTAA CTACTTGTCT 1104000 
ATAGAAAATG CAGAGATAAA GTGCAGTTCT ATCGATATAA AAGATGTTTT TGAAATTGAA 1104060 
CCTGAGAATG AAAATACATT TTTTGCATTT GAAACATCTC ATTCAATTAA ACTTACAGCA 1104120 
TTACCGGATC ATACAACTTG CGATCTAACT GATGCAGATT TTGGTAGTGA AATAGTCATT 1104180 
CGTCCAGATA GTATTGTTTA TTTAGCTTGT AGTCTTGCTG AGATTTTAAA GGAAAGTCTT 1104240 
GCTAATTGTA TGGATATTCC GAATAACGTA GATCACTTAG ATTGGTCAGA ACCAAAACAA 1104300 
GTTATACCAT TATTTCCTCA TATACTATCA ACATTAAACA ACCTTTGCTC TAGAGCAGAT 1104360 
ACTATTCAGA CTCCCTTTTT GTTACAGCCT GTGTGGAAAA CTTTAGGTAA ATCTCCTAGA 1104420 
TTGGCTGATA ACTGTCTAGA TATTTTTATA TGGAGCGATG TAGCATTTGT CAAATTTATT 1104480 
TTAGAAATAT CGAATTTAAA TGTAAATGTT TTATCAATTA ATCGACAAAC TAGAACGGCT 1104540 
ATTTGGCTAT ATAAAATGTT AGTTGATATA GTGAAGTATG GGCGTTTTAA TCACCATAAA 1104600 
ATTATTGATT TGTGTTCTTA TAATACAAAG AATGATAAAG CTTTTGCTTC CTCTGGAATG 1104660 
ATCACAAATG TCTTTATGAA AAGTGAACGA TTAGAACGTC CTATAATAAT GAAGTCTGAA 1104720 
ATAAAGAATA TTATCTTAGG TGGAGGACAA GAATTACTTA GTCCAGAACG ACGTTTTGAT 1104780 
GCAATTATTT ACAATTCTTC GGAGTTATTT AGATGAAGTG TGTAGACTTA TTTTCAGGAT 1104840 
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GTGGAGGTTT ATCTCTTGGT TTTGAATTAG CTGGATTTGA GATCtGTGCA GCTTTTGAAA 1104900 
ATTGGGAGAA AGCTATTGAG ATTTATAAAA ATAACTTTTC ACACCCTATA TATAATATTG 1104960 
ATTTGAGAAA TGAGAAGGAA GCAGTCGAAA AGATTAAAAA ATACAGTCCG GATTTAATAA 110502 0 
TGGGAGGTCC TCCATGTCAA GATTTTTCAA GTGCGGGGAA GCGAGATATA TCTTTGGGAA 1105080 
GAGCAGATTT AACATATAGT TTTGCAAATA TAGTGTGTaA CATTCGTCCA AAATGGTTTG 1105140 
TAATGGAGAA TGTAGAACAA ATTAAAAAAA GTCATATATT GCAAGATATT ATTAATCAAT 1105200 
TTATTGATTT TGGTTATGGG TTGACTTCAG CTATATTAGA TGCCTCTTAC TGTGGTGTTC 110526 0 
CACAATCTAG AACAAGATTT TCCTTAATTG GAAAATTAAA TAGTGAACAT AATTTTCTGA 110532 0 
TTCCAACATT GTCTAGAAAA TTATCAGATA AGCCTATGAC AGTTAGAGAT TATTTGGGAA 1105380 
ATTCATTAAA TCTAGAGTTT TATTATCGCC ATCCAAGAAA TTATAATAGA rGGGGAATTT 110544 0 
TTTCAATCGA TGAGCCAAGT CCAACGATTA GAGGTGTAAA TAGACCCATT CCTAAAGGAT 1105500 
ATAATATAAA CAGTTGTGAT CCTAAAGGAG TTGAGTTAGC AAAAGTTAGA CCATTAACAA 1105560 
CAATTGAACG CAGTTATATT CAAACATTTC CTAAGTCGTT TTTATTTTCG GGAACAAAAA 1105620 
CTGATTTAGA GCAAATGATA GGTAATGCGG TACCAGTAAA TTTAGCTAAA TTTGTAGCTA 1105680 
GTGCAATTAT AAACTTTGAA AAAGAACCAA TAAGATCTAT GGGATAAATT GATTTATTTG 1105740 
AAAATAAAGT ATCTCCTTTT ATTTTATCAG AGAAAGTGCT GCATAAGATA AAAGAACAGT 1105800 
ATATATATCA ATGATCTTTT ATATTAAaGA CCCCAAATTA TTTACCCAAT TTGGGGTCTT 1105860 
TATTTTACAT TTCTACTTCA TCGC7ACACC CAACCATTTC ATCATCTCTC TCTCATCCCA 1105920 
ACCTTTACGT TTGGCATAAT CTTGAGCTTG GTCTTCATCA ATGCGACCAA GTGTGAAATA 1105980 
GTTGCTAGCG GGGTGAGTGA AGTACCAGCC GCAGACAGAA GCGGCAGGCC ACATGGCGTA 1106040 
GCTTTCAGTG AGTTTCATGC CGATGCGTTG TTCGACTTCT AATAAATCCC AAATTAAGGC 1106100 
TTTTTCCGTG TGTTCCGGCC AGCTTGGATA ACCCGGTGCA GGGCGGATGC CGACATAGTT 1106160 
TTCGTTGATT AAACCTTGAT TGTCAAATTC TTCTTGCGTG TAGCCCCAAA TGCGGGTGCG 110622 0 
AAGCTCAAAG TGCAGGTATT CTGCCATGGC TTCAGCGAGG CGATCGCCCA CAGCTTGTAG 1106280 
CAAGATGGCG TTGTAGTCAT CGCCTGCGGC TTTGTAGCCT TCCACTAGCT CCATTTCTTC 1106340 
AACGCCGACA CACACGGCAA ACATGCCGAA CCAGTTTTTT TTGCCACTTT GGCGATCGGC 11064 00 
GATAAAGTCG CTTAAGCAGA AGTTAAATGG GCTTTTGCTG TT7TTGCCAC GTTCCGTTTG 11064 60 
TTGGCGTAAG CCGTAAGCGG TGCCAATGGT TTGTGTGCGT TCTTCATCAG AGAATAGCAC 1106520 
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CACATCATCG CCCACGCGTT CCGCAGGGAA AATGCCTAAA ATGCCGCTTG GGTTGAGTTT 1106580 
GTGGTTTTGT TCTAATTCAT CTAAAACCAC TTGTGCATCG TTCCACACTT TGCGTGCTTC 1106640 
TTCGCCACCT TCAGGATAAT CAAAGGCATC CGGATAGCAG CCCATCAAGC CCCAAATACG 1106700 
GAAGAATGGC GACCAGTCGA TAAATTTACG CAGTTCGGCA ATCGGTACGT TTTTAAATTC 1106760 
CACAATGCCC GTTTGTTTTG GCGTTGGTGG CACGTAATCT GCCCATTCAC CACTAAAGCC 1106820 
ATCACGTGCT TCTTCAATGC TAAGCTGTTT ACGTAGCGGT TTACTATTTG CAAAAGATTG 1106880 
TTGGATTTTC TCGTAATCCT TTTTGAACTG TTCCCACAAT GCTGCACGCC CTTCAGGGTT 1106940 
CATTAAGGTG GCACATACTG TTACCGCACG GGAAGCGTTA GAGGTATAGA ACACACAGTG 1107000 
TTGTTTGTAT TTTGGATAAA GTTTAATGGC GGTATGTTCT TTGGAGGTGG TTGCACCGCC 1107060 
AATCATCACA GGCAGGTTTA AGCCTAAACG AGTCATTTCA CCCAAGAAGT ATTCCATCTC 1107120 
ATCTAGAGAA GGGGTAATTA AACCACTTAA CGCGATGATG TCCGTTTTTT GATTAATAGC 1107180 
GGTTTGAATA ATTTTGTCCG CTGGCACCAT GACGCCTAAG TCGATCACTT CAAAGTTATT 110724 0 
ACATTGCATC ACCACACTCA CGATGTTTTT ACCGATGTCG TGCACGTCGC CTTTTACGGT 1107300 
TGCAATCACC ACTTTACCGT. TGCTTGAACC TTTTTGTTTG GTTGCATTAT AAATGGTTCT 1107360 
AAATACGCCA CAGATTGTTT CATCACGCGT GCGGATTTTA CCACTTGCGG CAGGAACATT 1107420 
TTACCATCGC CGAATAAATC GCCGACTACG TCCATGCCAG CCATCAACGG GCCTTCAATC 1107480 
ACATCTAATG GGCTTGGTAA TGTTTGGCAA GTGGTAATCC CTTTCACAAG GGCGTGTTTT 110754 0 
AAAAGTTCTC CCACTGGCCA AGTGCACCAT TCTGCGACAG AATCGACCGC ACTTTTCTTA 1107600 
AACTTCTCAC CTCTAAAATC GTCTTCTGTC AGTTTATATT TTTGGATCAT CGTCCCCATC 1107660 
GCACCGTCTA AAATGAGAAT ACGATTTTCT AGAGCTTGTT TAAGTTGAGC GGTTTTATTC 1107720 
ACCATAATTA TTTTGTTCTG TAAATCTTAA ATAAATAACT ACGGAATAAT AGGTGTAAGG 1107780 
GCTAGGGGTG TCAAATGTTA GAAGGAAAGT GCGGTGGAAA ATTAAGGTTT TTTATTTAAG 1107840 
TGTAATGGCT GCGACAAAAC AGGTAATTTT ACATTCTCCG CACCCATTGC AACGTTCATT 1107900 
ATCAATCTCT AAAGTGCTGG AGATTGCTTG TAGTGGGCAA GCGGTTTGGC AGTCTGGACA 1107960 
GGTTTGATTT TGTAGGATTA AACAGGCTGA GGAAAATTGT GGACGAAGTA ATGTATCTCC 1108020 
TGGAAAATTA GGATGTAGTG CATTTnTCGG ACAAACTTCT GCGCATTTAC CACACAAATC 1108080 
ACAAGGTGCG TAGTCAATTT CAAGGGTGGC TTGTTGCTGT TTTAGTTGAA TTAAACCATT 1108140 
AGGACAAGCT GAAGCGCATT CCCCACAACC ATTGCAGACG GCGGAAAATA AATCTTCTCG 1108200 
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TGCTGAAAAG GGAGGACGAG ACTGCGTTTT TTCTATTGTT GATTTTGTAG CTGGAAATAC 110826 0 
ATGACGCAAT AGTCCTCTAC GAGAAATGTG ATGGTGGCTT AAATAAGCCT GATAATAGGC 1108320 
TTCGTTTTTC ATTATCGATA AAATCTTACT GTCGGTACAT TAATATGTAA ATCTACTTGC 1108380 
CATTGTTGTA AAGTTTTTAT GGTAAGTAAT GCAAGAGCTT GATAAAAATC AGAATTTTCT 110844 0 
ATTTTGCTTA GTTGTTCAAG GAAATGATAC GCCCAAGTTA AGAAGTGTTC ACGTAGAAAT 1108500 
TTGGTTAATA AGTGCGGTCG ATTTTCTGCT AAATATGCAG CAAGCATTAG CATTAAGCCA 1108560 
ATATGATCTT CTGGTTCATC TTGTTGTGTT TGAAATGCGA TTTGATGTTG TTGTAAGAAA 1108620 
TCGCGTAATG CTAAGAGAGA ATTACCAAAA ATAACACATT CAGGATCAAG ATATACGGAT 1108680 
CCCCAAGGTG GCGTAGGTAA TTCATTTGGA CCAATAAATA AATACTGATA TTGTTCAGTG 1108740 
ATATTTTGTT GGAGCCCTTT TTCAATAAGT GCGGTGATTT TTTTATGTGT TTTTACATCA 1103800 
AATGAAATTT CCCATTCTTG CATCCAATTT GGTTGGCGAA AGAATGTCAA AATATCAGTA 1108860 
AGTCGTGCAT CATTAGGCTC ATAGTAAAAT ACTGCACCGA GTAAACGCCC ATAAATAGAA 1108920 
ATTTGTTGAA GAGTATTTTG CATAGTATCT CCGAAAACAA TTTGTCATTA GTGAATGGGG 1108980 
ATATGAGGGG TAGTTAAATA TTACTAATTA ACGTTTCTAA AAATTGAGGC GTATGCTATA 1109040 
CGCCTCAACA TAATTTAACC ACCAATCGTC ATACCGTAAG TCATATGTAA TCCATAAAAT 1109100 
AATACGCGAC CGATGCCTTC AGCTACTAAC GTTAATAGAA CGGAAATACC TAATAGTCCT 1109160 
ATGTTTTTCA CTCGGAATAA GAGGAAAGCT ACAATGGAAA GTAAACATAA GCGAGTTACG 1109220 
GTCATTATGG CATAATTTGG TACGAGGTCA GCGGCATTTT GAATAGCACT GTGAATATTG 1109280 
TGTAAATTGA AGCCTTGATA TATGGCTACT ATTGCGACCA ATGATACCCC AATGGCGAAT 110934 0 
AAACTTGGCA GATGCTGAAG CTGATATTCA CGTTGTTTAT TAGGGATTAA TAACGCATAG 1109400 
CTCAATGTTA ATCCACCTAA TACAACGGTA AGGTAGAATG ACCAAGAGGT TAATGCATTA 1109460 
TTCCAAGTTG GTATGCTTGT AATATGGTAA ACCTGATTCA TTACATACAT AAATAGTATG 1109520 
CCGATAAGGG CGGTCACAAT TCGCCATACA TTTCCAAGTG AAAC7GGCAT TTTACCTAAA 1109580 
ATTGCAATCA GCCAGTAGAA ACCTGCTAAT GTGAAAAATA TTGCACCAGC GGCAATTTCA 110 964 0 
TTACTCATCA TTGATGAGCC GACTCGATTA AGTGAATTAA ATGCACGTAT AGGTAAGCCA 1109700 
AGATGCATAA TGGAAGCAAT AAATCCAATA CCTAGTAAAG CCAAAATCAC AAACATTACT 1109760 
TTATGAATAT AAGTGCGACT TTTTGTATTT TTCTCATTTA ATAGTACAAA TGTGAAAACA 1109820 
AGCCAAGCAC CGACCGCACT TTGTGCCAAA ACTGTAAAAA ATACTAATGG CAGTTCATAT 1109880 
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AATCCTGTAT TCATCTTACA CCTCTCTTGG GTTTCCTAAG AACCCACTTG TATCGCCACT 1109940 
TAAACGAGCG TATTTATTGG GTTTTACCAC TAAATTTGGT TGAGTGATAT CAGTCGGTGG 11100O0 
TAGTGGTGCG ATGGAGGCTT GTG7GCCATA TTTTGTTCGA AGTTCATCAA TAGGAGCGAA 1110060 
ATCCAATGCT CGTAGTGGGC AGGCATCAAC ACAAATCGGT TTTTGACCTG ATTTTACGCG 111012 0 
AGAATAACAT CCATCACATT TTGTCATATG ACCTTTTTGT GCATCATATT GCGGTGCATC 1110180 
ATAAGGACAC GCCATATGAC AATAACGACA ACCGATACAA ATTTCTTCAT TGACGATCAC 1110240 
GAAACCATCT GCATTTTTGT GCATT3CACC AGTTGGGCAA ACTTTTGTAC AAGCAGGATC 1110300 
TGCACAATGA TTACAAGAAA TAGACATATA ATAGGCAAAT ATATTTTGAT GCCAGCATCC 1110360 
ATCTGCTTGT TGATTCCACT GACCACCTGT ATATTCATAA ATACGACGAA AATTGACTTC 1110420 
TGTGCCAAGA TCTTTGTAAT CCTTACAGGC TAATTCACAA GTTTTACAGC CTGTGCAACG 1110480 
TTCAGAATCA AAATAAAAAC CATATTGTTC CATAATTCTC CCCCTACAAA CGTTCCACTT 111054 0 
GAACTAAATT AGAATGTTGC GGATTACCTT TCGCAAGCGG TGATGGGCGT TGTGTCGTAA 1110600 
GTACATTAAT GCAACCTGAA TGATCGATAC GATCTTTATC TGGTGCATAC CAAGCCCCCT 1110660 
CGCTTAATGC CACAACCCCT GGAATAATAC GGGGTGTAAT TTTTACATTA ATATGTACTT 1110720 
CGCCTCGATC ATTAAAGATA CGAATCATAT CGCCATTTTT AATATTACGA GGTTCTGCAT 1110780 
CAATAGGATT CATCCAAACT TCTTGTGGAT TAGCTGCTTT TAATACATCC ACATTGCCAT 1110840 
AAGTTGAATG GGTTCTCG CT TTATAGTGAA AACCACTTAG TTG7AACGGA TATTTTTCCA 1110900 
TTAATGGATC ACCGTAATGC TCAAAACTTT GGGCGTGAAT AGGTAAGGGA TGAATTACGT 1110960 
CATCTTCTGC TAATTTCCAA GTTTTTGCTA TTTCAGCTAG ACGAGAAGAA TAAATTTCAA 1111020 
TTTTGCCAGA TGGCGTTTTA AGTGGATGGG CTTCTGGATT ATCACGGAAA TCTTTGTATG 1111080 
CAACTTTAAA GCCATTAGGA TCAACTTTTT TAAAAATACC TTGTTGTCTA AATTCTTCAA 111114 0 
AAGTAGGTAA TTCAGGTAAT TTTTCTCGAG ATTGCTCATA AATATGGCGT AACCATTCTT 111120 0 
CTTGTGTTCG TCCTTCAGTA AATTTTTCCT TTACGCCCAT TTTCTCAGCC AAATCACTCA 111126 0 
ACATATCGTA AATAGGTCTA CATTCAAAAG ATGGTTTAAT CAC7TGATCT GCAAAAATGA 1111320 
CATATGCCAT ATTGGATACA AAGGCATCTA AAGCGAAATC CA7TTGTTCT GAAGTTGTAC 1111380 

aatctggtaa taaaatatca ctgtatttgg cagtagatgt catatgatta tcaatagtaa 111144 0 
tgatcatttc acattgcgta tcatcttgta aaatatcgtg agtacgattg atttgtgcgt 1111500 
gttgattaat caaacagtta cttgcgtaat tccaaattac tttaattggg gacgataatt 1111560 
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TATCAACACC ACGAATACCA TCTGTAAGTG CGGTCATTTC TGTGCCACGA ATAATTGCAT 1111620 
CTGTCCATAA AAACATTGGA ATGCTTGCTT TCACAGGATT TTTTAGCGTT GGCATCCGTA 111168 0 
CAAATGGAAT GCTATACGCA CTTTCACGTG CACCAGTGTT ACCGCCGTGA ATTCCAACAT 1111740 
TACCTGTTAA GATTGGCAAC ATCGCAATGG* CACGAGAGAT TAATTCTCCA TTACTACGAC 1111600 
GTTGAGGCCC CCAACCTTGG GAAATAAAGG CAGGTTTTGT ACTACCAATT TCACGTGCGA 111186 0 
GTTTAATAAT TCTCTCCGCC GGAATACCCG TGATTTTAGC CGCCCATTCT GGGGTTTTAG 1111920 
CGATACCATC ATT AC CAT AA CCTAAAATAT AGGCTTTATA ATGACCATTT TTAGGGGCAT 1111980 
CCGTAGGTAA TGTTTTTTCA TCATAACCAA CACAATATTT ATCTAAGAAA GGTTGATCCA 111204 0 
CGAGATTTTC TTGAATCATT ACATAAGCAA GGGCAGCAAC AAGGGCTGCA TCAGTACCTG 1112100 
GACGAATTGG GATCCACTCA TCTTCACGCC CTGCACCAGT ATCATTATAA CGAGGATCGA 1112160 
TAATAATCAT TTTGGCATTG GaACGAGCTT TGGCTTGTTC AATACAATAA GTTAAACCAC 1112220 
CTCCACTCAT ACGAGTTTCT GCAGGATTAT TACCGAATAA CACTATTAAT TTGGTGTTTT 1112280 
CAATGTCAGC CATTCCATTT CCCAATGCCC AACCACCACC ATAGGTATAA TCTAAACCGA 1112340 
CAGCAATTTG TGCGGTGCTG TAATCACCAT AATGGTTTAA ATATCCACCA ATACAATTCA 1112400 
TAAAACGAGC GATCATAGTG GATGCAGGTG GCCAAGATTT AGCCATTGTG CCACCGAGTG 1112460 
TTCCCGTACC ATAGTTTAAA TAAATTGATT CATTGCCATA TTTTTTTATA TTGCGTTTCA 1112520 
ATGCGTCTGC AATTTCAGTT AAAGCCTCAT CCCAACTGAT TCGTTTGAAT TTGCCTTCTC 1112580 
CGCGTTTACC TATACGTTTC ATTGGATATT TTAAACGGTC TGGGTTATAT ACTCGACGAC 1112640 
GCATAGAACG TCCACGTAGA CAAGCACGAA CCTGATGATC AAGATTATAT GTTTCTGTCC 1112 7 00 
CCGTATTATC GGTTTCCACA TAAGTGATTC GGTTATCTTT TACGTGCATT CGTAATGGAC 1112760 
AACGGCTACC ACAGTTTACT GTACAAGCAC TCCAAACAAT ACGTTCTTGA TTATTTTCAT 1112820 
TGAGGCGTTG TGTCTCTTTA GCCATTACAT TGAAAGGTAA ■ AGTAAGATTT GAAACTGCCA 1112880 
GTGCAGCTCC CGCAGATGAC GCCTTGACAA AATCTCGGCG ACTTATTTGA TTAAAGTTAC 1112 94 0 
TCATTATATC GTTCCCCCAC AGTCAGATTG rAAAATAACT AAAACGAGTT AATTATAATC 1113000 
TTTGTATAGA AGTTTTACTT GAGCCAAATC AATTAATCA7 TAATAGGTAT ATTATTTATA 1113060 
GGGTATTTTA ■ GTAGATTGAT GTTTTAATAA ACTTTGGAA7 AACAAATTGA CTATGGATTT 1113120 
AAAAATCCGT TAGCATAGTG GCGTGTTAGT TTATCTAATA TGTTAAGTTT AACTATTATT 1113180 
AACTAGAGGA TCTTTTCATG ■ AAGAAACTTA TGGCAGTTGC GGTGCTTTCT GCATGTGGCT 111324 0 
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CGTTAGCTCA TGCAAACACT AATA77CCAA ACTACAATAC AGACGCCCAT CTTTACGAAT 1113 300 
TCACGCAAAC CTATGATTTA GTTGTGCCAA AAGGCTCGCA AGGACAAACC AATTTATGGG 1113360 
TTCCATTACC ATTTAATGGG GAATACCAAC. AAGTGAAATC GATTCACTTT GAAGGTAATT 1113420 
ACATGAATGC CTATGTAACA GAAAACAATA AATACGGAGC GAAAACCTTA TTTGCCACTT 1113 480 
GGAATAAAGA TGCACAAAAG CGTGATTTAA AAGTCATGAT GGTCATTGAA ACAAAAGACC 1113 54 0 
GTGAACCGAT GGTGAAAGGT GCTTTAGAGA ATTATACTCC GCCAAAAGAT ATTCAGTATT 1113600 
CCGTGGATGT ACAAGAATAC TTAAAAGCTA CTCCACATAT TAAAACTGAT GGCATTGTGA 1113 660 
AAGAwTTTGC TGACAAAATC CTAGGTAAAG AAACTAATCC ATTGAAAAAA GCAGAACTTA 1113720 
TTCACCACTG GTTCGTAAAA AATATGGAAC GTGATAATyC TGTATTAGGT TGTGGTGACG 1113780 
GCGATGTAGA AAAAATTCTT ACCACTGGCG TGTTAAAAGG TAAATGTACC GATATTAACT 1113840 
CTGTATTTgT GGCACTTGCT CGTGCTGCAG GCATCCCTGC TCGTGAAATT TTTGGTATTC -1113 900 
GCTTAGGTGC GGCAGAGAAA ATGGGCAAAT ATTCAAAAGG TGCC7TCGGT AGTGCAAATG 1113 960 
AACAAGGCAT CGCAAACGTA AGtGGTGGCC AACACTGCCG CGC7GAATTC TACCTTGCAG 1114 020 
GGTTTGGATG GGTACCAGTT GATTCCGCAG ACGTTGCCAA AATGCGTTTA GcAGAGAAAA 1114080 
AATCTGTTGA AGATAAAGAT ACACAAGCCG TAGCAAAATA TTTGTTTGGT AACTGGGAAG 1114140 
CAAACTGGGT GGGATTTAAT CATGCCCGTG ACTTTGATTT ATATCCACAA CCAGAACTGG 1114200 
CTCCAATCAA TAACTTCGGC TATCCATATG CAGAAGTAGG TGGCGATCCG TTAAATTCCT 1114260 
TTGATCCAAA AGAAtTTAAA TATGACTACG TCTCTAAAAA AC7C7AATAA ATCCTTTTGG 1114320 
GTTGCCATAG CGCCgACTAA GTGCTGCGGT GGCATCAACC . TTGTGCTGCA TCGCACCATT 11143B0 
AATTTATTTA GTATTTGGTG TGTCGTCCAC TTGGTTGATT GGC77AGGCG AATATGATTA 1114440 
TTTGCGTATT CCCATGCTTA TTATTTCATT ATGCGCCTTT GCC7ATGGA7 TTTGGCTGTT 1114500 
GATGTTTTCC AAAAAAATCA TTTGTAGCAA ATATATTTCC CG7AAAAAAC TCATCGTTTT 1114560 
ATATTGGATT GTATTTATTG TGATGATTTT TTTCTTAACC 7A72CAACAA TTTTGCCTTG 1114620 
GATTTTAGAA TTAGCTAATT AGGAATAAAA A7GAAGAAA7 7A737ACCGC ACTTT7GC77 1114680 
7CGCTGTTTG CAATC7CTT7 CGC7CATGCG AATGAAACCA AACAAATTGT GCTAAAAG7A 1114740 
AAGGAAATGA AT7GTCAGC7 77G7GCT7AC T7AG7CAA7A AAGAACTGCG 7AATA7CAA7 1114800 
GGCG77AT77 CAACAAAAGC ATC7A7TAAA GATGG77TA3 7GAC3G77G7 GGAAGA7CCA 1114860 
AATG7CACAA ACCAACAA77 A77CGATGCA ATTCACAAGC 7GAAATATAC 7GC7GAAG7C 1114920 
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GTGAATTAAA CGCTAAATAT CTAGCAAAAA AGTGCGGTAA AAATTCACCG CACTTTTCTT 1114 98 0 
TAGCTATTAA ATTAGACTAA TTTTTTAATT AGTTTGATTA CAGTACAATT AATTAAATAT 1115040 
GATAAATGCA ATATTATTCA GCACTTTCGC TTAAAAATCC GCCACTTTGA TGATTC C AAA 1115100 
GTTTAGCGTA CAGACCATTG AGCTCTAGTA ATTCGGCGTG CGTACCTTGT TCGACAATTT 1115160 
GTCCTTTATC AAGCACAATC AGGCGATCCA TCGCTGCGAT GGTGGATAAA CGATGGGCAA 1115220 
TGGCAATCAC AGTTTTATTT TCCATCATCT TATCTAGACT TTCTTGTATT GCCACTTCCA 1115280 
CTTCTGAATC CAATGCACTT GTGGCTTCAT CTAACAATAG AATTGGTGCG TCTTTTAACA 111534 0 
TTACACGAGC AATGGCAATT CTCTGACGCT GACCACCAGA AAGTTTTACC CCTCGTTCTC 1115400 
CCACATGGGC ATCATAGCCT TTTCTACCTT GAGAATCACT GAGAAATGGG ATGAAATCAG 111546 0 
CGGCTTCCGC TCGTTCAGCA GCTAAAACCA TTTCTTCATC AGTAGCATTC GGGCGACCAT 1115520 
AAATAATATT GTCACGTACA GAACGATGTA GCAAGGAAGT GTCTTGAGTG ACTAAACCGA 1115580 
TTTGGCGACG TAAGCTTTCT TGTTGCACAT TGAGTACATT TTGTCCATCA ATGGTAATTT 111564 0 
CGCCTTGTTG TGCTTCATAA AAGCGAAGCa ATAAGTTCAC AATCGTAGAT TTTCCTGCAC 1115700 
CAGAACGACC GATTAACCCA ACCTTTTCCC CTGGTTTGAT AGTGAGATTG AAATGATTGA 1115760 
GTAATGGTTT TGTCGGATCG TAAGCAAAGG TAATATCGTT AAACTTAATT TCCCCTTGTT 1115820 
TCACTTGTAA CGGTGACGCT TGTGGTTTAT CCACAATAGT GTGAGGTTTG GTTAAAGTAT 1115880 
TCATTCCGTC GTTTACGGTT CCGATATTCT CAAACAAACG GGCAGATTCC CACATAATCC 1115940 
AGCGAGAAAG CCCATTTACG CGTAATGCCA TTGCCGTTGC CGTTGCTATT GCACCCACGC 1116000 
CAACTTGACC ATTTTTCCAT AAAATAATAC CAAGTATTGC AGTACTTAAC GTAAGTAGAA 1116060 
TATTTGTAGC GTAAGTgAGT GTATCTAGTG ATGTTGCTAA GCGCATTTGG GCGTGTACTG 1116120 
TTACCATAAA ATCTTGCATA GAACGCTTGG CATAAGTAGC TTCGCGTGag CCGTGAGAAA lllblBO 
ATAATTTTAC TGTAGCAATA TTAGAATAAG CATCTGTAAT GCGTCCTGTC ATTAAAGAAC 1116240 
GAGCATCAGC TTGTCGTTGT GCGGTTTTTG ATAGTTTAGG AATTAGGGTT CGTAGGATCA 1116300 
AACCGAAGAG TATAATCCAA GTAATAAATG GTAATAAGAA CCAAGAATCT AATGCCACTA 1116360 
GCACTACGCC AGAGGTAATA AAATATACCA ATACATAAAC SAACATATTT GCAAGTGTAA 1116420 
GTACTGTGTC ACGTACTGCA AGGGCGGTTT GCATTACTT7 TGCGGATACT CTACCTGCAA 111648 0 
ATTCGTCTTG ^TAAAAACTT AAACTTTGTC CAAGCATTAA ACGATGGAAA TTCCAACGTA 1116540 
ATCGCATTGG AAATACGCCT TGTAAGGTTT GTAAATGCAC GGCCGAAGCT AAAAATCCCC 1116600 
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ACACAATACT AATAAGTAAT AGAGCAGCCA TTCCAATTAA TAAATGACTT TTTTCTTGCC 1115660 
ATAATCTTTC AGGTGTAAAT GTGCCTAACC AATCTACAAG CGTTCCCATA AATTGGAATA 1116720 

ATACAGCTTC CATTACACCT GTaCCTACGG TTAAAATTGC GAGCAAAAAA ATCCAGCCTT 1116780 

TCATTCCTGT AATACTAGAC CAAATAAAAC GGrACAAACC TTTTTTAGGT GTTGTTGGAT 1116B40 
TGCTTTCTGG ATAGGGATTT AAACGATTTT. CAAACCACGA AAAAATTTTG TTAAACATAT 1116900 

CTTTTCCTTA AAAAGAAAGG CAACGCAGGT TGcCTTTTAG AAGTGCATAT TATTATAGCA 1116960 

CAAAAACAAA TCAATTTATA GGCTGACAGA TTTTGTGTAT TGGCTTGGAG' AAAGTTGGTA 1117020 

GTAATTTTTA AAAACTTTAC AAAAATGAGC TTCTGATTGA TACCCCACTT CTAAAGCAAT 1117080 

GGCAAGCACA GATTGTTGTG ATTGTTTTAA TAAAAACGCC GCAGATTGTA ACCGCACTTT 111714 0 

CGTGAGAAAA CGTCCTGGCG ACATACCAAT ATGTTGTTGA AAGATACGAA TAAAGTTTGC 1117200 

ACGAGACATT GTTGCAAGTT CAGCTAATTG TTCAATATGC CAATCATTTT GAGGTTGTTG 1117260 

TAATATTGCG ATCAGTGCAG TATTTAATCG CTTATCTTGC AAGGCAAATA AGATGCCTTG 111732 0 

TTCAATTAAA TTTTGTTGAA TAGCGTGGCG TAAAATATAA ATTAAAAGTA CATTTGAAAG 1117380 

TGCATCAACG ACGGATTTCG TACCCGCATC ATTTTTTTGC GCTTCTTGTA AAAAAAGCTG 1117440 

TACTAAAGGA TGAATTGGTG TGTCGCATAA AtTTATATGT AAATATTCAG GCATTGATGC 1117500 

TGTAAGAaGC GCATCTTGTT GATAATAAAA ATTACCGCAG AACATTTTTA AATCTGGTGT 1117560 

ACCTCGTCCA ATCTGATGTA ACTCAAATAA TCCTTGATGA CTTTTTTTTG TAGGAATATC 1117620 

CGCTCTTTTA TTTGCTGAAT AATGCATAGA GTGCGGTTGA TTTTGAGGAA GAAAAAAAAC 111768 0 

ATCCCCCTCT TTTAAATGAA ATTGTTTTTC ATTTAGTGTA AGCCAGCACT CGCCTTGTTC 111774 0 

AATAAGATGG AATATGCCTT TyCCTGCATC CTTTTCTTGA TGAGATATTT GCCATTCGCC 1117800 

TTGAAATTCA CAGCGAATAT TAATTTCTCC ACGCACTTGT GCTAAATGGG TAAGTTTATC 1117860 

TAAATAGTCC ATAATGAGAT GTTAGCGATA AAAATTGAGA TAAATAAGCA AGTATCATAA 1117920 

TCTAATCCGC CTATAATTTG CCACACCAGT TGGTTATTAA TTCAATATAT TTAGGAGAAC 1117980 

ATTATGTTTA CAGATTGGAA AGAACACACA TCTCACGTTA AAAAATCATT TGGTGAATTG 1118040 

GGTAAACAAT ACCCTAAAAT GTTACAAGCT TACCAAGCA7 TAGGCGCGGC AGCTGCAGAG 1118100 

GGCAATGTGC TTGACGCTAA AACTCGTGAA CTTATCGCA7 TAGCCGTTGC TGTAACAACG 1118160 

CGTTGTGAAA GCTGTATTAG TGCACACGCA GaAGAAGCGC- TAAAAGCTGG CGCAAgCGAA 1118220 

GCTGAAGTTG CTGCTGCATT AGCAACAGcT ATCGCATTAA ATGCAGGTGC AGCTTATACT 1118280 
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TATTCTTTAC GTGCATTAGA AGCATATAGC GTACAGAAAG CTTAATTACT CATCATTCCA 1118340 
TAAAGTTAAG TTGATTAAGA GAAAGGGAGC ATTTTTTTAA TGCTCCCTTG TTTTGTTAAG 1118400 
GTTGTGTTTT AATAATACAC CACTCTATTT TTCAAGCGAT GCCTCCCCTA AAGGGAATGA 1118460 
CTTCGTAAAT TGTTCATATT CTTTT3GATT TTTCTCATTG TCAGTAAAAA ACGGCAAACC 1115520 
GATCAAACGA TAATGCGGTG TATCTTTTTG CAGAATCTTA TCCTTGCCAT ATTCTGCTGT 1118580 
GATGGCTTCT AAAAATTCTT TTTTCCACAT ATCCGTCTCC ACTAAATGCT CACCTTTGGG 1118640 
TTCAATGAAA ATTTGGTAAT GCAAAAAGTC GTTTACACCA TTGGAAGAAG AtTTTTGTTT 1118700 
GTCTTTCAGC AATAAAATaA AGTCC3GCAT AAATCCTTCA CCATCAGCAA AGTTATTCAA 1118760 
TTTAAACACT TCTTCATTAC GGATTAAATG AACATCATAT TTAGACTTCA AATCGCCCAA 1118820 
ACGCTCTGAA ATAAATTGAA TTAACGCTTC TTCCAAACTC GTTCCAGsAA AATTATCCAT 1118880 
CACATACCAA TCATTTTGCG TGGCAATGGC AGTTTTTACA TCATCTTTTT TGACCCATTT 1118940 
TTGTTTTGGT GTGCCAAAAA TTTCCCATAA TTTTTTAGGC GTAAATTCTT TTGTACCGAT 1119000 
AAACGGTATA TCACTTTCAT TGAGATGTTT TTCAACCATT TCCAAGATTT TCAGGCAGCC 1119060 
TGCAAGTTTG TCATCTGGGC TAATCTGTTT ATCTTGCCCC AATCCCAAAA ATTCAATTTG 1119120 
CCAATCTTTT AACAAGTTAT TTTGCAATTC ATTGCGATTT TGAATGTTGA GTTTGCTTTG 1119180 
TAAGCGGTCA AAATGGAATA AAGATTGACT ATTTTTTCCT TTGATATGCA AGGCTTTATT 1119240 
AAAAATGTGC CGCTCTATTT CACTCATTTC TATGGTTTCA GTAAAATTAT TTTGTGTGCC 1119300 
GATTTGTCGG GCTTTTTCAT CATTTTCATC GGCTGTAAAT TGCGTTTCTT GCAACAATTT 1119360 
GCCGTGAACT GGGAATGGAA GCGGTTGCGG TGGCGGATTG GCTTTTAGGC TGTCTGCATT 1119420 
ATTGGCTTTG GCATTGGGAT TAGGGATTTT TTTATTCGCC CAAATCAATA AGTTTTTAAA 111948 0 
ATTTTCATTA TCTGCAAATT CAGATTTTAG TTTGAATGTG GTTAAAACTT TATCTTTATC 1119540 
GTTTTCGGGA ATAAAGCCAT CTTTGCGAAG TTCTGCTTTT AATTCTGAAA TATAGCGAGA 1119600 
TTGCTCATCG TGCGTGTAAT AAAACAATTC TTCCAAAATA CGCAATTCGT GTTGCATATC 1119660 
GTTGTCAAAT TTGCGTTTAT TCGGCTGTTT ATCTTCAAAC GCAAATGGAA AATAACGCAC 1119720 
GCCACGACCA ATTAACTGCT TTTCTGATAC GGTGGCGGCA GCTTTTGCCC G ATTTTTT AT 1119780. 
TTGAACCGCC GCCGTTTTGC CCTTCATACA AACGCACAAT ATCAAACAAA TTCAGAACGT 111984 0 
CCCAACCTTC AGTTAATCTG TCCACCGTAA AAATAGCACG GnTCGGATTA TCAGCCGCTT 1119900 
CCAAATTATT TAGCAATTTT nCCGTTTCAC TGTCGGTTTT TTC73TTTTG CTTTTGTTGG 1119960 
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TTTCGGAGTT GGTGATAATG ACAT7GTGTT TTTGATAATT TTGTTTTACC CAATCTGCCA 1120020 
AATGCACAAA CTCAAATTTA TTGTCCTGTA TAAATTTTAG GGCTTGTtCG GTACGGGTTT 1120080 
TGCCTTGTTC GTTGGCGTTA TCGCTATCGT TTAAGCTTGC CAAAAATGTC GTTAAAAACG 1120140 
AAAAATCAAC CGCTTGCACA TTTTCTACCC AATTTAAAAA TGCCAAATAA TCCGCCTTTG 11202 00 
ATTCATCAAT CGTCTTACTt' CTAAACAACA TCACAGGCTT GAAATTGGCA ATGCCATATT 1120260 
TCAATGCAAT TTGATGGCGA TACCAAGCAA ACAATAAAGC GTGCAATACT CGCTCTTTCT 1120320 
TGCCCAGCGT ACTGGATACC AAATTGATTT CTTTGGTATA ACCTTTTTGC AAAAATTCTT 1120380 
TTAAACCAAA TTTTGTGATG ATTTTATCAG CATATTTTTG TTGCACTTCA GCATTTTCAG 1120440 
GCAGTGTGGC GGTAAATTCC AACAGCACAT TTTCGCTGGG ATTGCCATTT TTATTGAGTA 1120500 
ACAATTCCAA AACCATATGC TCCCAGCCTT TGCGTTCAAT TTCGGCTTTG CTGGTGCGGT 1120560 
CGTTCATTTC CTTTTCTAAA TCTAATTCGC CTTGTTTTTT GCCTTTGGTT TGCGCGTTTA 1120620 
AATGGTGTGC TTCATCGCCC AGCATCACAA GGTTCAAATC GTGCAGATCC GTCAATGTGG 11206 80 
TTTGATTTTC CTGTTCGGTG TGAATATCGT TATACAGTTT TTGAATGCTG GTAAATTTAA 1120740 
TTTCAATGCC GTCTGAATGT GGGCTAAACG TTTCCACTT7 GCGAATGGGA ATTACCGTAT 112 OB 00 
CGCCCTGCAA AATCTTCTCG GTAAATAAAA ATTTTGCGTG CGTCGGATCG GTAAAATTAT 1120860 
TTTCCGTTTT ATCCACGATA TTGTTTTGAT TCACAAAAAA CAGAAAATGC CGATACCCTT 1120920 
TTTCAAAATA ATACAAAATC AATGCCGCCA TCATCATCGT TTTGCCTGCA CCTGTTGCCA 1120980 
TATTGAACAG CAAATGGGTA GGGCGGTTTT TGATGTCAGG GAAATCCTTT AATTTTGAAG 1121040 
TGCGGTCAAA AATCAAAAAG TTTTCTAATG CGGACTTTTG CCATTCAAAA AATGGATATT 1121100 
TTAAATTGCG TTCTACAAAT TCAGGCAGTG CGAAAAAATC CGTCTGCTCC ATTTCTTCTA 1121160 
GGGTTGATTT GCGGTCTTCC ACCCAATCAA ACAAAGTTTT ATCATTCGCC ATCTTTTTTC 1121220 
TCCGCTTGAT AGAACGCACG GCTTAACGCT TTATCGTCAT CATTTAAGCA TCCTGCAAAT 1121280 
TGTTCATCGT CCATTTCGGA TAATGAAACA TACATTTGA7 TTAAATCCAA CATTTCAAGC 1121340 
ACCATTTGTT TTTGTTCGTC TAATGGCAAA GATTGAAATT CAG3CTCTTC AATAATTTGA 1121400 
CTAAATTCTT TCACGCTGAC GTTGTATTTT AGGAAATAGC 3TTCGCATAA ATCTTCAAAC 1121460 
AGCGTTTTGA TGTCGTCTGA ATCTTCGCAC GCCAAAATT7 GTT"TTTGC GGTTTCGTTA 1121520 
AATGGAGCAA GTTCTGCATA AACAAACTCG CCACCACCTT GCCAATTCAC GGCTTTGGAT 1121580 
ATACCGCCTT GCTCGCCATC AATCACTTTT TTCAAGCGTT CAACGGCAAG CGTTTCAATA 1121640 
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TAATCCATTT GTTCAATGCC 
GTACCACTGC CAAGATGGTA 
ATTCGGCGTA ATAAGGCTTC 
TTATTTAGAT TGTTATATTG 
TATTTATTTT TTTCTTTGAT 
GCATTGTAAA AAACTTCTAT 
ATGCTAACAA TACCATTTTT 
GATTGAGCAT TTGTAGTTCT 
GATAAATTTT GATCTTGTGA 
TAATATTTGA AGCCATCCTT 
TGCGTATATT TCCAACTTTT 
GTTTTCTGAT AAACTGGGTT 
AATTCAGTAG AATCTTTTAA 
GTTTTAACAG TAACAATATT 
TTCAAATAAG CTTGTTCAAT 
AATGTTTTCG CAATTTCCAG 
TTATCGTTGT ATTTGAAACC 
TTAACTTTAC CTTTAAACTG 
ATAATGAGAT TTTCAGCAGG 
TTGCCGTCTG CGGTATAGCG 
ATTTCATCAA AAGCAAGCGT 
GTGTATAATT GACTGACTGA 
CTGACTGACT GACTGACTGA 
CTGACTGACT GACTGACTAT 
TTGCCCGCCA TTCAATACAC 
TTTCAAAAAG CGGTTGCCGT 
ATTGATGCTG TGTTTGTCCA 
ATTCACTTCC ACAAAGAAAT 
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GATATATTGG CGGTTCATTT TGTGAGCAAC GGCAGCGGTT 1121700 

GTCTAGGACG ATGTCGCCCT CTTTTGTTGT CATATCAATT 112176 0 

TGGTTTTTTT CCATTTTTAA AATCAATATA TCCCCCCTCT 1121820 

AATATCGTCC CATAGTGTAT TAACCTTTTG TAAGTAAAAA 1121880 

TAGCATATCA GATAGGnACA TAAACATATC TTTATTTGAA 1121940 

AAGATTACCT GCGTTTTTAC CC T TTTGTGG AATATACTCA 1122000 

TATGGAATAT AAATCTTCAA TTATCTTGCT TCTGATGCTA 1122060 

ATAAACTTTA TGTGAATACT CCGTATAAAT TATTTCTTTT 1122120 

AAATTTAACA ATTGAAGTCA TCTGTGCGTT AGGATAATGA 1122180 

TTCTTCTAAA AGTATTTTCT CACCTAAATC AATAAGAACC 1122240 

TCCACTATCT TCATAGTTTT TAATAAACTC ATTAACTTCT 1122300 

AAGAAATAAT CTTTCTCTAT TTTTTGAAAA AACATTAATA 1122360 

ACTTTTACCT TCTGAACTTC CTGATACACC ACCAATTTTG 1122420 

CAAAAAATTA TCTCTATCAA AAATATCATC CATCAATATT 1122480 

GTCATCACAT TGAACaAAAA TCACGCCATC ATCAGCTAAC 1122540 

CCGA TTTTT C ATAAAAGTCA GCCAAGTGGA ATGATTAAAT 1122600 

GTCATTGCCC GTGTTATACG GCGGGTCAAT ATAAATCAGC 1122660 

CTTGGCAAGC GAATGCAGGG CTATTAGATT ATTGCCTTTG 1122720 

CGTGCCGTCA GAATGGCGTT TTATTTCGCC AACGGCTTGT 1122780 

AGAGAATTTT GAGAATGCTT TTGCGTCAAA AAGCCGGTCA 1122840 

TTGATTAAAA AAGATTTCTT GTCTTTTTCG GGTTAATTTG 1122200 

CTGACTGACT GACTGACTGA CTGACTGACT GACTGACTGA 1122960 

CTGACTGACT GACTGACTGA CTGACTGACT GACTGACTGA 1123020 

TATTGCGTTT AAAATAAATT TCTTCGCCTT CTTCGGTGCT 1123080 

AATCTTTAAA CGGAAAATCC AACACAATAT CCGAACTGTC 1123140 

CCGTCAAGCC AATGCGATT3 GCGTATTTTG TGTAGGAATT 1123200 

AGAAAAAACG AAAATCCTGC AA7TTAAACA CCAAAACACC 1123260 

GGCGTTTTAA ATCATCATTC CCCAATAACA AACCGATGAT 1123320 
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GGTCGGGTCG GTTTTTTCCA CCAAATCCAA CAGAATGTTT TTGGCTAAAA TGGTTTTTTC 1123380 
TTCGTTCGCC CATACTTTTT CGTG7GATAG TAGGGCTTGG GTTAATTCGG TTTGAATGTC 1123440 



GCAGAGTGTT TAGGTATATT TATCGACCGC ACAGGtTTAA TTACTCTCTT AACCAGTTTT 1123560 
CTTTGACTCA CAGAAGTCAA AAAATTTTG7 TTATGTGCAT CAAATTTTAG TGAAAGCATT 112362 0 
AACACAGTAT TAAAACACAG CCTT7GTTAA ACCAAATTAG CATTCTAAAA CTGTTCTAGT 112368 0 



TTTTCCAAAT GTAATTTGGT TGGATAGCCT TTATGCTGGG CAAAAGCGTA TTCTGGATAT 11238 00 
TGCTTGTCTA AtTCTTCCAT TTCTTGGTCT CGTGCAACTT TCGCTAAAAT AGAGGCTGCA 1123860 
CTGATTTCAG CCACAAGGCT ATCGCCTTTT ACCACGGCTT GCGCTGGAAT AGCTAAATCT 1123920 
TTTGGGATCT TATTGCCATC AATCAACACA AAGTGCGGTT GAATTTTTAA AGATTTTACT 112398 0 
GCTCGAGTCA TTGCCAGCAA GGAGGCTTGC AGGATATTTA TCTCGTCAAT TTCGTCAGCT 112404 0 
TCAGCTCGAC CTAATGCCCA AGCACGGGCT TTTTCTTTGA TTTCTTCAGC AAGGGCTAAA 1124100 
CG TTTTTTTT CTGAAAGTTT TTTAGAATCA GCTAATCCTT CAATTGGATT ATGAGGATCT 1124160 
AAAATCACGG CTGCCGTGAC AACCGCCCCA ACTAGAGGGC CTCGCCCAAC TTCATCAACG 1124220 
CCAGCGATCA ATTTATAGCC TTGTGGATAT TCAAACATTT TCTTTTCCTT CTAATAAATC 112428 0 
AATGACCGCT TGAGCCGCTT GCTTATCGGC ATTGCATTGA ATTTTTTGGT GTAAATCCGT 1124340 
GAAGTGCTGA ATTAAAACAT GGCGATTTTT TACCGCACTT TCATCATCAG AAAGATAAAC 1124400 
TGATAGTTTT TCAGCAAGCA ATTCTGGCGT GCATTCTTCT TGAATCATTT CAGGAACAAG 1124460 
CATTTCATTC GCAAGCAAGT TTGGTAAAGA AATATAATCA GTTTTCACTA AACGTTTTGC 112452 0 
TAAGAAATAG GTCAGTGGTT TCATTCGATA GCCAACTACC ATGGGGGATT TACAAAGCAT 1124580 
TGCTTCAAGT GCTGCTGTTC CTGAAGCAAG AAGTGTTGCA TCAGCTGCGA TCATTGCTTG 1124640 
TcGTGCATTG CCATCAATTA AATGCAGGTC TAGATTTGGC GTAA7TTTAG CTTTAATGGT 1124700 
TTCAAATTGA ATTCGTCGTT TTTCGTTCAC TAAAGGCACG AGGAATTGTA AATCTGGGAA 1124760 
TTGTTCTTTT AATAATAAAG CGGTTTTTAA GAAAGGCTCA GCCAGAAATT CCACTTCTGA 1124820 
ACCTCGGCTT CCAACTAAGA TTGCTAAATA GCGTTGTGCG GGATCAATCT GTAACGTTTG 1124880 
GCAGGCTTCG GCACGGTTTG GTTTGAGCGG AATAGCATCT GCCATTGTGT GCCCAATAAA 1124940 
ACGGCAAGGC ACATTAAATT TATCGTAAAA GGCTTTCTCA AAAGGCAAAA AGGCTAGAAC 1125000 



TGTCTTCATC GTTATCAAtC 



CTCATAAGTC ATTATTTTAA TGTGCTATTA CAAAGGAATA 



1123500 



GCTTTTTTTA CTGGGGCAAA 



GCTACGACGA TGTTGCGGTA ACGCGCCAAG TTCAGCTAAT 



1123740 
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TTGATGAGTT GCTTTGGCAA TTTTATGGAT GCGGTTTTGA CGCCAAGCCC ATACAGAGGG 1125060 
GCTCACGTAA TGAATAGTTT TAATTCCGTT CGCTTTTAGT TTAAGTTCTA CATCCAAATT 112 5120 
AAAATCAGGC GCATCAATGC CGATGTAAAC ATCAGGTTTT TCTTGCAACA TAGTTTGAAT 1125180 
GACATTTTTG CGAATTTTCA ACAGACGAGG AAGATGTTTT AATATTTCAG CCAAGCCCAT 1125240 
GACTGAAAGC TCTTCCATAT CAACAAGCGT CTCACAACCT TCAGCCAACA TTCTTGGGCC 112 53 00 
TGCAATGCCA ATAAAGCGCG CATTAGGATA ATGTGCTTTG AGCTGGCGTA TTAATCCCGC 1125360 
CCCGAGAATA TCGCCAGACA CTTCTCCTGC AACAAGAGCA ATGGTTGGAT TTGTTTTGTT 112 5420 
CATCAAATTT' ATCCTAAAAA ATAACCGCAC TTTGGTGTGT AAAGTGCGGT TGAAAATGAA 1125480 
GAAGTTTTAT TAACGAATAA TCCCGCGAGT TGAACGTTTG AAAAATTCAA CAAAAAAACT 1125540 
GATCGCTGAA TCGGTTTCCG CAATTTGCTC AATTTCTGGT AACACTTCTT CAAGTGTTTT 1125600 
ACCGCTACGG TAGAGCATTT TATAAATGTT ACGGATTACG TGCATAGTTG GTTTATCAAA 1125660 
ACCACGACGT TTCAAACCCT CTAAGTTTAC GCCAAATGGA CGGGCGTGGT TACCTTGCGC 1125 720 
CATAACATAA GGTGGTACAT CTTGGCTTAC CATAGAACCA CCGCCTAACA TAACGTGTGC 1125780 
GCCAACAATC ACAAATTGAT GAATTGCTGA CATACCGCCA ACAATCACGA AATCATCTAA 1125840 
TTCTACGTGA CCTGCAAGCG TTGCATTGTT TGCCAGAATA CAGTTATTTT TAATTTGGCA 1125900 
ATCGTGCGCA ACGTGAACAT TAATCATTAA TAAATTGTTA TTGCCAATAG CGGTTACGCC 1125960 
ACAGCCTTGA ATCGTGCCAC GATGGATTGT CACGTGTTCA CGAATTTTAT TGCTATTACC 1126020 
AATAATGGTT TTTGtAGCTT CGCCTTTGTA TTTCAAATCT TGGTTTACTT CGCCAATACT 1126080 
AGTGAATTGA TAAATTTCGT TATCTTCGCC AATCACGGTA TCGCCACGTA CCACAACGTG 112614 0 
AGATTTCAAT ACAGTGCGAG CTTTGATTTC AACAGTACCC TCAATAATAC AGAAAGGCCC 1126200 
AATAAAAACA TCtTCGCCAA TTACCGCACC TTCTTCAATG AGGgcAGTTG GATGAATTTT 1126260 
TGCACTTGGG TGGATCATAT TTACCCCTTA ATTAACGACG AGCACACATT AGTTTTGCTT 112 632 0 
CACAAGCGAT TTCGCCGTTT ACGGTGGCAA CGCCAGTAAA TGCAGTAATA CCACGGCGTT 11263 8 0 
TTTTAATCAC TTGAACGTTT AATTCCATTT GATCTCCCGC- TAATACTGGG CGTTTAAAGC 112644 0 
GCGCTTCATC AATACCTGCA AAGTAGAATA GTTCGCCGCC TT77AATTCG TGAGTTTTAA 1126500 
AGGCTAAAAT GCCCATTGCT TGTGCCAAAG CTTCTAAAAT TAAAACGCCC GGTAAAATGG 112656 0 
GTTCGCCTGG GAAGTGGCCT GTGAAACAAG GCTCATTGAC GCTGATATTT TTAATCGCTT 1126620 
TTAACCATTC GCCTTCTTTA AAATCCAATA CGCGATCCAC TAA7AAAAAT GGATAGCGAT 112668 0 
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GTGGTAATAA AGTCATAATT TCTTTTGAtT CGATCACTTT TGGTTGTTGT TCTGACACGT 1126740 
TGATACCTTA CAAAAAATAA ACAAATAAAA TCTATCGGAT TATACGATAT TTATAGCTAA 1126800 
AAATAAAACG CACTCAATAT AGCCTAGTGT TTAGGACGAA TATCAATGGC TGGATCGTCA 1126860 
TCTTTACGAT ATTTTTCATC AATTC3TTTT TGCAATCCAA AGTCATTTTT ATCCGACTCG 1126920 
TTAGAAAATA AATCTt CTGT TTGCGTTAAT TGAGGATTTT TAATTCCTAT CCAATTTGCG 1126980 
ATTCCTTCTA AGAAGTTCAA ACCTGATTTA AACACCTTAT ATTCTTTGCG TTCCATATCA 1127040 
TCTGATGAAA TTTTGAATAG CGGAATATTA TGGTGCTCTC GGCTGAAACA GTTTTGATTG 1127100 
AACAAAAGTA TATTgTTTTT TCATCTTGTT GGTGGCACAA ACCGTGATCT GAGAAATAAA 1127160 
TCATTGAAAA AGTGCGGTGA TTTTTCTTCA CGTTTTCTTC AAGCTGATCA TATACACGTT 1127220 
TTAAAAATTC ATCAGTTTTC TTAATAGATG AAACATAGCA ATTTAAATAA CCATATCTCG 1127280 
GATTAAGATC TTTATCATCA AAGATTTTTG GATAATCTTC GATACGATCG CAAGCCATTG 1127340 
GGTGTGAACC ATAAATATGC AACACAATAA AACGTTTTCC TTGAACAGAA TTTTCTAATA 1127400 
CTTGGGCGAA TTTGGGTAAT AAATCAAAGT CACTAAAGTT AGTCGAATTA AAGCTTCCGC 1127460 
CTTTTTTCAA GAAAAAGGTT TCATCAGATT TTGATGCAAG GGATGAAACT GGCGTATCGA 1127520 
ATTTACCGAT CATCCCATGA TTAGAAAGCC AATAAGTTTT AATGCCCGCA GATTTGaTGA 1127580 
GATCTACTAA ACTCAAACTG TAATTGGGTT CCCATTTTTC TTTGTCTGGA AAGGTTAGCA 1127640 
TTAAACGAAG TGAGGCGACG GTATTTGTTC CTGCTGAACG AAAACCATCA ATCAACGTGC 1127700 
CTTTAGCGTT AGACATAAAG GGGGTGTTTT CAATTGGATA ACC3TAGGCA TGGTGGTAAT 1127760 
CTTTCCGTGC ACTTTCTCCG AGTACAATTA CATAATCATC ATAGCGTGAA TTTTCTAATG 1127820 
TTGATTTTCC CCAGTTATCA GATTGAGAGA TTTGTTTTAG TTTTTGCACT TCATCTACAA 1127880 
TTTTTAATGT GGAACTTACT GTTTCTTTGA GCGGTTCAGC AAGCGGCATG TTGTAAGCAA 1127940 
AAAGCAATGT CGCCAAGGCA ATAAATGTTT TATTACGATA AAATTTTATG CCAAATTTCA 1128000 
CCGCACTTTT GTACTGAAGA AAAATCAAAA TAGGAATGGC GAAAGCAATT AAGTAACTAC 1128060 
TCACTGGGAT TTGCAATAGA AATTCCTTCG TTTCTAATA7 ATC7GTCGCG AAAAGCGAGG 1128120 
CGATATATTG GTAGCTTGGA GGGCCAAAAT TTAGCCCTGT AGGCGTATAA AAAGCATGCA 1128180 
GTAACGTAAG AGGTAGCAAA ATAAAATAGA AGGATTTTTT ACT3CTGCTT AATAAGAGAA 1128240 
TAGTTATTGT CGCAAGCAGA ATGAGAGCCA CACTTGGTTG TGTAAACATT CCAGAACCGA 1128300 
TTAAAATAAA ATAACCCGCG AATGCGGCAC AAATCACTGC AAAAAGTGCG GGCAAAATTT 1128360 
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GGCTTGtTTT TTTCGTGTtA tATTGTCTTC CCTGAAAAGA AAATGTCGCT ATTATCCACC 1128420 
TTTCACTGAG AATTTCCATA TTTAACTTCT TCACTCTTGA GCGGTTATTT TATAGAATAA 11284 BO 
GCCAATTTTT TAAGCCAGAA GGAAAAAACA ATGAGCCAAC CAATTTATAA ACGTATTTTA 1128540 
TTGAAATTAA GCGGTGAAGC ATTACAAGGA GAAGATGGTC TTGGTATCGA TCCTGCGATT 1128600 
CTCGATCGTA TGGCTGTTGA AATTAAAGAA TTAGTGGAGA TGGGTGTGGA AGTCAGTGTC 1128660 
GTTCTCGGTG GTGGCAACTT ATTCC3TGGC GCAAAACTAG CAAAAGCGGG GATGAATCGC 1128720 
GTGGTGGGCG ATCATATGGG AATGCTTGCT ACTGTGATGA ATGGTTTGGC AATGCGTGAT 1128780 
TCTTTATTCC GTGCTGATGT GAACGCAAAA TTAATGTCCG CTTTCCAATT AAATGGTATT 1128840 
TGCGATACTT ATAACTGGTC TGAAGCTATC AAAATGTTAC GCGAAAAACG CGTAGTCATT 1128900 
TTCTCTGCGG GAACGGGAAA TCCATTCTTT ACCACTGATT CTACCGCTTG TTTGCGTGGT 1128960 
ATTGAAATTG AAGCTGATGT TGTGTTGAAA GCGACTAAAG TTGATGGTGT GTATGATTGT 1129020 
GATCCTGCGA AAAATCCTGA TGCAAAACTT TATAAAAATT TAAGTTATGC AGAAGTGATC 1129080 
GATAAAGAAT TAAAAGTGAT GGACTTATCG GCGTTTACTT TAGCTCGCGA TCATGGCATG 112914 0 
CCGATTAGAG TGTTCAATAT GGGTAAACCT GGAGCATTAC GTCAAGTAGT GACTGGTACT 1129200 
GAAGAAGGCA CCACTATTTG TTAGTGAATG TTGAAAAGAA TAATATTAAA GAAAATACAT 1129260 
AATTAAATTA AGGACTAAAC TTTTAATTCA TTGAGTTTAG TCTTTTTAAT TTAAATAAAG 1129320 
CATTACGGCA GGAATGAAAG TTTTCGTAAA TTCTGTTTAG TCTTCATAGT TGGATTATTT 1129380 
AGATATAAAA ATCTGCACTC TAATAAGTGA GAAAGTTAAT CAAACTTTTA GAATGCAGAT 112944 0 
TAATTTTTTA TAAAATTTCA GTTTAAGCTA CAGTGAGTTG TCCCGCATAT AAAATAAAGA 1129500 
AACGTAAACA AAATACCCCA ATTAAGTCAA AAATTGATAC CAAGATAATA AAGTTACGAT 1129560 
TGTATTTTAA ACGGTCATTT ACAAACATAT TGGCGATTAA TGGGAtCAAG ATACCAATAA 1129620 
TCAATACTCC AACCCAGAAT ACCACTCCCC AAAAACCAGA TAAGGCATTA TGTAACGCAA 1129680 
CTGTTTTTTG TCCGCCACCA AAATGTAATC CAACGAAGAA ACACACAATC AAACCAAGTT 1129740 
CTGTCACCAT AATTGGCACT TCAAATTTGT GGATGAAGTG CGATTCGTGA GAATCACCTT 1129800 
TTAGTTTTCC TGCAATTAAG ATAATTAAGA AGGTTGCAGC AATACCAGAT GATGTGCCAG 1129860 
AAGCTAAGAA TAATGCGGGT AATACTGGGT TATTTAACAT TGGATAGCTA ATCAATGCAG 112992 0 
AAAGTAAGAA CCCTGTGTAT GCTCCAAGCA CAGCAGCCAA TA7GAAAAGA ATAACTTCGA 1129980 
CTGGACTTAC AATACGTTCT GCAATACCGA TGAGTTTCAT CACAAATTGC AGTTTTGGTA 1130040 
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TAAAGCGATT AATTAATGCT TCGATTTCTT TTTTGAAAAT CACTACCCCC CAAATTACTA 1130100 
AAAATAACAT ATAGATTTGG AATAGCATGA CCCCCATCGA CATTACGGAG TTGAATTGAT 1130160 
AGTTAAACAT CAATTTCCAG AATGTCCAAG GTCGAGTTAA GTGGAAAATT AATAGCGTTA 1130220 
AACCAATTAA TGTTGGTACA GACCCTAAAA TTACCCCAGA TCGAATAATC CAGTTTTGGC 113 0280 
TTAGATTTTC TAGTTTATTA CTGCGTTTAT AGGCAATTGC TAACTGTACC GCACCAGATG 1130340 
AGATCCCCAA TAAAAACAAG TAGATCGCAA TGGTATAATC CCACACTAGA TTAGGCGTAT 1130400 
GAAATGGAAC TGGATAATCT AACGTCATCT TCTAGGCTCC CCATGTTGGA ATGGAATGTG 1130460 
ATATAAGTTT GGTTGTGTAC CTAATTCCAC TTTAGTGCGA TAAACCGGTT TTT C TTTCAC 1130520 
TTTACGTGAA ACTGCACTTG TTGGATCATT CATATCCCCA AAGGTTAATG CTTTGGTTGG 1130580 
GCAAGCCTCt ACACAAGCAG GTTGTTTACC ATTGGCTAAA TTTGTATCGC GGCAGAAGTT 113064 0 
ACATTTATCT GCGGTACGAT GTATTGGATG AATAAAACGT ACACGATATG GGCAAACTGC 1130700 
TATACAGTAT TGGCAGCCTA TGCATAAATC TTTATGTACA TCTACAATGC CAGTCTCTTT 1130760 
ATCAATAAAA GATGCACCAG TTGGACAAAC TGCTACACAA GGTGCATTTG TACAATGTTG 1130820 
GCAAGATTGA CGAAAGAACT CGTATTCTTG ATTTGGAAAT TCCCCATAAG GTTCACTACG 113 OB 8 0 
TAGAATCTCT AAGCGAGAAA CGCCTTCTGG CACTTGGTTT ACATCACGAC ATGAGTCCAT 1130940 
ACAGGCTGTA CAACCGATAC ACGCATTTTC ATCATGTATC ATTGCGTAAC GTTTAGGTTT 1131000 
ATCTGCCTTG TTTTCTTTTG CAAAAGCAGG TAAAGATGTC CCCGTCATAA GGATCACTGC 1131060 
CCCCATGCCA GAAACAAAGT TTCGGCGTGA GcAGaCTGTC ATAGTTTATC CTTT TGTTCG 1131120 
ATTAGTTTAT CTTGTTCAGC TTTACGTTTT TGTTGTTCGC CATGACAATC TACACAAAGT 1131180 
TTAACGCGTT GTTTTGGTTG aATACCCTTC ATTGCATCTT CTTTAGGGTG AAGAGTATGG 1131240 
CAACTTGCGC AAGGCAATTT CATTGCGTGT ACATCATGAG CCCATAATTT TTCACGaAGT 1131300 
TTGTCAGGTT GATGGCAAGC AAAACAAACT TGGTTTTGTT CTTGAACGGA ATACATCGGT 1131360 
TTTTTATTAC CGAAAATATC TCCTTCAAAA CGCATAACAT CTTTAGCACC GCGACGATGA 1131420 
TTTTCGGAAA TATTGCCGTG ACAGCTTACA CAAGTAATAG CTTTACCGTT ATTTGGATTT 1131480 
TTCTTATCTA AATGTGCACC GTGAAATTTA CCAAAGTGGA G7TCGCCACC AGACTGATCT 113154 0 
AGCGTTTGGT TTTTATCTAT TTTGTCGAAT TTATGGCATT TAG C ACAATA TTGATTAGGA 1131600 
TCGCGTTGGT TATCTAATTG CGGTTCATAA GTAACATGAA CC3CAGGTTT TTGTGCATCA 113166 0 
TCCGCATGAG CCAAAAATgG CGCTGCTACA AATGCCACAA 77ACTAACGC TTTTGCAGAT 1131720 
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TTGTTGATTA AAGAAGTTAA AATCA7TTGG GTTACCTCAA ATTTGACCTT GAAAATCACC 1131780 
GCACTTTCTA GTTTGCACTA AAAAG7GCGG nGCATTTTTC ATTTATTTTT GTGCTGGTGG 1131840 



GAATTCTTCT TTCGCTTTAC GTTC77TTTC AATATCAATA CCCATTACTT TCCACGCTTT 1131960 
ATCAGCAGTT GAAATATCTG GGATT7GAAC TGGAGTTTTC ACACCGTGTT TAGTTAAGAT 1132020 
TACTGCAAGT TTAGTGCGTG CGTC73CTAC TTTATCTAAG CCAGAAGCTA ATACACGAAG 1132080 
TACTACTTCA GGTGCATGCA TATGACCACC ATGGCTTGCA GCAGTGTAAT CCCAACGCCA 113214 0 
TTGAGCATGA CGAATATCCA TTAATGCTGC TTCCATTTCT TTTTTAGTTG CACCTGCGTC 11322 00 
CCAAGCCTCT TTTGCTTCAA AGTGAGCTTT GACAACTTGG TCT7CTAAAC GACCCATTAC 1132260 
ATCTTTCACT TCTTTTTTAC GTGAAGTAAC AATATCGCGT AATTTTTCTT TGCTTTGATC 11323 2 0 
GTGACAATTT GCACAAGTGC TGTCAAATGC CTCAAATGGA • T7TTGAATTT GGTGATCGGT 11323 80 
GTAAACTTTA CCGTCCGCAC CTTGTACTTT TGGCATATGG CAATCTACAC AAGTTACCCC 1132440 
ATTTTTACCG TGCATACCTA AAGACCAAAT TTCAAAGTCA GGGTGTTGTG CTTTTAACAT 1132500 
TGGTGCTTTA GAAAGTGAGT GAGTCCAGTC AGTGAAACCA ATATCATCAT AATATTTTnC 1132560 
AATATCATCT ACGGTTTGAC CATTATCCCA AGGGAAAGTT ACTTGCTTGA TGTCCCCTGC 1132620 
AAAATAGTAT TCAACATGGC AGTTTGCGCA AATTTCTGCA CGTTTTTCAG TACGCGCCGC 1132680 
CGTGTTGAAG CTTAAATTGT TGTGTGGGCG ACCTTCTGCT TTATCT TT T T CAGCAGTGGC 1132 740 
TTTTTCTAAA GCATCAAGGG CGCGTAATAC GTGTGGGCGA GCAATACGTA ATGCAGGTTT 1132800 
GCCTTCTGnA AAATCTTTAG AGGTTGTGTC GTGACAGTCA GCACAGCCAA TTGAGTTCAC 11328 60 
GATTTCAGGT CCTCCCTTTG CCCATTTCGC ATTGAAATAA TCTTTCTCAC CCCATTCCGC 113292 0 
GATTAAACGT GGAACATCAG GACCTTTACA TGTCCAACAT GCCATAGCTT GAGGGCCATC 113298 0 
ATTTGCAGTT TTTGGCGCAC CTGTACGTAA AATATTACGC ACATCTGTTA CCGCATAAAA 1133 04 0 
GTGACCGCGT GGTGCGTTAT ATTCTTTTGC AAATGCATAA CCACCCCAAA GTACGATTAG 1133100 
GCGCGGATTT TCTTCATCAG CATAAATAAT GTTTTCGCCA 7C3CCGTTTG CTGTAG AACG 113316 0 
CCAGCTGTTA TATTGATTTG GATATTTTTC TGCAAATT77 7CA77TACAG ATTCAATTTT 1133220 
CAAATCAGGT TTTGCGGGTT CAACAGGTTG TTCTAATGGC 77A7ATACAA GCTCAGCAGT 113328 0 
GGCTGAGTTA AATAAGCTTA AACTCGCGAA AGACGCTGCC AC AA7AAGG C TTTTTTTGAA 1133340 
TGCGTTCACG ATAATTACTC CATTTGTTGT AATAAAAAGG 77AAGTAGAA AGTTGAGAAT 1133400 



ATCAACTAAT AAGCCTTTTT CTCTAGCTTG TTGTTCCCAT TGTGGTACCA CAGTTTTTAA 1131900 
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TATTATTAAT ATCCATACAA AACGTAGATA TATTTtCATT CAAGCGTAAG ATACCAAAAG 1133460 
AAAAAAGTTT TTCTACTCGC AGAAT3CTAA AGTTTGAGCT TGATCAAGCT TATCTTTTAA 1133S20 
AATACTCAAA AAGAGGTATA TTGTtGTTTT AAATaAATTA AGGCGGTATA AAACCGCCTT 1133580 
AATTTTGAGT ATTATTATCA TTAGTATTGA CTAATAATAT TngCTATTCT TTTATCTGAT 1133640 
ATTTGATATT TCGTACCTAA TTGCT3GGCA. AATAAACTTA CGCGCAATTC CTCAATCATA 1133700 
TAGCGAATTT CTGCTACTTC ATCGGAAATA GGTTTAGATT TTGGCAGTTT AGCGAGCAAT 1133760 
TGTTGGtAAG CCTGTTGTAC TTGTTCCACG CGTAGCATCG CAGCACGATC ACGGTTTACA 1133820 
TCTTGAGCCA ACTTATCAAT ACGTTTATCA ACGGCTTGCA GATAACGTTG TAAATCTGGT 1133880 
AGGCGATCAT AACCGCTCTT TTGCACAAAA CCTTGATACA CCAAACCTGC AAGTTGCGAT 1133940 
TTGATGTCGG ATAATGCAAA TGCCATCGTG AAATCCATTT TGCCTTTAAG GCGTTGGTTA 1134000 
AGTTGGTAAG TGAGAGTAAG AATCTGCTCC ACTTTCTGCG CAATATCCAC GGTCACTTCG 1134060 
TTAAGATTTT cTCGAACGAA ATCACGCAAT TTTTCAAAGC CTGCTTCATC CCAAACAAAC 1134120 
CCGCCAAAAT CGGCAATTAG CTTATCTAGG GCACAAGCGA TACAGTCATC GATCAAATCC 1134180 
AATACGCGAC CGAACGGGGT AAAATACAGC CCCAATTTGG CTTTATTCGG CAATTTTTCA 1134240 
TGAAGATATT TAATTGGTGA TGGCACATTG AGCAGCAACA GACGACGCAA ACCTTGCTGC 1134300 
ATCGCCACCG ATTGCTCAAA CTCTGTTTCA AACAGTTTGA TACCTACAGC ATCTTTTTCA 1134360 
TCTACAATGG CGGGGAACGC TTTGACGCTG AAACCACGTT GTTTTTGTTC GTAACATTGT 1134420 
GGTAAATCTG CAAAACTCCA AATATGC AG C CCACTTTGCT CAATGCCATC ATCTGCCACA 1131480 
GCAGAAATAC TTTCCTGCAC ACGATCTTTT AAGTTGAATT TCAGCTCATC CAAATTcATG 1134540 
GATTCTGCGA TTTTTTTACC GTTTTCATCC ACCACACGGA ACGTCATTTT CAGATGGCTT 1134600 
GGAATTTGTT CCCAATTCCA ATGTTCCGCT TCTACGGTGA CGCCAGTCAT ACGACGCAAT 1134660 
TCATAAATCA GCGTATCTAA TAATGGCTTT TCCAACGGCA CCGCACGACT TAAAAAAGCT 1134720 
TGAGCATAAT TAGGTGCAGG CACGAAGTTA CGGCGATAAG ATTTCGGCAG CGATTTAATC 1134780 
AGCGCAATCA CCAACTCTTC ACGCAAGCCT GGAATTTGCC AGTCAAAGCC GGTCATTTCC 1134840 
ACTTGGTTGA GCAATGGCAA TGGAATATGT ACTGTCACGC CGTCCGCATC GGTACCTGGT 1134900 
TCAAATTGAT AAGTCAATTT GAGTTTTAAA TTACCTTGA7 GCCAGAAATT CGGGAAATCC 1134 960 
AGCTTGCTCA CTTGTTCCGC ATCATCATTG ATCAAAAATG AATGTTCAAA ATTAAGCAAT 1135020 
TCAGGATCTt TTGCTGCGCC TTTTTCCACC AGGTATCAAA ATGTTTTTgA GAGACAACTT 1135080 
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CTGTGCCAAT ACGCTGATcG TAAAATTcaA AAAGCGTGCG ATCATCCACC AAAATaTCGC 1135140 
GGCGGCGGCT TTTGTGTTCC AATTCTTCTA CTTCTCGAAC GAGCCTTTGA TTTTyTTTGA 1135200 
AGAATTTATG CTTGGTATTC CAACCCCCTT CCACCAAGGC AGATTGAATA AAGATTTCAC 1135260 



GTAAAGTGTG ACTTTTTCAT CTGCAATCAC GGCGCCACGG GATTTAGACC AAAGGGGTty 1135380 
GGAATAGGAT TTTTTTATTA AATGCTCGGC AAGTGGCTCA ATCCATTCTG GCTCGATTTC 113544 0 
TGCCACCATG CGCCCCCAAA GTTTGGAGGT TTCCACTAAC TCTGCCGCCA TCACCCATTT 1135500 
CGGTTGTTTT TTGAAAAGCA CAGAATTGGG GAAAATCGCA AAATGGGCAT TACGTGCGCC 1135560 
AAGATATTGT TGTTTCTCCG CTTCTTTTAA ACCGATATGA GAAAGCAAAC CACTTAAAAG 113 5620 
TGCGGTATGA ATTTgCTGAT ATTCTGCTTT TTCAGAATTA ATCGGCAAGC TCATTTCACG 1135680 
CACGGTTAAA CGAATTTGAT GATAAATATC CTGCCATTCA CGAATGCGTA AATAATTTAA 1135740 
GAAATCTTTT TGGCACTGAC GACGGAATTG GTTTTTACTC GATTCTTTTT GTTGTTCTTG 1135800 
TAGATAACGC CAAAGATTGA GGAAAGCCAA GAAATCTGAT TTTTTATCGG CAAAACGACG 1135860 
ATGTTTTTCA TCGGAAGCTT GCTGTTTTTC TTGTGGACGC TCGCGCGGaT CTTGAATGGA 1135920 
TAACGCAGAG ACGATGATCA TCATTTCATA AACGCAGCCA AAATTGACCG CACTTAGGAT 1135980 
CATTTTGGCA AGGCGCGGAT CGACTGGAAG TTGAGCGAGT TGGCGACCAA CTCTAGTTAA 1136040 
TAGGCGTTTT TCACCCGATT TAGTTTGAAC AGTTTCAAAC GCTCCCAACT CTTCCAACAA 1136100 
CTTCACGCCA TCTTGAATGT GCCGTTCATC TGGCGCATCC ACAAAAGGGA ACGCTTCAAT 1136160 
ATCATCCAAA CCCAATGCCG TCATTTGCAA AATAACGGAG GCTAAATTGG TGCGTAGAAT 1136220 
TTCAGGATCG GTAAACTCTG GACGAGAATT AAAATCCTCT TCCGAATATA AACGAATACA 11362 80 
AATCCCTTCA CTTACACGAC CACATCGACC TTTACGCTGA TTAGCAGATG CCTGTGAAAT 1136340 
AGGTTCAATC GGTAAACGTT GTACTTTGGT GCGATAGCTA TAACGGGAAA TGCGCGCAGT 11364 00 
ACCTGGGTCA ATCACATACT TAATGCTTGG TACGGTCAAT GAGGTTTCTG CGACGTTGGT 1136460 
CGCCAATACA ATGCGATTTA AACCGCTTGG ATGGAAAATT T7A7TCTGTT CTTGTGCAgA 1136520 
CAAGCGTGCA AAGAGCGGTA GAATTTCCGT GTGTTTTAGA TTTTGCTTTT GCAAGGCTTC 1136580 
GGCAGTATCA CGAATTTCAC GCTCTCCATT CATAAAGATC AAGATATCGC CTCGACCTTC 1136640 
TGCTTGCAAT TCATCCACCG CATTGAGAAT GCCTTGTAGC TGATCTTTGAT CGTCTTCTTC 1136700 
CACTACGGGA CGATAACGCA CTTCAACAGG ATAGGTTCTG CC73AGACTT CAATAATCGG 113676 0 



GGCTTACCGT TGGATCAATA GCACCGTAAT tACTGGTCGC ACAGCCACAA TCGGCACGCC 1135320 
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CGCATTGTTA AAGTGTTTAG AAAAGCGTTC CACATCAATG GTTGCAGAAG TGATAATAAG 1136820 
TTTTAAATCA CGACGACGAC GTGGCAACAA CTGTTTCAGA TAACCGAGAA TAAAATCGTT 1136880 
ATTTAGGCTA CGTTCGTGGG CTTCATCGAT AATCAAACAA GAATATTGAT TGAGAAAACG 1136940 
ATCGTTTTGA ATTTCTGCTA GCAGAATCCC GTCAGTCATC AATTTGATTT GGGTGTTATC 1137000 
GCTGATTTGA TCGTTAAAAC GAACCTTATA ACCAACTAAA CCGCCAAGCT CCGTTTCCAG 1137060 
TTCTTCCGCA ATACGCGCCG CCACCGAACG AGCAGCAATA CGGCGTGGTT GAGTATGACC 113712 0 
AATCATGCCT AAATTGCCGA AACCTAATTC CAAACACATT TTCGGCAATT GGGTGGTTTT 113718 0 
ACCTGAACCA GTTTCCCCTG CCACCACGAT GACCTGATGT TCAGAAATCA GTTTTTGAAT 113724 0 
TTCGACTTTG CGTTGGCTAA CGGGCAAACT CTCTGGAAAA ACAATCGGAT TTTGTACCGC 1137300 
ACTTTTCCGT TGTTCTACAC GTAATCTAGC TTGTTCAATT TGCTGCTGGA TTTCAGCGGC 1137360 
AACGGCTTGT TGAGCCTCTT GGCTTTTAAT TTTTCCAATA CCATGAATGC GGGCGGATAA 1137420 
GCGACGTTGA TCCACCAGCA TGATGTCATT TAATTGAGAA AAAAGAGATT GTTGTAAGGG 113748 0 
AGTTAATGTG TGTTTTACCG AGCTGTTTTT CATAGCGATT TACTTTTGAA ACTTCCGTAA 1137540 
GCTAAGCTAA TCCATCCGAT TAAAAATAAA GTsCCgcCAA TAGGCGTAAT CCATACAATT 1137600 
ACATTGCTTG CTTCGAAAGC AAGTGCGTAT AAACTTCCAC TAAATAATAA GATTCCAATT 1137660 
AACCAAGAAG ACATAGATAA TCGGGCGAAT TTGTTGTCAC GTAAAGCAGA TAATGCAACG 1137720 
GCAAGTACTG CAATGGTATG GAACATTTGA TATTCTAACC CCGTATCAAT CCATGATAAT 1137780 
GCTTTGGCTT CTAATATATG GCTTAAGCCA TGAGCTGCAA ATGCGCCTAG TGCGACACAG 1137840 
AAGAATCCGC TTAAAGCAAC AAGAGTAAGG TATTTGTTTT TCATTTAAAT TTTCCCTAAA 1137900 
AGTAAAGCTA ATATACCTGC AGCAATAAGT GGGCCAACGG GAATTCCACC TAAAAATGCT 113 7960 
ACACCAATAA TTGTGCCGAT AAGCAAGCCA GTGACTAAAA TCGGTTGTTC GCCCATTAAA 1138020 
GGCACACCTT TGCCGGCAAG CCATGCCACA AGCACACCAA CAGAAATGGA AAGTGCCATT 1138080 
TTCCAACTAA GAAAACCTGA TAAATCAGGC AACTGAATTT TCCCTGAAAC TAAGGGGCTT 1138140 
AAAACCCCAA TGGTTAAAAT AATGATACCA ATTTTAACGC CATATTTTTC CAATAAAGGA 1138200 
ATGTGAGAaG ATAAAAAAGT TTGCTGCATG ATAAGTAATA CGGCAGCAGA AATGGTAATT 113 8260 
GTGCTGTTGT TGCTTAATAC GCCAAGAATA AGAAGTATCA CTAGTAATAG AGCAATGGTA 1138320 
TTGAGTTGTA ATGTCATAAA GTGCGGTTAA AAAAATGGAA ATTTTGGTAA ATATT CTAGC 1138380 
ATAGAAATTC GTAAAATTAT TTTCCATTGT TGTTGAGAAA AAGATAAATG AGAAAAGTTA 1138440 
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AAAAGGGTTC ATTATGAACC CTTTTATTTA GTTGGTAAAA TTCTTAAATC ATTTATTCCT 1138 500 
CAAATTTACC TTTTTTTTCT TTATTGATGG TGCATTTCGC GCTAGCCAAA TTGCAAACAA 1138560 
TACACCCACT ACCCAAATCG CATATAACAT TCTATTTCTC CTTAGTATAA TGAGTGTTTA 1138620 
TTTTTATCAA TGAAATTAGC ATCTAAACGA CCAAACATTT TTGAGTAAGA CCAAATAGTA 1138680 
TAAGCTAAAG CAATGACCAC AAAAACAACT GCAAAAATCA GCATTAATGT TAATGTTAAT 1138740 
TCACTTGAAG TCGAATCCCA CATTAATAAA CTTTGTTCAG GATGTGAACT TGAAGGCATC 1138800 
ACAAATGGGA ACATTGATAC TGCTGCAGTA ATAATCACAC CAGCCATTGT TAATGCAGAG 1138860 
AAGAAAAATG CAAAACCACA ACGATTAGCT TTAGAAAATG CAGCATTTAA TAATGCAGCA 1138920 
ACTACAGcTA ACGCAGGGAA AATCCAAAGA ATTGGCATTT CATTGAAATT TCTAAACCAC 1138 980 
GCGCCAGTTT CTACAGCAAC TTCTTTATTC ATTGGAGACG ATGGAGCGAA ATGATCGATA 113 9040 
GTGCTAGTAA CTACATAACC ATCTTTAGAA TATAACCATA CGCCAGCTAA TACGAATGCA 1139100 
ATCAAAGTCA CAATAGAACC AATTTGACTT ACTGaACGAG nACGATCACG TAAGGCTTCA 1139160 
GTGGTTTTCA TTTGTAACCA GTTTGCGCCG TGAGTGACAA GCATTGATAA GCTAATAACA 1139220 
CCACATAATA ATGCGAATGG ATTTAATAGC TCAAAAAATG AACCTGTATA AGTCACTTGA 1139280 
GTTAATTCGT TAAAATGGAA TGGAACGCCT TGTAATAAAT TACCAAAAGC CACGCCAAAT 1139340 
ACTAATGCTG GTACAAAACC ACCTGCGAAT AATCCCCAGT CCCAAACAGA ACGCCAAGTT 1139400 
GGATTATCAA TTTTTGCACG GTATTCAAAA CCCAATGGAC GTAAGAnTAA CGCTGCCAAG 1139460 
ACTAATACTA ATGCAATGTA AAAACCTGAG AAAGATACTG CATATACAAT TGGCCAAGCT 1139520 
GCAAATATTG CACCACCTGC AGTTAATAAC CAAACTTGGT TACCATCCCA AtGGGGAGCA 113 9580 
ATAGTGTTGA TCATAATACG GCGTTCCACT TCTTTTTTAC CTATTACAGG TAAAAGTGCG 113964 0 
GTCACGCCCA TATCAAATCC ATCAGTTACA GAGAAGCCAA TCAATAATAC AATAACTAAC 1139700 
ACCCACCAAA TAAAACGTAG AAATTCATAA TCAATCATAA TTTATCTCCT ACTTATTTAG 1139760 
CTGATTGTTC AAAGTAGTAT TTGCCGGTTT TTAACGCACT TGGACCCAAA CGCGCATATT 1139820 
TAAACATCAA ATACATCTCA ACAATAATGA ACGCAAGATA AAGCGCACAA ATTAAACCAA 1139880 
TAGAGAACCA TAAATCGCCT GTACTTAAAT TAGAAGCGGA TACGCCAACA GGTAAGATCT 113 9940 
CGTAAGTaGC CCAAGGCTGA CGACCATATT CTGCTAAGAA CCAACCACAC TCAATGGCAA 1140000 
TCCAAGGTAA TGGCAAGCCC CATAAAAGAA CTTTTAACAA TAATGGAATT TGAGTGACTT 1140060 
TATTACGTAA ATTTTGAACA AATGCGCCGA ATGTAAGTAA AGCAATTAAA CCACCAGCTG 1140120 
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CAATCATTGC ACGAAATGCC CAAAAATTAG GGCCTACATT TGGAATAGTA TCACGAGCGG 1140180 
CTTGTTTAAT TTGTTCTTCT GTCGCATCAA CAACATTGTT TGTATAGCGT TTTAATAATA 114 024 0 
AACCGAAACC AAGATCTTTT TTAACTTCAT TGAATTGTGC TTTGGTTTCT TCATTTACTT 1140300 
GACCATTTGC TTTTTTCTCA GCGCGTAGTT GAGTAAATAA TTCATAAGCA CGGATACCAC 114 0360 
TACGTACACG AGTTTCATTT AATGCTTGAA GATCTTTTAG ACCTATAATT tCTTTATCAA 1140420 
TTGAACGAGT TGCTATTACA CCGCCAAGAT AAGGAATTTC AATCGCAAAA TCATTTTTCA 114048 0 
TTTCAGCCGT ATTTGGAATT GCTACTGGAA GGAATGGAGC AGGTGCTGGG TGAGTTTCAA 1140540 
ATTCAGCTTC CATTGCGGCT AATTTTACTG GTTGTGCTTT ACCAATATCA TAACCAGATT 1140600 
CATCACCAAG AATTAGCACT GAAATAGAGG CGATAAATCC AAAAGTAGCA GCTACGGAGA 1140660 
AAGAACGTTT TGCAAATTyA AAATCACGAC CTTTTAGTAA AAAGTATGAG CTAATGGCTA 1140720 
AAACAAAAAA TGCGCCTGTC ACATAACCTG CAGAAAGAGT ATGTAAGAAT TTACTTTGTG 114078 0 
CAACAGGGTT TAACCAAAGA TCTAAGAAGT TAGTCATTTC CATACGTACA GTTTCAAAAT 1140840 
TAAATTCTGA ACCTGTTGGT GCTTGCATCC AGCCATTTGC AACCAAAATC CACATAGCAG 1140900 
ATAAATTAGA ACCGAAAGCC ACACAATAAG TTGCTAATAA GTGTTTTCCT TTTGATAAAC 1140960 
GATCCCAACC GAAGAAAAAT AACCCCACAA AAGTGGATTC TAAGAAGAAG GCAAGTAACG 1141020 
CTTCAATAGC AAGTGGCGCA CCAAAAATAT CCCCCACGTA ATGAGAATAA TAAGACCAGT 1141080 
TAGTACCAAA TTGGAATTCC ATAATAATAC CGGTGGTCAC CCCAAGGGCA AAGTTAATAC 114114 0 
CAAATAACTT TCCCCAAAAT TTTGTCATAT CTTTATAAAC TTCTTTACCT GTCGCCACAT 1141200 
AAATAGTTTC CATAATTACA AGaATAAAGG ATAAACCCAA TGTTAGCGGC ACGAAAATGA 1141260 
AG TG AT ACAA CGCAGTTAAA GCAAACTGCA AGCGAGAAAG ATCAACAACG TCTAACATTC 1141320 
TCAACTCCTT TGTATAAACA ACATTAGTTC CAACAATGAT TAACAAGGCG ATGCCTTAAA 114138 0 
TAATCCCTAA TTACTCAACT CCAATCAGCT AAGTTTAAAT TGACTTATCT ACATAATTAT 1141440 
TTTTAAAGGT TAAAAAAACA CCAGTTATTA TAGAGATAAT CCAAATTGGC GGCTATTCTA 1141500 
CTACTAAACA TAAGGATAAA AAATAGTAAA AAATGCTATA TAGATCACAT TTTTGATATA 1141560 
AATACAAAAA TAGGGCTTAT TTGTTATATT TTATTTAATT GACTTAGATC AAATTGACAT 1141620 
TTTTGCAATA ATTTTTGTTT TAAAGATGAT TAATTTCATT GTGTAAGATC ATATTTTAAT 1141680 
ATTTGTCTCA ACCAACACAT CTCTTGATGT TTTTAACTGC TTGAATAAGT ATGTrGTGGC 1141740 
ATTTAATACT TAATTTATCA TTCAACATTT GTAATGTGAT TGTgGATCCT TTCCAAGGAT 1141800 
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AAAAAGGATT AAGCCAAAAC TAGCATTGAG TTCATTGCGC AAATCAGGTA AACTACCATC 1141860 
CCGTCTTTGA TAGCTAATTA TCTTCGATTT TTGACCGCAC TTTTGGTTGA TTTTGTCTGT 1141920 
AGGATGATTA GCTATAATCA TTTATATTCC AATACAGATT AGGTTCCCTA TGGCTACAAA 1141980 
TTATATTTilC GTCACTGGCG GTGTGGTTTC ATCGTTAGGT AAAGGCATTG CGGCAgATCA 1142040 
TTGGCGGCAA TTTTAGAAGC ACGTGGTTTA AACGTAACCA TTATGAAATT AGATCCATAT 1142100 
ATTAATGTGG ATCCCGGTAC GATGAGCCCA ACCCAACACG GGGAAGTTTT CGTTACTCAA 1142160 
GATGGCGCAG AAACAGATTT AGATTTAGGT CATTATGAGC GTTTCATCCG CACGAAAATG 1142220 
ACCAAACGTA ATAACTTCAC TACAGGTAAA ATTTATTCTG AAGTATTACG TAAAGAGCGT 1142280 
CGTGGCGATT ATCTTGGTGC AACAATTCAA GTGATTCCAC ATATCACTAA TGAAATTAAA 114234 0 
GATCGCGTCA TTGCTGGTGC TCAAGGTCAC GACGTTGTGA TTGTTGAAGT GGG CGGCACT 1142400 
GTTGGGGATA TTGaATCACT TCCATTCTTA GAAGCATTaC GTCAATTAGC CGTTCAAGTT 1142460 
GGTCGTGAAC ATACGTTATT TATGCATTTA ACCTTGGTGC CTTACATTCC AAGGGCGGGA 1142520 
GAGGTAAAAa CTAAACCAAC CCAGCATTCG GTAAAAGAAT TGCTTTCTAT TGGTATTCAA 1142580 
CCTGATGTGT TGATTTGCCG TTCAGATCGT ATGATTCCAC CAAATGAACG TGCGAAAATT 1142640 
GCTTTATTTT GTAATGTTGC AGAACGTGCA GTCATTTCAT TAAAAGATGT GAATTCAATT 1142700 
TATCAAATCC CCGCATTATT AAAATCTCAA GGTTTAGATG ATTTTGTCTG TGAACGTTTC 1142760 
CGTTTAACTT GCCCTGAAGC AGATCTTACT GAATGGGAAC AAGTGCTTTA CAAGCAAGCC 1142820 
AATCCAGTGG GAGAAGTAAC CATCGGTATG GTAGGTAAAT ACACTGAGTT ACCCGATGCC 1142880 
TATAAATCAG TAAATGAAGC CTTAAAACAC GCAGGTTTAA CGAACCGTTT AAGTGTAAAC 1142940 
ATTAAATATA TTGATTCTCA AGATGTTGAA ACCAAAGGTG TTGAAGTATT AAAGGGCATT 1143000 
GATGGCATTC TTGTTCCAGG GGGATTTGGT TATCGTGGTG TAGAGGGTAA AATTCGTACC 1143060 
GCACAATATG CACGAGAAAA CAAAATTCCT TACTTGGGTA TTTGCTTAGG TATGCAGATC 1143120 
GCATTGATTG AATATGCACG TAATGTAGCG GGTTTAACTA AAGCCAATTC ATCTGAATTT 1143180 
GATAAAGATT GTGAACAACC TGTGGTGGCA TTAATCACAG AATGGCAAGA TGCGGAGGGT 1143240 
AATACTGAAG TGCGTACCGA TGAATCAGAT CTTGGCGGAA CAATGCGTTT AGGCGCACAA 1143300 
CAATGTCATT TGGTATCAGG TAGCCGCGCC CGCGAGCTTT ATGGCAAAGA AACCATTGAA 1143360 
GAGCGTCATC GTCATCGCTA TGAAGTGAAC AATACCTTGC TTCCACAAAT TGAAAAAGCA 1143420 
GGATTGAAAG TAACTGGATT ATCTGCAGAT AAAAAATTGG TAGAAATTAT CGAAGTGCCA 11434 80 
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AATCATCCTT GGTTTGTCGC TTGTCAATTC CATCCAGAAT TTACTTCTAC GCCTCGTGAT 1143540 
GGTCATCCGT TGTTTGCAGG CTTTGTAAAA GCAGCCTATG AAAATCACAA AAAATCTGTG 1143600 
AAGTAATTCT TGGTTCTGCA ATAAGTGCGG TAAAAAAATG AAATATTTTT ATTTGGTTAT 1143660 
GATATAACTT GATGTTTTTG AAGTAAAAAA ATCCCCGTTA AATTTATCAT TTAACGGGGn 1143720 
TTTTTTATAA GCTATTTACT GTTTTTATAT TTAGTTAGTA CGCTTAACTA ATTTCGTCCA 1143780 
GTTATAATAA CCATACAACG AGTTAAGTAA GTAGGCTGAA TACATTAAGT ATATTGCAGG 1143840 
TGTCTCTGCC CATAAGAAAA TAGAAAGAAT ATTTAATCCA ATCCATAACA ACCATTGTTC 1143900 
ACGATAACGG CAAAATCATT AAAATCTGTG CCGCAACCGT AATAATTGTA GTTAGACCAT 1143960 
CTAAACCTGT TGAGCTACCA CCAGCCGCTT GTAATGCTTG AACAAAAAGC AAAGTACCAA 1144020 
CCGTAGTCAC AACAATTAAT GTCATCCATC CTTTAACAGT TAACGCTTTT GCAATCACGC 1144080 
TTTCTCCACC ATCGCTATTT TGCATATTGG CTTTCCACAT AAAGTAACCA ATAAATTGAG 1144140 
AGGGnAAATA TACGTAAAGT AGGGTGTTCA TTTCGCCTAA GAAATTCGAT CCCCAAGCAA 1144200 
CATAAAAATA AGTATAGGCA AAAATCAATC CAAAGAAATA ATTACTAATT TTACCTTTAC 1144260 
• TTACCAATAC CACACACAAA ATACCAGAAA TACCAGAAAT CATTGCTAAC CAAGAATCAG 1144320 
GTGTTTGTAC ATAAGCCCAA ATTTGGGCAA TGATAAAAAG CGCAAGCCAA ACCCACCTCA 1144380 
AAAGGTTTCC AACCAGAAAC aAATTCTTGT TTTAAACGCG CTGCCAAAGT CATTATTTAC 1144440 
TCCTATTGAC TTAAATTTTG AGGTGACCAT TTTCGCATTG TGAATTGGTA ATGTCAAGGT 1144500 
GTAGAAGCAT TTAATTCTAA AGTTGTGAAA TCCATCACGT TTTAATTAAA GCCTACATTA 1144560 
TCTATTATTG AGTTTGTTTC AAAAAACGCT CTAAAAATTG ACCGCACTTT AAATATAATA 1144620 
ATCAAGCTCA AGTGGTATTT TTGCTTGTAA CAAGAACTGT TTAGTACGCT CGTGTTGTGG 1144680 
GCAAGTGAAG AATTTATCTG CTGTATTTTG TTCTACAATA TGTCCATCCG CCATTAAAAT 1144740 
CACACGATCC GCGACATCTT TCGCAAACTG CATTTCGTGA GTAACAATAA TCATTGTCCA 1144800 
GCCTTCTTGG GCGAGCATTT TTAGTGTTTG TAACACTTCG CCCACCAATT CAGGATCTAA 1144860 
TGCCGATGTA GGTTCATCTA ATAAAATAAT ATCAGGTTTT ACCGCAAGGG CTCGAGCAAT 1144920 
CCCCACTCGC TGTTGCTGAC CGCCAGAAAG TTGGGATGGA AATAAATCCG CTTTATTTTT 1144980 
AAGCCCTACT TTTTCTAGCA AACTAAGTGC TTTTTCACGA GCTTGAGCTT TATCTTGTTT 1145040 
TTGCACAACA^ ACCATTCCCT CCATAACATT TTCAAGGGCA GAACGATGAG GGAATAAATT 1145100 
GTATTGCTGA AAGACCATTG ACGAACGTCG GCGTAACTTC AATTCATCTG CTTTACTAAT 1145160 

-77.683- 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCTYUS96/05320 

TTTCTGGCTA AAATCAATTT TTAGACTGCC ATCAGTAAAT TCCAAAATGC CTTGCTCTGG 1145220 
TCGTTCAAGC AAGTTTAAAC AACGTAAAAA GGTGGTTTTT CCAGAACCAG AAGGGCCTAA 1145280 
AATTGCGACC ACTTCGCCTT TATTAATTTC AAAATCAATG CCTTTTAACA CATGATTGCC 114 534 0 
ATTAAAGTTT TTCTGAATAT TACTTACTTT TAACATAGAC ATTCCTTATA AATGGCGAGA 1145400 
TAAGCGAATT TCAAGACGAT CTTGTAAGAA AGATAAAACA AAACAGAAAA TCCAATAAAT 1145460 
CAAAGCTGCC TCACTATAAA TTAAAATAAA TTCATAGTTT GCTGCCGTGA TATTCTGTGC 1145520 
GACACGGAAT AATTCTGTCA CTAAAACAAG AGAAGCTAAT GAAGTGTCTT TCACTGTACT 1145580 
AATAAAAGTA TTAGAAAGCG ATGGTACTGA AATACGTAAA GCCTGTGGCA TAATTGTACG 1145640 
AATAAATGCT TGTCGATAAT TCATACCTAT CGCATAAGAG GCTTCCCACT GCCCTTTAGG 114 5700 
TATAGCAATA ATTGAAGCAC GAACAGTTTC TGCTGCATAA GCACCTATAT TAATAGAAAA 114 5760 
TGCAATAATC GCTGTCGGAA AAGGCTCTAA AGTAATACCG ACTTCAGGTA ACCCATAAAA 1145820 
AATAATAAAA ATTTGTACTA ACATCGGTGT ACCTCGAATT ATAGAGATAT ACACTCGACA 114 5880 
TAAAGCCTGT AACAATTTTA AGGGTAAATT AGGACTAGGC AAAGTACGAA TAACTGCAAC 1145940 
AATCACTGCA ATAAGCAAAC CACAGAAGAA GGAAATGACT GCCAATGGCA ATGTGTATAA 1146000 
AATTGCTGCT TCCAACATAG GCCAAAACGA GCTGATTACA TACTCAGCTC GTTCTGCACT 1146060 
CATAAATGGA AGACTCGCCA ACCAATTATT GAGTAATATC ATAACCAAAC CATTCAATTG 1146120 
AAATCTGTTT TAATGTACCA TCTTGGCGAA GTGCTTCAAG TACTTGATTA AATTTTGTAA 1146180 
TCAATGCATC TTCACCTTGT AAAAAAGCAA AGGCAGTCGG AGTTTTATCC CCACGATCAT 1146240 
AAGCAATTTT TAAACCAGAA TTTGGGTGTT GTTTAAAATA ATCTAATACA GCCAATTTAT 1146300 
CATTAATTGT TGCTTCTGCA CGGCCTTGTT TAATAAGCTC TAAGCTCTGT GCTAAACCAT 1146360 
CCACTACAAG AATCTGCGCA CCTGCAGCTT TTGCATCTTT ACCCCAGTTA CTTGTTGCAG 1146420 
ATTGCGCAGA TTTACGACCT TTCAAGTCTT CAAATGATTT AATACTGTTA TCCGATGATT 1146480 
TTGTTACAAT CACCCCACCA GAATAATTAT; AAGGCGTTGT GAAACTGTAT TTTTTTAAAC 114 6540 
GCTCTGGGCT TGGGTTAGTT TGGTTTGCAA TCACATCAAA ACGTTTTGCA TTTAACCCCG 1146600 
CATACATTGC ATCCCATTGT GTTTCTTTAA ATTCCACTTT CAAACCGAGC TTTTCAGCAA 1146660 
CTTTACGAAT AACCTCTACA TCAAAGCCTG TTAATTTTCC ACTTTTATCA TGGAAAGTAA 1146720 
ATGGTGCATA AGTCCCTTCT GTTCCGACTA ATAAAGTTTT CGTTTTTTCA ACACGATCGG 1146 780 
CAATTTCGCC TGCGTGAGAA AACGTTGAGA AAGCAATAGC TCCAGTTAAA AGTGCGGTCG 114684 0 
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TAAAAAGTAA TTTTTTCATT TTTTCTTCCT TGTGTTGTGT TTGTCTAAGC GTGATTATAA 1146 900 
AAACCAAACT TATGAAAAAA AAAGATTATT TATTTATGGT TTATGAATTT TAGTTATAAA 1146960 
AAATTAATAT AAGTGATTAC TATCAAAATA AGAAAATAAT CTACCGCACT TTCTTGTAGA 1147020 
AAAATACGTT TCTAAACAAT GCAATCAATC TACTCTTATA AAATTTCAGT AAAAAAATGC 1147080 
CTTTCTAAAG AAAGGCATTA ATAGAAATTT AAGATTATAA ATAAACTTGT AATGTCTAAT 1147140 
AGAAAAGCAG CGTATCTAAT TACGCTTCAT CACTTCCAGA AAAACGTTCA ATTTTCGCAC 1147200 
CTAGGCCACG TAATTTATCT TCGATATGTT CATAACCACG ATCGATATGA TAAATACGAT 1147260 
CTACAATGGT TTCACCCGTT GCGATACAAC CTGCAAGCAC TAAACTGATT GAAGCGCGTA 1147320 
AATCTGTCGC TATTACCTCT GTGCCAGACA ATTGTTCAAC CCCGTGACAT ACCGCTGTAT 1147380 
TCCCTTCAAT TTCAGCTTTA CCACCCATAC GAATTAATTC AGGAATATGC ATAAAACGAT 114744 0 
TTTCAAAAAT CGTTTCAGTG ATAATGCTTG TACCTTCTGC CACCATATTT AATAAAGTAA 1147500 
ATTGAGCCTG CATATCAGTT. GGGAACCCTG GATGTGGTGC AGTACGAATA TTCACTGCTT 1147560 
TAGGGCGATT ACCAAGCATA TCTAAAGTAA TGCTATTTTC AGTTACATCA ACTTGCGCAC 114762 0 
CAGCTTCACG GAGTTTATCA ATTACGGCAT CTAAAGTATC CGCTTTAGTA TTTTGACAAA 1147680 
CAACACAACC GCCCGAAATT GCTGCAGCAA TTAAGAATGT ACCCGTTTCA ATGCGATCTG 1147740 
GCACGACACT GTGCTCACAA CCAGTTAAAC GTTCAACACC TTCAATCGTG ATGTGAGCAG 114 7800 
ATCCTGCACC TGTTATTTTC GCACCCATTT TATTAAGGAA ATCGGCGGTA TCAACAATTT 1147860 
CAGGCTCACG AGCGGCGTTT TCAATAACAG TCGTACCTTT CGCAAGGGTT GCTGCCATCA 1147920 
TAATAGATAA AGTGGCGCCT ACACTTACTT TTTCTATTAC AATACGAGTT CCCACAAGAC 114 7980 
GATCCGATAC TTGTGCTTTT ACATATCCTT CTTCAAGAAC AATATCCGCA CCTAATTTTT 114 8040 
CTAAACCGCT AATATGGAGA TCAACAGGTC TAGCCCCAAT AGAACAACCT CCAGGTAATG 1148100 
ATACTTGACC TTGATGGAAA CGAGCGACTA AAGGTGCCAA TGCCCAAATT GAAGCTCGCA 114 8160 
TAGTTTTAAC CAATTCATAA GGTGCAGTGA AATGATTGAT ATTAGAGGCA TCTAATAAAA 1148220 
CTGCACCAGT TGCATCACGA TCTACAACCA CGCCTAATTG ACGCAAAATT TTCAAAGTAG 11482 80 
TTTCAATATC TTTAAGTTCG GGAACATTTG TCAATTTAAC AGGTTCTGTC GCTAAAATAG 114834 0 
CCGCAAAAAG AATTGGAAGT GCGGCGTTTT TTGCGCCTGA AATATTCACA CTTCCACTTA 1148400 
AACGAGATTG CCCATAAACA CGAAATTTAT CCATTTTTAA ATCCTTAATT AAACTGGTTT 114 846 0 
AATGCACGAT CGCGTTTCCA TTTTTCTACG GTATAAGTTT TGATGGTTAG AGCGTGAATT 1148520 
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TCACCAGTAC TAAAATAAGG CATTAAAGGG GCATAAATCG TTTGTTGTTG TTTTACACGA 1148580 
GATAGTGCAG CGATTTCATC ACTCACAACA ATCACACCAA AATGTGCATT TTCACCTTGT 1148640 
GCATAGACTT CTGCAATATT TAGTGTGTCT TTTAAAATTT GTTCAATTTT TTGAAGTTCC 1148700 
ATCGGATTTC CGTTTAGTTA AGCTATATAA AATTTGCGAT CCAATCAGAT AAACCAAAGA 1148760 
GATCTGCTAG GGTTAATAAT TGTTTTGGTG GATAAACTAA TCGCACTGTT TTATTAAGCT 1148820 
TTTGACACTC TCGTAAAAAA TCACAAAGAG CTGCAAAACC AGCAGAATCA ATATGCTGAA 1148880 
GATCAGACAA ATTCCATTCA ACAATAGTTT TATCAAGTGT ACTTGCTGAC AAAAAAACGC 1148940 
CACGTTGCTG CCACATTGGT AACAACGTGC TGCGAGATAG TTCCCCAAAC AAAAAGAGCG 1149000 
TTATTTTATC ATTATTTTTT TGCAAATCCC AATTTAGCAT AGTTATTCAT TTATTGATTG 1149060 
AAAATTATAG GTTGTGAGGC AGATTGCTGC ATCTTTGTGA TTAATGTATC AATACCTTGT 1149120 
TTGTTTAAAA TACCAACCCA ATTTTTTATC GTATCTTCCA GCATACTTAC GCCTGCTCCC 114 9180 
ACCATATCAT- AAACTTTCCA TTCCCCACTT TTATTGCCTT TACGCCATTT AAAATATAAC 1149240 
AAGATTGGGG CAACTCCGTT AGCTTGAATA ATATTTACGC GAATATTTAT AAAATTGTTA 1149300 
TCGCCTAATT CTTTTTCTGA TTCAATTTGA ATTTTTTGAT TAGAATAATT TGTTAATGCT 1149360 
TGTGCATACT TTTGCTCAAT CAATTCGCCA AAAGTTTTGA AAAATTTTTC GCGTTGTTCT 114 9420 
GCAGAGGTTG ATTTGTAGTA TGAACCTAAT ACTTTAGAAC CTGCATATTC TAAGTTTACA 1149480 
TAAGGCAATA AATCATTACG AACAATAGTA CGTAAATAAT TTGGATCTTG TTTAATTTTA 114 9540 
CTTTGATTAG CTTGTATATC AGAAAATAGT TTATCTGCCG CTTGCTGCAT TAAAACATAA 114 9600 
GGACTTGTTT CTGCAATAGC TGTTCGTGTA ACCAAAAATG CGGTTAATAC GAAAGTTAAA 1149660 
ATGGTAAACC ATTTTTTTAG TTGAATAAGG TTCATTATCA ATCTCCTAAT TTATAAAATT 114 9720 
TAACCTATTG TTCTGTGGAT TCTGATTTTT CATTGCCGTC CGATTTTTTA CTTCCATATA 1149780 
AGAATTGCCC AATTAAATCT TCCAATACCA TAGCTGATGT AGTGTCTTGA ATCTGGCTAC 114 9840. 
CATTTTTAAG CATTGCTGTA TCTCCATCAT CAAAACCCAT TGTCAAGGCA ATATATTGCT 1149900 
CACCTAATAA ACCTGATGTT TTAATTGATA AAGAACTGTT TTCTGGAATT TCATTATATT 1149960 
CTTGATTAAT CGCGATGCTT ACTTTCGGTA AATAGCTTTT TTCATCAAGA GTAATAGCAC 1150020 
TCACACGTCC AATTACTACG CCACCGATTT TTAGTGGTGC ACGTACTTTA AGTCCACCAA 1150080 
TATTATCGAA AGTTGCCGTC ACAGTATAAG ATTTCGTCTC AGCAAAACCT TGTACGTTGG 115014 0 
* CTACGCGTAA ACCTAAAAAA ACTAAGGCAC CAATACCAAG TAATAAAAAT AATCCAACCC 1150200 
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TGTCTCATAA AAAAATCCTT AACCTGCGCC AAACATAATA 1150260 
TGCTAGAACA ACAAGCGATG CATGCACAAC TGTTCGCGTT 1150320 
TGATGTTGGC ATACAATCAT AACCATTGAA CAGCGCAATC 1150380 
GAAAACCGCT TTAATAAAGC CATTTAAAAT ATCATAACTC 1150440 
CACAGACCAA AAACTGCCTG AATCAACACC TTTCCAATCT 1150500 
CCAAATACCA ATTGCGATAA ACAAGATTGA TAAAACTGGC 1150560 
AAAACGAGGT GCAATCACTC GACGTAAAGG ATCTACCGCC 1150620 
TTGTTCAGTG GCTTTCATTA AGCCTATTTC AGCTGTCAAT 1150680 
AAATAAAAGT GCGGTAACAA CAGGGCCTAA TTCTCGTAAA 115074 0 
CCCCAAACTT GTTTCAGCAG AAAAATCGAT TAACACGACA 115080 0 
CATTCCAATA AATAAACCGG ACAACAAAAT AATGAGTAAC 1150860 
CATTTGCTTC ACAAGCAAAG GAAAATGCTT GCGAATTTGT 1150920 
AAATAACATA AAGCCTGCTC GCCCTAATGC ACGGAAAAAG 1150980 
AGCAGAAATA AAATTGACGA TCATTCAAAC AATTCCTTCA 1151040 
TTAAAGCGCA CAGGACCATC AGATTCACCT TTTAAGAATT 1151100 
CTTTGTAAAA GCTGCTCAGA TGTTCCTTCT GCGATGACTT 115116 0 
GCATAATCTG CAATACTCAA TACTTCCTCC ACATCGTGCG 1151220 
TTTAACGCTT CATTTAATCG TTTAATCAGG CTCAAAATTA 1151280 
TGCCCAGTAA ATGGCTCATC AAACATAATT AAATCAGGGT 1151340 
AATGCAGCTC * GACGAGCCAT ACCTCCGGAA AGTTCTGAAG 1151400 
CGCAACCCAA CTGCCTCCAA TTTCATCAAC ACAATTTGGC 1151460 
TGCGTATGTT CACGAATTGG AAAGGCGACA TTATCAAAAG 1151520 
GCACCTGATT GGAATAACAT TCCCATCCGC TTGCGTACTT 1151580 
AGACGACAAA TATCTTGCCC ATCAAACAAA ATTTCACCTT 1151640 
CCGATCAATT TAAGTAAGGT GGTTTTTCCA ATCCCCGACG 1151700 
TTTCCCTTTT TTACTTGCAA ATTCAGGTTA TCGTAAATCA 1151760 
GTGAGATTCT TAACTTCAAT TAAATTTTGA TTCATTAATA 1151820 
TTCAATCAGT TTTATATGAC CTGAAAAAGT TAGATTTGTT 1151880 
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TAATTTAAAG ATGAAGTTTT TTCTTTTATC GCAACACATC TCTTTGdTTT AACTTTGATG 11S194 0 
TGGTCATAAA AATAGTGATA AATTTTATTT CTATTTTTTA TAGATTAAAA TTTTTGTAAT 1152000 
AGTAACATTC TTTTTGACCT CACTAAAGAA GCTTTACATT TCTTCATTAT TTATTGAATT 1152060 
TTAATAATAC TTTGTTTATG GAAAATAAAC ATTGATAAAT GCTTATAAAT AATAAGCCTG 1152120 
TAAAAGATAC AGATTTGATA AAAAAGATTG CAAGAGAAAA GTTATAGAGA GGAAAGTTAT 1152180 
AGAGAGGAAA GTTATAGAGA GGAAAGTAGA AAAACCTAGC TTTTGCTAGG CTTTTCTATG 1152240 
TTTATTATTT TGCGCAATTG CTGTGTGCTG TTTTTTGTTC AAAACGTTCT GCAACGAAAT 1152300 
CCCAGTTTAC CACGTTCCAG AATTCTTTAA TGTAGTCTGG ACGACGGTTT TGGAATTTTA 1152360 
AGTAGTAAGC GTGTTCCCAA ACATCTAAAC CTAAAAGTGG GAAACCTTCA CAACCTGCCA 1152420 
CTTCTTTACC CATTAATGGG TTATCTTGGT TTGCTGTTGA TACTACGGCT AATTTACCTT 1152480 
CAGCAGTTAA TACTAACCAC GCCCAACCAG AACCAAAACG AGTTGCTGCT GCTTTTTCAA 115254 0 
ACTCTGCTTT AAATGCATCT ACAGAACCGA AATCACGTTC AATCGCATCT TTTAATGCGC 1152600 
CTTGTAAAGT AGTGCCTTTT TTCAAGCTTT TCCAAAATAA ACTGTGGTTT GTGTGGCCAC 1152660 
CAGCATTATT ACGTAATGCT CCACGTTTTT CTGCAGGAAT TTTATCAAGG TTAGAAATTA 1152720 
AATGACCCGG ATACATTTCT ACTAATTCAG CGGGTAAACC TTCTAATGCA GCATTTGCAT 1152780 
TGTTTACGTA AGCTTGGTGG TGTTTACTAT GATGGATTTC CATTGTTTGC GCATCAAAAT 115284 0 
GTGGTTCTAA CGCATTGTAG GCATAGCCTA ATTCAGGGAG AGTGTAAGAC ATAATGTATT 1152900 
CCTTCTATTG TTAAAAACAG ATTTCGTTGA GGTTTTGGTC TATAACCAAA ATTGAGCAAA 1152960 
TAATAGCAAA AAAATTGATT TAGATCATTA AATGTTTTTC CTTTTTTAAA AAGTGAATTT 1153020 
ATTAAATTTT GTTTTAAATC AATAAACCTA TCGATCTACT TCTAAAGAGT TATGTGTTTG 1153080 
AGTTGCGAAA ATTTCATCAA ATATTAGAAT ACTGTCACTT TCTATTTTCC CTCTGTAATT 1153140 
ATGTTTGAGC AACACAAGTT ATCTCTGCAA AATTTATCCT GCCAACGTGG TGAGCGCGTA 1153200 
CTTTTTCGTG CTTTGACTTG CGATTTTAAT AGCGGTGATT TTGTACAAAT TGAAGGGCAT ■ 1153260 
AACGGCATAG GTAAAACAAG TTTGTTACGT ATTCTTGCGG GTTTAGTGCG ACCTTTGGAA 1153320 
GGCGAAGTGC GGTGGGATTC TGAAGCGATT TCCAAACAAC GTGAACAATA TCATCAGAAT 1153380 
TTGCTTTATT TAGGTCATCT TTCTGGTGTT AAACCAGAAT TAACCGCATG GGAAAATTTG 1153440 
CAGTTTTATC AACGAATTAG TCAAGCTGAA CAAAACACCG ATATGTTGTG GGATTTGCTT 1153500 
GAGAAAGTGG GATTGCTAGG TCGTGAAGAT TTGCCGGCTG CACAACTTTC TGCTGGGCAA 1153560 
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CAAAAACGTA TCGCGTTAGG TCGCTTATGG CTGTCTCAAG CGCCCTTATG GATTTTAGAT 1153620 
GAGCCCTTTA CTGCGATTGA TAAAAAAGGC GTGGAAATTC TAACCGCACT TTTTGATGAG 1153680 
CATGCTCAAC GAGGTGGTAT TGTGTTGTTA ACCAGCCACC AAGAAGTGCC AAGTTCTCAT 115374 0 
CTGCAAAAAT TGAATTTAGC GGCTTATAAA GCGGAATAAC TTAATGATTT TTTTAGAGAT 11538 00 
AATTAAACGA GAACTTCAAA TTGCGATGCG TAAAAATGCG GAAATTTTAA ATCCGCTATG li53860 
GTTCTTTTTG CTTGTGATTA CTTTGTTTCC GCTTGTTATT GGGCCAGATC CTAAATTACT 1153920 
TTCCCGTATC GCACCGGGTA TCGCATGGGT AGCTGCATTA CTTTCAGCAT TGCTTTCTTT 1153980 
TGAACGTTTA TTCCGTGATG ATTTTATTGA TGGCTCTCTT GAACAATTAA TGTTAACCGC 1154040 
ACAGCCTTTG CCAATGACAG CTTTGGCTAA AGTGGTTGCA CATTGGTTGC TCACTGGTTT 1154100 
GCCGCTTATT TTGCTATCAC CTATTGCGGC TTTGTTGCTT TCTCTTGAAG TGAATATTTG 1154160 
GTGGGCATTA GTTTTGACAT TGTTACTGGG CACCCCTGTA TTGAGCTGTA TCGGTGCTAT 1154220 
TGGCGTGGCT TTAACGGTGG GATTGCGAAA AGGTGGCGTG TTGTTGAGTT TGCTTGTTGT 11542 80 
TCCGTTGTTT ATTCCTGTTT TAATTTTTGC TTCATCGGTA TTGGAGGCAG CAGGATTAAA 115434 0 
TGTGCCTTAT GGGGGGCAAC TGGCGATTTT AGGTGCCATG ATGGTTGGCG CTGTAACGCT 11544 00 
TTCGCCTTTT GCCATCGCGG CAGCGTTGCG AATTAGTTTA GATAATTAAT TTTATTCATC 11544 60 
GTATAAAAGT GCGGTGGTTT TTCTCTTTAA TTTTTAAGGA TTTTTTATGT GGAAGTGGCT 1154520 
ACATCCTTAT GCAAAACCCG AAACTCAATA TCGTATTTGC GGTAAATTGA GTCCGCTATT 1154580 
TGCATTTTTA ACGCTTGTCT TACTCGGTGT TGGCATTGTA TGGGGTTTAG CATTCGCCCC 1154640 
AGCAGATTAC CAACAAGGTA ATAGTTTCCG AATTATGTAT GTACATGCGC CGACAGCGAT 1154700 
TTGGTCAATG GGTGTGTACG GTTCAATGGC GATTGCCGCT GTGGTTGCCC TAGTGTGGCA 1154760 
AATTAAGCAA GCTCATCTCG CAATGATTGC AATGGCACCA ATTGGTGCAT TGTTTACTTT 1154820 
CTTATCGCTT GTTACGGGCG CAATTTGGGG GAAACCAATG TGGGGTACTT GGTGGGTGTG 1154880 
GGATGCTCGT TTAACTGCAG AATTAATTTT ATTCTTTCTT TATCTTGGTA TCTTAGCCCT 1154940 
TTATTCTGCT TTTTCAGATC GTAACATAGG GGCAAAAGCG GCGGGGATTT TATGTATTAC 1155000 
AACGGTCGTG ATTTTACCGA TTATTCATTT TTCGGTGGAA TGGTGGAACA CGTTACATCA 115S060 
AGGTGCGAGT ATCACTAAAC TGGAAAAACC ATCCATTGCA ATTCCAATGT TGGTTCCATT 1155120 
AATTTTGTGT ATCTTCGGTT TTTTAACCTT GTATATTTGG CTTACTTTAG TTCGTTATCG 1155180 
CATGGAATTA TTGAAAGAAG ATGCAAAACG TCCCTGGGTT AAAGCATTAG CTCAAACACT 1153240 
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GAAATAAAGT GCGGTTAGTT TTTAGCGATT TTTTATAAGG AATATTTTAT GTTTTTCCAA 1155300 
ACTTGGAGTG ATTTTTTTAA TATGGGTGGC TACGGTTTTT ACGTATGGTT ATCCTATGCA 1155360 
GTAAGTTTAG TGGCAGTTAT TGCCTTAATT GTTCAAAGCG TCAAGCAACG CAAGACAGTA 1155420 
TTACAAAATG TCTTGCGTGA GAAACAACGC GAAGAACGTT TACAACAAGC AAATAAGGGG 1155480 
AATACACTAT GAATCCAAGA CGTAAATCCA GATTTAAATT AGTCATTTTT GTTGTGCTCG 1155540 
GCATTGCAAT TGCAAGTGGA TTGATGCTGT ATGCGTTACG TCAAAATATT GACTTGTTTT 1155600 
ATACGCCATC TGAAGTGATC CAAGGTAAGG ATAATAACCC TAATCAAAAA CCAGAAGTGG 1155660 
GGCAGCGTAT TCGTGTTGGT GGTATGGTGG TTGAAGGCAC GGTAGTGCGT GATCCAAAAA 1155720 
GCTTAAAAGT GCGGTTTGAT TTAAATGATA TTGGTCCTGC GATCACGGTT GAATATGAAG 1155780 
GCATTTTGCC AGATCTTTTC CGTGAAGGAC AAGGTATTGT GGCTCAAGGT GTATTAACTC 1155840 
AGCCAACTGT TTTAACTGCA ACAGAAGTGT TGGCTAAACA CGATGAGAAT TATGTGCCGC 1155900 
CAGAATTAGG CGAAAAAATG CAAAAAGTAC ATAAACCAAT GGGAATTGAG GCAGCGGACT 1155960 
TAAAAGGCGA AAGCGCGCGT GATCGTCAAG AAAAAGAAGG CGCAAAATGA TTGCTGAATT 1156020 
AGGAAATTAC GCACTTGCTT TAAGTTTAGC TGTATCGCTT ATGTTGGCGA TTTTCCCTTT 1156080 
GTGGGGGGCG GAAAAGGGCA ATGCACAATT AATGGCATTA GCTCGCCCAA TGACTTATGG 1156140 
TTTATTTGCA AGCCTAAGCA TTGCTTTTGC TGCGCTATTT TATTTATTCG CAGTCAATGA 1156200 
TTTTAGCGTG CAATATATTG TAAATAATTC TAATACTACT TTACCCATTT ATTATCGTTT 1156260 
ATCTGCGGTA TGGGGTTCCC ATGAAGGCTC TTTGTTACTG TGGATTTGGT TACTGGCGGT 1156320 
TTGGTCATTT GCCGTTGCTT TATTGAGTAA ACATTTACCC CAAGAAGCGG TTGCTCGCGT 1156380 
GCTTGGTATT ATGGGGATTA TTAGCGTCGG TTTTGTATTG TTCGTCTTGT TTACCTCAAA 1156440 
TCCTTTCACG CGTACTTTCC CTGATTTCCC AGTGGATGGA AAAGAACTTA ACCCAATGTT 1156500 
GCAAGATGTA GGCTTGATTT TCCACCCTCC ATTACTTTAT ATGGGCTATG TGGGTTTTTC 1156560 
GGTGGCATTT GCGTT.TGCGA TAGCATCCTT AATGACTGGA AAATTAGATT CAGCTTGGGC 1156620 
TCGTTGGTCA CGTCCTTGGA CGCTTGCTGC TTGGGTGTTT TTAACTTTAG GTATCGTACT 1156680 
CGGTTCTTGG TGGGCTTATT ATGAGCTTGG CTGGGGGGGC TGGTGGTTCT GGGATCCAGT 1156740 
AGAAAACTCA TCGTTTATGC CGTGGCTTGC TGGTACTGCA TTGATTCACT CTCTTTCTGT 1156800 
GACAGAAAAA CGTGGTTCTT TCAAAGCTTG GACGGTATTA CTTGCGATTT TAGCCTTTTC 115686 0 
ACTTTGTCTG CTCGGCACAT TCTTAGTTCG TTCTGGTATC TTAGTTTCAG TTCACGCATT 1156920 
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TGCATCGGAT CCAACTCGTG GTTTGTATAT TTTGGCTTAC CTCGTTGTGG TAATTGGCGG 1156980 
TTCGCTTGCT CTCTATGCGT ATAAAGGCAG TCAAATTCGT TCTCGTGATA ATGCAGAACG 1157040 
CTATTCACGT qaaAGTATGT TGTTATTAAA TAATATCTTA TTAATGACCG CACTTTGCGT 1157100 
TGTATTCTTA GGAACGTTGT TACCACTTGT TCACAAACAA CTTGGTTTAG GCTCTATTTC 1157160 
TATTGGTGCG CCGTTCTTTG ATCAAATGTT CTTAATTATT ATGACACCAT TTGCATTATT 1157220 
GCTTGGTATT GGACCTTTAG TGAAATGGCG TAGAGACCAA TTTTCTGCAA TTCGTACGCC 1157280 
TGTTGTTATC TGCGTATTTG TTATGCTGAT TGCAGGTTTT GCGTTACCTT ATTTCTTGCA 1157340 
AGATAAAATT ACCGTGAGTT CAGTGCTTGG TTCAATGATG ACTGTGATTA TTGCGTTACT 1157400 
TGCGCTTTAT GAATTGCAAC AACGTGCGAC GCATCGTGAA TCATTCTTTG TTGGCGTACG 1157460 
CAAACTATCT CGTTCTCATT GGGGAATGAT GTTAGCTCAC TTAGGCGTAG CAATGACTGT 1157520 
TTGGGGGATC GCGTTTAGCC AAAACTTTAG CGTAGAACGT GATGTGAGAA TGAAAGTTGG 1157580 
CGAGAGCGCA CAAATTGGTC GTTACGATTT TAAATTCACT GGTGTGACGG ATGAAAATGG 1157640 
TCCAAACTAT ATTGGTGGAA AAGCTCAAAT TGATATTTCT AAAGATGGGC AACCAGAGGC 1157700 
GAGTTTATTC GCAGAAAAAC GTTTTTACAC AGTAAGTCGG ATGTCTATGA CAGAAGCCGC 1157760 
TATTGCTGGT GGTTTAACTC GTGACCTTTA TGTGGCACTT GGCGAAAAAC TTGAGGATAA 1157820 
TTCTTGGGCG TTACGCTTAT ATTACAAGCC ATTTATTCGC TGGATTTGGA TTGGCGGCTT 1157880 
ATTTATGGCG TTAGGTGGAT TGTTGTGCAT GTTCGATCGA CGCTATCGGT TTAATGTGTT 1157940 
GTTGAAGAAA TAATTTTATT CTTGCCTTCC CCTGCTTGCG GGGGAAGGTG CCCGAAGGGC 1158000 
GGAAGGGGGA TTACGTATCC CCCTCAGTCA CTTCGCGACA GCTCCCCCCA TAAATGGGTG 1158060 
GAGCAAAGTT AATGAAAAAG TGCGGTAAAA AATGAAAAAA AAATTACTCG TTCCTCTTAT 1158120 
TCTCTTTTTA TCAATAACAA TTGCCTTTTT AGTGCAATTA AAACGCAATG CGCAAGGTGA 1158180 
- AGATATTAAA GCATTAGAGT CAGCTTTGGT TGGAAAGCCT GTGCCAGCAA AAAATTTGAC 1158240 
GGAGTTGTTT GAAAATAAAA CTTACACGAA TGAATTGTTT CAACAAGGTG AGCCAGTTTT 1158300 
GCTTAACGTA TGGGCAACTT GGTGTCCGAC TTGTTATGCC GAACATCAAT ATTTAAACAA 1158360 
ACTTGCTAAA GAGGGTGTGA GAATTATCGG TTTAGATTAT AAAGATGAAT CACCTAAAGC 1158420 
AATGAAGTGG TTAAAAGATC TTGGCAATCC TTATCAAGTT GTTTTAAAAG ATGAAAAAGG 1158480 
TTCTTTCGGT TTGGATTTAG GGGTATATGG TGCGCCAGAA ACGTTCATTG TAGATGGAAA 1158540 
AGGTGTGATT CATTATCGTT ATGCTGGAGA TGTAAACGAA AAAGTTTGGA CTCAGACTTT 1158600 
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AAAACCAATT TATGACAAAC TTTCGGAGCA ACAATAATGA AAAAAACATG GCTATTTTTG 1158660 

ACCGCACTTT TGTTTAGCTC GGTGGCGTTT TCAGCTATTG ATGCATTAAA TTTTAGTTCT 1158720 

CCACAGCAAG AGAGTGATTA CCATCAATTA ACACAATCTT TGCGTTGCCC TCAATGTCAA 1158780 

AATAACAATA TTGCGGATTC CAATGCGACT ATCGCAGTGG ATATGCGTGG CAAAGTATTT 1158840 

GAGCTTTTAC AAGAAGGCAA ATCAAAAAAT GACGTAGTGG ATTATATGGT GGCTCGCTAT 1158900 

GGCAATTTTG TAACCTATGA TCCTCCTATA ACAGCGAGTA CATTAGTGCT ATGGATTGCG 1158960 

CCATTATTGC TTGTGTTGTT AGGCGTGGTG TTTTTATTAA GACGCAAACC TAAAACCCAA 1159020 

AGTGCGGTGA AATCCCAAGA GATTTTAACG GATGAAGATA ATGCACGTTT GGCAGAATTA 1159080 

TTAAACAAGG ATAAATAGAT GAATTTTACA TTAATTTTTA TCTTAAC CAC TTTAGTTGTG 1159140 

GCGTTAATTT GTTTTTATCC TTTATTATGT CAATTCAAAG CGAAACATGG GCAAAAACGT 1159200 

GATGATTTAA ATAAGGCGTT ATATTTCTCG CGCTTGGAAG AAATTGAGCA AGATAATTCC 1159260 

CAAGGTTTAG TTGAAAATGT TGAGCAACTT AAACAAGAAT TACAGAAAAC CTTGCTTGAT 1159320 

GATGTGCCGA GCAAGGTTCA AGAGAATGTG GATTATTCTG GCAAATCTTA TGGAAAAATT 1159380 

TGGTTTATCT CTGGTGTATT AGCGTTAGGA ATTATCGCAG GTCCTTCTTA TTTTATGGTG 1159440 

GGATCTTGGC AAGCCGAATC AATGTTAGAG CAAACTTATG CGAAATTGCC CTATTTCTTT 1159500 

GACCGAATGA AAAATGAAGA TAAAAATCCA TTTTCTGATA CAGAAATGCA GCAATTTTCT 1159560 

ACCGCACTTC GAATCGATTT GCAAAAAAAT CCAACTGATG CCAAAAAATG GTGGATGCTC 1159620 

GGTCAAATTG GGATGAATTT AGGTGATGCA CGTTTGGCAT TCGATAGCTA TCAAAAGGCT 1159680 

AATAAACTTG AACCAGATAA TGTGCAATAT AAATTAGGCT ATGCGCGTAT ATTGATGTTT 1159740 

TCTGAAGATG CGACTGATAA ACTTAAAGGT GGCAATTTAT TGCGTGAAGT GATTCGTCAA 1159800 

GAACACACTA ACATTGAAGC ATTGAGTTTA CTCGCATTCC GTTATTTTGA AACGGAAGAT 1159860 

TATAAAATGG CGGCAGTGAC TTGGGCGATG ATGCTACGCT TAATGCCGAA AGATGATGAG 1159920 

CGTGTTCCTC TAATTGAAAA AAGTATTCGT ACCGGGCGTG ATGCTTTAGA AGCGCAAAAT 115998 0 

GAAGAAAAAT CAAAAAGTAT CACTCCCGAA AAATAACCTA GTACGTTATA AGACTTTTTG 1160040 

ATATAGTGCG AAAAAATTAT TCGTAGTCGA ACAGATTAGC ATTTAATAAA GTACTAAAGG 116 0100 

AACGAGAAAT GAATAATAAA AATTGCACTT TTTTCTTTGT TCTGCGTCAT TATTGGAAGT 116016 0 

TTATTTACTT CACAATTTTC GATTGCAGAA AATGATTCTA GTGCAGTCAC TTATATTGAT 1160220 

TCTGAAGATA AAAAAGCATT TAATTCCGAT GTTTCAAATA ATGATTCTCA AAACTAGCTC 1160280 

r 
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AAAGTATTGA ATTTAAAGTT TATAAAATAG ATGAAACCAC TTCATCAGAA AGTATTTATG 1160340 
AATCTCCAGC TGGAATTTGT CAGGGATTTA AGATTACAAA AGGTGTAGAT TACACAAATT 1160400 
CGACTTACCA TTATCTTTAT CCAGACAATA GAGGAGAATT CTATGGCAGT GTGGCTGGTG 1160460 
CACTATTTAT AACCAAAAAG ATCCTCAAAA TTTAAGTTAT GTGCCAGTTT ATTCAATTAC 1160520 
AGATAAAGAT TTATCTAAGC GTATTCAGTT AAAAGAAAAT AAAACATTAA AGGAAAAAAC 1160580 
AGCGAATTAT GTATCAGAAG GTAGGGCTGT ATTAACTGAC GTAATTTGTA AATAGGATGT 1160640 
ATTTAATGAG AAAAATAGTT TTTGTTAGTT GTGTAATTTT AGGTTTAGCA GCATGTTCAT 1160700 
CTCAACCAGA ACAAATTGGT GGCGGTGTTT ACGATATGAA AACTGTGCAA GAATATAATG 1160760 
CTCGAGTTAT TAGTGGTAAT ACTGTTACAC AAACTCAAAA GGATAAAATA ACGCAACAAA 1160820 
TTGATACAAG TTTAAAATTA AACCAAAGTG ACAATAAAGT TAAAACGAGA ACAAGACGTG 1160860 
TATTGCCTGT CCTTCCTGTC ACACCAAGCG TCGGATATCA TTATAATTAT CACTATTTTA 1160940 
GATAAAAAAT TATCTTGTTA TCTGTGCTAA AAATTCTTCT TCTGTTAGTA CTGTAATATT 1161000 
TAGTTCTTGA GCTTTTGCAA GTTTAGAGCC TGCTGCATCA CCTGCGATAA CGAAATCTGT 1161060 
TTTACTGGAT ACCGAACCAC TTACTTTTGC ACCAAGCTGT TGTAATAAGG CTTTTGCTTC 1161120 
ATTACGCCCC ATTTGTGTAA GAGTGCCTGT CAGTACTACA GTTTTATCTT TGAACAAGTT 1161180 
TTCACTTGCT TCTTTCACTT CTACAGTTTC CCAATGCACA CCTTGTGCGA TTAAATCCTC 1161240 
CACGACTGCA ACATTATGCG CTTCACGCCA AAATATAAAA ATTCGGTTCG CTACAACTTC 1161300 
CCCTACATCA GGCACTTGTT GAAGTTCTTC AAGATTTGCG TCTTTAAGCG CATCTAAAGT 1161360 
TTTGAAATGA TTAGCAAGAT TTAATGCAGT GGCTTCGCCC ACTTCACGAA TGCCTAAAGC 1161420 
AAAAATAAAG CGAGCAAGCG TCGTGCTTTT TGCATTTTCA AGACTATTGA GAGCGTTTTC 1161480 
TGCAGATTTT GCACCCATTC TTTCTAAGCG TGTGAGCGTG GTTAAATCAA GTTTAAATAA 1161540 
GTCCGCAGGT GTATGAATCA GTTCTCGATC GACTAATTGC TCTATTAATT TTCCGCCTAC 11616 00 
ACCATCAATA TCCATTGCTT TACGAGAGAC GAAATGTTTT AACGCCTCTT TACGCTGTGC 116166 0 
CGCACAGAAT AATCCTCCCG TGCAACGTGC TACTGCTTCG CCTTCAATAC GAATAATTTG 1161720 
AGAATCGCAC ACAGGGCAAT TTGTTGGGAA AATGATTGGT TTAGCATTAT CAGGGCGACG 1161780 
TTCGTGTAAT ACGCCAATAA TTTGTGGAAT TACATCGCCT GCTCGACGAA TAACAACAGT 116184 0 
ATCGCCAATA GCGATATTTA AACGTTCAAT TTCATCGCCA TTATGTAAGG TGGCATTACT 1161900 
TACTGTAACG CCTGCAACAA ACACTGGCTC TAATTTGGCA ACTGGTGTGA TTGCGCCAGT 1161960 
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TCGACCCACT TGGAATTCAA CATCATTCAA CAGGGTTAAT TCTTCTTGGG CGGGGAATTT 1162020 
ATAAGCAATC GCCCAGCGAG GTGCTTTAGA AATAAATCCT AGTTCATTTT GTAAGGCTAT 1162080 
ATCATTGATT TTTAATACCG TTCCGTCAAT ATCATAACCT AACGAGCTAC GTTTGTTTTG 1162140 
AATATCTCGA TAAAAACCTA AAACTTCATC TGCACCATTG CATAAACGAA TTTCAGGATT 1162200 
TACTGGAATC CCGATAGATT TTAGCCATTG CAAACGAGCA TAATGCGTAG TCGGCAGATC 1162260 
AACCCCCTCA GCAATTCCAA TACCATAAGC ATTTAATACC AGCGGACGTT TGCTGGTAAT 1162320 
ATTAGGATCA AGCTGGCGTA AAGAGCCTGC CGCTGCATTG CGAGGATTAG CAAAGGTTTT 1162380 
TTCATTATGT TCTAACGCAT ATTTATTTAA ACGCTCAAAG CCTGCGTGCG GCATAAAAAC 1162440 
TTCGCCCCGC ACCTCTAAAC GTGCTGGAGG ATTATCTGTT AAAAGTTGCA ATGGAACATT 1162500 
ACGAATCGTG CGGATATTGG CTGTAATATC TTCGCCTGTG GTGCCATCAC CACGAGTGGC 1162560 
GGCTTGTGTA AGTTCACCAT TAACATACAA AATACTCACA GCCAAGCCAT CAAGTTTAGG 1162620 
TTCGCAACAG AAAGTAAGTG GTTTCGGTAA TAGGATTAAA CGATCTTCAA TGCGTTTTAC 1162680 
AAAAGCATTA AATTCTGCAT CGGAAAAAGC ATTATCCAAA GAGAGCATAG GAATTTCGTG 1162740 
ACGAMTTGG CTAAACCCAG AAAGTGGTTT TGCACCAACA CGTTGAGTGG GCGAATCTGA 1162800 
CGTCAGAAAT TCAGGATGCT CTAATTCTAG GGCTTTGAGC TGATGAAATA AACGATCGTA 1162860 
TTCGCTATCA GGCACACTCG GATTATCTAA AACGTGGTAT TCGTATTCAT ATTGGCGCAA 1162920 
GGTTTTGCGT AGATTGTCTA GTTGAGTTTG AATATTTGTC ATAAAATTCT CGGAGAAAAA 1162980 
TGACCGCACT TTTCTATGTA TTTAGCGTGA AAATAGACAG GTACACAGCC TGTCTAAATG 1163040 
AATATAAAAG TGCGGTAAAT TTAAGGTATG AATTTACACA CGAGCAAGAT AGGCTTGCTC 1163100 
TGCATTTGCA TCAAAAATTT CTTGTTCTTC AGTCAGTATA ACACCTTGTA AATCTTCGGC 1163160 
TAATGTATGG GCAGCACGCA TCATCATACG TAAATTAGCA AGATTATTAC CTGGAGAGGG 1163220 
CAATTGCATA AATAATACAA TTCCTATGGT GTTAAATTCC GCTAAGTTAT AAGCATTGAA 1163280 
TGTGCCGGGT TGTTCTAAAT TGGCCACACT AAAAAGCACA GGACTTGCCA CACTTAAATC 1163340 
TAAGTGACGA TGATACATTT CATCTTTACC CAAGATAAAA CCCAAGTTTT CAAGAGCCTG 1163400 
CACCAATTTA GCACCATTAA ATTCTTCGCT AGATTTTGGA ATAAGATAAA GTTGAATATA 1163460 
GCCAGTTGTT TGTTTTGGAT GAGCTGTCGT TTCTGCTTTT GGTTCATTGA ACGAGAGGTT 1163520 
GTAGTCTACT TGATGTTCTT CGTGAGATAA TTCTGCAAGC TGCACTCTTA ATTCTGGCGA 1163580 
TGATGAATTA ATGCCATTAA AACCAACATT TTGACTTTGT GCTTCAAGTT GTTCTAAGGT 1163640 
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CATACTTGCG ACATTATTTG CGGTTGGCAT ATCGTATTGA GGTTGCGTTG GTTGTATTGG 1163700 
CTCGGAACGA TGATTCCCCA TATCATAAAT AGGTTGCGTG TTAGGAATAG AAATTTTGAT 1163760 
GTCATCCACA CTTTTATCGC TTTGGCGATA ATCGATCAAT TCAGCTTCTG ATGGTAATTT 1163820 
TTCTGTGGTC GGTTGAGGAA TTGGTGTATG CCCATTTTCC ACATAGGTAT TTGGCGAAAT 1163880 
ATTGTTTGGC TGTACCATTT CTTCTTGCGT ATGGGATCTA GATGTTAGAG AAGTGCGGTC 1163940 
AAATTTATTG GCTTTATCAA AATATTTTGA TTTCTCACGA CGATTTGACC ATAATCCGTG 1164000 
TACGATTAAG GCGACAAGTG CCACGATACC CACAATAATC AAAATTGTAT TTAAATCCAT 1164060 
TTTTATTCCT TACGCGCGAT AGTTCGGCGA GAGTGCTATA AATGGTGCTA ATGCTACCAT 1164120 
ATTTCAGTAG GTGAAAAAAT ACTTCAAAGT GTGGAATTTT AAAGGAAAAG TGCGGTCTGT 1164180 
TTTAAGCATA TTTTTATTGA AAGGAAAGAA AAATGTTGAA TCTTAATGAA TTAAAATCTG 1164240 
GTTTCCATTA TTTTGTGATG GGTTGGCATT TCATCACACA AAAAGGTTTG CGTCGGTTTG 1164300 
TTATTATGCC AATTGTGCTC AATACTGTTT TGCTTTGTGG TTTATTTTGG CTTTTTATTA 1164360 
GCCAAATCAG CAGTGCTATT GATTGGGTGA TGAATTTTAT TCCAGATTGG CTTAGTTTTC 1164420 
TCAGTGTCAT TTTACTGATA CTTTCGATTT TAACGATTTT ATTGCTCTTT TATTTTACCT 1164480 
TCACCACAAT TTCTGGCTTT ATCGCAGCCC CCTTTAATGG TTTGTTGGCG GAAAAAGTAG 1164540 
AAAAAATGCT GACGGGGGAA AATATTAATG ATGATGGTCT CGTGGATATA ATGAGGGATG 1164600 
TGCCTCGTAT GCTTGCTCGA GAGTGGCAAA AATTACGTTA TAGCCTACCC AAAATTATCG 1164660 
CCTTATTTTT ACTGAGTTTT ATTCCTTTGG TTGGGCAAAC CATCGTGCCA GTACTTACTT 1164720 
TCTTGTTCAC TTGTTGGATG ATGGCAATTC AATATTGTGA TTATCCTTTT GATAATCACA 1164780 
AAGTCTCTTT TGATATCATG AAAAATGTGC TTGGCAATCA ACGAACTCAA AGTTTAACTT 1164840 
TTGGTGGATT GGTTACTTGT TGCACATTTG TGCCAGTGAT TAATTTATTA ATTATGCCTG 1164900 
TTGCAGTATG TGGTGCGACG CTGATGTGGG TGGAAAATTA TCGTAATGAC TTAGGTTTTA 1164960 
ATATGAATAA ATCTTTTTCC TCTCAAACAG GGCTTGATGT TCGTTCAGAA AATACAGGGA 1165020 
T1GTTAAATA GCCTACAGTT ATAAATAGAT CAAATAACTA TTTTTTTAAT CAAAAGTGCG 1165080 
GTACTATAAA TAAACCAACA TTAACGAAGT CCAACGAAAG GAAAATATTA TGGCAATTTA 116S140 
TGCAGACAAT TCTTATTCTA TCGGAAATAC GCCGCTTGTG CGTTTAAAAC ACTTTGGCCA 1165200 
TAACGGTAAT GTGGTGGTAA AAATTGAAGG TCGTAACCCA AGCTACAGCG TAAAATGCCG 1165260 
TATTGGGGCG AATATGGTGT GGCAAGCAGA AAAAGATGGC ACGCTCACAA AAGGGAAAGA 1165320 
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GATTGTAGAT GCAACGAGTG GTAACACGGG CATTGCTTTG GCTTATGTTG CGGCGGCTAG 1165380 
AGGTTATAAA ATCACGCTCA CTATGCCAGA AACAATGAGT CTTGAAAGAA AACGCTTATT 116544 0 
GTGCGGATTG GGTGTAAATT TAGTGCTTAC CGAAGGCGCA AAAGGAATGA AAGGTGCTAT 1165500 
TGCGAAAGCA GAAGAAATTG TTGCTTCTGA TCCAAGCCGC TATGTCATGC TTAAACAATT 116556 0 
TGAAAATCCA GCCAACCCAC AAATTCATCG AGAAACAACA .GGGCCTGAAA TTTGGAAAGA 1165620 
TACGGATGGC AAAGTCGATG TTGTTGTTGC TGGCGTAGGA ACAGGTGGTT CGATTACGGG 1165680 
CATTTCTCGC GCGATTAAAT TAGATTTTGG TAAACAAATC ACTTCTGTTG CCGTTGAGCC 1165740 
AGTGGAATCT CCGGTCATTA GTCAAACTTT AGCGGGTGAA GAAGTAAAAC CAGGCCCACA 1165800 
CAAAATTCAA GGTATCGGTG CGGGTTTCAT TCCCAAAAAT TTAGATTTAT CTATTATTGA 1165860 
TCGCGTAGAA ACTGTTGATA GTGATACCGC ACTTGCCACA GCTCGTCGCT TAATGGCGGA 1165920 
AGAAGGAATT CTTGCAGGTA TTTCATCTGG TGCAGCTGTC GCGGCTGCAG ATCGCTTAGC 1165980 
TAAATTACCA GAATTTGCTG ATAAACTCAT TGTTGTTATT TTGCCTTCAG CGTCTGAACG 1166040 
CTACTTAAGC ACAGCACTGT TTGAAGGGAT TGAGGGATAA ATAAAAAAGA AAAAAGTGCG 1166100 
GTGAATTTTT ACCGCACTTT TATTAAGACT AGAGTAGTTC AATCTGAATG ACATCATATT 1166160 
GGTAAGAATT ATAGCGAACT AGATTGCAAG GTTGGTTCGC AAATTACAGT AAGAATAAAT 1166220 
TTAGGAACTG TACAAGATAA CCAGAACAAA CTTCCCTTAA CTAATTGTTT TAAAATTGAA 1166280 
ATTTGAGATT TTATTTCACT GTTGTTAAAA CGTCATTCAC ATTCCTTTAA ATGTAGCTCC 1166340 
CAATGCTCTT TGGGAATACG TATTAAACTT GCGTAAATAG CGTTTTGCTT TATTCCAAAA 1166400 
ATGCTCAATT CCGTTTATGT TCTTGACGTT GGCAAGCGTG AACACGCTGA AGTTTACACT 1166460 
GCTGCAAGCG ATAGATTAAA TTAATCTATA TTAATGATAT TAGTTGTTAT TAATCACAAA 1166520 
TTAATTTACA TAGCACCCTA TCTTTGATAC CAGTGAGAAT AAACAATTAT GACTAAACCC 1166580 
CAGTAAAATC AAGGCATAAG CGTTAAAATT TGTTGTTCTT GCTCACTAGC ATCCTAATTT 1166640 
AATCCCCTTA TTTTATCCTT TCCTTCTTAT TCAAAATCAA TTTTTTCTTC TTTTCATATT 1166700 
CTGTTCATTG AATTTTTTTA TTAATGCAGT AAACTAGCCA CCGATTTTTA ATCATCTTTC 1166760 
TTTTCACTTT AAATGTTACC CGCGAGTAAC AAAAGGACAC ATCATGACAA ACAAAGTAAA 116682 0 
CAGTTATGGC TGGAAAGCCT TAATTGGCTC TGCCGTCGGC TATGGAATGG ACGGTTTCGA 1166880 
TCTTCTCATT TTAGGTTTCA TGCTTAGTGC AATTTCCGCA GACTTAAATC TAACACCCGC 1166940 
CCAAGGTGGC TCTCTCGTAA CTTGGACTCT GATTGGTGCC GTATTTGGCG GCATTTTATT 1167000 
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TGGTGCATTA AGCGATAAAT ACGGTCGTGT ACGCGTACTG ACTTGGACTA TTCTnCTTTT 1167060 
TGCGGTGTTT ACTGGTTTAT GTGCGATTGC ACAAGGTTAT TGGGATTTAC TGATTTATCG 1167120 
CACAATTGCT GGCATTGGCT TAGGCGGTGA ATTTGGAATT GGGATGGCTC TAGCAGCGGA 1167180 
AGCATGGCCC GCACGCCACA GAGCTAAAGC AGCATCTTAT GTTGCATTAG GTTGGCAAGT 1167240 
CGGTGTGTTA GGTGCAGCAT TGCTTACACC ATTATTGCTC CCACATATTG GCTGGCGTGG 11673 00 
AATGTTCTTA GTGGGTATCT TCCCTGCATT TGTCGCTTGG TTCTTACGTT CTCATCTGCA 1167360 
CGAACCTGAA ATTTTCACGC AAAAACAAAC CGCACTTTCA ACGCAATCCA GCTTTACTGA 1167420 
TAAATTACGT TCATTTCAGC TTCTGATTAA AGACAAAGCC ACGAGCAAAA TTAGCCTTGG 1167480 
TATCGTCGTA CTCACTTCTG TACAAAACTT CGGTTATTAC GGCATTATGA TTTGGTTACC 1167540 
TAATTTCTTA TCAAAACAAC TTGGATTCAG TTTAACTAAA TCTGGGCTTT GGACAGCCGT 1167600 
TACCGTCTGC GGCATGATGG CTGGAATTTG GATTTTCGGA CAACTCGCCG ACCGCATCGG 1167660 
ACGCAAACCA AGTTTCTTAC TTTTCCAATT AGGCGCAGTG ATAAGTATTG TGGTTTACTC 1167720 
ACAACTTACC GATCCTGACA TCATGCTTCT TGCTGGGGCA TTTTTAGGTA TGTTTGTGAA 1167780 
CGGAATGCTG GGCGGTTACG GTGCATTGAT GGCGGAAGCC TACCCAACAG AAGCTCGAGC 1167840 
AACGGCACAA AACGTACTTT TCAATATTGG TCGTGCCGTA GGGGGATTTG GACCTGTAGT 1167900 
TGTGGGCTCA GTTGTACTTG CTTACTCTTT CCAAACTGCC ATCGCTCTAC TTGCGATTAT 1167960 
CTACGTAATT GATATGTTAG CGACAATTTT CTTAATCCCT GAATTAAAAG GTAAAGCCTT 1168020 
AGACTAAGAA AATATAAAAG ATAAAAATGT TCGCCAAGTG CGAGCATTTT TTATGAAACA 1168080 
AGTCATCTTA TAAGTAATAT CTTTATAAGT TTTCTTTTCA CTAAGCAAAC TTTCATTATT 1168140 
TTGCCAACAG TTCGTTCAAT TTTTCTAATG CCATTTCTGG CGTAATATCA ATCAAACTTT 1168200 
GATGATACCC ACCCTCTTTG TCGCCTTTAC GGACTTTAAT TAATTCACCT TCAATTAAAC 1168260 
GAATAATCGT TGCTTTATCT GAAAGCGGCG GCGTATATTG TGGGCTAGTT GGTCCATAAA 1168320 
GTGCAATCAA TGGACGATTT ACTGCTGCCG CAATATGCAT TAAACCACTG TCATTGGTCA 1168380 
CGACTGCCGT ACAATTTGCA ATTAAATCCA CCGCTTCATT CAAGTTGGTT TTTCCTGCTA 116844 0. 
AATTGACACA AAACTCACGC AACTCTTCTG GCAGCGCTTG ACGAATTTCT TCGCCCACAG 116 85 00 
GTTCATCTTT AGCAGAACCA AATAGCGCCA CAGCATAGCC TTGGGTAATT AACATTTCTG 1168 560 
CTAATTTTGC ATAATGATAA TGTGGCCAAC GTTTTGCTGG GCCAAATTCC GCACCAGGAC 1168620 
AAAAACCAAT AATTGGACGC TCGCCTAAAA GTGCGGTTTG TTTTTCAAAT TTTTTTAAGG 1168680 
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TTTCAGCTTG TTGCGCTGGC TCAACCGTCA AATAGGGTTT CAAGACAGGA ATATCATCAG 1168740 
CTTTTGGTAT AACATCTTTT TCAAAAGCTA ATGCAACATA ACGCTGCACC ATCATTGGAT 1168800 
AATCTTTTTT ATTGGCTCGT AAATCATTCA ATAAAATATA ACGGCTTTCG CCTTTCCAAC 1168860 
CGCGACGATG GACAATTTTT GCGAAGAAAG GAATAAACGC CGATTTCAAT GAATTAGGCA 1168920 
AAACAATTGC CATATCATAT TGTTCACGCA AAGACTTTCC TAAACGATAA CGCGTTCCCA 1168980 
ATTCAAAGGC CCCGTGCCCT AATGGCATTT CAATCGCCTT ACGCACCTCT GGCATTCGCG 1169040 
CAAGCAAAGG CTTACACCAA TTCGGTGCCA TCACATCAAT ATTGCAGTTT GGATATTGAA 1169100 
TTTTCAGTTG CTGGTACAAG CTGTGCGACA TCATCATATC GCCAACCCAA GATGGGCCAA 1169160 
TAATTAGAAT ATTCATTTTC TGTCTTTCAG ATAAAAGTGC GGTCAAAAAT ACTTGTTATT 1169220 
ATGGCACAGA GTTGAATAAA AATATGCTCC TTTAACAATT TAGTCGAAAC TCTTTAGGAG 1169280 
TCATTTCAAA TTCTTTCTTA AAAACAGAAT AAAAATATTG AATTGATGGA TAGCCGCAAA 1169340 
TCTCAGTAAT TTCTTTAATA GAAATATCTG TTTGTTGTAA TAAATTCTTT GCTCGGGAAA 1169400 
TTTTTTCTTC GTGGATGACT TGGTGAATTG TTTTATTCAT TTCATTCTTA AAACGTTGTT 1169460 
CAAGATTAGA ACGTGAGGTT TCAAGATGAT CTAAAACTTG TCCTACTTTA ATTCGATGAC 1169520 
AGGCACGATG ACGAATATAA TGCATTGCTT GAATGACAAG CGGATCTGTT AATGATCGAT 1169580 
AATCTGTAGA ATTTCGAGAG TGAACGGTAA TCGGTGGAAT TAAAATAGGG GTATGTGAAA 1169640 
CTTTTTGACC ATTGAGTAAT TTGTGTAATA ATTTCGCAGC TTGATAACCA ATCTCTCTCG 1169700 
TGCCTTGTTC TACGGAGGAA AGGGACATAC GCGATAAATA TTGGATCAAT TCTTCATTAT 1169760 
CAATACCAAC CACACAAAGC TCTTCAGGTA CAGCAATTTT ACTGTACTCA CAAGCCTGCA 1169820 
ATAAATGACG AGCACGCGCA TCCGTAACAG CAATAATACC AGTATGAGAA GGAAGAGATT 1169880 
TTAACCAGAC AATTAGCTTT TGTTGCTCTT CCAACCAATT TTGAGCATGA ACCTGCACAC 1169940 
CCTCATATAG GTAAATAGGG TAATGATTTT TCTCCATCAA CTCTACAAAA GCATCTCTTC 1170000 
GTTCTATAGA CCAATGCTTA TGAGTATTTA CTTGCAAACC ATAAAATGCA AACTGTGACA 1170060 
GTCCTTTCTC CTGTAAATGA GATAAAGCCA TTTCAACCAA TGCCATATTA TCTGTTGCTA 1170120 
TATAAGGAAA GTGCGGATAA AAATCAGCTT GTTTATAAGA TCCACCAACT GCTATAGTAG 1170180 
GAATAAGAGT GTGTTGCAAT AATTCAACAG TTTTTGGATC ATCAAAGTCT GCAATAATGC 1170240 
CATCAATAGA AAGTTGATTA ATGGTATCAG TATGATAGAT AAATTCATCT TCTACAAAAA 1170300 
TATCCCACAT ACATTGCGAT GCCTGAATAT ATTGTCCAAT ACCCTCCACC ACCTGCCGAT 1170360 
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CATATACTTT GTTTGCATTA AATAAGAGGG CAATTTTGTA GTATTGTTCC GTCATTTTAT 1170420 
ATCCTTATCT ATGGGAAATT GCTATTTAAG TTATAATAGA AAAGATATTT AGCTTCAAGA 1170480 
TAAAAATAGC CAGAATAACT GGCCATTTTT ATATCCAATA CCACATTTAT TTTTTTAGCT 1170540 
TCGCAATACC TATTCCACTT GCACCATAAA TAATAGCAAA GATAATACCG CTCCAACATA 1170600 
AAATTGCCCA AGGTAAATAA GACAATGTTG CAACACCTAA TGTGCCTGCC ATATATGCAC 1170660 
CTGCGGCAGT CCATGGCAAA ATAGGTTCAA TAATTGTTGC GGAGTCTTCT GCTGTTCGAC 1170720 
TTAGATTTTT TGGATGTAAT CCTTTTTCTA CATACGCATT TTTAAGCATT TCTCCTGGAA 1170780 
TTAGAATAGA AATTTGCCCA TTACAAGTAA CCCCAATCAT TGTTAGACCG CAAAGAATCG 117084 0 
TTGTAATAAT CAAAGAAAGA GTTGAATGAA CAAAGGTGAG TAATTTTTGA ATAATCACGG 1170900 
TTAATGCACC GCTCAATTGT AATACACCTG CAAATGACAA TGCACAGAAA CAAATTAATA 1170S60 
GTGTTCCCAT CATTGAGTTC ATTCCACCAC GATTCAACAA ACGACTTAAA TCAGAGCTAA 1171020 
CTGAAGTATG GTGAATCATT GAGGTATCAA ATCCATTAAC TGCACTATTA ATCACATCAG 1171080 
ATAGAGAGAA TTTTTGAATT AAGATAGCAT TAATAATTGC GATAAATGCT GATAATAACA 117114 0 
TCACTGGAAT AGTCGGTTTC TTAGTAATAG ATCCCCATAA TACAATAGCG ACTGGAATAA 1171200 
GTAATAGAAA GTTAAAATGA TAAACTTGCT CTAACTCATG AATCATTGTA TTTACTTTTT 1171260 
CTGGAGTCGC TACATTAGAA AAATCGTAGT -TTAAACCATA TACCACATAG ACAGTAGCCG 1171320 
AAAGAATAAA AGATGGTAAT GTTGTATAAA GTAAGTGAGC GATATGCTCA TATAAATCTA 117138 0 
CGCCAGCAGC TGCGGATGCA ATATTGGTTG TATCAGATAA TGGCGATAAT TTATCTCCAA 1171440 
AATACGCACC AGCGACCACA GCACCTGCCG TAGCAGCCAA ATTGGCGTCT AATCCAATCG 11715 00 
CAACTCCCAT AAATGCCACA CCAACAGTCC CTGCTGACCC CCAAGAGGTT CCAGTACAAA 1171560 
TGGAAACAAT AGCAGTAAGG AATAAGGCTG TCACATAAAG ATATTCTGGT GATATCGCTT 1171620 
TTAGTCCGTA GTAGATCATC ATAGGAATTG TTCCTCCACT AATCCAAGTT CCAATTAATA 11716 80 
ATCCTACAGT AATTAAAATT AATAGCGCAG GCATTGTTTT AGCTATTTTT TCTGAAATGG 117174 0 
CATCTAAAAT ATCTAAATAG CAATGACCTA ATTTAAAAAC TAAAAAACCA GCAAATACCG 11718 00 
TTGAAATAAT CATTAATGGC TCTGCTGGCA AATCAAATAA AGCATACCCA AGCCCTAACA 1171860 
GTAATAG CAT CACAATGATT GGTGAAAAAG CTTCTAATGT TGTTGGCATT CTTGTGCGAT 1171920 
GAGTGGTTTT CATATTAAAT CTCCCTATTG TTTAATAAAC AAAACCCATT TTTGATTCGA 1171980 
TTCAATGCTT CTAATAATTT TTTTCTAGGC ATAGCGACAT TCATACGAAA GAAACCATCT 1172040 
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CCCTCTTTGC CAAATTCACT CCCCAAAGAT ACTTTTACTC TTGATAAATT ATTAATCCAA 1172100 
TAAGCTAATT CATTTTCATT TATACTTAGC TTTTTATAGT TTATCCAAAG TAAATAAGTT 1172160 
CCATCACTTT CAGTAATATC TAATAATGGA ATATACTCAT TGAAAAATTC TTTTACTATC 1172220 
TTCTTATTAT TCTTTATGTA TTCTTTTAGA TAGATTACCC AATCAGTACA ATATTTATAT 11722 80 
AACGAAATAA TAGCTGGTAT AGAGAAATAA TTTGGATTAT GTATACCTAA TGCCATCATT 1172340 
TATTTTATAA ATTGTTCTCG AATTTCTTTA TTCTCAATAA TTAGGTTAGC TATTTCCAAT 1172400 
CCAGGAATAT TAAAAGTTTT TGCTGGGGAT AAACAGATCA TTGAGTGATT TGCTACCCAT 1172460 
TCATCTAATG ATGATATTAA ATAGTGGGAG TCATTTGTTA GTGTAAAGTC TGCGTGGACA 117252 0 
TCATCGGAAA TGATAAATAT ATTATGTTTT TTAGCTAAGT TTATAATTTT AATAAGGACT 1172580 
TCTTTATTCC AAATCGTTCC AGTTGGATTA TGAGGAGAAA TTAAAACAAA TACTTTAGAA 117264 0 
TGTTTAAAAC ATTCCTCTAA TAAATGAAAA TCAATATGAT ACTTTCTATT TTCATAAACC 1172700 
AAAGGACATT GATATAATTT TCTGTCATTT AATTTTATCG TGTTTAATAT TGGACTATAT 1172 76 0 
GAAGGTGATA GAATACATAT TCCATCAGTT TCTTTTGTAA ATGCTCGTAT ATAAATAGAT 117282 0 
ACGGCTTGGA TTATTCTTGG GCAAAATACA ATTTTTTCAG AGAGAACAGA ATAATGATAT 117288 0 
TGTTCGAAAA TATAATCACT GATTATCTTG TAATAGTCGG CTGGTAATTC AGTATAACCA 117294 0 
TAAATTCCTA AACGATTAAA TTTTTCTAAT TCATCTATCA TTATCTGAGG GGCTGGAATA 1173000 
TCCATATCCG CAACAGACAT TGGAATAATA TCATTATCTA CATTCCATTT AGCACTAAAT 1173060 
GTATTTAGGC GATCAATAAT CACATCAAAA TTATAAAAAT TATTCATTAT TCCTCCTGAT 1173120 
GTATAAGGCA AATTTACTTT AGTCAAAGAA GAAAAGAATT AAAATTACTA AAACTACTTT 11731 BO 
ATCTATTACG TTTTTTCACA ACTGTGATCT AGTCCACAAT TGTAAATAAT CACTATAAAA 1173240 
AATTAAATAA TGTAACGGAT AAGAACTTGT TTTTTTATAA AAAGATGAAA AATTTCATCA 1173300 
TCTAGAAAGC AGTATGTTAG GTAACCATTT CTATAAAATT AAAAAACCGC CATTTTATAA 1173360 
ATGACGGTTT AAAATTAATA ATTACATCTT TT T CTTATTA CTAGTATCTA TCCATACAGC 1173420 
AAGTAACAAA ATGCCACCTT TGACAATATA TTGCCAAAAA GTTGGCACAT CAAGCATACT 1173480 
CATACCATTA TCAAGCGATG CGATGATAAG TGCGCCAATA ACGACCCCAA ACACACTTCC 1173540 
TACACCACCA GCTAAGCTTG CCCCTCCAAT GACACAAGCT GCAATCGCAT CTAGTTCTGC 1173600 
ATTTTGCCCA GCAGATGGTG ATCCTGCACC TAAACGAGCA CTTAAAATCA ACCCTGCTAT 1173660 
TGCAACTAAC ACACCATTCA TTGCAAAGAT AATCAGTTTT GTTTTCTCTA CATTGATACC 1173720 
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AGATAATTTT GCCGCATCAA TATTGCCACC AATTGCATAA ACGTGGCGGC CGAATGAAGT 1173780 
TTTACGAGAG AGGAATAACC CTAAGATTGC AAGAACTGCC AGTACTAAAA CAGGAAATGG 1173840 
AATGCCACGA TAATCATTAA GTAAATAAAT TGCTCCTAAT ACAATTACTG CAAACAAAGC 1173 900 
ATATTTCGTA AAATCTTTTG ATAATGCAGA CACTTCCAGC TGAAGCTGCT GGCGACTTCT 1173960 
ACGTTGATAA TTTCCCCAAA GAACAAATCC AATAACTGCA ATACCACCTA AGATAACCCC 1174020 
TGCAATATCT GATAAATAAC CTTGCCCAAT AACTGTCATA GTTCCACTAA TAGGAGATAC 1174080 
AGTTGTACCA TTAGTCAAAC CAATCAAAAT TCCACGAAAT GCGAGATAAC CTGCAAGTGT 1174140 
AACAATGAAG GATGGCACTT TGCGATAAGC CACCCACCAA CCATTCCAAA TACCAAAAAT 1174200 
TAAAC CAAGA GCAATTGTTG CAATAATAGT TACAGGTAAT GGGAAGCCCC ACCAAACATC 117426 0 
GGCAATAGCT GCAAATCCGC CCAGTAGGCC CATAAGTGAA CCAACAGATA AGTCAATTTC 1174320 
AGCAGAAATA ATGACAAAAA CCATTCCAAT TGCAAGAwTG CCAGTAATTG ArGTTTGGCG 117438 0 
TAACAAGTTA GAAATATTTC TTGCACTTAA ATAAGCGCCA TCAGTAGCAA CACTAAAGAA 1174440 
TGCCATAATG ACTGCAATAG CTATTAACAT AATGTAAACT TGTAAATTTA CGGATTTTAA 1174500 
CTTAAACATA GATTACTCCT TAAGTGCTGT TTCCATAACT TGTTCTTGAG TAAGAGCAGT 1174560 
ATTGATAAGA CTAGCTTTAA GTTTACCTTG GTGCATAACA AGAACTCTAT CACTAATGCC 1174620 
TAAAACTTCT GGTAGTTCTG ATGAAATGAC AATAATAGCA ATCCCTTCTT GTGCTAATTG 117468 0 
GTTAATTAAC TTATAAATTT CATATTTCGC ACCAACATCA ATTCCTCTTG TTGGTTCATC 1174 740 
TAAAATCAGT ATTTTAGGAT TTAACGATAA ACATTTTGCT AGGATCGCTT TCTGTTGATT 1174800 
ACCGCCACTA AGTCGTCCTA TTGGCAAATC TGGTGAAAAA GTTTTCACCT TTAGTCGTTT 1174860 
GATGGCTGAG CCAATTATTT GCTCTTCTTT TGCTTCATTA ACTACCATTT TTCCGAAACA 1174920 
ATAAGATTTC AAAGAAGAAA GCGTAATGTT TTTGCCAACT CCCATAATAG AAACAATGCC 1174980 
GTGTTTCTTC CGATCTTCAG GAACCATCAC AATTTTATGT TCAATCGCTT GGGCACAATT 1175040 
TTTGATATTT ACTTGTTTTT GATTGATAAA AATATTTCCT. TCAAACTTAC CTTCATAAGA 1175100 
CCCAAATAAG CATTGCACCA TGTCTGTACG ACCTGAACCA ACTAAACCTG CAACACCTAA 1175160 
AATTTCCCCC TCATGAAGAC TAAAACTTAC GTTATCAACA CGCTTAATAT GTGTATTGAT 1175220 
TGGATGCCAA GCAGAGAGAT TTTCTACTCG TAAAATTTCA TCTTTGATTT CATGAGGTTC 1175280 
ATGTGGATAA AGTGAGGTAA TTTCCCGACC TACCATCATG GTGATAATGT CATCTTCTGT 1175340 
CATTGTTGAA GCGTCTTTCG TACCAACATG TTCACCATCA CGAATGACGC AAATTTTGTC 1175400 
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AGAGATAGCC TTAACTTCAT TGAGTTTATG GGAAATATAG ATACAAGCGA TATTGTGTGC 1175460 
TTTAAGATCC TTAATAAGAT TTAACAAAAT TTCCGTTTCT TTTTCAGTAA GTGAAGCCGT 1175520 
TGGTTCATCT AAGATAAGAA GTCTTACTTG TTTATTCAAA GCCTTAGCTA TTTCAACTAA 1175580 
TTGCTGTTGC CCTAAACCTA ATTCTCCTAC TCGTGTATTG GGATCGGCAT CTAATTGCAC 1175640 
CTGCTGTAAT AAATTTTTGC AACGTAAGTA CATTTCATTA TCTGCTGTCA AACCTTTATG 1175700 
• AGTTATTTCG TTACCCAAAA AAATATTCTC CAATACAGAC ATATTCTTTA CGAGAGTAAG 1175760 
TTCTTGATGA ATAATTGAAA TGCCTTTTTC TTCAGTATCT CTAATATTCC TTGCTTTTAG 1175820 
TTCACTTTCT GAAAAGTAAA TATCACCGCT GTAATCTCCA CAAGGATAAA TACCGCAAAG 1175880 
TATTTTCATT AATGTAGATT TTCCAGATCC ATTTTCACCA CATAAAGATA AAATTTCCCC 1175940 
CGCTTCTAAT TCAATGGATA TATTATGAAG TGCGGTCACA TCACCAAATT TTTTTGTGAT 1176000 
ATGTTTCATT TCCAACAATG CCATATCGTA ACTCCCTAAG AGGTAAGGGA AGAGTTTTCT 1176060 
CTTCCCTCTT AAAGTTAGTG ATAAATACTT TCCTTAGTAT GAAAACCATC TTTAATTACA 1176120 
GTTTCATTAA TATTACGTTT ATCAACAGCG ATAGGATCAA GTAAATACGC AGGAACATTT 1176180 
TTTAAGCCAT TATTCAGTTC TGCATTAGCT TCTATTTTTT CATTCTTACC TAATTCAACC 1176240 
GCAATTTCTG CCGCTTTATC TGCAAGTTTC GTAATTGGTT TATAAACAGT CATAGTTTGC 1176300 
GAGCCATTGA CAATACGTTT AATTGCAGCT AAATCTGCAT CTTGCCCAGA AATTGCGACT 1176360 
TTCCCAGATA AGCCTTGTGC GCTAAGGGCT TGAATCGCAC CTCCAGCAGT AGCATCGTTA 1176420 
GATGCAACAA CAGCATCCAC ATTATTTTTA TTAGCTGTTA ATGCGTTTTC CATAATTTGT 11764 80 
AACGCTTTTT CAGCTAACCA AGAATCAACC CATTGATCTC CTACAACCTT AATTTTCCCA 1176540 
CTGGCAATTA AAGGATCTAA TACTTTCATT TGCCCTTTTC TAAATAATTT CGCATTATTA 1176600 
TCTACAGGAG ATCCCCCCAT TAAAAAATAA TTACCTTCTG GTTTTACAGC CACAATACTT 1176660 
TTAGCTTGTA GTTCACCCAC TTTTTCATTA TCAAAGGAAA CATAAAAATC TAAATCTGCA 1176720 
TTATTGATTA AACGGTCATA CGCTAATACT TTTATTCCTT CCTTTTTAGC TTCAGAAATA 1176780 
ACGTTACTTA ATACTTCACC GTTATGAGGA ATAATTACTA ATACATCAAT ATTTTTATTG 117684 0 
ATCATATTTT CGATTTGAGA AATTTGTGCT GAATCATCAC CATTTGCAGA TTGGACAAAC 1176900 
ACTTTTGCAC CCATTGATTC TGCTTTGTTT ACGAAAATAT CTCGATCTTT TTGCCATCTT 1176 960 
TCTAAACGTA AATCATCAAT GGATAAACCA ATTTTAAGAT CTTTGGAATG GGCAGAACTA 1177020 
CTAAATACAG TTAATGCACC AACAAGGGTA AGTAAAGCTG ATTTGATTTT CATATTGATA 1177080 
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CCTCAATAGT TAAGTGAAGG ACTAGTTATT GCTCCAGTTG TTAGTTTTCA CACTTTAAAA 117714 0 
AAGGCTTTCA ATTATAAAAT CTTTCTCCAT TATTACGTTT TTTCACAACT GTGATCCACG 1177200 
CCACAGTTGC AAATAATCAA CATAGAAAAA TTAAATAACA TAATTGATGA AAAGTTAGTT 1177260 
TTTCACAAAA ATACGAAAAA TTTCATCACC TAGAGAGGAA AATGTTATGA CAACCTATTT 1177320 
CGATAAAATT GAAAAAATCT CCTTTGAGGG AGAAAAATCC ACAAATCCTT TTGCTTTCAA 1177380 
ACATTATGAT GCTAATCAAG TAATTTTAGG TAAAACTATG GCTGAACATT TACGCTTAGC 1177440 
GGTGTGTTAT TGGCATACCT TTTGCTGGAA TGGGAATGAT ATGTTTGGGC TAGGTTCTTT 117750 0 
GGAACGAAGT TGGCAGAAAA ATTCAAATTT GCTTGCTGGC GCAGAACAAA AAGCCGATAT 117756 0 
TGCTTTTGAG TTTTTGAATA AGTTAGGCGT GCCTTATTAT TGTTTTCATG ATGTCGATAT 117762 0 
TGCACCTGAA GGTAATTCAG TGCGGGAATA TGTACAAAAT TTTCATCATA TTGTTGATAT 117768 0 
TTTAGAACGC AAACAAGTAG AAACGGGTGT AAAACTCTTA TGGGGAACTG CAAATTGTTT 117774 0 
TACTAATCCT CGTTATATGT CTGGTGCAGC AACCAATCCT AATCCTGAGG TTTTTGCTTG 1177800 
GGCTGCAACA CAAGTGTTTA ATGCGATGAA TGCCACTCAA CGTTTAGGTG GAGAAAATTA 117786 0 
CGTATTATGG GGTGGACGTG AGGGATATGA AACTTTATTG AATACCGATT TGAAACGTGA 117792 0 
ACGTGAACAA ATTGGTCGTT TTATGCAAAT GGTGGTAGAA CATAAGCATA AAATTGGGTT 117798 0 
TAAAGGTACA TTATTAATTG AGCCAAAACC GCAAGAACCA ACTAAACATC AATATGATTA 117804 0 
TGATGTGGCA ACAGTGTATG GTTTCCTAAA ACAATTTGGT TTAGAAAAAG AAATTAAAGT 1178100 
TAATATTGAA GCTAACCACG CGACGCTTGC TGGCCATACC TTTCAACATG AAATTGCAAC 1178160 
AGCTTGTGCA TTAGATATTT TTGGCTCAAT TGATGCTAAT CGTGGCGATC CACAATTAGG 1178220 
CTGGGATACC GACCAATTCC CAAATAGTGT TGAAGAAAAC ACGTTAGTTA TGTATGAAAT 11782 BO 
TTTAAAACAT GGTGGTTTTA CTACTGGAGG TTTTAATTTT GATGCGAAAA TTCGCCGACA 1173340 
AAGTATTGAT CCTTATGATT TATTTTACGC TCATATCGGT GCAATTGATG TATTGGCATT 1178400 
ATCCTTAAAA CGTGCAGCAA AAATGTTACA AGAGGAAACC TTACAAAAAA TTGTTAATGA 1178460 
ACGCTATGCA GGTTGGAATA GTGAACTTGG TCAGCATATT TTGCAAGGCA AAACTTCACT 1178520 
TGAAACACTT GCGCAACTTG TCCAACAAAA AGATTTAGCA CCAAAACCAG TTTCAGGTCA 1178580 
GCAAGAATAT TTGGAAAATT TGGTAAACCA AGTTATTTAT AGCTAAAAAT GAAGCAAAAG 1178640 
TGCGGTTGTA TTCCACCGCA CTTTTTTATT TTAGGAGACA TTATGTATAT AGGAATTGAT 1178700 
TGTGGCACAC AAGGAACAAA GGCGATAGTG CTTGATTCTG TCCAAAAAAA AGTGATTGGA 1178760 
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GTTGGTTACG CAAAACATGA ATTAATTACA CAATCCAATG GAAGACGTGA ACAACAACCA 1178820 
AATTGGTGGA TTGAGGCATT ACAACAACCA TTACAAATTG CATTGAAACA AGCAAAAAAT 1178880 
TCACCGCACT TTTCACCTAA TTTAGTGAAG GGAATAGGCA TTTCAGGACA ACAACATGGA 1178940 
CTGGTAATGT TAGATAAAAA CGATCGTCCT CTATATAAGG CTAAGCTTTG GTGTGATACA 1179000 
GAAACCGCTA CGGAAAATGA TATACTGATC GAAAAATTAG GCGGACAAAC AGCCGTATTT 1179060 
GAAAAATTAG GCATCATTTG CCAAACTGGT TACACAGCTT CAAAACTAAG TTGGTTTCGT 1179120 
CAAAATTATC CTGACAAATT TGCCAATATT CGCAAAATCA TGCTGCCACA CGATTATCTA 1179180 
AATTATTGGC TAACAGGAAA ATTCTGCACT GAATTTGGTG ATGCTTCTGG TAGTGGTTAT 117924 0 

i 

TTCGATGTTG TGAAAAGAGA ATGGAAAAGA GAAGTCTTCA AATATCTTGC TCCAGAATTA 1179300 
AATATGGATG AAGTGTTACC AAAATTACTT TCTGCTGAAC AAAAAATCGG TGTGATTAAA 1179360 
CCTGAAATTG CGACTTTATT TGGTTTTAAT GAGAATGTCA TCGTCTCCAC AGGTGGAGGC 1179420 
GATAATATGA TGGGAGCAAT TGGTACAGGA AATATTCGAG AAGGGATTGC TACGATGAGT 1179480 
CTCGGTACTT CTGGTACCTT GTATGCTTAT ACGCAAAAGC CATTACTTAA TTTACCACCA 1179540 
ATGATCGCAA ATTTTTGTTC AAGTAATAAT GGCTGGTTAC CACTGGTTTG TGTAATGAAT 1179600 
ATAACCTCCT CAAATAAACA GCTAATGAAT TTGCTCAATA TTGATATTGA AGAATTAAAT 1179660 
CAACTTGCTC AACAAGCACC TATTGGCGCG AATGGCATCA CTATTTTGCC ATTCTTTAAT 1179720 
GGTGAAAGAG TTCCACCTTT ACCCAATACA AAAGCGAGCA TTTTAGGATT AGATTCAAGT 1179780 
AATTTCACAC GAGAAAATCT TTGTCGAGCA ATGATGGAAA GTGCTACTTT TACGCTTCGC 1179840 
TATGGCTTAG ATTTATTTCG TCAAGCTGGC CTCAAAACCT CACAAATTCG CCTAATTGGA 1179900 
GGTGGCGCGA AAAGCTCATT TTGGCGGCAA ATGATTGCTG ATGTGATGAA TTCTGAAGTG 117996.0 
GTATGTTTGC AGGAAGAAGA AGCTGCTGCA TTAGGAGGAG CAATTCAAGC TATGTGGGCA 1180020 
AATGGAGAAG GAGAACTGGA ATTTTTATGC GAAACCTTCA TTCACTTAGA TGAAAACTCA 1180080 
AAAGCTTATC CCAACTTATC ACAGGTGAAA AATTATCAAA ATGCTTATGA GCGTTATTTA 118 0140 
ACACATTTAT CACAATTATA TTAAATAAAA TCCCCTATAC CGATAAGCTA TAGGGGATTT 1180200 
ACTACATTAA TAATTTATTT TCTATTCAAC CACGCCATAT ATTCAGTCAC GCCTTCCGCA 1180260 
ACTGTTTTGA ATGGTTTATC GTAGCCTGTT GAGCGAAGTT TAGTTAAATC TGCTTGAGTA 1180320 
TATTCTTGAT AACGAGATTT CAAATGCTCT GGGAATGGAA TGGTTTCAAT CTCGCCTTTT 1180380 
CCGTGGAATT TCACTACCGC ATCAGCCACC GCACGGAAAC TTTCTGCATT TCCTGTACCA 1180440 
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AGGTTGTAAA TACCCGAAAT ACCATTTTGC CAACACCAAA TATTCACTGC TGCCACATCA 1180500 
CCCACATAAA CAAAATCACG GCGGAAGTGT TCGGTGCCTG CAAATAATTT TGGATTTTCG 1180560 
CCTTTTAAGA TTTGGTTATT CAAGTGGAAT GCCACACTCG CCATTGAACC .TTTATGATTT 1180620 
TCACGCGGCC CGTAAACATT GAAATAACGG AAACCACATA CTGGCGATTT TGCTTCTGGC 1180680 
AAAATGTTAC GCACATATTG ATCGAACAAG AATTTAGAAT AGCCATACAC ATTTAATGGG 1180740 
CCTTCAAATT CACGTTCTTC ACGGAATACT TTGGTATCTC CATAAGTTGC TGCGCTTGAG 1180800 
G CAT AG r AAA AAGGAATTTC GCGGTCAAGG CAATAATGCA ACAACTCTTT AGAATATTCG 11BO860 
TAGTTGTTGT GCATAATGTA TTTGCCATCC CATTCCGTAG TCGCAGAACA AGCCCCCTCG 1180920 
TGGAATACCG CATCAATATC GCCAAATTCA TCGCCCGCGA TAATAGAAGC AATGAAATCT 1180980 
TCTTTATCAC AATAATCTGC GATGTCTAAA TCAACTAAAT TTGCAAATTT CGTGCCATCT 1181040 
TTTAAGTTAT CGACCACTAA AATATCTTTG CGTCCTAAAT CATTCAATGC TTTGACAATA 1181100 
TTGCTGCCAA TAAAACCAGC GCCACCTGTT ACGATAATCA TAATTCTGTC CTCTTTAAAA 1181160 
TAAGTCTGCG TATTGTAATA GATTTTCTAC CGCTTAGCCA AAAAACTCTG CGAAAAACAA 1181220 
CCGCACTTTT AATCCCCAAT AACTCGTAAG GCCGGTCGTA ACAAGATCCA TTTTGCCTTT 1181280 
ACTCAACAAC ACAATTGTGG GTGTCACATT AATTTGCCAT CGTTCTGCAA ATTCCCCTTT 1181340 
AGGATCATTA ACCGTAGTGA AGTGGTAGTC ATTTTTACTT AAATAATCAT TTACGTCTGC 1181400 
CTCATTACCT GAACGTAATG CCACCGATAC AACTTGATAC CCTTCTTTTG CTAAAGAATT 1181460 
AATTGCTGGC GAAGTATAAC GACAATAACC ACACCAAGTT CCCCAAAAAT AAAGTAATGT 11 B 1520 
GGGTTTGTTT TGATCAAGAC TTTCAAGAGA GAACGTATTC CCTTGAAGAT CTTGTAACGT 1181580 
GATTTTATTT ATTTCCTCTG GCACTACAGG GCGACGAACA AAATCCAGTA TGCTAGTTAT 1181640 
CACAATAAAA GTTAAAAAGA GGGATAATCC ATTCTTGAGT AATTTTTTAA TCTTCATTTT 1181700 
ATTTATTCCT TATCTTGTTG AGATGATTGT AATTGAGCGT AAAACCATAG TCAAAAATAA 1181760 
AGAATTTTTG CTACAATAGG TAAAACATAA ATAAAAGGAG GAAAATAATG ACATCAAATC 1181820 
AACTTGCTCA ATATATCGAT CACACCGCAC TTACCGCAGA AAAAAATGAA CAAGATATTT 1181880 
CGACACTCTG TAATGAAGCG ATTGAACACG GATTTTATTC TGTATGTATC AATTCTGCTT 1181940 
ATATTCCACT CGCTAAAGAA AAACTTGCTG GCTCAAATGT AAAAATTTGC ACCGTAGTTG 1182000 
GATTCCCTTT GGGGGCGAAT TTAACCTCAG TCAAAGCATT TGAAACGCAA GAATCTATTA 1182060 
AAGCGGGTGC AAATGAAATT GATATGGTGA TTAATGTAGG TTGGATAAAA TCGCAAAAAT 1182120 
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GGGATGAAGT AAAACAAGAT ATTCAAGCGG TATTTAATGC TTGTAATGGC ACGCCATTAA 1182180 
AAGTGATTTT AGAAACTTGT TTGCTCACTA AAGATGAAAT AGTGAAAGCC TGCGAAATTT 118224 0 
GTAAAGAAAT CGGTGTAGCT TTTGTTAAAA CATCAACAGG CTTTAATAAA GGTGGTGCGA 1182300 
CCGTAGAAGA TGTTGCATTG ATGAAAAACA CGGTCGGCAA TATTGGTGTT AAAGCATCAG 118236 0 
GTGGTGTGCG TGATACTGAA ACTGCACTTG CAATGATTAA GGCGGGTGCs ACTCGCATTG 1182420 
GTGCAAGCGC TGGCATTGCG ATTATTAGCG GTACTCAAGA CACTCAAAGC ACTTACTAAT 1182480 
CCTTTCACGC GTGGTATTCT TTCCACGCGT TTTTACATAT TCGACAATTT CTGCAGCAAA 1182540 
CGAACCATTG CTCGATAGCC CAAGGCCTCC GCCAAGTGCG GTTGAAAAAT TTGTTGTTCT 1182600 
CCTTGTAGAT CGGCAATGGT TCGAGAAACT TTCAAAATAC GATGATAAGC CCGAACAGAA 1182660 
AGCCCCAGTT TATTCAGTGC TTTTTCAAGG AAAAAGGCAT CTTTATCATT TAACTTGCAA 1182720 
TCACGCTCAA TCTCTTTACT GTTCAAATAA GCGTTGATTT TCCCCGCTCT TTCCATTTGA 1182780 
ATCTCACGTA CTTTTAACAC TTTTTCACGA ACTTGCGCGC TGGTTTCGCC ACGATCGCCC 1182 840 
GTATTTTGCA AGCTACCTTG TGGCAGTAAA GGCACTTCAA TAGATAAATC AAAACGATCT 1182900 
AAAAATGGCC CTGAAAGTCG ATTCAAATAA CGCATAATTT GCTGTGGTGA AGTGCGGTTA 1182960 
TGTGTTCCTG TATAATGGCC TGTCGGACTT GGATTCATTG CTGCCACTAA TTGAAAACGA 1183 020 
GCCGGAAATT GAATTTTGGC ATTAGCACGA GAAATAATAA TCTCACCACT TTCCAAAGGC 1183 080 
TGACGTAGTG CATCTAACAC TTTTCGCTCA AATTCTGGAA GTTCATCAAG AAAAAGTACC 1183140 
CCATTTGTTG CTAAGGATAT TTCGCCAGGT TTAGGGATCG TTCCGCCACC AACTAAAGCA 1183200 
GGCATTGATG CACTATGATG TGGTGCACGA AAAGGACGTT GCTTCCAATT ATGAAAATTT 1183260 
AACTCGTTTT GAACTAAACT CGTTACAGAT GCCGTTTCTA TCGCTTCTAA ATCTGTCATT 1183320 
TCAGGTAAAA GCCCTGTCAA ACGGCTGGCT AACATGGTTT TCCCTGTACC CGGTGGGCCA 1183380 
AGAAAGAGCA AATTATGCTG CCCCGCTGCG GCAATGGTCA ATGCTCGTTT AGCGTGCTGT 1183440 
TGTCCGATAA TATCCGTTAA ATCTAACGTA TTTTTACCTG AAAAATTTAC CGCACTTTCT 1183500 
TTCACAATTT CAGTGGCGAG TGGTAATTTT TCCTGACCAT TGAGAAATTG CACTACATCT 1183560 
AAAAGCGTTT GAGCAAAATA AGTATTTTGA TCAGACACGA GCGAGGCTTC ATTAGCATTT 1183620 
TGTTTCGCAA TAATTAACTC TCGCTTTGAC TTTTGCGCTG CAAGAATAGC GGGAATCACA 1183680 
CCATGTACGC CACGCAATTG GCCCGTCAGC GCAAGCTCTG CCACAAATTC AAATTGCTTT 118374 0 
AAGTGGCTCG CATCAAGCTG ATCTGATGCG GCTAAAATTC CGATGGCGAT AGGCAAATCA 1183800 
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AATCTTCCGC CTTCTTTCGG TAAATCCGCA GTGCAAGATT TACAGTGATA CGCTTGGCTG 1183860 
GGTATTTAAA TTGTGCATTC ATCAACGCAC TACGCACCCT ATCTTGTGCC TCTTTCACGG 1183 920 
TTTTTTCTGG CAAACCAACA AGTGTAAATC CTGGTTTTCC GTTGCTTAAA TGCACCTCAA 1183980 
TGGTGACAAG CGGCGCTTGC ACGCCCATAG AGGCACGGCT GTAAACAATA GCAAGGGACA 1184040 
TGATAATCCT TAAAGTGCGG TAAAAATGAA GATAGTTTTT GCACTATAAA AAAAGCACGT 1184100 
AATGAAATCA TTCATTCCGT GCTTTTTTTG CGATCTAGAT CGCAAAATTC ATATTTTwAT 1184160 
TCCGCAAAAA GTGGCGAAAA CCAAAAATCT AATTTCACCG GCAATTTATC AATACCAATT 1184220 
TTATTTTGTG CAGAAAAAGC CTCAACTTGT ATATCGCCTT GAAATGGAAG AATTGCTTCA 1184280 
CGCACCATTT TTACTTGTTT ACTACGTGCG CTTTGGCTCA ATTTATCGGC TTTAGTAAGC 1184340 
AATAAAAGTA CCGGTAAATT TGCTGAAACC GC CCATTCAA TCATTTGTTG GTCAAGATCC 1184400 
TTAAGCGGAT GGCGAATATC CATCAACACA ACCAATCCTG CCAAACATTC TCGTTTTTGC 1184460 
AAATATTCGC CCAAGGATTT TTGCCATTGG ATTTTCATTT GCTCTGGCAC GGCGGCATAG 1184 520 
CCATAGCCTG GTAAATCCAC CAATTTACAA TTAGGCTCTA CTTCAAATAA GTTAATCAAT 1184 580 
TGCGTGCGCC CCGGTGTTTT TGAGGTGCGC GCTAAATTTT TTTGATTGGT TAGTGCATTA 1184640 
AGTGCGGTCG ATTTTCCTGC ATTTGAACGA CCCGCAAACG CAATTTCAAT GCCCGTATCT 1184700 
TCAGGAATGG AACGAATATT CGGCGCGCTC GTTAAAAAGT GGGTTTTGTG GTAATTAAGT 1184760 
TTAATTTCAG ACATAAGTAT TCCTTTTAAA AATTGTGTTT AGAATAGCAT AAATGGAAAA 1184 820 
TTTCCTGAAA TTATGTCAAA ATTCTCTCTG AAATTATAAT CAATTAATGG CAATCCAGAT 1184 B80 
GACAACAAAA ACAACTTACC AATGGCCTCA ATCTAAGGAT ATTTATCCAT ATCGACCAGG 1184 940 
GCGTTTTGAT GCACCAAAAC ATTGGCGTTA TAACTTACGT AGCTTTTTAA ATCGTGGTTC 1185000 
AATTCGTCGC TTTGAACAAT TTATCAATCA GCATCCTTTT CTCATCGATA TTTTTAATAC 1183060 
GCACTTGGAT TATAGTTATC CTGTTGCTTG TCGTTTTTTA GATAAGCGTT TTAACGCATC 1185120 * 
ACAGCGTTTT CATGCGGTTT GTGAGAATCT TTTATTTTTA CCCGAAAAAC TTACCGCACT 1185180 
TTCTACGCCG TTATGGGAAA AACCTCTAAG TTTTGGCGAA GTCATTCCTG ATTTTGAAAT 1185240 
GACATTAAGC ATGACAACCC ATCAACCGAT GGAAGGATAT TGGGTATTGG AGCTATGGCA 1185300 
TAAACCAAGA AACGAATTAG TCTATTTGCT TACTTTTGCC AAATTGGGCG ATGCGTTGCT 1185360 
TATTGCTGTT GTACAAGGGC CAAATTTTGA AGGCTCAAAG GAAATGGTGA AACAACTAAC 1185420 
CAAATTATGC CACGGTTTAC GCCCTGCCTA TTTAATGGTT GAAACCATGA AATCACTCAC 1185480 
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AAAAATACTA GGCTACAATA AATTGCTGGG CATTCCACAA AAATACCAAA ATAAATCTCG 118 554 0 
TTTCATCCAA AGCAAACAAT ATACAGTGGA CTATGATGCA ATTTTTGGCG AATCAGGCGG 1185600 
AGAATTAAAA GATTACTGGG AATTGCCTTT AGAAATGGAT AGAAATCTAG ATGATATTCC 1185660 
AAGTAAAAAA CGTTCCATGT ATCGTAAGCG TTATGCGATG CTAGATGATT TGGCTAAGGT 1185720 
AATTGAAGAA AAGTTAGGAT TGTAAAAGTA AAAAGTGCGG TGAATTTTAA CCGCACTTTT 1185780 
TGTTTTATAA GACTTTCAAG CAAGCCACAA AATGGCTGTT GTTTTGGCTG GTGAAAGGTG 1185840 
GTTTTTGTTT CGCACAATTC TCATCAGCCT TTAGACAGCG AGTACGAAAT ACGCAACCAG 1185900 
ACGGTGGATT AATTGGCGAA GGCAAATCAC CTTCAAGTAA TTCGATGGAT TTATTGCGTT 1185960 
CCAATTTTGG ATCGGGGATC GGAACAGCAG ACATTAAGGC TTTGGTATAA GGATGTTTGG 1186020 
TATCGTTATA TACTTCCACA TCGCTGCCTA ATTCCATTGC ATTGCCTAAA TACATCACTA 1186080 
ATACGCGGTC AGAAATATGT TTTACCACCG CTAAATCATG GGCGATAAAA ATTAAGGAAA 1186140 
GCCCCATTTC TTTTTGCAGG GATTTCAATA AATTCACCAC TTGAGCCTGA ATCGACACAT 1186200 
CTAACGCTGA AACGGGCTCA TCACAAATGA TCATTTTGGG CTCAATGATT AACGCACGAG 1186260 
CAATACCGAT ACGCTGACAT TGACCACCAG AAAATTCATG TGGGTAGCGG TTAATCAAGT 1186320 
TCGGTAAAAG CCCAACTTTC AACATCATAG CTTGCACTTT TTCTTTCACT TCGGCGGCAC 1186380 
TTAAGTGCGG TTGGTAGATC TTTAATGGCT CAGCAATGAT TTCGCCAATA TTCATTCGCG 1186440 
GATTGAGAGA GGCTAGTGGG TCTTGGAAAA TCATTTGAAT ATCTTTACGC GTTTCTTTCC 1186500 
ATTGTTTCG C TGATTGTTTT CGTAAATGTT TACCAAGCCA CAAGATTTCC CCTTCACTCG 1186560 
CTTCGACTAA ACCGATAATA GCGCGTGCAA GTGTGGATTT ACCGCAACCA GATTCACCTA 1186620 
CTACGCCGAG AGTTTCACCT GCGTAAAGTT TAAAAGACAC ATCCTTCACC GCTTTTAAGG 1186680 
TTTGCGGTTT GGCGAAGAAA AGGGATTTAT CATTTTTAAT TTTAAAACTG ACGCCTAAGT 1186740 
GATTGACTTC AAGGAGTAAT TCTTTGTTGT TTGAGACTGT CATAGGTTAA ATTTCTCCGC 1186800 
TGATAACCAA CAATTACGTA ATTGACCGTG ATTAAATGTA GTCAGTTTTG GCGCAATTTG 1186860 
GCATTGTTCG GTAGCAAATT GGCAACGAGG TGAGAATGGA CAACCTTTTG GCAAATGCAA 1186920 
TAAATTCGGT GGATTGCCAG GAATGGTTAC CAAGTGTTCT TCATTGCCGT CTAAGCGAGG 1186980 
AATCGCATCC ATTAAGCCTA TGGAATAGGG ATGGGTTGGA TGATAGAAAA TTTGTTCCGC 1187040 
TGTGCCGTAT TCCATGGTTC GTCCAGCATA CATCACCATG ACTTGATCGC AGATACCAGC 1187100 
CACTACCCCA AGATCATGGG TAATCATAAT AATTGCAGTA TTAAATTCAC GTTTTAGTTC 1187160 
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ATTTAATAAA GTCATGATTT GTGCTTGAAC GGTCACATCC AAAGCGGTTG TTGGTTCATC 1187220 
TGCAATGAGT AGTTTGGGAC GGCATAATAA GGCCATCGCA ATCATCACCC GTTGACGCAT 1187280 
ACCGCCAGAA AACTCGTGCG GATACATGCC CATGCGTTTT TTAGCTTCTG GCATTTTAAC 1187340 
TGCGTCTAAC ATTTTCACGG ATTCAGCAAA GGCAGTTTGT TTATCATAGC CCTTGTGCAA 1187400 
TTGCAGCACT TCCATGAGTT GTTCACCGAT TTTCATGTAT GGGTTGAGTG ACGTCATTGG 1187460 
ATCTTGGAAA ATCATGGAAA TTTGCTCGGC GCGGATTTTA TTCAATTCAG CATTCGGTAA 1187520 
ATTAACTAAT TCTTTACCTT CAAAAATGGC AGAGCCTTCC ACTTCACCGT TGGCTGCCAA 1187580 
TAAACCCATT AAAGCAAAGG CTGTTTGTGA CTTGCCTGAT CCACTTTCGC CTACGATGCC 1187640 
CAGCGTGCTT CCTGCATTCA GCGTGAAGTT TAAGTCATTC ACTGCTGTAA CGACGCCATC 1187700 
TGGTGTTTTG AAGCGAACGT AGAGATTTTT TACATCTAAT AAAGGATTCA TTATTCGCTC 1187760 
CTATCTATCT TTCGGATCGA GCGCATCACG CAACCCGTCA CCGATAAAGT TAAAACAAAA 118782 0 
TAGGGTAAGG CAAAGGAAAA ATGCTGGGAA AATTAATAAC CAAGGCGACA CTTCCATTTG 1187880 
TGCAGCACCA TCACTTAAGA GTGCACCCCA GCTACTCATC GGTTCTTGTG TACCTAATCC 1187940 
TAAGAAGCTT AAGAATGATT CAAATAGAAT GAGTCCAGGC ACTTCAAGCG AGGCATAAAC 1188000 
TGCCACTAAG CCTAATACAT TCGGAATAAT GTGTTTCAAA . ATGATTTGAC GACGAGGTAC 1189060 
GCCACAAACG ATGGCGGCTT CGACGAATTC TTTATTTTTT AGGCTGAGGG TTTGTCCGCG 1188120 
TACAATACGT GCAAGACCAA GCCAAGCAAT GGCCCCGATA GCGATAAAAA TTAAGAAAAT 1188180 
GTTTTGGCCA AAAAGGGTCA CCAACAAAAT CACGAAAAAC ATAAATGGAA ATGAGCTAAG 1188240 
AATTTCCAAA AAGCGCATCA TCAGCATATC TGTTTTACCG CCTACATAAC CGGAAATCGC 1188300 
CCCATAAATT GTGCCGATAG TGACGGAAAT GAAAGCACCA GCAATACCGA CCAATAATGA 1188360 
AATACGTCCA CCGATAGCAG TACGTACCAA CAAGTCTCGA CCTGAGGCAT CGGTACCGAA 1188420 
GAAGTGATAG CCTTCCATTG TTGGTGCGGC GCTCATCATA TTCCAATCGG TATCTTCATA 11B8480 
GGTAAATGGG AAGAACCAAG GTGCTACGGT GATAAATATA ATAATAAACG CCAAAATAAT 1188540 
CAGACTGGCA ACGGCCGCTT TGTTGCGGAA AAAACGGCGT TTCGCATCTT GCCATAGGCT 1188600 
GCGGCCTTCC AGTTGCATTT CTTCAATACG GTCAGCCACT TGTTCCACAA AATCCGCATT 1188660 
TTTCTGATTA ATCGGCTGAG TACGATAATC TGTCATAATT TATCCTTAAT AACGAATTTT 1188720 
TGGATCGATG ATGGCGTATA AAATATCCAC AATCGCATTA AATAAAATGG TTAATGTCCC 1188780 
CACTAAAATG GTGAGGCTCA AAACTAAAGA GTAATCGCGG TTCAATGCCC CGTTTACAAA 1188840 
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TAATAATCCC ATGCCAGGTA AACCAAATAC GCTTTCGATG ACCATTGAGC CAGTAATAAT 1188900 
CCCTACGAAA GCAGGTCCTA AATAGGTTAT CACGGGTAAA AGTGCGGGGC GCAAAGCATG 1188960 
TTTTAAAATG ATTCTCGACA TGGAAAGTCC TTTAGCTTTG GCGGTTCGAA TAAAGTTGGA 1189020 
ATGTAACACT TCAATCATCG AACCACGCAT GATACGCGCA ATCCCTGCAA CATAAGCGAT 1189080 
AGTTAAGGAG GCTACAGGTA AGATCATGTA CATGgCGGTA CCGCCGTTCC AACCGCCAGC 1189140 
TGGCAGCCAT CCTAGATAAA TGGCGAAAAT TAGCACTAAA ACAGGTGCGA AGACAAAGCT 1189200 
TGGCATAATG ACCCCAAGCA TCGAGAAACT CATCAAAATA TAATCCCAAC GGCTATTTTG 1189260 
ATTGAGAGCG GCGAGCGTAC CTGCTGTTAC TCCTAGCACG ACTGCAAAGG CGAAGGCCAC 1189320 
CATTCCCAAT TTTATGGAAA CAGGGAAAGC TGACGCGATT AAATCATTGA CTGATTGGTC 1189380 
TTTATATTTA AAAGAGGGAC CAAAATCTCC TTTGGAAAGA TTTTCTAAAT AAAGGAAATA 1189440 
TTGTTTATAT AATGGTTCAT TTAAATGATA CTTCGCTTCG ATATTAGCCA TGACTTCTGG 1189500 
CGGATAAGCG CGTTCAGAAG TGAAGGGGCT GCCAGGGGCG AGACGCATCA AAAAGAAAGA 1189560 
AAAAGTAATC AAAATAAACA GCGTCGGTAA GGCTTCCAAC AGCCGTTTAA AAATAAACTT 1189620 
GAGCATAACA ACTCCAACCA AAATGGGCGA AAAGTGCGGT CAAAAAATAC GACGATTTTT 1189680 
AACCGCACTT AAATACGAGT AACGAATTAA TGTTTAATAA TATAAAGATT GCGTAAGTAA 1189740 
ATATGATCTT GTGGATCTTT GCCTGAATAA CCTTTTACGT AAGGTTTCAC TAAGCGTGGA 1189800 
TTCACATAGT TAAAGATTGG TACGATACCG TAATCTTTTC CAAGAATTTC TTCGGCTTTC 1189860 
GCATAAGCTT TTGCACGACC TTCTGCATCC GTTGCTGCGT AAGATTCTGC CATCGCTTTA 1189920 
TCATATTCTG GATTCGCATA TTTCGCGGTA TTGTTACTAG AATTAGATAA GAAATAGTTG 1189980 
CCGAATGTTG TTGCTTGGTT GTAATCCGCA TTCCATCCAG CACGCGCCAC ATCGTAACGA 119004 0 
CCTGCACGAC GGCTATCAAT GTAAGTTTTC CACTCTTGGT TTTCTAATTT CACGTCAATC 1190100 
AAACCTTTGG TGTTAGCTTT CCACATAGAT GCTGCAGCAA TAGCCACTTT TTTGTGGTTT 1190160 
TCATTGGTAT TATAAAGAAT GCTGAATTTC AACGGATTCG CTTTACTGTA ACCAGCTTCT 1190220 
TCTAAGAGTT TAATGGCTTC TTCATTACGT TGTGCCATCG GTTCTTTTGA ATAAGCAGGT 1190280 
TGTTGAATGA GATGACCTTC TTCGATGTAA GTTGGGGTAA ACACATAGGT TGGTGTTTGA 1190340 
CCTTGACCCA ATACTTTATC GGTGATCACA TTACGATCAA GGGATAAGTT CAAGGCTTTA 1190400 
CGAATATTCA CGTTATCAAA AGGTGCTTTC TTATTGTTTA ATTCATAAGA ATAAGTTCCT 1190460 
AGGGTACGAG TAACGTATAC TTCGCCTGGC AATTCTTTTT GTAATTTAGC GAATTGTTCT 1190520 
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GGCGGTAAAC CATAACTGGT CATGTCTAAA TCGCCCGCAC GATAACGCGC TACATCGGTA 1190580 
CTTGGGTTTT CAATGGCGAG GAATGTCGCG CTATTGATTA CGGTTTCTTT ATCGTTCCAA 1190640 
TAAAGTGGGT TACGTTCAAA TTCGATTTTT TCGTTAATGA TGTGGTTAGC CAGCTTATAC 1190700 
GCACCGTTAC CCACGTAGTT TT CTTT T T TC ACCCATGCAT CACCCAATTT TTCGACTACT 1190760 
TTTTnTGGTA ATGGCAATAA GGATTGGTGA GTCGnnAAAC TGACTGTATA AGGCACAGGA 1190820 
TTGGTTGTAT GAACCACAAA GGTGTAATCA TCTTTTGnTT CCACGCCTAA TTCAGCCGGT 1190880 
TTTTTCTTAC CGTCAATAAT GTCTTGTGCA TTTTCAACTT GTAAATTAAC TTAGGTAACT 1190940 
CGCGTAAGGT GCAGCAGTTG CAGGATCCAC TAAACGACGC CACGCAAACA CGAAATCGTG 1191000 
TGCAGTAACA GGATCTCCGT TTGACCATTT AGCATCTTTA CGTAAATGGA ATGTCCAGGT 1191060 
TTTGAAGTCA GGTGTATTTT CCCAGCTTTC AGCCGCACCC GGTTGAAGTT TACCTTCAGA 1191120 
GTCTGAGGTG ACTAAGCCTT CAAGTAATTG ATAAGCAACG TTAGATTCTG GCACACCTTC 1191180 
GGTTTTGTGT GGGTCAAAAC TTTGCGGTTC AGCCCCGTTA TTGATGACGA TATGTTGTTT 1191240 
TTCATCTAAT TGTGTTCCTT CAGGCACTAT AACTGCTTGC GCAGAATAGG AAAGGGCAAG 1191300 
AGCGATTGCA GAGAAGAGTA GTTTGTGTTG CATTTGAGCC TCCTTGTCAT TAGGCGATAT 1191360 
TTTTATAAAA AGTCTTCTAT TTATTAGCTC AAAAATTCAT TTTTGTAAAG ATTTGTCAGG 1191420 
AAATTATTTG AAGAAAAATT GAGTTTTGTG AGTTGTGTCT AATAAATCGC TAAAAAAATT 1191480 
GCTAAAAGTG ATGATATGAG AGGCGGGGGA TCTAGGATGT ATTGATTTTT CCTATTGTAA 1191540 
ATATTTTCCT ACATAAATTA CCCTTTTAAT GCTAATTGTG CTATCGTAAC CTGATTAGAT 1191600 
TTAAACAAGT CCATTCAAGG AGAATACAAT GACAACACAG TTAGATTCAC TTCGTAATAT 1191660 
GACCGTnGTC GTAGCTGATA CTGGCGATAT TGATGCAATC AAAAAATACC AACCACAAGA 1191720 
TGCAACAACA AACCCATCTT TAATTTTAAG TGCTTCAGCA TTACCACAAT ACGCCCCATT 1191780 
AATTGATGAA GCGGTAnTTA TGCAAAAGCA CAAAGTcAGA CAAAGCACAA CAATTAATTG 1191840 
ATGCTGAAGA TAAATTAGCG GTAAACATCG GCTTAGAAAT TTTAAAAATT GTTCCAGGAC 1191900 
GCATTTCAAC AGAAGTAGAT GCTCGCCTTT CTTACGATAC CCAAGCAACG GTTGAAAAAG 1191960 
CGCGTAAATT AATTGCACTT TATAATGCAG CAGGCATCTC AAATGATCGT ATTTTGATTA 1192020 
AAATCGCTTC CACATGGCAA GGTATCCGAG CTGCAGAAAT CCTTGAAAAA GAAGGCATTA 1192080 
ACTGTAACTT AACCTTATTA TTCTCTGAAG CGCAAGCTCG TGCTTGTGCA GAAGCGGGCG 119214 0 
TTTACTTAAT TTCTCCATTT GTAGGTCGTA TTTTAGACTG GTACAAAGCA AAtTCAGACA 1192200 
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AAAAAGAATA TGCGCCAGCA GAAGAwCCAG GCGTTATTTC TGTCACCAAA ATCTATAATT 1152260 
ACTACAAAGA ATATGGCTAC AACACAGTTG TGATGGGCGC AAGTTTCCGT AATGTAGGTG 11523 2 0 
AAATTACTGA ACTTGCAGGT TGCGATCGTT TAACCATTGC ACCAGCATTA CTGAAAGAAT 11923 80 
TACAAGAAAA TTCAACCGCA CTTGTACGCA AATTAGAATA CAAAGGCGAA GTAAAAGCGA 1152440 
AACCACAACC ATTAACAGAA GCTGAGTTCT ACTGGCAACA TAACAGCGAT GCTATGGCTG 11 9250 0 
TTGAAAAATT AGCAGAGGGT ATTCGTAAAT TTGCTATTGA CCAAGrAAAA TTGGAAACCA 1192560 
TGCTTTCAGC AAAACTTTAA TCCATCAtTC AATATAAAAA ATAACCGCAC TTCAATCTGC 1152620 
TCTTGAAATA GTTAAAGaAA ATATTTAACT AATTTGGGTG CAGATTTTTT ATTTATTAAG 1152680 
ATATAAAAGT GCGGTAAAAA TTCGGTGTAT TTTTGTTTAT TTACnCCTAG CnGCAATAGA 1152740 
TAATGGTTAC AGAAATATTA TTAAGTAATA CATTTTCATA ACnAAATAGA TGAAATTTAT 11 928 00 
TATAAAAATA TTTTAATAAA GATaAATTAT ATTTTTAAtT TATACTAAAT TAGTAGTTAG 1152860 
AATTTTnACT TGCGATAATA TCAGAGAAAA GTGGTAGTCT TCCCAAGATT TTATACATTC 1 192920 
TGGAATGATT ACCATTTGAT ATATGATTAT AAATTAGCTT - AATAAATCAC TTAATTTCTT 1152580 
AATTAAGATA ATTTTTCTTT CCTCAAAGAA TTGATCAAAA TTATCAATAG ATAAGTCCAC 11.3040 
ATCAGGTATA AAGATGGTTG TCGAAAAAAG AGGTTATATT AGATTTTGTA TTTTTATTTA 1193100 
CCCATTCTTC AAGAGAAGCA TCTTTTTTCG ATGTATTTTC ATCAAGCCAT TGTAAGTTAT 1153160 
AAATAGAATT ATAATTTTTA TCAGCTTTTT GAGTTAATAG TAACTCCTTA ATAAATTTAT 11 93220 
CATTGATAGA TTAATTTACC ATCCAGCTTG TGACTGCGAT AAAAATTGCA AAGATGCAAA 11 932 80 
ACCAAATTAT GTGGAGTTTT GTGCTTTTAC GATTGACTTC TTCATTATGT AAGCGTCGAG 1153340 
CTTCTAATCT TTGTTTGTAC ATCTCTAGAT CTTTTTGTTT GAAAGAGAAG CCGCAATTAG 11.3400 
GGCAATTTTC tGCATTTTCA CTAATCTTTT TTCTGCATTC AGGGCATCTT GTTAAGGACA 1153460 
TATTTGCTTT TATACCTATT CAATTACTTA TTTATTAGCA TTTTAATGGA TGTTTTAGAT 1153520 
TTTACAAATG TGATACAAGT CACAAATCTT ATAAAAATCT TTAAATTCAA TTTTGATTTG 11 9 3580 
ACGTAATTTG AAATAGAATA CAGCCGCTTG TTTAGGGCAT ATAAATACTT TTACTTTATT 1153640 
TTTTGAGGAG CCTTCCTATG TTATGGTTTT TCTTTTGTGT AACCGTGTTG ATTATCGGTT 1153700 
ACTTTATTTA TGGAAAAATT ATCGAAAAAA TTTTTGTGAT TAATCCAAAA CGTCAAACAC 11537 60 
CTGCTTACCA AGTAAATGAT GGTGTGGACT ATATGCCAAT GTCTAAAACG AAAATTTGGC 1153820 
TAATTCAATT GTTAAATATT GCGGGAACAG GCCCTATTTT TGGCCCTATT CTTGGTGCAT 1153880 
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TATATGQACC TGTAGCAATG CTTTGGATTG TnATTGGTTG TATTTTTGCT GGCGCAGTAC 119394 0 
ACGATTATTT CTGTGGTATG TTAAGTATTC GTCACGGTGG CGCAACAATG CCATATTTGG 1194000 
CGGGTAAGTT TTTAGGTCGT CCCGTTAAAG TCTTTATCAA TACATTAGCA CTTGTGTTGC 119406 0 
TTTTACTTGT CGGTGTTGTG TTTGTGGCAA GCCCAGCTCA ATTAATGGGT ACCATTACAA 1194120 
TGGATGTATT TGGTGTTTCG CAAGGTGCGT TAGTGCTTGG TGATGCAGAG GCAGTTCATC 1194180 
ATTCTGTTGA AGCTGGTGGG ATTAAAGTAT GGGGAATGGA TAAAGCAACA GTGGTTGCTG 1194240 
TGTGGACAGC AATTATTTTT GCTTATTATA TTCTTGCAAC CTTACTTCCA GTTGATAAGA 1194300 
TTATTGGTCG AATTTATCCA CTCTTTGGTG CGTTATTACT CTTTATGTCA GTTGGTATGG 1194360 
TATACGGATT AGTTGTTTCA CATTTTAGTG CAACAGATCC AATTGAGTTT TTCCGTACAA 1194420 
TCAATGCTGA TGGCGAGGGT TTAACTTGGG CGAAATTTAC ACAAAATTTC CAAGTGAAAG 1194480 
GTGATGTtCC AATTTGGCCA CTTTTATTCT TAACTATCTC TTGTGGCGCA TTATCAGGTT 1194540 
TCCACGCAAC GCAAACTCCA TTAATGGCAC GTTGTACAGA AAATGAAAGT GAAGGTCGCT 1194600 
TCATTTTCTA CGGTGCAATG ATTACTGAGG GGGTAATTGC ATTAGTATGG TGTATGGTTG 1194660 
GTCTtGCATT CTATGaAAAT CCACAAGCGT TACAAGATGC AATTTCAGCA GGTTGCTCCA 1194720 
TGCTAAAGTT GTGTATGATA GTTCGTTACA TTTCTTAGGT TTTATTGGTG GTATTTTTGC 1194780 
nATATTAGGC GTGATTGTTC TTCCTATTAC TTCTGGCGAT ACTGCATTCC GTGCTGCGCG 1194840 
TTTACAGATA GCCGAAATTT TTAATGTTGA TCAACGTTCA TTACCTAAAC GTTTATTAAT 1194900 
TGCTGTGCCG TTGTTTGTAT TAGGTTATTT TATTTCAACC ATTGATTTCA GCGTATTATG 1194960 
GCGTTATTTC ACTTGGGCAA ACCAAATGAC AGCAATGGTA ATGTTATGGA CTGCAGCGGG 1195020 
ATATTTATAT CGTTATCATA AATTCCACTG GGTTGCGTCT CTTCCTGCGT GGTTTATCAC 1195080 
AACAGTATGT GCACTTATTT GTTCTACAAC AAAATTGGTT TCGGCTTAGA TTATCAGCTT 1195140 
TCTGTGTATC TnGGTTTAGC AACAACCATC GTTTGTATCG TATTGTTCTT CACAATGCTT 1195200 
AAACCATTAG GTACGCGAGA TGAAGAAGCT TATATAAATA ATTAGTCAAT AAAATTTTAT 1195260 
GaaAAAAGnn GTTTGAATTG TTTATTCAAA CGGCTTTTTT ATTTTGATaA AAATCAGTTG 1195320 
CTTTAATGTG GAATTACTTG CAAGTTGAGC GAACAAATTA TAAACTTGCC AGAAGTGGAG 1195380 
AAAAGTGGTG TTTTGTGGAG ATTTTTAGAG ATTTTCTAAA AATAAGTTCA ATTTTTAAGG 1195440 
CGTAATATGT TTCGTGGTGC AACGGCGGTT AATTTAGATT CTAAGGGACG TGTAGCGATT 1195500 
CCAACTCGCT ATCGCGCTGA AATTCTTGAA AAGAACCAAG GGCAAATGGT TTGTACTGTA 1195560 
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GATATTCGTC AATCCTGTCT TTTACTTTAT CCCCTTGATG AATGGGAAAA AATCGAACAA 1195620 
AAACTTCTCG CACTTTCTAA CTTTGATCCT ACCCAACGCC GTTTGCAGCG AGTAATGCTT 1195680 
GGTCATGCCA CTGAATGTGA GATGGATGCT CAGGGTCGTA TTTTGCTTAG TGGGCCATTA 1195740 
CGCCAACACG CAAAATTAGA AAAAGGTTTA ATGTTGGTAG GGCAACTTAA TAAATTTGAA 1195800 
ATTTGGAGCG ATGTAGAATG GCATACTCAA ATTGCAGAGG ATATAGAAAT TGGCTCCAGC 1195860 
ACAGATTTTG CTGCTGATGC GTTAAATGAT TTCTCATTAT AGAAAATAAT GTAGTACTTT 1195920 
TATCTTAAAT TTATGAATAG CGAAAATTCC TTTTCTTCAT CTGAACATAT TACAGTTTTA 1195980 
CTTCACGAAG CCGTGAATGG CTTGGCATTG AAGGAGAATG GCATTTATAT TGATGGTACT li96040 
TTTGGGCGTG GGGGGCATTC TCGGTTTATC CTTTCTCAAC TTTCTTCTAA TGGTCGTTTG 1196100 
ATAGCTGTAG ATCGCGATCC TCGTGCTATT GCAGAAGCAC ACAAAATCCA AGACTTGCGT 1196160 
TTTCAGATTG AACATAACAG CTTTTCGCAT ATTCCTGAAA TTTGTGACAA ATTAAATTTA 1196220 
GTGGGCAAAA TTGACGGTAT TTTGCTTGAT CTTGGTGTGT CTTCCCCTCA GCTTGATGAA 1196280 
GCAGAACGTG GTTTTAGTTT TATGAAAGAT GGCCCGCTTG ATATGCGTAT GGATACAACT 1196340 
CAAGGTTTAT CTGCTGAAGA ATGGTTAAAA CAAGTGTCCA TTGAGGATTT AACTTGGGTG 1196400 
TTGAAAACTT TTGGCGAAGA GCGTTTCGCT AAACGTATTG CCACTGCTAT TGTTGATTTC 1196460 
AATAAAAGTG CGGTAAAAAA TGGCACAGAA TTTTTATCGC GTACCAGTCA ATTGGCGGaA 1196520 
CTTATTTCAC AGGCAGTTCC TTTTAAAGAT AAACATAAAC ATCCTGCGAC GCGTAGTTTC 1196580 
CAAGCTATTC GTATTTTTAT TAATTCGGAA TTAGATGAAT TAGAAAGTCT GCTTAATTCT 1196640 
GCGTTAGATA TGTTAGCACC AGAAGGTCGT TTATCAATTA TTAGTTTCCA TTCTTTAGAA 1196700 
GATAGAATGG TGAAACATTT TATGAAAAAA CAAAGTAAGG GCGAGGATAT TCCCAAAGGT 11 9 6 760 
TTACCATTGC GAGAAGATCA AATTCAGCGT AATCAAAAAT TAAGAATTAT TGGTAAAGCC 1196820 
ATTCAGCCAA GTGATGCAGA AATTCAAGCC AATCCTCGTT CAAGAAGTGC CATATTACGT 1196880 
GTGGCAGAGA GAATTTAGCG ATGTCTGAAA ATAATAAGCC TCGTTATCCG TTACAGCAGA 1196940 
TTTTAGTCGA AGATTTATTT TCTTCAAATA AGTTAGTGGT GTTGCTGTTA ATAGGGATTT 1197000 
TAGTTTCTGC AATGGGGACG ATTTGGATAA CCCATAAAAC TCGCCAATTA ATTTCTGAAA 1197060 
ATGGAATGTT AATTTTACAG CGTCAAGCAC TTGAGAATGA ATACCGTAAT TTACAAGTGC 1197120 
AGGAAGCTAC GGAAGGGGAT AGCACGCGAG TAGAATCTAT TGCGATTAGT ACATTAAAAA 1197180 
TGAAAGTTGT TTCTTCAGAG CAAGAAGTTG AAATTAGAGA ATAATAGGTA AAAAAAATGG 1197240 
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TGAAATTTAA TTCCTCGCGT AAATCAGGTA AGTCAAAAAA AACAATTAGA AAATTGACCG 1197300 
CACCTGAAAC TGTAAAGCAA AACAAGCCTC AAAAGGTGTT TGAAAAATGC TTTATGCGTG 1197360 
GACGTTATAT GCTTTCTACG GTTCTTATTT TACTTGGCCT GTGTGCTTTA GTCGCACGAG 1197420 
CAGCTTATGT TCAATCTATT AATGCCGATA CGTTATCGAA TGAAGCGGAT AAGCGTTCTT 1197480 
TGCGTAAAGA TGAAGTATTA TCGGTGCGTG GTTCTATTTT AGATCGTAAT GGTCAGCTTT 1197540. 
TATCTGTAAG CGTGCCGATG AGCGCGATTG TGGCAGATCC AAAAACGATG TTGAAGGAAA 1197600 
ATTCGCTTGC GGATAAAGAA CGAATTGCAG CTTTAGCCGA AGAATTAGGT ATGACTGAAA 1197660 
ATGATTTAGT GAAAAAAATT GAGAAAAATT CTAAATCTGG TTATTTGTAT TTAGCACGTC 1197720 
AAGTTGAATT AAGTAAAGCT AACTATATTC GTAGATTAAA AATTAAGGGT ATTATTTTAG 1197780 
AAACAGAGCA TCGCCGTTTT TATCCTCGTG TAGAAGAAGC TGCACACGTG GTGGGTTATA 1197840 
CGGATATTGA TGGAAATGGT ATTGAAGGCA TTGAGAAAAG TTTTAATTCC CTGCTTGTTG 1197900 
GTAAAGACGG TTCACGTACT GTTCGTAAAG ATAAACGTGG GAATATTGTT GCACATATCT 1197960 
CCGATGAGAA AAAATATGAT GCACAAGATG TTACCTTAAG TATCGATGAA AAATTGCAAT 119802 0 
CTATGGTGTA TCGTGAGATT AAAAAGGCGG TGTCTGAGAA TAATGCTGAG TCTGGTACTG 1198080 
CGGTGTTAGT TGATGTTCGA ACAGGGGAAG TGTTAGCTAT GGCGACTGCG CCCTCTTATA 119814 0 
ATCCAAACAA CCGTGTCGGC GTGAAATCAG AGTTAATGCG TAACCGTGCA ATTACCGATA 1198200 
CTTTTGAGCC AGGTTCTACG GTAAAACCTT TCGTTGTTTT AACCGCACTT CAACGAGGTG 1198260 
TAGTTAAACG AGATGAAATT ATTGATACTA CGTCCTTTAA ATTAAGCGGT AAAGAAATTG 1198320 
TGGACGTTGC ACCACGTGCT CAGCAAACTT TAGACGAGAT TTTAATGAAC TCTAGTAACC 1198380 
GTGGTGTAAG TCGTCTTGCA TTACGTATGC CACCTAGTGC ATTAATGGAA ACTTATCAAA 1198440 
ATGCAGGTTT AAGTAAACCG ACAGATTTAG GCTTGATCGG AGAGCAAGTT GGGATTTTnA 1198500 
ATGCAAATCG TAAACGCTGG GCAGATATTG AGCGTGCAAC AGTCGCTTAT GGTTATGGTA 1198560 
TTACTGCGAC ACCTTTACAA ATTGCTCGTG CCTATGCAAC CCTTGGTAGT TTCGGTGTTT 1198620 
ATCGTCCGCT TTCTATCACT AAAGTTGATC CGCCAGTTAT TGGGAAACGG GTTTTCTCTG 1198680 
AAAAAATAAC TAAAGATATT GTGGGAATTT TAGAGAAAGT AGCAATTAAA AATAAACGCG 1198740 
CAATGGTGGA AGGCTACCGT GTCGGCGTAA AAACAGGTAC GGCACGTAAG ATTGAAAATG 1198800 
GAACATTATG TAAATAAGTA TGTGGCATTT ACTGCGGGTA TTGCACCAAT TAGTGATCCT 1198860 
CGTTATGCAT TAGTGGTTTT GATCAATGAT CCAAAAGCAG GAGAATATTA TGGTGGTGCG 1198920 
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GTTTCTGCCC CTGTATTCTC TAACATTATG GGCTATGCGT TACGTGCAAA TGCTATTCCG 1198980 
CAAGATGCTG AAGCAGCTGA AAACACAACA ACGAAAAGTG CAAAACGTAT TGTTTATATT 1199040 
GGCGAACACA AGAATCAAAA AGTGAATTAA GGAAAAATTA TGAAAAAACT CACCGCACTT 1199100 
TTTAATTTGC CTGAATTAAA GAATGATATA GAACTCCATA ATATGGTGTT AGATAGCCGT 1199l 60 
AAGGTTAAAG CTGGCGATCT TTTTGTGGCG ATAAAAGGTC ATCAGGTGGA TGGAAATCAA 1199220 
TTTATTGATT CTGCTCTTCA TTCTGGTGCG AGTGCGGTGG TTTCTGAGAC AGAATTATCC 1199280 
AGCGAGCATT TAACTGTAGC GTTTATCGGG AATGTTCCCG TAGTGAAATA TTATCAACTT 1199340 
GCACATCATC TTTCATCTTT GGCGGATGTT TTCTATGATT CGCCCTCTAA CAATTTAACC 1199400 
CTTGTTGGTG TCACGGGGAC AAATGGCAAA ACCACTATTT CTCAATTATT AGCGCAATGG 1199460 
GCGGAATTAT TGGGGCATCG TGCGGCTGTG ATGGGAACCA TTGGTAATGG ACTTTTTGGG 1199520 
CAAATTGTAG AAGCTAAAAA TACGACAGGT TCAGCAGTAG AAATTCAGTC ATCTCTTTCA 1199580 
GCTTTCAAAC ACGCAGGTGC AGATTTTACC TCTATTGAAG TTTCATCACA CGGTTTGGCG 119964 0 
CAGCATCGTG TAGAAGCCTT GCATTTTAAA GCAGCAATTT TCACGAATTT AACCCGTGAT 1199700 
CATCTAGATT ATCATCAATC TATGGAAAAT TATGCTGCAG CGAAGAAACG CTTGTTCACT 1199760 
GAATTAGATA CCCAAATTAA AGTGATTAAT GCTGATGATG AAATTGGATA CCAATGGCTA 1199820 
ACTGAACTAC CTGATGCTAT TGCCGTAAGT ATGAATGCGG ATTTTAAAGT AGGTTCACAC 1199880 
CAATGGATGA AAGCAATAAA TATCCATTAT CATTTTAAAG GTGCAGATAT TACTTTTGAA 1199940 
TCTAGCTGGG GTAATGGTGT TTTGCATAGC CCATTAATTG GTGCTTTTAA TGTAAGTAAT 1200000 
TTATTATTAG TAATGACCAC GTTGTTATCG TTTGGTTACC CATTGGAAAA TTTACTCGCT 1200060 
ACGGCGAAAT CTTTAAAAGG AGTATGTGGA AGAATGGAAA TGATTCAATA TCCAAATAAA 1200120 
CCAACCGTTA TTGTAGATTA TGCGCATACA CCAGATGCGT TGGAAAAAGC GTTGATTGCT 1200180 
GCGCGTGAAC ATTGCCAAGG CGAATTATGG TGCATTTTTG GTTGTGGCGG AGACCGTGAT 1200240 
AGAGGCAAAC GTCCGTTAAT GGCACAGGTT GCAGAGCAGT TTGCTGAAAA GATTATTGTG 1200300 
ACAAAAGATA ATCCACGAAC AGAATCACAA AGCCAAATTG AAACAGATAT TGTCGCTGGC 1200360 
TTTAAAAATA TGGAAAAAGT GGGGATTATT CCTGATCGCG CACAGGCGAT CCAGTTTGCG 1200420 
ATTGAAAGTG CGGTAGAAAA TGACGTGATT TTAATTGCTG GAAAGGGGCA CGAGCATTAT 1200480 
CAAATTATTG GTTCGGAAGT TGTGCATTTT TCCGACCAAG AAATTGCACT TGATTTCTTA 1200540 
AAATAATAAT CACTCAATTA TGATTAAACT CTCTACTGTA CAACTTGCAC AGATTCTTCA 1200600 
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AGCTAAATTA ATTGGCGATG AAAATGTGCA AGTTGAAAAA ATTAATACGG ATACTCGAAA 1200660 
AAGCGTATCA AATAGCTTAT TTTTTGCTTT AAAAGGCGAA AAATTTGATG CTCATCAATA 1200720 
TCTTGATCAA GCGGTGTCAC AGGGTGCGCT TGCGCTTGTT GTTCAGCAAG AAAATTCATC 1200780 
CATTTCTGTT CCACAATTGG TGGTTAAGGA TACCCGTATT GCCTTGGGTG AACTTGCAAA 1200840 
ATGGTTACGT GAGAAAATTA ATCCACGTAC TGTGGCGATG ACCGGCTCTT CTGGTAAAAC 1200900 
CACGGTAAAA GAAATGACGG CAAGTATTTT GCAACATACC GCAGCGGATT CAGAAGCGGT 1200960 
ACTTTTTACC AATGGTAACT TCAATAACGA TATAGGTGTG CCTTTAACTC TACTTCGCTT 1201020 
AACAGAAAAA CATCGTTTTG CTGTGATTGA ACTTGGTGCA AATCATCAAA ATGAAATCAA 1201080 
TTACACCACA AAATTAGTTC AACCTAATGC CGCATTGATT AATAATATTG CGCCCGCACA 1201140 
TTTAGAGGGG TTTGGTTCTT TAGCGGGGGT TGTTCAAGCA AAAGGCGAGA TTTATCGAGG 1201200 
TTTAACAAAA AATGGTGTGG CGATTATCAA TGCTGAACAT AATCACTTAG ATATTTGGCA 1201260 
AAAAGAAATC AGTAATCACG CCATTCAATA TTTCAACGGT AAAGATTATT CTGCAAAAAA 1201320 
TATTCATCAT ACTTCTCAAG GCTCCACTTT TACACTTATT TCCCCACAAG GTGAAATTGA 1201380 
GATTACCTTA CCTTACCTTG GTGAACATAA TGTAAAAAAT GCCTTGGCAG CGACCGCACT 1201440 
TGCAATGAAT GTCGGTGCCA CTCTTACAGA TGTAAAAGCT GGATTAGAAC AACGTTCACA 1201500 
AGTGAAAGGG CGTTTATTCC CCATTCAAGT CACGCCTAAT TTATTGCTGT TAGATGATAC 1201560 
TTATAATGCG AATAAAGATT CTCTGTGTGC TGCGATTGAT GTTTTAAAAG GTTATGATGC 1201620 
TTTCCGTATT TTGTGTGTCG GTGATATGAA AGAGCTAGGC GAAAACTCTC TCGCTATTCA 1201680 
TCGTGAAGTT GGACAATATA TTAATTTGGT AAATTTAGAT TTAGTGTGTt CTTATGGCAA 1201740 
TGAAAGTGCG GTTATTTCTG AGGCTGTTTC GGGTAAGCAT TTTACGGATA AAACTGAAAT 1201800 
GGTGGATTTC TTAGTTCCAC TTATTGAAAA CCAATTACAA CAAAATAAAA AAGTTGTGGT 1201860 
GCTAGGAAAA GGCTCACGCT CAATGAAAAT GGAAGATGTG ATCTATTCAT TAAAGGATAA 1201920 
AATTAAATGT TAGTCTGGCT TGCTGAATAT CTTGTTCGTT ACGAAACCGC GTTTAATGCT 1201980 
ATTTCTTATA TTACAGTCCG CGCAAATCTT GCATTATTAA CCGCACTTTT TATCTCACTT 1202040 
TGGATTGGCC CTAAAGTGAT CAAACGCTTG CAGATCTTAA AATTTGGCCA AGAAGTGCGA 1202100 
AATGATGGCC CTGAAAGTCA CTTTGCAAAA AAAGGCACAC CCACTATGGG TGGTGTGATG 1202160 
ATTTTATTCT CTATTGGCGT AAGTACGTTA TTATGGGCAA ATCTTGCTAA TCCGTATATT 1202220 
TGGGTTTGTT TATTTGTTTT ATTTGGATAC GGCGCAATTG GTTTTGTGGA TGATTTCCGT 1202280 
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AAAATTACCC GTAAAAATAC TGATGGATTG ATTGCTCGTT GGAAATATTT CTGGATGTCT 1202340 
GTGGTGGCAT TAGTGGCAAT CCTTTGGCTT TATTGGCTTG GTCACGACAC TGATGCCACC 1202400 
CGTTTAGTGA TTCCATTCTT TAAAGACATT ATGCCTCAAT TAGGTTTGTT CTATATTGTG 1202460. 
TTATCTTACT TTGTGATTGT tGGCACGGGT AATGCAGTGA ATTTAACCGA CGGTTTAGAT 1202520 
GGATTAGCGA TTATGCCTAC TGCGCTTGTT GCAGGTGCGT TTGCTTTAAT TGCTTGGGCT 1202580 
ACAGGTAACG TGAATTTCGC AGAATATTTG CACATTCCGT ATATTAAATA CAGTTCTGAA 1202640 
GTAGTGGTGT TCTGTACAGC TATTGTTGGC GCGAGTTTGG GATTCTtATG GTTTAATACT 1202700 
TATCCAGCTC AAGTATTTAT GGGGGACGTG GGTTCTCTAG CATTAGGTGG TGCGCTGGGT 12 02760 
GTTGTAGCAA TTCTTGTTCG TCAGGAATTT TTGCTTGTgA TAATGGGTGG TGTATTTGTT 1202820 
GTTGAAGCAC TCTCTGTTAT TTTGCAAGTA GGGTCTTATA AGTTACGCAA ACAACGCATT 1202880 
TTTAGAATGG CACCGATTCA CCACCATTTT GAATTGAAGG GATGGCCTGA GCCAAGAGTG 12 02940 
ATTATTCGGT TTTGGATTAT TTCCTTAATG CTGGTGTTGA TGGGATTGGT CACCTTGAAG 1203000 
TTGCGTTAAT AAATATAGCT AGGTtCGCTC TTTCACTTTT GAAAGAGCGA CCTTTTTTAC 1203060 
GTTAGTAAAG GAAATTTATA TTTCCATCAA TGATATAATT TTAAAATTTA TAGCAATTAA 1203120 
GAAGAAAGAA AATGAACGCC TATCAAAACA AAAATATTAC TATCATCGGG CTTGGCAAAA 1203180 
CAGGTCTTTC TTGTGTGGAT TATCTCTTAT CCCAACAGGC TAATATTCGT GTGATTGATA 12 03240 
CTCGAAAAAA TCCTACTGGT ATTGATAAAC TTCCTCAAAA TATCCCTCTT CATACTGGTA 1203300 
GTTTAAATCA GGAATGGTTA CTTGAAAGCG ATATGATTGT TATTAGCCCA GGGCTTGCGG 1203360 
TAAAAACACC AGAAATTCAA ACCGCACTTA AAGCGGGAGT GGAAGTAATC GGCGATATTG 1203420 
AATTATTCTG CCGCGCAGCG ACAAAGCCAA TTGTGGGGAT TACAGGTTCA AATGGTAAAA 12034 8 0 
GTACCGTAAC TACTTTAGTT TATGAAATGG CGAAAGCTGC TGGTGTGAAA GTTGGTATGG 1203540 
GCGGAAATAT TGGGATTCCC GCTTTGTCAT TGTTGAATGA AGATTGTGAA CTTTATGTAC 1203600 
TAGAGCTTTC TAGTTTTCAG CTTGAGACAA CTTATAGCTT AAAAGCTGCG GCAGCGACTG 12 03660 
TCTTGAACGT GACTGAAGAT CATATGGATC GCTATATGGA TTTAGAAGAT TATCGCCAAG 1203720 
CAAAATTACG CATTTATCAT AATGCTAAAG TAGGTGTGTT GAACAATGAA GATAGGCTGA 12 03780 
CTTTTGGGGA AAACGAAAAT CAAGCGAAAC ATACCGTTTC TTTTGCGGAA AATAGTGCGG 1203840 
ATTATTGGCT AAAAACTGAA AATGGCAAGC AATATTTAAT GGTAAAAGAT GAAGTGATTT 12 03900 
TACCTTGTGA AGAAGCTACA TTGGTTGGTC GCCATAATTA TATGAACATT TTGGCAGCAA 1203960 
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CAGCATTGGC ACAAGCTATA GGTATTAATT TAGATTCAAT TCGTACCGCA CTTCGTCATT 1204 020 
TCAAAGGGTT AGATCATCGT TTTCAATTAG TGCATCAAGC TAATGGCATT CGTTGGATTA 1204 08 0 
ATGACTCTAA AGCAACAAAT GTGGGGAGTA CAGTTGCTGC ATTGGCTGGG CTTTATATTG 120414 0 
AGGGTAAATT GCATTTGTTG CTAGGCGGAG ACGGAAAAGG GGCTGATTTT TCAGAATTAG 1204200 
CTGAATTAAT TAATCAACCA CACATTATTT GTTATTGTTT TGGTCGAGAT GGTGCGCTGC 1204260 
TTGCAAAATT TTCATCGCAA AGTTATTTGT TCGATACAAT GGAACAAGCG ATAGAATTTT 1204320 
TACGCCCAAC ATTGCAAAGC GGAGATATGG TATTATTGTC GCCTGCTTGT GCAAGTCTCG 1204380 
ATCAGTTTGC TTCTTTTGAA AAGCGCGGCG AAGAATTTAC GCATTTAGCT CAATGTTTAA 1204440 
CCTAATTTAG TAACTCACGA AATAAGATGG AATTTTTACA AAATATCAAA AAAAATTACG 1204500 
ATGAATGGAC ACGCATCACA CCTCAAGGTT TGTTGTATGA TCGCGCACTA TTTTGGTTAT 1204560 
TTGTTATTTT GCTTTTAATT GGTTTAGTGG CAGTAACATC TGCTTCTATT CCTTATAGCT 12 04 620 
CTCGTTTATT TAATGATCCT TTTTACTTTG CAAAACGCGA CGCTATTTAT GTGCTACTTn 1204 680 
CTTTACTCAC TTGTTATATT TCATTACAAA TTTCTTCTTC GCAATGGGAA AAATGGCACG 1204 74 0 
CTAAAATTTT TTTATTTTCT GTCATATTAT TATTGCTTGT CCCTTTTATC GGTACATCGG 1204 800 
TTAATGGCGC AAAACGTTGG ATTTCGTTGG GAATCTTAAA CTTTCAACCT GCAGAATTTG 1204 860 
CAAAATTGGC TTTGACTTGT TTTTTAGCAA GTTATTTCAC TCGTCGTTAT GATGAAGTGC 1204 920 
GGTCGCGACA TGTTAGTATT TTTAAACCGT TTATTGTTAT GCTTGTATTG GGTTG TTTT C 12 04 980 
TTTTATTGCA ACCTGATTTA GGTAGTACAG TCGTGCTATT TATTATTATG TCTGGGATGC 12 05040 
TTTTTATCGT AGGGGCGAAA ATTTTACAGT TTGTAGGATT GATAGCATTA GGTGGAATCT 1203100 
TATTCGTTTG GCTAGTATTG ACCGCCTCTT ATCGGTTAAA GCGATTTATA GGTTTTTTAG 1205160 
AACCCTTTAA AGAACCTTAT GGCACTGGTT TCCAATTAAC AAACTCTCTT ATAGCATTTG 1205220 
GGCGGGGAGA AATTACTGGC GAAGGATTAG GTAATTCAAT TCAAAAATTA GACTATCTGC 1205280 
CTGAAGCACA TACCGATTTC ATTATGGCGA TTATCGGCGA AGAATTTGGA TTTATCGGTA 1205340 
TATTGATTGT TATTCTTTTA TTAGGTTTAT TAATTTTtCG TGCAATGAAA ATTGGACGAG 12 05400 
AATCCTTAAT GTTAGAACAA CGTTTTCGAG GTTTTTTTGC ATTAGGTATT GGTTTTTGGA 12054 6 0 
TTTyCTTTCA AGGCTTTGTG AATTTAGGTA TGGCTCTTGG AATGCTACCA ACTAAAGGTT 1205520 
TAACCTTTCC ACTCGTGAGT TATGGTGGTT CGAGTATTAT CATTATGTCC GCCACTATTG 1205580 
GTATTTTATT GCGAATTGAT CACGAAAATC GTTTATTTCG TATAGGTCAA GCACGCTTGC 1205640 
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GTGATGATTA GAGATAGAAA AGATGAAAAA TAAAAAATTA TTAGTGATGG CGGGTGGTAC 1205700 
TGGCGGTCAT GTTTTTCCTG CCATTGCAGT TGCTCAAACT TTACAAAAAC AAGAATGGGA 1205760 
TATTTGCTGG TTAGGTACGA AAGATAGAAT GGAGGCTCAA CTTGTACCAA AATATGGTAT 1205820 
TCCTATTCGA TTTATTCAAA TTTCTGGTTT GCGTGGTAAA GGTATAAAAG CTTTGTTAAA 1205880 
TGCGCCTTTT GCCATTTTTC GTGCGGTGTT GCAGGCAAAA AAAATTATTC AAGAAGAAAA 1205940 
GCCTGACGCT GTACTTGGTA TGGGAGGCTA TGTTTCTGGC CCCGCTGGCG TTGCGGCAAA 1206000 
ACTTTGTGGT GTACCAATCA TTTTACATGA ACAAAATGCG ATAGCGGGTT TAACGAATAA 1206060 
GTTATTAGGT AAAATTGCAA CCTGTGTATT ACAGGCATTT CCAACTGCTT TTCCTCATGC 1206120 
TGAAGTAGTA GGAAACCCAG TTCGAGAAGA TTTATTTGAG - ATGCCAAATC CTGATATTCG 1206180 
TTTTTCGGAT CGTGAGGaAA AATTACGTGT CTTAGTGGTT GGTGGTAGTC AAGGAGCGAG 120624 0 
AGTGCTTAAT CATACTTTAC CTAAAGTAGT CGCCCAGCTT GCAGATAAAT TAGAGTTTCG 1206300 
TCATCAAGTA GGTAAAGGTG CGGTAGAAGA AGTCAGCCAA CTTTATGGCG AGAATTTAGA 1206360 
ACAAGTTAAA ATAACAGAAT TTATTGATAA TATGGCAGAG GCTTATGCTT GGGCTGATGT 1206420 
GGTTATTTGC CGTTCTGGCG CATTAACCGT ATGTGAAATT GCAGCAGTGG GAGCCGCAGC 1206480 
AATTTTTGTA CCATTCCAAC ATAAAGATCG CCAACAATAT TTAAATGCGA AATATTTATC 1206540 
AGATGTTGGC GCGGCGAAAA TTATAGAACA GGCAGATTTA ACGCCTGAAA TTCTAGTGAA 1206600 
TTATTTAAAA AATTTAACTC GTGAAAATTT ATTGCAGATG GCATTGAAAG CGAAAACAAT 1206660 
GTCGATGCCT AATGCGGCAC AACGTGTAGC TGAAGTAATT AAACAATATT CAAACTAGGG 1206720 
GTTGTGGCGT TTTATAAATA GCCTCAGTCA TAAGTATTTT TTATATCCAA AAGTGCTAAT 1206780 
ATTAGAAATA AAAACGTTGC GAATTTTAAC CGCACTTTTA GTTGAGTTTT GTCATTGGGA 1206840 
GAAAAGGAAA AATAAATGAA ACATTCCCAC GAAGAAATTA GAAAAATTAT CCCTGAAATG 1206900 
CGCCGTGTAC AGCAAATTCA TTTCATTGGC ATTGGTGGTG CGGGAATGAG CGGCATTGCA 1205960 
GAAATTTTAT TAAATGAAGG TTATCAAATT TCAGGTTCAG ATATTGCCGA TGGCGTAGTC 1207020 
ACTCAACGTT TAGCTCAAGC TGGGGCAAAA ATCTACATTG GTCATGCAGA AGAACATATT 1207080 
GAAGGTGCCA GTGTTGTTGT TGTGTCTAGT GCGATAAAAG ATGATAACCC TGAATTAGTT 12 07140 
ACATCGAAAC AAAAACGCAT TCCAGTGATT CAACGCGCAC AAATGTTGGC GGAGATTATG 1207200 
CGTTTTCGTC ACGGTATTGC TGTTGCAGGA ACACACGGGA AAACGACAAC AACAGCAATG 1207260 
ATTTCAATGA TTTACACCCA AGCTAAACTT GATCCGACTT TTGTAAATGG CGGTTTAGTG 1207320 
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AAATCGGCGG GTAAGAATGC ACATTTAGGA GCAAGTCGTT ATTTAATTGC CGAAGCCGAT 1207380 
GAAAGTGATG CGTCGTTTTT GCATTTACAG CCAATGGTAT CTGTTGTAAC TAATATGGAG 120744 0 
CCAGACCATA TGGATACTTA CGAAGGCGAT TTTGAAAAAA TGAAAGCCAC TTATGTGAAA 1207500 
TTCCTGCATA ATTTACCCTT CTATGGTTTA GCCGTGATGT GCGCTGATGA TCCTGTTTTA 1207560 
ATGGAACTTG TGCCAAAAGT TGGTCGCCAA GTGATTACAT ATGGTTTTAG TGAACAGGCA 1207620 
GATTATCGCA TTGAAGATTA TGAACAAACA GGTTTTCAAG GTCATTACAC GGTGATTTGC 1207680 
CCAAATAATG AACGTATTAA TGTGTTGCTC AATGTTCCTG GAAAACATAA TGCATTAAAT 1207740 
GCAACGGCTG CACTTGCTGT AGCAAAAGAA GAGGGTATTG CTAACGAGGC AATTTTAGAA 1207800 
GCTCTGGCTG ATTTTCAGGG GGCTGGTCGT CGTTTTGATC AGCTAGGCGA ATTTATTCGT 1207860 
CCAAATGGTA AAGTGCGTTT AGTTGATGAT TATGGTCATC ATCCAACAGA AGTAGGCGTA 1207920 
ACCATTAAAG CGGCGCGAGA AGGCTGGGGA GATAAACGTA TTGTAATGAT TTTCCAACCG 1207980 
CATCGTTATT CTCGCACTCG TGATTTGTTT GATGATTTTG TACAAGTGCT TTCGCAAGTA 1208040 
GACGCTTTGA TTATGCTTGA TGTGTACGCA GCGGGAGAAG CCCCTATTGT TGGCGCTGAC 1208100 
AGTAAATCTC TTTGCCGTTC CATTCGTAAT CTTGGTAAAG TTGATCCTAT TTTGGTATCA 1208160 
GATACTTCGC AACTAGGCGA TGTTCTCGAT CAAATTATTC AAGATGGCGA TTTGATTTTG 1208220 
GCACAAGGTG CTGGTAGCGT AAGTAAAATT TCTCGTGGCT TGGCTGAATC TTGGAAGAAT 1208280 
TAATGCCAGA TGGATTGATT GAAAATCTTA GTATTAGAAA AGTATCATCA GTAAGAAGAA 1208340 
AAACAGGATA GAAAATGAAC TTAAAACAAG AAAAAATCGC GGTGTTATTA GGCGGCACAT 1208400 
CTGCTGAACG TGAAGTTTCT CTCAATTCAG GCAAAGCGGT ATTAGAAGCA TTATTAAAGC 1208460 
AAGGTTATAA TGCACATCCT ATTGATCCTA AAGAATATAA TGTTGCAAAT CTTAAAAAGG 1208520 
ATGGCTTTAA TCGAGCATTT AATATTTTGC ACGGTCGTGG TGGAGAAGAT GGCACAATGC 1208580 
AAGGTTTATT AGAGCAAATT GGTTTGCCTT ATACGGGTTG TGGCGTGATG GCTTCTGCAT 1208640 
TAACGATGGA CAAAATGCGT ACAAAAATGT TGTGGAAAGC TTTTGGTTTA CCTGTTGCAG 1208700 
ATATGAAAGT GGTTACCCGA GAAACTTTTT CTGAATTGGA TCCTCAGGCT GTTGTGGCAA 120876 0 
AATTAGGCTT ACCATTAATG GTTAAACCCT CTTTAGAAGG CTCTAGCGTT GGCTTAACGA 1208B20 
AAGTAAAAGC GGTAGAAGAG TTAAAAAGTG CGGTGGAATA TGCGCTTAAA TTTGATAATA 1208880 
CCATTCTAAT TGAAGAGTGG TTAGCTGGCG ATGAATTARC TGTGCCTGTG CTTGACAATC 1208940 
AAGTATTACC CGCAATTCGT ATTGTTCCAG AGGGCGAATT TTATGATTAT GAAGCGAAGT 1209000 
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ATATTTCTGA TAATACGCAA TATTTCTGCC CAGCAGGTTT AACGCCTGAA CGCGAGCAAG 1209060 
CGTTATCAAC ATTAGTAAAA CGTGCTTATG ATGCAGTGGG ATGTCGTGGT TGGAGTCGTA 1209120 
TTGATGTAAT GTGTGATGCA AAAGGTAATT TCCGTTTGGT TGAGGTTAAT ACTAATCCTG 1209180 
GAATGACGAG CCATAGTTTA TTCCCAAAAT CTGCAGCGAC AGTAGGTATT TCTTTTGAGC 1209240 
AACTCGTCGT GAAAATTTTG GAGCTGAGCC TGTAATGAAC ATTCTGAAAA GAAAAACGCC 1209300 
ACAGAATATT CGTTTTGGAG AACAAAAGCC TAAATATTAT TTTCATATTC GGGCTTTTGC 1209360 
GGTATTGCTT GGTGTCTTTT TTTTACTTGG TGTTTATTTT AATTGGCAAA GCATTTTAGA 1209420 
AAAAATGGAT GATAAGCCGA TTAGCGCATT TGCACTTGTT GGACAAAATA CCTTTACTAC 1209480 
TGCTGATGAT ATTAAAGAAA GCCTATTAAA AATGGGCGAA TTAAAAGGAT TTTGGGGGCA 1209540 
AGATGTGGCA CCGATTCAAG AGCAAATTGA GGCTTTACCT TGGGTTAAAG GTGCAATAGT 1209600 
AAGAAAAATG TGGCCAAATC GTTTAAGTAT TTGGGTATCA GAATATCAAC CCGTTGCGTT 1209660 
TTGGAATCAA AATCAATTTG TTACCCTTGA TGGTATCGTT TTTCAGCTTC CCTCTGTACG 1209720 
TTTAACTGCA AAAAATTTGC CCTATTTGGG TGGGCCCGAT TATCAGAGTT TGAAAGTAAT 1209780 
TGAGACGTGG AACCAAATTT ATATTAATTT AAAATCAAAT AATATAATGG CAAAGGGAAT 1209840 
TAATATTGAT GATCGCGGTG CGTGGCAGGT CCAGCTTGAT AATGATATTG TGCTAAAATT 1209900 
AGGTCGTGGC GATTGGAAAT CAAAACTTGA GCGATTTGTC ACAATTTATC CGCAAATTGA 1209960 
TGTGCCAGAA AACAAAAAAA TAGATTATAT AGATTTAAGA TATACGGCAG GTGCAGCTGT 1210020 
AGGTATGGTT GATAGATAAA AATAACTGGG TGCGAAAATG GTTAAAGGTG TGGAAACAAA 1210080 
AACAATAGTA GGTTTAGAGG TTGGCACGTC AAAAGTGGTC GTTGTAGTTG GCGAAGTATT 1210140 
TCCTGATGGT GTAGTGAATG TGCTTGGTGT AGGCAGTTGT CCTTCAAAAG GGATTGATCG 1210200 
TGGCAGCATC ACTGATCTTG ATGCCGTGGT GGGTTCGATT CAACGTGCTA TTGAAGCGGC 1210260 
AGAATCTATG GCTGATTGTC AGATTATGAG TGTGACTTTA GCGATTACTG GAGAGCATAT 1210320 
TCAAAGCCTC AATGAAAGTG GTTTTGTGCC GATAGCAGAA AGTGAAGTAA CACAAGAGGA 1210380 
AATCGATTCC GCACTTCATA CAGCAAGCTC AATAAAATTG CCAGAAGGCT TATCTTTATT 1210440 
G CATGTTATT CCACAAGAAT ACGCTGTTGA TCGTCAGATG AACATTAAAA ATCCATTGGG 1210500 
ATTACAAGGC GTGCGTTTAA AAGCACAAGT ACATTTGATC GCTTGTCATC AAGATTGGCA 1210560 
AAATAACTTA AAAAAAGCCG TTGAACGTTG TGGATTGCAA GTGGATAAAG TGGTTTTCTC 1210620 
TGGTTTTGCA GCAACACATT CTGTGCTAAC TGAGGATGAA AAAGATCTCG GCGTGTGTTT 1210680 
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AATTGATTTT GGTGCTGGCA CAATGAACGT GATGGTTTAT ACGAATGGCG CATTACGTTT 1210740 
TAGCAAGGTA ATTCCTTACG CAGGAAATAT TGTGACAAAT GATATTGCGC ACGCTTGTAC 1210800 
AATTTCGCGA GCAGAAGCAG AACGGATCAA AGTGAACTAT GCTAGTGCAT TTTACCCAGC 1210860 
TCGTTTGCAC GGAGATAAAA AAATTGAAGT GGCAAGTATT GGCGGTCGTG CGCCTCGTTC 1210920 
ATTAACAAAA AGTGATTTAT CTTTAATTAC ATCAGCTCGT TATACGGAGC TTTTAGGCGT 1210980 
GGTAAAAGAT GAATTAGATA AGTTAAAAGC TGAATTAGAA GCAAAACATA TTAAATTTGA 1211040 
ATTAATTGCA GGTGTGGTAA TAACTGGTGG TGGAGCGCAG ATTGAAGATC TTAAAGAATG 1211100 
CGCTTCAAAT GTTTTCCATT GTCAGGTGCG TATTGCGAGT CCATTAAATA TTACTGGTTT 1211160 
GACTGATTAC GTGAATCGTC CACAATATTC AACGGTGGTG GGACTATTGC AATATAATTA 1211220 
CAGTAATAGT GATGATGATT TAATTTCAGG AAGTGATGAT TCTGAAGGAA CTTTCTTTGA 1211280 
ATCTATTTGG CAAGGAGTAA AAAAAATTGT CAATAAAGTG CGGTCAGAAT TTTGATTATT 1211340 
TTAATTTTTC ATCTACAATA AAGGGAATTT ATATTTTATA TATTTAGTCA GCTTATCTGG 1211400 
CAGTAACGGA GAACATCAAT GCTATACCCA GAGTACCCTG AGTACGATAA TTTTAACGAA 1211460 
TCCGGCGCrC TGATCAAAGT CGTAGGTGTA GGCGGTGGCG GTGGCAATGC CGTAAACCAT 1211520 
ATGGTAATGA ATATGGTAAA ACAAGAAATG GGCGGAACCT TTGTTGGCGA AAGTTCATTA 1211580 
ACATCAGAGG AACACGGTCG CATAGTATTT TATGCCGTCA ATACTGATGC TCAAGCATTG 1211640 
CGTAAAAGTC AAGTTCAACA GACCGTACAA ATTGGTGGAG AAACAACCAA AGGTTTAGGT 1211700 
GCTGGGGCAA ATCCGAATAT TGGTCGTAAG GCAGCTGAAG ATGATCAGGA TGAAATCCGC 1211760 
AAAATGCTTG AAGGTGCCGA TATGGTCTTT ATTGCAGCAG GTATGGGCGG CGGCACAGGT 1211820 
ACGGGTGCGG CACCTGTTGT TGCTAAAATT GCTAAAGAAC TCGGTATTTT GACTGTTGCT 1211BB0 
GTAGTGACTA AACCTTTTAC CTTTGAAGGC AAAAAACGTA TGCAATTTGC AGAGCTTGGT 1211940 
ATTAAAGATT TATCCCAATA TGTTGATTCA ATGATTATTA TTCCGAATCA ACAAATCCAA 1212000 
AAAGTTCTCC CTAAAAATGC TAAATTAATT GATGCTTTTG CTGCTGCAAA CGACGTATTG 1212060 
CGTAATTCTG TAATGGGAAT TTCAGATATG ATTACCTCTC CTGGTTTAAT TAACGTGGAC 1212120 
TTCGCTGATG TAAGAACGGT AATGTCAGTT CAAGGGCAAG CTATGATTGG TTTTGGTTCA 1212180 
GCTGTGGGAG AACCCGGTGC AGGTAGAGCA GAAGAGGCAG CTCGTCTTGC AGTACGCAAT 1212240 
GATCTTCTAG AAAAAATCGA TCTTTCTAAC GCTCAAGGAA TTTTAGTTAA TATTACTGCT 1212300 
GGAATGGATT TAGTTTTTGA AGAGTTTAAC ATTATAGGTG AGACAATAGG TAGTTTTGCT 1212360 
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TCTGAAGAAG CTACAGTTGT TGTTGGTACG AGTTTAGTGC CTGAGATGAG CGATGAAATT 1212420 
CGTGTAACTA TTGTGGCAAC TGGTCTCGGT GAAATTGCAG GAAATGAACC AATTCAGGTT 1212480 
GTTCGTCAAG GGCTTTCTAC GCAGAATATT GAAGGTGAAG GACGTGTAAA CATTGTtCCT 121254 0 
GAACTTCATC GTCGTGAATC TGTTGAAGTG TCAAGAACTG CATCAGAAGA ATATCAACGG 1212600 
CCGTTAGATA AACCGATTAC AGATCGCTTG GAAGCATTTA AGAAAAATAA TTTCTTTAAT 1212660 
CCTGCACAGC GTGAAGAAAA TTAATAAGTT TCAGnAAATA CCTAGTAAAT GAAGGTAGTA 1212720 
GAATGATTAA ACAAAGAACA TTAAAACAAA GTATTAAAGT TACAGGCGTT GGCTTGCATA 1212780 
GCGGTGAAAA AGTGACATTA ACCTTGCGCC CAGCTATGCC AAACACTGGT GTTGTTTATT 1212840 
ATCGTACAGA TTTAAACCCT GCGGTGGCAT TCCCTGCTGA TCCTAATTCA GTGCGTGATA 1212900 
CAATGCTTTG TACCGCACTA ATTAATGAAC AAGGTGTGCG TATTTCTACC GTCGAGCATT 1212 960 
TAAATGCAGC TTTGGCAGGG CTTGGTATTG ATAATATTAT TATTGAAGTT GATGCTCCTG 1213 020 
AAATTCCAAT TATGGATGGT AGTGCTAGTC CGTTTATCTA TTTGTTGTTA GATGCGGGAA 1213080 
TTGAAGAACA AAATGCAGCG AAAAAATTTA TTCGTATTAA GCAATATGTT CGAGTTGAAG 1213140 
ATGGCGATAA ATGGGCTGAA TTTAAGCCTT ACAATGGTTT TCGTTTAGAT TTTACTATTG 1213200 
ATTTTGACCA TCCTGCTATT GGCAAAGATG TACGTAACTA TGAAATGAAT TTTTCTGCCC 1213260 
AAGCATTTGT TCATCAAATT AGCCGAGCAA GAACTTTTGG CTTTATGAAA GATATTGAAT 1213320 
ATCTTCAATC TCAAGGTTTA GTATTAGGTG GTAGCCTTGA TAATGCGATT GTTCTTGATG 1213380 
ATTATAGAAT TTTAAATGAA GATGGTTTAC GTTTTAAAGA TGAACTTGTT CGTCATAAAA 1213440 
TGTTAGATGC AATTGGTGAT CTTTATATGG CTGGTTATAA CATTATCGGT GATTTTAAAG 1213500 
CCTATAAATC AGGTCACGGT TTAAATAACA AGTTACTTCG TGCTGTTTTA GCAAATCAAG 1213 560 
AAGCGTGGGA ATTTGTAACC TTTGAAGATA AAGCGCAAGT GCCACAAGGG TATGTAGCTC 121362 0 
CAGTGCAAGT GCTTATTTAA TTGTTTTATT GTTGAAAAAG CTATATTTCT GGTGGGAAGT 1213680 
ATAG CTTTTT TGTTTCATCT CGTGCTTAAA TAGCGAATGT ACTAAAAGTG CGGTCAATTT 1213740 
CGTGGGATTT TTTATAAGGA AGCATTATGG CATTAGAATT ATCTGACATT CGCCAACAAA 1213800 
TTACGCAAAT AGATCGTAGT TTATTAAAAT TACTTTCTGA GCGTCATCGT TTAGCTTTCG 121386 0 
ATGTAGTGAG AAGTAAAGAG ATCTCGCAAA AATCTTTACG TGATGTAGAG CGAGAACAGC 1213920 
AACTTTTACA AGAACTAGTG CAATTTGCAG AAAATGAAAA TTATCAGCTT GAAGCACAAT 1213 980 
ATATCACTTC AATTTTCCAA AAAATCATTG AAGACTCGGT ATTGACCCAG CAAGTCTATT 121404 0 



-77.724- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCT/US9&OS320 

TGCAAAATAA ACTTAATGAA CAACGTAATC AAAATTTACA TATCGCTTTT TTAGGTAAAC 1214100 
GTGGTTCTTA TTCTAATTTA GCTGCACGTA ATTATGCTGC TCGTTATCAA AAACAATTTG 121416 0 
TAGAACTAGG ATGTCAGTCT TTTGAGCAAG TATTTGAAAA AGTTCAGACT GGAGAAGCTG 1214220 
ACTTTGGTGT GTTACCTTTA GAAAATACAA CATCGGGTGC AATTAATGAA GTTTATGATT 1214280 
TACTTCAGCA TACTGATTTA TCATTAGTGG GAGAGTTGGC ATATCCAATC AAACATTGCG 1214340 
TACTTGTCAA TGATAAGACA GATTTGAACC AAATTGATAC GTTGTATAGT CATCCTCAAG 1214400 
TGATTCAACA ATGTAGTCAA TTTATTCATA GCCTTGATCG CGTGCATATT GAATATTGCG 1214460 
AAAGTAGTTC ACACGCAATG CAATTAGTCG CAAGTTTGAA TAAACCTAAT ATTGCAGCAT 1214520 
TGGGCAATGA AGACGGTGGA AAATTGTATG GACTTAGTGT ATTAAAAACT AATATTGCTA 121458 0 
ATCAAGAGAA CAATATTACG CGTTTTATTG TGGTGGCTAA AGAGCCTCGC GAAGTTTCAT 121464 0 
CACAGATTCC CACAAAGACC TTATTATTAA TGACAACTTC ACAGCAAGCT GGTGCGTTAG 1214 700 
TGGATGCTTT ATTGGTGTTT AAAAAGCATC AAATCAATAT GACAAAACTG GAATCTAGAC 1214760 
CGATTTATGG TAAGCCTTGG GAAGAAATGT TTTATCTAGA AATTGAAGCA AATATTCATC 1214 820 
ATCCAGATAC AAAACAGGCT TTGGAAGAAC TAAAAAATTA TAGTAATTAC TTAAAGATTT 1214880 
TAGGCTGTTA TCCTAGTGAA ATTGTAAAGC CTGTGAGCGT GTAAAAAAAG TGCGGTCAAT 121494 0 
AAAAATAATG TTTTTATGAC CGCACTTTTT ATATTTTTTT GTTCCGTTCT AAAGATTTAT 1215000 
GTTGAATTTT CACCGTTTTT CCTTTGGCTT GAAAATATTC GCCTAATTGC TGGGCAATAT 1215060 
AAACGGAGCG ATGTTTTCCC CCAGTACATC CGATGGCAAT CGTCAAATAG CTACGGTTAT 1215120 
TTTTTTCTAA CATCGGCAAC CAAGTATCAA TGTAATGACG AGTGAGATAA ATAAATTCAT 1215180 
TGACTTCTGT ATGACTATTT AGAAATTCTG CGACAGGGGC TTCTAATCCA GTCATTGGGC 1215240 
GTAATGTTGG ATCCCAATGG GGGTTAGGTA AAAATCGTAC ATCGAAAACA TAATCCGCAT 121530 0 
CTAAAGGAAT CCCATATTTA AAACCAAAAG ATTCAACAAT AATTTTTAAT TCTTTTTCAC 1215360 
TATTACCGCG TAAAAATTCG CGTAATCGCT CTGCAAGACT ATGCGTAGAA AGATGGGTGG 1215420 
TATCAAGAAT AAGATTTGCG TGTTGAATCA ATGGTTCAAG ATAGCGATAT TCTTCATCAA 1215480 
TTGCGGCTTC AAGAGATAAA TCTTTTAATG AAAGCGGGTG CAAACGGCGT GAATCGCTAT 121554 0 
ATCGGCGAAT CAGGGTGGCA CGATCAGCCT CTAAGAAAAT GATTTTAATC TGATGATGCT 1215600 
TTTGTAATGT TGAAAGGGTT TGCTTAAGAG AATGAGCGGA GTTTGGAATA TTACGAATAT 1215660 
CAAGACTGAT GGCGACAGAT GATTGGGATT GAGATAGAAT ATCAGTCAAT TGAGGAAGTA 1215720 
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AATCCAGAGG AATATTATCA ACACAATAAT ATCCGGCATC TTCTAATGCT CGTAAGGCTA 1215780 
CAGATTTTCC TGCGCCAGAA CGTCCACTAA TAATGATAAT TTCCATAAGT TTCCCCACTG 1215840 
TAATTATTCT TTCACTTCTT CAAATGTCGT TTCTGATTGA TCGGTAATTT CAAAAACTTG 1215900 ' 
CCAAATTTCA TCCGCACTTT TGGCTGATCG TAATTGTTTC AACACATTTT TATCAGTCAG 1215960 
TTTTTCTATT AATGATGCTA AAACTGGAAT GTAGGTTTCA CATTGATTTT CTGGAATTAG 1216020 
CAAGGCAAAG ATTAAATCCA CTGGTTTACC ATCAAAAGCA TCGTAATCAA TCGGATTATC 1216080 
GAGTTGCATA AACACTGCGA TTGCTTTATC TGATACTGTT ACGGGGATTT TCGCTTTTGG 1216140 
CATTGCAATC CCATTTCCTA AACCAGAATT CCCCAGTTTT TCACGTTCAA AAAGGCATTC 1216200 
AAAACAGGCT TGTTCGCCTT TTTCTGCAAG GATTTGTTCT TCTACAAAAT GCGCAATAGA 1216260 
CTCAAATAAT CGTTTTTTGC TAGAAAAACT AACGCCCTGA CGAATATTTT CAGGGCTTAA 1216320 
TAGTTCAGTT ATTTTCATTT TTATAATTTG AATTGTTCGC CAAGATAAAC GCGTTTAACC 1216380 
TGTTCATCGT TCATCACTTG TTCTGGTGTG CCTGTTGCGA TAATTTTACC TGCGCCAACA 1216440 
ATATAAGCGC GTTCGCAAAC ATCAAGGGTT TCACGAACAT TATGGTCAGT AATTAATACA 1216500 
CCTAATCCAC GATTGCGCAA ATCAGTAATA ATTTTCTTAA TATCGCTCAC AGAAATAGGA 1216560 
TCTACACCAG CAAAAGGTTC GTCTAATAGA ATAAATTTTG GATTTGCTGC TAAGGCACGT 1216620 
GCGATTTCTA CACGGCGACG TTCTCCGCCT GATAAGGCTT GCCCTAAATT ATCTCGAATA 1216680 
TGACTAATGT TAAATTCTTC AATTAATTCA TCTGCTTTTT CGCGACGTTG TTGTGGGGTT 1216740 
AAATCTTTAC GAATTTCCAA TACCGCCATC AAATTTTCAT AGACAGTCAA ACGGCGAAAA 1216800 
ATCGAGGCTT CTTGCGGTAA ATAACCAATG CCACGTTGCG CACGATTATG CATTGGGAGC 1216860 
AAACTAATAT CTTCGCCATC AATAACAATT TTACCTTGAT CTTGGCGAAC AAGCCCAACG 1216920 
ACCATATAGA AAGTTGTTGT TTTACCTGCA CCGTTTGGCC CGAGTAAACC AACAATTTCA 12169B0 
TTAGAATTTA CGGTTAAACT AACATCCGAA ACAACTTTAC GACTTTTGTA GCTTTTAGCT 1217040 
AAATTCTCTG CAGTCAAAAT TGACATAGAT TACTTCCCTT TAGCTTGTTG TAATTGAGAT 1217100 
GGAATAAGAA CTGTTGTTAC TCGTGATTTT CCATTACCAT TAGCTTTAAG TTGTTGTTTT 1217160 
TTCACATCAT AGGTAATAAC ACTGCCATTA ATTTTACTAT CAAGCTGCTT TAATTCGGCA 1217220 
TTGTTAGTTA ATGTTAAAAA TTCGTTACCA AGATCATAAT GAACTTTATT TGCTTTTCCA 1217280 
TCCACTGGCT TACCATTATC TAACTGTTGA TGGAATGTGA CTGGCGTGCC GAATGCTTCT 121734 0 
ACGGTTTCTT TTTTCCCTGA TTTTTCAGCA GGACGAGTGA TGACAACTTT ATTTGCTTTG 1217400 
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ATAACAATAG ACCCCTGTGT AATTACCACA TTATCTGTGA ATGTCACTAC ACTTTTTTCC 121746 0 
ATATCTAAGG ATTGATTATC CGAAACAATA TTTATCGGCT GATTAACATC ATCTTTCAAT 1217520 
GCAAAAGCTG AACTTGATGC TAATACCATC GTTGCAAGAA AAAGAATTTT ATTGCTTACT 1217580 
AACTTCATAA TATGTTTTTA CCTGTTCCTT TAATGTCGCC ACTTGTTGGC GTAAATTTCC 1217640 
GACTAATTTT AATCCTGTAG AACTAAAATT TTTACCCTTA ATTTTAACCT GTGTTTCGGA 1217700 
AGTTATATCC TGTGTTTTCA AATTGACGAC CGCTGATTCT GTTTCAATGC GTTGCAAACG 1217760 
TGAATCTGAT GTTAAATTTT GCGCGACGAC ATTACCCTCT AAATACAATA TTTGATCTTT 1217820 
TGTCAATCTT GCTTGATTTG CGCTTAATTT CCAGCTTTGT GTGCTAAAAA AATCTACATT 121788 0 
TTGATTGGCA TTTTTTTCCT TTTCCTTTTC ATTTGATGTT GTGGGATATA AATAAACTAA 1217940 
AGGCGCGGTA AAAAGGGTTT GTTCATTGAC TGTATAATGC TCAATTTTAT CGGATAAAGC 1218000 
CAAATATTGT TTTTTACCAT CAGGGGAAAA AACCGTAGTT TCCATTTTAT AACCCACATA 1218060 
ATCAGGACTA TCTGGCTTTT TCACAAGTTC AGATAAATCT GCGGTTTCCT GATTTAAGGA 121812 0 
ATAAAACCAC GCCAAAGCAC AAAGTGCGAT AACGCCCAAA ATTACATTCC AACGAATATT 12181B0 
CATTTTTATT TCAATCACTT ATCCACAAAG TGCGGATGAA AATTTCAATG TTTTTAATCT 1218240 
TCCAACATTA ATACCTTGAG CATTTGATAA ATTTCTCGAT AGGCTTTCGA TGGTTTATTT 1218300 
TGCTCCAGTT CTTTTTGTGC AGAACGAATC AGATTGCGTA GTTGCTGACG ATCGCCATTA 121B360 
GGATAATCAT TTAATAAATC TGTTAAAGCC ACATCGCCTT TTTCCACCAA TTCATCCCGC 1218420 
ACTTTTTCGA TTTTATGTAG CATAGCTTGT TGTTGGTTAT GCTTATTTTC AATTTTATCT 1218480 
AAGGCTTCAC GAATGGGCTC AACATCAATT CCTCGAAATA ATTTGCCGAT ATACTGTAAT 1218540 
TGACGGCGGC GAGCTTCTTT TTGTAAACGC TGTGCAAGTT -CAATGGCATC AAGTAAGGAT 12186 00 
TCATCAAGTG GGATTTTGGC AAGATTAGCT TTGGTTAAAT TGACAATCTT TTCGCCAAGT 1218660 
TGTTTTAAAT CTTCCGCATC GCGTTTGATT TCGCTTTTAC TCACCCAAAT AATTTCTTCT 121B720 
TGATCTTCAT CTTCCCAATC GAAAACTTCT TTTTTCTTAC GTTTTGCCAT TTTTTATCCT 1218780 
TTATAAAAAT TGGCGTGCAT TTTACCATAA ACTTTAAAAA TAAGATAAAA TGTTGAAAAT 1218840 
TTTTAATAGG AAAAAATAAT GAAACCAGCT GAAAATTCAA CCGCACTTTT AAAAGCACAA 1218900 
GAACAAGAAT TACGTCAAGC CGTCAGTTTT GCAGTGGAGT TAGCAACGAA AGCTGGCGCA 1218960 
AGTGCAGAAG TCGCGGTCAC AAAAGTGAGC GGTTTATCCG TATCTGCTCG TTTGCAAGAA 1219020 
ATTGAAAACG TAGAATTTAC TAATGATGGC GCATTGGGGA TCTCCGTTTA TATGGGGCAA 1219080 
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CAAAAAGGCA ATGCTTCTAC TTCCGATCTA AGCGAAA6CG CAATTAAAAA TGCGGTAGAA 1219140 
GCCGCACTTG CAATTGCAAA ATACACTTCA CCCGATGATT GCACAGGGTT GGCTGATAAA 12192 00 

GATCTAATGG CTTTTGATGC GCCTGATTTA GAACTTTATC ATGCTGCTGA TATAGATGTT 1219260 

GATAAAGCGA CGGAATTGGC ACTTCAAGCA GAACAAGCCG CTTTGCAAGC GGATGAACGC 1219320 

ATTATAAATA GTAATGGTGC AAGTTTTAAT TCACATACAG GCGTGAAAGT TTATGGAAAT 1219380 

AGCCATGGCA TGTTGCAAAG TTATTTATCA AGCCGTTATT CCTTATCTTG TTCGGTTATT 1219440 

GGTGGCGTAG AAGATGCCTT AGAAAATGAT TACGAATACA CGATCTCTCG TGAATTCGAT 1219500 
AAACTCCAAT CGCCAATTTG GGTTGGCGAA AATTGTGCAA AGAAAGTCGT TTCTCGTTTA 1219560 

AATCCTCAAA AATTGAGTAC ACGAGAAGTG CCTGTCATTT TCTTAAATGA TGTTGCAACT 1219620 

GGTATTATTT CTCATTTTGC CGCTGCAATA AGTGGTGGCA GCTTATATAG AAAATCAAGT 1213680 

TTCTTACTCG ATCATTTAGG TAAACAGGTC TTACCAGATT GGTTTAGCAT CAGTGAGAGA 1219740 

CCACATTTAT TACGTCGTTT GGCTTCTACG CCTTTTGATA GTGAAGGTGT TCGCACGCAA 1219800 

GATCGTGAAA TTGTCGAAAA CGGCATATTA CAAACTTATT TAGTGACAAG TTACAGTGGT 1219860 

AAAAAACTTG GTATGTCAAG TACAGGTCAT GCTGGAGGCA TTCACAACTG GCTTGTTAAG 1219920 

CCAAATTTAA CGGGTGGATT GACCGCACTT TTACGTCAAA TGGGAACAGG CTTACTCGTA 1219980 

ACAGATGTTA TGGGGCAAGG TGTCAATATT GTTACTGGCG ATTATTCCCG TGGCGCATCA 1220040 

GGTTTTTGGG TGGAAAATGG GGAAATTCAA TATCCCGTCG CCGAAATTAC TATTGCGGGA 1220100 

CAATTGCAAG ATATGTTGAA GAATATGCTT GCTGTAGCGG ATGATATAGA GCATCGTTCT 1220160 

AACATCCAAA CGGGTTCTAT TTTGTTAGAT AAAATGAAAA TTTCAGGAAA TTAAGAATAT 1220220 

TTTTGAAATT GAGAATAATT CTTATTGACA ATGAATGAAT ATCTGTTACT ATACGCACAT 1220280 

CTGTTAAGCG ATTGCAGGTT GCTCCAACAG GTAGAGTAGA AAGTAAATTC GTTAGGGTTC 122 0340 

AAAAAGGCTG AAGGTTTAAA CTTCAGCCTT TTTTTTGTAA AATAGCAAAC GATTTTATCC 1220400 

CCTGTCATTT CATAAGGAAA CACAATGAAA AAACACCACG TAGATGTTTT AATTTCAGAG 1220460 

AACGATGTTC ATGCTCGTAT TGCTGAATTA GGTGCTCAAA TTACAAAATT TTATCAAGAA 1220520 

AAACAGATCG ATAACCTTGT TGTCGTAGGG CTTTTACGTG GTTCCTTTAT GTTTATGGCG 1220580 

GATATCGTTC GTCAGATAAA TTTACCTGTG GAAATTGAAT TTATGACCAC TTCAAGTTAT 1220640 

GGCACTGGTA TGACCACGAA TCACGACGTT CGTATTACCA AAGATTTGGA CGGCGATATA 12207 00 

AAAGGTAAAC ACGTTTTAAT TGTGGAAGAT ATTATTGATA CGGGCTATAC GTTGGAAAAA 1220760 
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GTGCGTGATA TTTTGAATTT ACGTGAGCCT GCGAGCCTTA CAATTTGTAC GTTACTTGAT 1220B20 
AAACCCTCTC GTCGCGAAGT GGAAGTGCCT GTTGAATGGG TTGGTTTTGA AATTCCTGAT 1220880 
GAATTTGTTG TGGGGTATGG TATCGATTAC GCGCAACGCC ATCGTAATTT AGGCTATATC 1220940 
GGTAAAGTTG TTTTAGAAGA ATAATTTGAT TTTATTGAAA AGTGCGGTTG AAATTTTAAA 1221000 
TGAATTTTTA GCCGCACTTT TTTATATTAT TTCATTGCTA TTTTCTCGAT CACTTGCTAA 1221060 
ATCTTTTTAC AGCAAATACA GCCGTTATAT TGATAATCTT GCTGGGGCAA TTTTCTTATT 1221120 
TTTCGGCGGC TATTTAGTTT ATTCGGGCGT GCTAGCCACT GCAGCCGCAT TTTAATTACC 1221180 
AAAAAGCATA AAATATAACG AAAGAAAACT TGTTATTTTT GCTGAAGTTG ATAGTCTCCA 122124 0 
AACACTTTAA TCAGTTTTGG AGATTTTTTA TGTTATTAGT CAATTTGGCG ATATTTATTG 1221300 
CTTTTTTATT GCTGTTAGCA CAGCTATATC GCAAAACCGA AAAATTAGGG CAAACGGTAT 1221360 
TTATCGGTTT ATTGCTCGGT TTGCTTTTTG GTGCGGTATT GCAATCTGCT TTTGAAAAAC 1221420 
CTTTGTTAGA CAAAACTTTA GATTGGATCA ACGTGGTCAG TAACGGTTAT GTTCGTTTAT 122148 0 
TGCAGATGAT CGTGATGCCG TTGGTGTTCG TGTCGATTTT ATCTGCTATC GCTCGTATCA 1221540 
ATCAAACCAG ATCATTGGGC AAAGTCAGCG TTGGCGTGTT ATCCACCTTG CTGATTACCA 1221600 
CCGCCATTTC CGCTGCAATT GGGATTGCGA TGGTGCATTT ATTTGATGTG TCGGCGGCAG 1221660 
GATTAATCGT GGGCGATCGT GAATTAGCGG CTCAAGGCAA AGTGTTAGAT AAAGCAGGGC 1221720 
AAGTGTCCAA TTTAACTGTG CCTGCGATGT TGGTGTCCTT TATTCCGAAA AATCCTTTTG 1221780 
CTGATCTCAC GGGTGCCAAC CCAACGTCCA TTATTAGTGT CGTAATTTTC TCAGCATTAC 1221840 
TTGGCGTGGC GGCTTTGAGT TTAGGCAAAG AAGATCAAGC ACTTGGCGAA CGAATTGCAC 1221900 
AAGGTGTAGA AACTTTAAAC AAATTAGTGA TGCGTTTGGT GCGTTTTGTG ATTCGCTTAA 1221960 
CCCCTTACGG CGTGTTTGCG TTGATGATTA AAATGGCTGC CACCTCAAAA TGGGCGGATA 1222020 
TTGTCAATTT GGGCAATTTT ATTGTGGCTT CTTACGCTGC TATTGCCTTA ATGTTTGTGG 1222080 
TTCACGGCAT TTTATTGTTC TTCGTTAAAG TCAATCCTGT GGATTACTAC AAAAAAGTGT 1222140 
TGCCAACCTT AAGTTTTGCG TTTACATCTC GCTCAAGTGC GGCAACAATT CCGTTAAATA 122*2200 
TTGAAACGCA AACCGCAAAA TTAGGTAACA ACAATGTCAT CGCCAACTTT GCTGCCACAT 1222260 
TCGGTGCCAC TATCGGACAA AACGGCTGTG GCGGCATTTA TCCAGCGATG CTTGCTGTAA 1222320 
TGGTCGCCCC AATGGTCGGC ATTGACCCTT TTAGTTTCAG CTACATTCTA ACCTTAATTT 1222380 
TCGTGGTCGC CATTTCTTCA TTCGGCATCG CAGGCGTAGG TGGCGGAGCC ACATTCGCCG 122244 0 
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CTATCGTCGT GCTATCTACG TTAGGTTTAC CACTGGAATT AATCGGTTTA CTGATTTCCA 1222500 
TCGAACCGAT CATCGATATG GGACGTACCG CACTTAACGT AAACGGTGCC ATGGTGGCAG 1222560 
GCACGATTAC GGATCGCTTG CTAAATAAGT AACTGGAAAT CAATAAAAAA ATCTGCAATT 1222620 
GAGAATTCAG TTGCAGATTT TTTATCGCTC AATACTTTTG ACTAAAAAGT GCGGTGGTTT 1222680 
TTTTCAGTGT TTTATAACTT AAATCGATGA ATAATTTGGT TTGCGGAACC TCGCCAAACT 1222740 
AAACTTGGGT CTGCCTGTTC TTGAATAAAT TTCCCATCAA TTAACACATC AATATAAGGC 1222800 
AACATTGCAC GTTGTTGTTT GTCTAATTCA TCTAGCTTAT AACCCGTCCA AACCCAGATG 1222860 
TCTTTATCGG GACATTCTCG TTTTACACGT TGCACAAAGG GCAATAATGT TTCTACGTTG 1222920 
AGGGGATGAA GTGGATCGCC ACCTGAAAGC GTCAGACCTT GGCGTTTAAT GCGTGTGTCT 1222980 
TTTAAATCAT TGATGATTTG TTGTTCCATT ACGTCATCAA ATAATACACC CGCTGAAAAT 1223040 
GACCAACTTT TTTGGTTGTA GCAACCTTTG CAAGCGTGCG TACAGCCACT GACGAAAAGT 1223100 
GTGCATCTTG TACCTTCGCC ATTGATAACA TCGGTCGGGT AGTATTGGAG GTAGTTCATT 1223160 
TCATAAGAAT CCTAAAAATG TGGCTTAAAT TCTCGCCAAA TTCACCGCAC TTTTGAATTA 1223220 
GTCTTTGCAA TACGGCGGTA ATTTCTGCAT AATAGTGCAC AATCGCATTG CGATATCAAT 1223280 
GGAAACCTTC TCGGTCTCTC GCAACGGTGT CTGGTTTACT CGGTCAGGTC CGGAAGGAAG 1223340 
CAGCCAAAGT CGGAATTACT GTGTGCCGAG AAGAAGCTGG GAAGGTTTCC GCCCAACTTC 1223400 
CTTTTCTTAT ACTCGCTCAA TCAATCTTTT AAAGAACCCA TTTTCTTTTG TGATTAAACT 1223460 
ATTGTAATCG CCTTCTTCGA TTAATCTTCC GTTATCAATT ACACAAATTT TATCGAATTG 1223520 
TTCAATTGAA CTGAGACGGT GAGTGACTAT AATTAGGGTT TTATTTTCGG CATGTTGCAG 1223580 
AATTAAACGT AAAATTTGAC GTTCAGTTTC GCGATCTAAG CCTTCTGTCG GTTCATCCAA 1223640 
TAATAAAATT GACGCATTAT TGAGTAAAAT ACGCGCTAAA CCTAAACGGC GTTGTTCCCC 1223700 
GCCAGAAAGT GGGCGACCAC CATCCCCAAG CCAAAGATTT AAACCCTTTC CCTCTTGCTC 1223760 
AAGTAATTTA CTTAAGCCAA CTTGATGTAG CATTTCAATC ATTTGTTCAT CAGAAATTTT 1223820 
ATCCGCACTT GCAAATTGTA AATTTTGACG AAGTGTATCG CTAAATACAT GAACACGTTG 1223880 
AGTTAAAAAA CAAATTTGGT GGCGTAATGT TTCTTCTGAA TAGGCGGAAA TGGGTTTTTC 1223940 
TGCCAATAAA AGCTCACCTT GATTCGCATC ATAATTGCGT ACTAAAAGTT GAAGAAGTGA 1224000 
AGATTTTCCA CTTCCAGTTT TGCCTAAAAT AGCAATTTTT TTGCCCTGTT CTAAATCTAA 1224060 
TGTCAGATTT TTTAATACAA GCGTTTCTTG TTCGGGATAG GAAAAATTTA AATTCTTCGC 1224120 
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AGAAATTAAC CGCACTTTTG TTTCAAATTC CTCGTTGCCA TTAAACTCAA CAAGCGGTTT 1224180 
TTGCTCAATG ATTTCGGTCA CACGCTCTGC TGCTGCAATC ACTTGACCTA TATGTAAAAA 1224240 
TGCCGCACCC AATGGCATGA TGATCTCAAA GGCGGCAAGT GCAGCAAAAG TGAAAAGTGC 1224300 
AATATAAGCC GTGTGATATT CATCTGTGCC AAAATCGGCG TTACTTGCAA ACCATAGCAT 1224360 
TCCAGAAATC AACAAACCAT TAAGAAAGAG AACAAGTGCG GTAGAGAATC CGCTTAATTT 1224420 
TGCTTCTTTA GCTTGATCTT CCTGCCATGT TTTTTCTGTG ACTAACATTT TCTCTTTTAA 1224480 
TTTATCTTCT QCATTAAATA ATAAAAGCTC AGCTTGTGCT TGGATAAATT CTAAAAACTG 1224540 
GGTTCGATAG GTCGCGCGTG CTTGGATTAA GCGTTCACCA AATTGCTGTC CTAGTCGATA 1224600 
GAAAACAGTT GGGATAATCA TTAATAAAAT TAACAAAAAT AAGCCTAAAC CAAGTGCGAG 1224660 
TGGAATATTG ATAAAGCTAA GTCCAATCAT CATGGCAATG ATTACAAATA CAGCAGTGAA 1224720 
AAATGGCGCA AGTAAACGTA AATAGAGGCT ATCAAGTGTA TCCACATCGG AAACTAAACG 1224780 
ATTTAATAAA TCGCTGTTGC GATAACGATT TAACACAGCT GGACTTAAAG GAATGATTTT 1224840 
TTCAAATACT TGCACGCGCA ATTTGGACAA AATGCGGAAT GTTGCATCAT GCGTCACTAT 1224900 
TTTTTCAAAA TAGCGCATGA CGGTTCGTCC GATAGCTAAA CCTCGCACAC TGGCTGAAGG 1224960 
ATAGAAAAAG TTAAATAGCG TGCCTAGTCC TGCAATGGCT GTAGCGGCTA AAAACCAGCC 1225020 
TGAAACGGTA AGCAAGCCCA TACTAGAGCC CAAACCTAGA ATCATTAGCA CCAAGCCTAA 1225080 
AATAAGCGGG AATTTGGCGA ATTTAAATAA ACGTATAAAC GGAAGTAATG TGCGCATTAT 1225140 
TGGATATCCT GTTGTCGTTG AGCGAGTAGT TCAGCAAAGA AACCTTCATG TTGTAATTCG 1225200 
GTAAATTTAC CTTGCTGTAC TATTTCTCCT CGTTGCATCA CAAAAATTTG ATCACATTGT 1225260 
TTCAAATCTT CAATTCGGTG GGTAATCATC AGCGTAGTTT GATGCTGGCT TGCTTCATTC 1225320 
AATGCTTGTA AAACAAGATT TTCTGATTGC GCATCTAGGC TTGCGGTTGG CTCATCGAGC 1225380 
AGAAGTAAAT CGCCTTTGCG TAACAATGCC CGAGCAATGG CAAGGCGTTG CGCTTGTCCC 1225440 
ACAGAAATGC CTAATCCACC ATCTTTTATT TCGTGATGAA GTCCAAGTTT ATCGGTAAAT 1225500 
TCTTTCGCTT GAGAACGCAT TAATGCTTGA TTAATTTCTT CATCGTTGGC TTGAACATCG 1225560 
CCAAGTAGTA AGTTTTCTTT AATTGTGCCT TGTAATAACA ATGGATTTTG TCCTACCCAC 12256 20 
GCAATATGTT TGCGCCAGTC AGCTAGATTA CTTTCGCGAA GTTCTTGCCC ATTAATTTTA 1225680 
AGAGAACCCT CATAAGGTAA AAAGCCCAAA ATTACATTCA TTAATGAGGT TTTCCCTGCG 122574 0 
CCACTTTGTC CTACAAGTGC AACATTGTGA TTTGCTGGAA TTTGGAAGTT TAACGGCTTG 1225800 
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GTTAATGCTG AACCCTGTGT CGAAAGCACC ACTAAATTTT CGGCAGAAAT TTCAACCGCA 1225860 
CTTTCTAAAG AAATTGTTTT TTCATTTTGA TGTACAGTTA AATAATCGGA TTCTAAAAAA 1225920 
TCAACAATGG CATCTGCGGC ACCAATACCT GCTGCGCGGT CGTGGTAATA AGTGCCTAGA 1225980 
TCGCGTAAGG GTTGATAAAA TTCAGGTGCA AGAATTAAAC AAAAGAAACC TGTGAAAAGT 1226040 
GTAAGCGGTG CATTATAGGT ACCAAATTCA ATTTGACCTA AGTAGCTAAA ACCAAAATAG 1226100 
ACCGCCATCA GTGCAATGGA AATAGAGGTA AAAAATTCCA ATACTGCAGA AGAGAGAAAA 1226160 
GCGAGTTTTA GCACATCCAT TGTGGTTTCA CGGAAATCTT CAGTGGCATT TTCAATATGC 1226220 
TCCGTTTGTT CAGAAGTGCG GTTAAAAAGA CGCAAGGTTT CCAAACCACG TAAGCGATCT 122628 0 
AAAAATTGGG CACTGAGGCG AGAAAGGGTA TCCATATTTT TTTGGCTGTT GTCAGCCGCA 122-5340 
GCAATACCGA CAATGATCAT AAACAGAGGA ACAAGCGGTG CGGTAATCAT TAAGATTAAG 1226400 
CCTGCAGCCC AGTTCAAGGG AAATACAGCA ATGAAAATAA CCACTGGAAC AATGGCTGAA 1226460 
AGACTTTGTT GAGGCAGAAA ACGGGCATAG AAATTATGTA AGTTTTCAAC TTGTTCCAAC 1226520 
ATAATGCTTG CCCAACTTCC AGCTGGTTTT TGATTGATTG TCGCAGGGCC GACAAGATGG 1226580 
ATTTTATCCA GAATTTTTTG ACGAATATGG TTGCGTAATA ATTGTCCGCT TTGGAAACCT 122664 0 
ATTTTTTCGC GTGCCCATAA AATAATAGCA CGCATCCCGA AGCCGATAAT TAGCCCGAGn 1226700 
AAATAAGGAA TAAGTTCATC ACGAGGCACA TTTTGCATAA TCAGTTTATC GAGCAACGTC 1226760 
GCAAGAAAAT AAGTTTGTGC GACTAAAATG AATGAAGAAA GCGTAGCTAA GACAATGTTT 1226820 
GCACGCATTA ATTTTTTGAT AGGTTCTTGT TGTGCGCGAA GCCATTTTTG TAAATATTTT 1226880 
TGGCGAAGTT TATTCATTGT TTTGGTCGTG ATTATAGAAA AAGTTCCCCT CTTTAAAAGA 1226940 
GTTAAAAGAG GGGAATTGGT TAGAAGATTT ATGCTTCTTG AGCATCTAAA TAGCGTTCTG 1227000 
CATCCAAGGC TGCCATACAA CCAGTTCCTG CGGAGGTAAT GGCTTGGCGA TAATTGTGAT 1227060 
CCATGACATC GCCTGCTGCG AACACGCCTT CCACAGAAGT GGCAGTTGCA TTGCCGTCAA 1227120 
GACCAGATTT TACAACGATA TAGCCATTAT TCAATTGTAG TTGCCCTTGG AAAATTTCCG 1227180 
TATTTGGCGA ATGACCAATC GCCACGAATA AGCCATCTAA TTTGAGTTCT TCTTTCTCCC 1227240 
CAGTTTTTGT GTTGGCTAAA CGTAATCCAG TTACGCCCAT ATTATCGCCC AATACTTCAT 1227300 
CTAAAGTGCG GTCAGTATGA AGAACGATTT TCCCTTCTTC CACTTTTTTG TATAAACGAT 1227360 
CGATAAGGAT TTTTTCCGCA CGGAAGCTAT CGCGACGGTG GATTAAATGC ACTGTACTTG 122 742 0 
CAATATTGGC TAAGTAAAGG GCTTCTTCCA CCGCTGTATT TCCTCCACCA ATGACACCAA 1227480 
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CAGGCTTATT ACGATAAAAG 


AAACCATCAC AGGTTGCACA 


AGCAGAAACG 


CCACGACCTT 


1227540 


TGTAGTTTTC TTCTGAAGGT 


AAGCCAATAT 


AGCGTGCAGA 


GGCACCTGTT 


GCGATAATTA 


1227600 


ACGCATCACA AGTGAAATTT 


TGCACATCGC 


CAAAAAGTTT 


GAATGGGCGA 


GAAGATAAAT 


1227660 


CGACGCGATT GATATGATCG 


AAAACGATTT 


CTGTCTCAAA 


TTTTTCTGCA 


TGTTGCAACA 


1227720 


TACGTTGCAT TAAACCTGAA 


CCAGTAGTCA 


TCTCAAAATC 


GCCCGGCCAG 


TTCTCAATTT 


1227780 


CATCTGTAGT GGTCAGCTGC 


CCACCTTGTT 


GCAAACCAGT 


CACCAATACT 


GGTTTTAAGT 


1227840 


TTGCACGTGC CGCATAAATG 


GCTGCTGTAT 


AACCAGCAGG 


GCCTGAGCCT 


AAAATTAAAA 


1227900 


GTTTTGCGTG TTTGATATCT 


GACATAAAGA ATCCTTGTTT 


GTAGTTAAGT 


AATAATATAA 


1227960 


TGCAATAAGT TGCATTTTAC 


TGATTATAAA 


CTTTTTGCTT 


AGTAAAGCAG 


CGAATAAAGC 


1228020 


AATCGACGAA ATTTATTTGT 


CAGCGGATCA 


GCATTGCCCA 


TTGCGCTTAA 


AATAGATAAA 


1228080 


AATTGTTGTT TAACTTCACC 


ATTCTGCGCG 


CCTAAATCTG 


TTTTTAAAAT 


GCCGAAAAGT 


1228140 


AGTGTTAATG CTTCTTCATT 


TCGTCCAGCT 


TGATGAAGTT 


GTACGGCAAG 


TTTTATTGCA 


1228200 


ATTTCAGCTG TTGGGTTTTT AGCATAATCA GCCTGTAATT 


GTTGGATTTC 


AGGTGTATCG 


1228260 


GCTGCTTGAA TTTGTAGCTC 


AATTTGTGCT 


TGTAATCCGT 


GCCAACGGCT 


GTCTCGATCT 


1228320 


TGCAATGGAA TTTGATTTAA 


AATTTCTTGT 


GCTGGCTCCG 


TTTTTTTCAT 


TGCAATATAG 


1228380 


GTTTCTGCGT AGAGTAGAGC 


AACATCACTA 


TTTTTCTTAT 


CTGAAAGTTC 


CCACGCATCT 


1228440 


TTCAATAATG GCAATGCAGC 


TTCGTAATTT 


TCTACTTGTA 


AGAAATCTAA 


TGCTTGTTGG 


1228500 


AATTTTAAAT CTTCCTCTTT 


AGGTAAAATA 


ATGCTTAATC 


GTTGGATTAA 


TGAAGATTTA 


1228560 


TCAAGCACGC TTGGAAATGC 


ATCTAATGCC 


TGTGCTTCTT 


TAAACAAATA 


GGTGGTTGGC 


1228620 


AATGCTTGGA TGCGGAATTG 


TGCGGCAATC 


ATTCGCTCTT 


TTTCACAATT 


TACTTTTCCA 


1228680 


AGAATAAATT GTCCTTGATA TTGTTCTGCA ACTTGCTCAA 


GTAGTGCCAA AAAATCCGCC 


1228740 


GATTCTTTAT GCGTTGGCGC 


GTAAAAATTG 


ATGACAAGTG 


GTTTTTCCTA 


AGGATTGTTG 


1228800 


CAGTATTTCA GTAAGATTTT 


GTTCGTTGAT 


CTCAACGATA 


AAAGGAAAAT 


CAGCCATGTT 


1223860 


TTATCCTTGT GAAAAAAATA ATGGCTGATT 


TTAGCAAAGT 


GCGGAAGATT 


TTAGAAACGT 


1228920 


TTTACCATTT CTATTATTAA 


GTAAGTTTTT 


CTAGGATCAA 


TTTTCCCATC 


ATTTCAATAT 


1228980 


GTGCATGCTC TACATTAAGT- 


GCAGGAATAT 


ATTGATAAGA 


TTGTCCGCCA TTGTTTAGGA 


1229040 


AATTTTCTCG ATTTTCTTCG 


TCAATTTCTT 


CAATGGTTTC 


TAAACAATCT 


ACGGAGAAAC 


1229100 


CCGGGCAAAT AACGGCAATT 


TTTTGAATGT 


TCTGTGCTGC 


AGCAGATTCT 


AAAAATTTAT 


1229160 
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CGGTATAAGG TTGCAGCCAT TCTTCACGGC CAAAGCGAGA TTGAAACGTC ATTCTCCATT 122922 0 
GGTTTTCTGT TAAGCCCAGC TTATTAACAA CTGCAATAGT CGTTTGTTTA CAATGTTCAC 122 9280 
GATAATAATC GCCCATTTTT TCGTAACGCA GAGGAATACC GTGATAAGAA AATAACAAAA 1229340 
ACTCATCGGA TTTTAACCGC ACTTTTATGG AGTCGGCTAA GGCATTAATG TAATTTTCAT 122 9400 
CAATATGATA AGAATGGATG AAATCAAAAG GCAGTAATCC TCGTTCTTCT TTAAGAGCGT 1229460 
TAGCGAAAGC ATCAAATACT GCGCCTGTAG TTGAGCTAGA GTATTGCGGA TAAAGAGGCA 122952 0 
AGACAATAAT TCGCTCAACT TGATTTTTAA GCAAATTTTT CACCGCACTT TGCATTGATG 122 9580 
GATTGCCATA AGTCATGGCA ATTTCTACTT GAGTATCGAT ATTTTGATTA TCTAAATAGG 122 9640 
CTTGTAATGC GTCTTTTTGT TGTCGTGAAA TAGCAAGTAA AGGCGATCCT TGCTCTGTCC 1229700 
AAATGGCTTG ATAATTTTTG GCGATACGTT TTGAACGCAA TGGCAAAATA ATGGCTTTGA 1229760 
GTAGAGGATA CCATTTGCAA CGGGGTAAAT CGACCACGCG AGGATCCGTT AAGAATTGCC 1229820 
ATAAATAACG GCTAATTGAC TTTGGCGTTG GGCTATCTGG CGTGCCTAGA TTGGCAAGTA 1229880 
ATACGCCGAT TTTTGCTGGT TTTGTCATAA ATTGATTACG GAAAGGGTTA ATCTAGAAAC 1229940 
ACAACAAAGT TTATTCTCTT CTGTGCGGAT GTCAATTTGC CAAACTTGGA TATTTCTGCC 1230000 
CAAATTAATT GGCGTGGCTC TTGCAGTTAC TTTACCTGAA CGCACAGGGC GAAGATGATT 1230060 
GGCGTTAATA TCTAATCCCA CCACAGTTTT GCCTTCTTCC AAACAAAGCG AACCCGCAAG 1230120 
AGAACCAATT GTTTCAGCTA AAGCAACCGA AACCCCACCG TGCAACACAC CAAACGGCTG 123 0180 
CATAGTACGA TGATCCACTG GCATCGTCGC TTCAATCCAA TCCTCGCCAA AAGCTGAAAT 1230240 
TTCAATGCCA AGATGACTCA CTGCACTGTT GGAGCAAAGT TGATTTAAGT TTTCAAGGGT 1230300 
AAAAGTTTTT TTCCAGAGCA TTTAATCTAT TCCATATTAT CAATTATCTT GGCTCCACCC 12 30360 
ATTTATGGGG GGAGCTGCCG AAGGTGAGGG GGGATAAATG TTCAATTTCA ACCTAAATTG 123042 0 
TTTTAGGTAC ATTATCTATG TTTTTTAATA TTTCATCACT CCAAAATTTT ATTTCGCATA 1230480 
TCCCTATATC CCCCTTCCCT TCGGGCACCT TCCCCCAGAA GCAGGGGAAG GCAAGTTTTT 1230540 
AAAACCTCTA ATAAGCAGAA GGCAAGTTAT CATTATTTAT TTTAGAACCT CTAATCTTGG 1230600 
CTCCACCCAT TTATGGGGGG AGCTGCCGAA GGTGAGGGGG GATAAATGTT GAATTTCAAC 1230660 
ATAAATTGTT TCAAGCACAT TCTTCTTCCC TTCAGGCACC TTCCCCCGCA AGCAGGGGAA 1230720 
GGTAAGTTTT TTTAAAACCT CTAATAAGCA GAAGGCAAGT TATCATTATT TATTTTAGAA 1230780 
CCTCTAATCT TGGCTCCACC CATTTATGGG GGGAGCTGCC GAAGTGAGGG GGGGATAAAT 1230840 
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GCTCAATTTC AACATAAATT GCCTCAAGTA CATTATCTAT GTTTTTTAGT. ACTTCATCAT 1230900 
TCCAAAAGCG AATAACTTTA TAGCCTTGTG CTGTTAAGAA TTTTGTTCTT TCTAAATCAT 1230960 
ATTGTTCTTG TTCTACGTGC TGAATGCCAT CTAATTCAAT AACAAGTTTT AATTTTCTAC 1231020 
TGCAAAAATC CACAATGTAA TGACCAATAA TAACCTGTCT ATT AAAACGG ATACCGCAAA 1231080 
AGAGTTTATT TCTCAAATGG TACCATAGTG CATATTCTGC ATCTGTCATA TTACGTCTTA 1231140 
ATTCTGTAGC ATATTGGGCT AATCGTTTAT TTTTATTTCG CATCCCTATA TCCCCCTTCC 1231200 
TTCGGGCACC TTCCCCCGCA AGCAGGGGAA GGCAAGTTAT CATTATTTAT TTTAAAACCT 1231260 
CAAGTAACGC CTGCACAGGA TGCTTCAACA CTACATGTTC ATAACGTTTT ACTTGACTGC 1231320 
GGCAAGAATA ACCGGTTGCT AAACAAAAGT GCGGATCTTT TCCATGTAGT TTTTTATGCC 1231380 
ATGATACATC GTAGATTTCT CGGCTCATTT TTTGATTTTG CACTTCATGT CCAAATACAC 1231440 
CAGCCATACC GCAACAGCCT ACTTTTTCTA CATTCAGTTG TTGTCCAAAT CTTCCAAAAA 12315 00 
TTTCTTGCCA TTCTTTTGGA CTATTCGGCA TAAAAGTAGA TTCCGTACAA TGAGGGAATA 1231560 
AATACCAACC TAAAGTGCGG TCAGTTTTGG CGATGTTTTT TAACTTCTCT TGCAAATCCG 1231620 
CATTTTGTAA TCTTTGTTTT AACCATTCGT GAGCAGTGAG AACGTGAAAA TCGCCCCGTT 12316 80 
TTTCTTGTAG TGCTTCCTTG TATTCATCTC GATAAGATAG CACGATGGCT GGATCAACGC 1231740 
CTACAAGTGG AATGCCTAAT TTTGCCATTC GATTTAAAAA CTCGGCTTGG TTTTGTGCTG 1231800 
TTTTGCTAAA GCGTTTTAAG AAACCTTTAA TGTGCATTGC TTTGCCGTTT GGTTTAAATG 1231860 
GTAACAAAAT TGGTTTAAAG CCTAATTTCT GCGTAAGCAT AACAAAATCG CGAATCACTT 1231920 
TGGCATCATA GTAAGAGGTA TAAGGaTCTT GCACAATAAA TAAAATATCG TTTTTTTCTA 1231980 
CCGCACTTAG GCTTTCCAAT TCTTCTAAGG ATTTGCCTTG ATAATGAATT TCTACCAGCT 1232040 
GTTGTTGCAA ACTGGGTTCA GAAAGCAAGG GCAAATCGGT CATGCCTAGC GTTTTTTCCA 1232100 
CTAATGTTTG CGTGACTTTT AGCTTGGTAA AATAATTAAA GAATTTTG CC TGTTTTGCCA 1232160 
TATAAGGCGC AGCGATTTCT AAATTTGCCA CAATGTGATC TTTTGTGGGG CGTAAGTAGC 1232220 
GGCTGTGATA AAAATGAAAG AATTTCGCGC GGAAACTTGG TACATCAATT TTAATCGGAC 1232280 
ATTGACTCGC ACAGGCTTTA CAAGCAAGGC AAGTATCCAT TGCGGCTTTC ACTTCGTGAG 1232340 
AAAAATCATA ATTGCCTCGC CATTTTTGAA CCGTATTGCT TAGTCGTTTC ACAAGTGCGG 12324 00 
TTAGTTTTAT TTCTGTTTTA CGGAAGTCTA ATTGTTCGGG CGAAACATTT TCATTTGCCA 123246 0 
TCAATCGAAG CCATTCTCGC ACCATCGCAG CGCGACCTTT CGGCGAAAAT ACACGGTTTT 1232520 
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TACTGACTTT CATTGATGGA CACATAATGC TGTGTTCATC AAAATTGAAA CATAATCCGT 1232S80 
TTCCATTGCA GTTCATCGCC CCCTTAAATT CATCTCGTAT TTGGATAGGA ATTTGACGAt 1232640 
CCTTATCAGC TCGCATCGGC GAAAGAATAG AATAAAGTTC ATCTTTGGAA TCTAAAGGCG 1232700 
TACAGATTTT GCCGGGATTT AAGCGATTGT TTGGATCGAA TAAGGTTTTG ATATAACGAA 1232760 
GTTCGTGCCA GAGnTCTGGC GTAAAGAATT TTTCGCCGTA ATGGGAAnGC ACGCCTTTTC 1232820 
CGTGTTCTCC CCAAAGTAAT CCACCATATT TAATCGTAAG TTCTGCTACT TCATCTGAAA 1232880 
TTTGTTTAAA TAATTTCACT TGTTCTTTAT CGCATAAATC AAGCGCAGGG CGAACGTGCA 1232940 
ACACGCCCGC ATCGACGTGA CCAAACATGC CATATTGTAA ATTGTGCTGG TCTAATAAAG 1233000 
CACGAAATTC ACTGATGTAG TCCGCAAGAT TTTCTGGGGG AACACAAGTA TCCTCCACGA 1233060 
AAGGAATTGG TTTGGCTGCA CCTTTTGCAT TACCCAGTAA GCCCACTGCT TTTTTTCGCA 1233120 
TTGCATAAAT TCGCTCGATA GACGGTAAAT CAGAACAGAC TTGATAGCCA ATAATGTGAT 1233180 
CTTGATTGTG TTCAATTTTT TCATCAAGTA AGCGACAAAG TGCGGTGACT TGGCGGTCTA 1233240 
TTTTTTCTTT ATTATTACCA GCAAATTCCA CAATATTTAA ACCGAGAATT GGATCTTTTT 1233300 
CATCTTCTGT AAGAAGtTCA TTCACAGAGT GCCAAATAAT ATCTTGTTTG GCGAGGTTTA 1233360 
AGACTTTGGA ATCAACGGTT TCCACAGAAA GOGCATTGGC TTTCACCATA AAAGGTGCAT 1233420 
TGCGTAATGC TGCATCAAAA GAACGATATT TAATATTGAT GAGCGTGCGA TACTGCGGAA 1233480 
TTAGCAGAAG ATTGAGTTTG GCTTCACAAA TAAATGCAAG AGAACCTTCA GAGCCAGTGA 1233540 
GAATTCTGGT GAGATTAAAT TCACTTTCAT CTTCATTGAA TACATTTTTC AGATCGTATC 1233600 
CCGTTAAAAA ACGGTTAAGT TGTGGCAGAT CTTTAATGAT AGCCGCTCTT TTTTCTTTAC 1233660 
AATGTTGCGC AATGGTTTGG TGGAGCTTTT TGCTACTCTC ACTTAATTCA AGCGCATCAA 1233720 
TGTTTTCTAA AACATCAACA GAATTGACCG CACTTGTATC TAAAATTTCG CCATTTATTA 1233780 
AGACTGCGCG TAATGCCAAA ACATGATTAG AGGTTTTACC ATATTGCAAT GAGCCTTGCC 1233840 
CAGAGGCATC GGTGTTAATC ATTCCACCTA AAGTCGCTCG ATTGCTGGTG GACAGTTCTG 1233900 
GGGCAAAGAA CAAACCATGT GGTTTTAAAA ATTGATTAAG TTGATCTTTT ACTACGCCTG 1233960 
CTTGTACTCG AACCCAACGT TCTTTTACAT TGAGTTCTAA GATGGCTGTC ATATGACGAG 1234020 
AAAGATCCAC TATTATATTG TTATTGATGG ATTGCCCATT TGTGCCAGTG CCTCCACCGC 1234080 
GAGGCGTAAA GCTGATTGAT TGATATTCAG GTAAATTTGC CAATTTTGTT ATCCGCACTA 1234140 
TATCAGCAAC CGTTTTCGGA AAAAGAATTG CTTGTGGAAG TTGTTGGTAA ACGCTGTTAT 1234200 
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CCGTAGCCAG ACTTAATCTA TCTGCATAGT TTGTCGCAAT ATCCCCCTCA AAATGTTGGC 1234260 
ATTGAAGATC ATCAAGATAA TCAAGTACAT ATTGTTCAAC TTGAGGAATG CGATTTAGAT 1234320 
TTGGCAACAT AGTATTTGAC CCATTTAAAC ATATCAGATG GAGGCTTTGA TAATATCCTA 1234380 
AGGCTAGAAT AATGTCGATT AGGAAAGAGA GAGGAGAAAG TAAAAAGTCT GTTTAAGAAA 1234440 
GTGTTATTTT GGATAAAAAC TAAACAAAAA ATTCAAAAGA ATTTGATCTT TTCAATTTTT 1234500 
ATAGGATAAT AAGCGCACTT TTGAACGTTC CTTTGGGGTA AACATAAGCA AAGGAATTGA 1234560 
ATTTGTCAAA AGGTAATAAA GTAGGGCAAA TTCAAAACCC TAGTTAAGTG ACTGTTTATA 1234620 
ATGTAGCTTT AATTAAAAGT TCAGTATAAA CAAGGACACT TTTTATTACT ATTCGATCAC 1234680 
TAAATAGAGG ACATCAAAAT GAAAAAAACT GCAATCGCAT TAGTAGTTGC TGGTTTAGCA 1234740 
GCAGCTTCAG TAGCTCAAGC AGCTCCACAA GAAAACACTT TCTACGCTGG CGTTAAAGCT 1234800 
GGTCAAGCAT CTTTTCACGA TGGACTTCGT GCTCTAGCTC GTGAATATAA AGTAGGTTAT 1234860 
CACCGTAATT CTTTCACTTA TGGTGTATTC GGTGGTTATC AAATTTTAAA TCAAAATAAC 1234920 
TTAGGTTTAG CGGTTGAATT AGGTTACGAC GATTTCGGTC GTGCCAAAGG TCGTGAAAAA 12349B0 
GGTAAAACTG TTGTTAAACA CACTAACCAC GGTACTCACT TAAGCTTAAA AGGTAGCTAC 1235040 
GAAGTATTAG AAGGTTTAGA TGTTTATGGT AAAGCAGGTG TTGCTTTAGT TCGTTCTGAC 1235100 
TATAAATTAT ACAATGAAAA TAGTAGTACT CTTAAAAAAC TAGGCGAACA TCACAGAGCA 123 5160 
CGTGCCTCTG GTTTATTTGC AGTAGGTGCA GAATACGCAG TATTACCAGA ATTAGCAGTT 1235220 
CGTTTAGAAT ACCAATGGCT AACTCGCGTA GGTAAATACC GCCCTCAAGA TAAACCAAAT 1235280 
ACCGCACTTA ACTACAACCC TTGGATTGGT TCTATCAATG CGGGTATTTC TTACCGTTTT 1235340 
GGTCAAGGCG CAGCACCAGT TGTTGCAGCA CCTGAAGTTG TAAGCAAAAC TTTCAG CTT A 1235400 
AACTCTGATG TAACTTTCGC ATTTGGTAAA GCAAACTTAA AACCTCAAGC ACAAGCAACA 1235460 
TTAGACAGCA TCTATGGCGA AATGTCACAA GTTAAAAGTG CAAAAGTAGC TGTTGCTGGT 1235520 
TACACTGACC GTATTGGTTC TGACGCGTTC AACGTAAAAC TTTCTCAAGA ACGTGCAGAT 1235580 
TCAGTAGCTA ACTACTTTGT TGCTAAAGGT GTTGCAGCAG ACGCAATCTC TGCAACTGGC 1235640 
TACGGTAAAG CAAACCCAGT AACTGGTGCA ACTTGTGACC AAGTTAAGGG TCGTAAAGCG 1235700 
CTTATCGCTT GTTTTGCTCC AGACCGTCGT GTAGAAATCG CGGTAAACGG TACTAAATAA 1235760 
TTTTAGTATT TGTTTAACGA AAGATTAAAT ACAGCAAAAG GCTTAAACTT CGGTTTAGGC 1235820 
CTTTTGTTTT AAATGAATAT AAAACCAAGC ATTTCAATCA AGTTTTAACT TGTGATAAAA 1235B80 
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TGCTTATCTC GTTTATTTAT AGGGAACATT ATGGAAACCT TAGACAAAAT CAAAAAGCAA 1235940 
ATTAGTGAAA ATCCCATTCT TATTTATATG AAAGGTTCGC CAAAATTACC ATCTTGTGGT 1236000 
TTTCCTGCTC GTGCATCTGA GGCATTAATG CACTGCAAAG TGCCCTTTGG TTATGTGGAT 1236060 
ATTTTACAAC ATCGAGATAT TCGCGCTGAA TTACCAACAT ATGCAAATTG GCCAACTTTC 1236120 
CCACAATTAT GGGTTGAGGG AGAATTAATT GGTGGTTGTG ATATTATTTT AGAAATGTAT 1236180 
CAAGCAGGCG AATTGCAAAC TTTATTAGCT GAAGTGGCAG CAAAGCACGC TTAATAACAG 123624 0 
TGGAAAAATA AAACCCGCAA TAAGCGGGTT TTTTATATAA TAAATTTCCC TTTCATTATT 1236300 
AAATAATAGA TTAAGCAAAC TTTAATACCT TAGAAAGTGC GGTGAAAAAT TTATCGTTTT 123636 0 
CTTCAGGTAA ACCAATACTT ATACGTAAAT GATTCGGCAT GCCATAACCA GCAATTGGGC 12364 2 0 
GAACGATTAC GCCTTCTCGT AACAACGCAT CATAAATTGG TGCGGCAGGT TGTTTGAAAT 1236480 
CAATGGTTAT AAAATTTCCT TTAGAGGGAA TATAATGCAA TTGATTTTTT TGACAAAAGT 123654 0 
CTTCATAACG TCGCATTTCT ATTCGATTAT TTTCAGCAAC TTTTTCAACA AATTTATCGT 1236600 
CATTCATTAC GGCAACAGCA GCGGTTAATG CCAAAGAATT ACAGTTAAAT GGCTGTCGAA 1236660 
CTCGATTTAA TAAATCTGCG ATTTCGGGAT TAGATACCGC ATAACCAATG CGTAAGCCTG 1236720 
CCAAGCCATA GGCTTTGGAA AGAGAACGTG AAATAATTAA ATTTGAATAT TTTTTTAATA 1236780 
AACTGAAAGA GTCCACTCGT TCTTCAGATC TAGTAAATTC TGTGTAGGCT TCATCTAATA 1236840 
CCACGATTAC ATTTTCGGGG ACTTCTGCTA AAAAATCTTC AATTTCTTGC GAGGTTAAAA 1236900 
AATTACCCGT TGGATTATTG GGATTAGCAA TGTAAATGAG CTTTGTTTTA TCAGAAAGTG 1236960 
CGGTCAAAAA TCCTTGTAAA TCGTGCCCCC AATTTTTAGC TGGAATTTCT TTTACAATTG 1237020 
CATTAATCGC TTTAGTTACT AAAGGATACA CAATAAAGGC ATATTGTGAA TACATGATTT 1237080 
CATCGCCTTC CGTTGCGAAA GTGTGAGCAA AAAGTTCTAA TAAATCATTT GAGCCATTTC 123714 0 
CAAGCGTAAT TTGATTTGGT TGAACGCCAA ATTTTTTTGC GATAGTTTGT TTTAATTCAA 123 7200 
AGCCATTCGC ATCTGGATAA CGAGTTAGTT TATCTAATTG TTCGAAAATT GCT T T T TTTG 1237260 
CACTTTCTGG AAAACCAAAT GGGTTTTCGT TTGAGGCAAG TTTAACGATA TTGGAAATAC 1237320 
CAAGTTCTCG TTCCAATTCT TCAATAGGTT TGCCTGCTTG ATAAGGGGAT AAGGATTTTA 123 7380 
CGCCACGATT GGCAATGTTG ATGTACTGCA TAGTTGTATT TATAAATATT GATATGGGTT 1237440 
AGTATGTATT TTTAAATAAA TTTGGGCGTA GTAAATACGC CCATTGGAAA TGTTTTTCCT 1237500 
ATTGAGGAAG ATTTTCAGTT TCAAATTTTT TCATAAATGA AATGAGTGCC TCAACACCAT 123 756 0 
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TTTGCGACAT TGCGTTATAA ATAGATGCGC GCATTCCACC TAAAACCTTA TGACCTTTCA 1237620 
AGGCTTGCAA GCCAGCAGCA GTAGACTCTG CGACAAATTT TGCATCTAAT TCAGGATTAC 1237680 
CTGTGATGAA AGTGACATTC ATTGTTGAGC GGTTTTCTTT TGCTACCACA TTGCGATAAA 123 7740 
GTTTGCTCGA ATCAATATAA TCATAAAGGG TTTGTGCTTT TAGTGCATTA CGTTTTTCGA 1237800 
TTATTTCTAA GCCGCCTATT TCTTTAAGAT GTTTAAATAC GAGGGAACAT AAATACCACG 1237860 
CAAAAGTTGG GGGCGTGTTG ATCATTGAAT CTGCATCACG tTGAGTTGCA TAATTCCAAA 123792 0 
TAGATGGGGT TTCTTTACGT GCATTACCGA TTAAATCATC ACGAATAATG ACTAATGTAA 1237980 
TGCCCGCAGG GCCAAGATTT TTTTGCGCAC CAGCATAAAT TACCCCAAAT TTACTGATAT 1238040 
CGATTTGACG TGAAAGAATA TTTGAAGACA TATCCGCGAC CAATACGGCA TTGCCCACAT 1238100 
TTGGCACATC AAAAATCTCC ACACCACTGA TGGTTTCATT CGGGCAATAA TGAACGTAGT 1238160 
CATATTGATC AGCGATATGG CTAAAATCAA GATCGGTAAT TCGAGTCTGT TCGCCATTTT 1238220 
CTACGATAGT GATTTCATCA ATTTCTGCAA AATTTCTTGC TTCTTTTGCC GCTGTAGCTG 1238280 
ACCAATGCCC ACTATTTAAA TAAAGGGCTT TGCCTTTTTT ACCGATTAAG TTCATCGGAA 1238340 
TGGTGGCAAA TTGACCGCGA GCACCACCTT GTAAGAAAAG TGTACGATAG TTATCAGGAA 1238400 
TATTGTAAAC CTCACGTAGA TCTTTTTCCG CTTGGGTAAC GAGTTCCATA AAATACTTTC 1238460 
CGCGATGGCT TACTTCCATT ACAGAAACAC CTTGATTGAG CCAGTTTATA AGTTCATTTT 123 8520 
GTGCTTTTTG CAACACTTCT GGGAAAATCA TCGCAGGGCC TGCGCTAAAA TTAAAGACTT 1238580 
GTGACATTGT ATTTCCTTGC TTTTTATGAA AATAATGATG TCTTTTTTAT CACTACAAAA 1238640 
ATCGATAATC AATGCTTTTT ACTGAAATCA AAAAAATTCT TTCTATCATT CATAAAATAG 1238700 
AGGGTAAATT TTGACGATTG ATTAAAAAAA AGCTAAATTA CGGCACAGTC ATTTTATTTA 1238760 
TTTTAAAGGG AGTTGTTATG GAAATTGTGA ATAAACAATC TTTTCAAGAT GTGTTGGAAT 123 8820 
ACGTGCGTAT GTATCGTTTA AAAAATAGAA TTAAACGAGA TATGGAAGAC AATAATCGTA 1238880 
AGATTCGCGA TAACCAAAAA CGCATATTGT TGTTGGATAA TTTAAATCAA TATATTCGTG 1238940 
ATGATATGAC TATTGCAGAA GTACGCGGAA TTATTGAAAG TATGCGTGAT GATTATGAAA 1239000 
GCCGTGTGGA TGATTACACA ATTCGTAATG CTGAACTTTC TAAGCAACGC CGTGAAGCGA 1239060 
GTACGAAAAT GAAAGAACAG AAAAAAGCAC ACGCAGAATT ATTGAAAAAT GCTGAAAAAT 1239120 
AATAGGATAA CTAGAGCCGA CTGAATCAGT CGGCtCTATT TTTTATAAGC CATTCATTGC 123 918 0 
GTTAATGATT TTAATTTCGT CAAAATTGAC AATATCTTCT TGGAATATTG TGCGTTCTTG 123 924 0 
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AATTTTCCCT TCTTGTAATA ATTTTTCTCG TTGTGTGCCT AAAAGCAATG GCGTGTCTGG 1239300 
CGTGTACCAT TTTTTTCCTT GGCGAAAAAT TAAATTACCG ATGGAACAAT CTGTCACTTT 1239360 
TCCATTTTTG ATAATCATAA TTTCATCACA AGCACCACGT TGAGCAAATA ATGTATTAAT 1239420 
TAAACTGCGA TCTGAATATT TCAAACTATA TTCAATGTCA TCACAAATTA CAGGTTGAAA 1239480 
AGTGCGGTAG ATTTTTCGTT GGTATTCAAA ATATTGAATT TGTGTGGTTT CGGCATTGTA 1239540 
ATCAATGCGG CAGCGAATTA ATTGATTTTG TAAAGGCGTT GGAAGTTGAA TGAGTGAAAA 1239600 
AAGATTAAAA ATTTTCACCG CACTTTTACC ATAATATTCA CGCAAACTAC GTTCATATCG 1239660 
CACTTGGTGT AAATTGATAT TTTGAATTTT CCCGTTTTCA ATACAAAGGG TTTCAAATAG 1233720 
AGGATACATT AATCCGCACC TTCAATCGGT AAATAGACTT TTTCTAACAA TTCTTCATAT 1239780 
TCATCTTGTG CATTGCTATG AATGGTAATT CCGCCTCCAC TATGAAAATA AAATTTTTCA 123984 0 
TCTACTTGGG AAATAAATCG AATTGCTACC GCACTTTGTA GTGTTTTGCC ATCAAATATG 1239900 
CCAAAAATTC CTGTGTAATA ACCGCGCTTT TGTTTTTCTG CTTGTTGAAT AATTTGTGTG 1239960 
GTTTTTTCTT TTGGGGCGCC ACTAATAGAC CCnGCAGGCA AGAGTGTCGC TAAAATATCC 1240020 
CCAATTTGAT TTTGCCAGTT TTCATTCAAT TTTCCGTAAA TTTCAGAACT GGTTTGCAGT 1240080 
ATTTTGCCTT TCTGGGTCTT GATACGATCG ATATAACGAA ATTTTTTCAC TTGAATGTGT 124 0140 
TCTGCCACCA TGGATAAATC GTTACGCATC AAATCAACAA TCGTGTAATG TTCGCGTTGT 1240200 
TCTTTTTCAT TTGTGAGTAA CTGATTTTCT GCATCGGGCA GGGTGGCATT AATTGTCCCT 1240260 
TTCATGGGAT AGGTAAAAAT ATTGTTGTCA TGAATATTGA CAAAACATTC AGGCGAAAAG 124 0320 
CAAACGAATT GATCTTGTAA CCACAATTTA TAAGGTGCAT TGGTTTGATG AAAAATTTGT 124 0380 
TCAAGTGACA GATTACCTGA AATTTCAGTG GGGTAGGTGA GATTTAATAA ATAAGAATTA 1240440 
CCTTTTTGTA ATTCACTTTG AACAAGTTTA AAACCTTGTT GATAATGCGA GAAAGGCATT 1240500 
GGATGTTTGG TAAAATTAAG AGGGAGAGGC CGTGGAGAAA TCGTGCAATT TCTTTTGCCT 1240560 
AAAATATCAA AATAAATGCC TTGTTGTGCA GAATTTTCGA GAGGACAAAT CAAGGGtTTT 124 0620 
TCtTTTTCAA AATCAATAAG AAAGAAAAAT GGCGTGCGTT GTTTGCCATA ATGATTAGCC 1240680 
TGTTCAATAA AATGTTGCAT TGTGCTTTGT GCCATTTTGC GTAAAATGAC CTGATTATAA 1240740 
CGAATACCGA ACTGTTATGA AATTACTCAT CATTAATAAT CACGATTCTT TTACTTTTAA 1240800 
CTTGGTGGAT TTAATTCGAA AATTAAATGT GCCTTATGAT GTTTTAAACG TAGAAGATTT 124 0860 
GAAAGAAAAT ACAGCGGAAA ATTATAGCCA TATATTGATT TCGCCAGGGC CTGATATACC 124 0920 
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ACGCGCTTAT CCACAACTTT TTTCCATGTT GGAAAAATAT TATCAGCAAA AATCTATTTT 1240980 
AGGTGTGTGT TTAGGGCATC AAACCTTATG TGAATTTTTT GGTGGTACAT TGTATAACTT 1241040 
AGAGAATGTT CGTCACGGGC AGAAACGAAC ATTAAAAGTG CGGTCAAATT CTCCATTGTT 1241100 
TTTTGATCTT CCAACTGAAT TTAATATCGG GCTATATCAT TCTTGGGGCG TACAGGAAGA 1241160 
AGATTTTCCT GATTGCCTAG AAATCACCGC ACTTTGTGAT GAAGATGTAG TGATGGCGAT 1241220 
GCAACATAAA TCTTTGCCAA TTTATAGTGT CCAGTTTCAT CCAGAATCTT ATATGTCAGA 1241280 
CTTTGGCGAG AAAATTTTGC GTAATTGGTT GGCGATTCCT CCCACAACTA ACCCATAATA 1241340 
CCGCTTGCTT ATTAAGCAAA AATGCGTATT ATAGCCGTCT ATACGTGAAT ACATCCAAAT 1241400 
TTAAAAGAAG AAGAGAGAAA ATATGTCTAG TTATTTATTT ACATCTGAAT GAGTCTCTGA 1241460 
AGGGCATCCA GATAAAATTG CCGATCAAAT TTCTGATGCG GTACTTGATG AAATC CTAAA 1241520 
ACAAGATCCA AAAGCACGAG TAGCTTGTGA AACTTACGTA AAAACTGGTA TGGCATTGGT 1241580 
TGGTGGTGAA ATTACAACAT CAGCATGGGT TGATATTGAG AATTTAACCC GTAAAGTGAT 1241640 
TTGTGATATT GGTTATGAAC ATTCTGAAAT GGGCTTTGAT GGTCATTCTT GTGCAGTGCT 1241700 
TAATGCGATT GGTAAACAAT CTGCAGATAT TAATCAAGGC GTTGATCGTG AAAATCCATT 1241760 
AGATCAAGGC GCAGGCGACC AAGGTATTAT GTTTGGTTAT GCCACCAATG AAACGGATGT 1241820 
ATTAATGCCT GCAGCCATTA CTTATGCACA TCGTTTAATG GAAAAACAAT CTGAAGTGCG 1241880 
TAAAAGCGGT AAATTAGCAT GGTTACGCCC AGATGCGAAA AGCCAAGTTA CTTTAAAATA 1241940 
TGAAGATAAT AAAATTGTTG GTGTGGATGC GGTTGTGCTT TCTACTCAAC ATTCTGAAGA 1242000 
AGTTAGCCAA AAAGATTTAC ATGAAGGTGT GATGGAAGAA ATTATCAAAC CTGTGTTACC 1242060 
AAGTGAATGG CTTTCTAAAG AAACAAAATT CTTCATTAAC CCGACTGGTC GTTTTGTTAT 1242120 
CGGTGGGCCA ATGGGCGATT GTGGTTTAAC TGGCCGTAAA ATCATCGTGG ATACTTACGG 1242180 
TGGTGCCGCT CGTCACGGTG GTGGCGCATT CTCAGGAAAA GAACCATCTA AAGTTGACCG 1242240 
TTCTGCGGCT TATGCTGCAC GTTATGTCGC AAAAAATATT GTGGCAGCAG GTTTAG CAGA 1242300 
TCGTTGTGAA ATCCAACTTT CTTATGCGAT TGGTGTGGCT GAACCAACAT CTATCATGGT 1242360 
CGAAACCTTT GGAACTGGAA AAGTTGCGAA TGAATTATTA GTGTCATTAG TTCGTGAGTT 1242420 
TTTTGATTTA CGTCCTTATG GCTTAATTAA AATGTTAGAT TTAATCCAAC CAATCTATCG 1242480 
TGAAACGGCA GCTTATGGTC ATTTCGGTCG TGAACAATTC CCTTGGGAAA AAGTGGATCG 1242540 
CGCAGAAGAT TTACGTATTG CGGCAGGTTT AAAATAATAG GCTTGAATTT TTAGTTTGAA 1242600 
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AGGATTATAT TGGAAAGCAA CAAGGTTTCT TGTTGCCTTA GTTGGTTTAG GTTGCTACCA 1242 56 0 
AGCTGGGGAG CTAAAGGACA GCAACAAGAA CCCGATAATA ATCATTAATA TGATTTTaTC 124272 0 
ATAAGGCTAT CTCCTTTCAG AGTTGTTAAA CAAAGCTGAT CGAGATTGAG TTAGTGCCTG 1242780 
ACCCGCCAGT CAGGCAATAA CGTACCTGAC CAACCACTGG TTATTCTATC ATATAAAAGC 124284 0 
CGCTTATCTA GCGGTTTTTG CTTTTACCGA TGACATCAAT ATCACTTATT CCATTCCGTC 1242900 
ATTTAAAAAT GGCAAGTGCA ACGCAAATTG AATCAGTCTT TGCTGCTTGC AGAGGCTTAT 124296 0 
TTTAAGCGAA AATTTACAAT GCCAGAGGTA AATTATGAGT TACGAGGTAT AAAGGCAGGC 1243020 
GTGGCTTACC TACAAAAAAA TGAAATAAAA TTTAACCGCA CTTTATTGCA AGAAAATACG 1243 080 
GATGAATTTA TTCGACAAGT CGTGCCACAT GAGCTTGCGC ATTTGATTGT GTATCAAATG 124314 0 
TTTGGTCGCG TAAAACCACA CGGGAAAGAG TGGCAGCTTG TAATGAATGA AATTTTTAAG 1243200 
CTTCCTGCAG ACACTTGCCA TCAATTTGAT ATAAAAAACG TGCAAGGTAA AACCTTTGAA 1243260 
TATCGTTGTG CTTGCCAAAC CCATTTTCTA ACTATTCGTC GGCATAACAA AATAATGAAA 1243320 
GAAAACATCG AATATTTGTG TAAAAAATGT AGGGGAAAAT TAGTTTTTGT CGATGATGAA 1243380 
GAATAATTTT TGTGATATAT TTTTCCAATT TATTCAATAA ATAAAGGAGT TATCCAATGA 1243440 
AAAAATCTTT ATTAGCAGTT ATTGTTGGGT GCATTTGCCT TTGCTTCTGT TACAAATGCG 1243500 
AATATTTATG CTGAGGGCGA TATCGGTTTA TCTCAAACTA AAGCAAACGG TAGTAACAAT 1243560 
ACAAGAGTTG GACCTCGCGT ATCCGTGGGT TATAAAGTAG GAAATACACG TGTTGCGGGT 1243620 
GATTATACTC ATCATGGAAA AGTTGATGGC ACAAAAATTC AAGGTTTAGG TGCATCAGTA 1243680 
TTATATGATT TTnACACGAA TTCTAAAGTG CAACCTTATG TTGGTGCTCG TGTAGCGACT 1243740 
AATCAATTTA AATACACCAA TCGCGCAGAA CAAAAGTTTA AAAGTTCTTC TGATATTAAG 1243800 
CTCGGATATG GGGTTGTAGC AGGTGCAAAA TATAAGTTAG ATGGCAACTG GTACGCAAAT 1243860 
GGTGGAGTTG AGTACAATCG TTTAGGTAAT TTTGATAGTA CCAAAGTTAA TAACTATGGT 1243920 
GCAAAAGTTG GTGTGGGGTA CGGATTCTAA TTTTTAGAAT ATAAAAATCT TTTTTATAAA 1243980 
ACACTTTAAT TTAACGGTGA TCGTTTAAAA CAATCACCGT TATTTATTTT GGGATTATTT 1244040 
CAATACGCTA AAACCCAAAA CTTACCCCAG TTGCAGCACC CACACCGTTA TTGGTATCAG 1244100 
CAGAGCCAGA AAGGCTAATT ACCATATTTG GTTTAGGCTT ATAACGAACT CCAGCTGCAA 1244160 
CAGCAGATTG TCCTCGATAA AGTCCCTGCA GCTACGCCAG TAATTTGGTG GGTTATGCCT 1244220 
CTTATTTTAT TCCCCACTGA AACCGAACCC GCAGTGCCTT TCCAAGTTGA AACTAATTCA 1244280 
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TTTTTAGCTG TTTCATAAGA TTTAGTCGCG 
GCGGTTTTCA ACTGTTCCAT ATTGGCTTTT 
AAATCGTAAA GAATATTACG TAATTCTGTC 
TAAGCATTTT CCAATGGCTT AATATCAAAA 
CCCAACGGAG ATTGGGATTT AAAATCACTA 
CTTCAAAACG TTCAAATGCC AATACTTTTT 
TGCCTGTGAT AATTAAATAG ATACCACCCG 
CTGTACCATA GAGTTGGCGT GCGTAACCCA 
ATGCCGTGCC TTTAAATACC AAAATAATTT 
AGGCATAAGG AATTAAAATT TTTAAAGTTT 
TTTCCCATTG TCCTTTGGGA ATGGCTTTCA 
CTGCACTGTT TAGTGCTAAA GCTAATGCAG 
ATAATGGGCT GTCAATAATC CATTGGAATT 
GTACTAACAG TGGCGTGCCT GTGAATAAAG 
ATTTATTTTC CATTGAAAGT AAAAAAGTAA 
AGGATACGAC AGTAAGCAAC AAACTCGTTG 
CTTGAAACAT TATTTCACGC CCCTTTCAAA 
ACCAACTTGG CTAATTAATG TCACTGCCAA 
AAAAGGCTGA TGTGTATTGG TATTAATCAG 
AATTAATGAA ACCAATGCCG TATCTTTTAG 
TAAGGCGTGA CGCCATACTT GTGGCATAAC 
GCCTAACGCT GCACCTGATT CCCATTGTCC 
TGTTTGTGAA GCATAAGCTG CAAAAATAAG 
CCCAAATTCA ATGTATTCTC CTGTCAGCAT 
AAGTAATACA ACAATAATTT CGGGTAAGCC 
CTTGCCAACA AAGCGATTTG CTTCAAGCAC 
GAGCAATGAA CAGACCGCAA GCCCTAAAGT 
AAAGTCAGAA AACATAAATT ATTTTGTTAT 
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TTGTCAATCT TAGCTTGATT TGGATTAGCT 1244340 
AACCCATTAA CTTCCTCTTG TTTTTTCGGA 1244400 
AAATCAGCAT AATTTTGACG CTCTGTTTTA 1244460 
ATATGTGATC AAG ATCACAA AATAAAAAAT 1244520 
AAAATTTTAC CGCACTTTAT GCTTTGCTTA 1244580 
TCTCTAATTT ACGTAGTAAT AATGTTGCAA 1244640 
CAATGCCGTA AATTGTGAGT GCATCATATT 1244700 
TAATATCCAT AATCGTAATG GTGGATGCTA 1244760 
CGTTACTGTA AGAAGGCAAC GCACGTTTTA 1244820 
GTATGCGGTT TAATCCTAAT GCGCCACAAC 12448 BO 
CTGCACCGTG AAATAATTGG GTGGAATAGG 124494 0 
CACAGAACCA CGCATTGGAT AAGACATACC 1245000 
GACCGGGTCC TGCATAAATT AAAAAGAACT 1245060 
TAAGGTATAA ATTGACCGCA CTTTTTATCC 124 5120 
GAAATAAGGC TAAAAAGAAA GCAATCAGTA 1245180 
GAATCCCTTT TACGATCACG CTTAAATATT 1245240 
ACGAGTAAAA CGCAGCTCTA ATTTTCGAAT 1245300 
ATAAATTAAC GCAGCAATAC CATACCAAGT 1245360 
ATCCGCTTGG TGCATCAAAT CGTCCACACC 1245420 
CAATACAAGC CATTGGGTGC TTAAACCAGG 1245480 
AATATGAATG. AACGTATAGC TTTTGCTTAA 124554 0 
TTTTGGTATG GCTTGAATTG CACCGCGTAA 1245600 
AGAAAGCGCA AGCACGCCAC AGCCAAATGC 124566 0 
TTCTACTAAT TCAGTAGAAC CAAAATAGAC 124572 0 
ACGTAATAAT GCCACAAATA CTGTCATCGG 1245780 
GGCAAAAATA AGGCTTAAAA ATAAG CCTAA 1245840 
CATTAGAGCA GCGGTAAACA TTAAAGAAAG 1245900 
CCATTTATCA TAGATTTTTT GGTATTCGCC 124 5960 
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ATTTGCTTTA ATTGCAGCTA AACCTTTGTT TAATTGTGCA GCCAAATCTT TGTTTGATTT 1246020 
GTGCATTGCA ATACCTAAAC CATTACCAAA ATATTTTTTA TTGGTCACTT TTTCGCCTAT 1246080 
AAATTGAATT TCTGGCTCTT TGGAAATCAT ATCGGCGAGC ACGGCGGTAT CGCCAAAAAT 1246140 
AATGTCAATC CGACCGCTCT TTAAGTCTAA AATGGCATTT TGTAAACTTG CATAGGATTT 1246200 
TGGACTATAT TGCTTGGTTT CCGCTACGGT ATATTGTTGG AATGTTGTAC CATTTTGAAC 1246260 
ACCTATATTT TTTGCACTTT CTAAGGTTGC TTTGCCTTTA AGAGCAACAT AGCTTGCAGA 1246320 
GCTATCGTAA TACGCATCAG AGAATAACAC TTGTTTTGCA CGAGCATCGG TAATATCAAT 1246380 
TGCGGAAATT GCTGCATCAA AACGTTTTGC TTTTAAATTT GGAATTAACG CATCAAAGGT 1246440 
TTCGCTCTTG AATTTACAGG TTGCTTGAAT TTCTTGACAA ATTGCATTTG TCACATCAAC 1246500 
ATCAAACCCG ATAATTTCGC CTTTTGCATT TGTGGTTTCA AATGGTGGAT AGCTAGGTTG 1246560 
CATTGCAAAA GTGAGTTCTT GTGCACTTGC TGCTACGGAT GCACCTAATA AAATGGCAGT 1246620 
TAATAATGTT TTTTTCATCG TAAGCTCCTT ATTTTCTAGT GAGAAAGATA GTGTTTAAAT 1246680 
TGTTCCGTTT TTGGATTTTC AAAGCAATCA GCCGATCCCA TTTCGACGAT TTTACCTTGT 124674 0 
TCCATATAGA CGACTTTTGT CGCCACTTTT TGGGCCACAT TGACTTCGTG GGTCACAATc 1246800 
ACTTGCGTAA TGCCAGTTTC TTGTAATTCT TTAATAATAT CTACAACTTG CGCAGTAATT 1246860 
TCTGGATCTA GCGCAGCcGT TGGTTCATCA AATAATAGAA CTTGTGGCTT CATCATTAGT 1246920 
GCGCGCGCTA TTGCAACACG TTGTTGCTGA CCGCCTGATA AATGCAATGG AAAGCGATCG 1246980 
GCAAGTTGTT CTAAACGTAA ACGTTTTAAC AATTCCATTG CATCGGTTTT CGCTTCATTT 124704 0 
TCACTCACAC CACGCACTTT CATTGGTGCT TCAATTAGGT TTTCAATTAC CGTTAAGTGC 1247100 
GGCCAAAGAT GATATTGTTG AAACACCATT CCTACATCTT GGCGTAATTG TTGGATTGCT 1247160 
TTGGGATTTG CCATTGCATT GGATAAATTA AATTCATTAT TTGCAATACT TAATTCACCA 1247220 
GACTTTGGCA CTTCTAACAA ATTTAATGTG CGAATTAATG TACTTTTGCC TGCACCACTT 1247280 
GGGCCCAGCA ACACAACGGT ATCGCCTTCT TCTGCTTCAA GGTTAATATC AAATAACGTT 124734 0 
TGTGATGAAC CGTAAAAGAA ATTGAGATTT TTAACACGAA TAGCCATTTT TCTTCTCTAT 1247400 
GCTTTATAAG aTGrAAAAAT ATTACATyTT TATGCATAAT TATGCAAGTG CTATTAATAA 124 7460 
AAAATCCCAA GAAATTTTGG GATTTAAAAA ACTTGATTGA AATCAACCGC ACTTTAGGCT 1247520 
TGTTTTGCCA TTTCAAACTC AATTAACATC ATTAAAATAT GAATAACTTT GATATGGATT 1247580 
TCTTGAATAC GATCTGCATA ACGGAAATGG GGTACGCGAA TTTCAACATC TGCTAATCCT 1247640 
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GCCATTTTTC CGCCATCTTT GCCTGTCATC GCAATCACTT TCATGCCTTT TGTTTTTGCC 124 7700 
GCTTCAATAG CATTTAAGAT ATTTTTTGAA TTGCCTGAAG TGGATAAACC GAATAACACA 1247760 
TCGCCTTTTT GCCCCACCGC TTCAACATAG CGAGAAAAGA CATATTCATA ACCAAAATCA 1247820 
TTACTTACAC AGCTTAAATG GCTTGCATCT GAAATCGCAA TAGCAGGATA ACCTGGGCGA 1247880 
TTTTCACGAT AACGACCCGT TAATTCTTCT GCAAAATGCA TCGCATCACA GTGCGAACCG 124 7940 
CCATTACCAC AAGAAAGCAC TTTGCCTCCT TGTTTGAAGC TATTCGAAAT TAATAATGCC 1248000 
GCTTCTTGAA TTAATTTAAT GTTATTTTCG TCAGAAATAA ATTTGTTTAA CACATCTTGT 124 8060 
GCTTCCACAA GTTCAGATTT GATTTGATCT AAATACATTG ATTGCTCCTT GTTGGGAATA 1248120 
AAATCGCGAT GGCATTGTAT AGCAGATGAA GATTCTTCGC TAGCCTAAAT AAAAATTCAT 1248180 
CTTTTTTCGA TGAAATGATG ATTTTTTGCG ATTTAGATCG AAAAAATAAG TTTGAGTAGT 124824 0 
TGGGGATTTT TCAAGATATG TTTATCTTAC GTAAATTCTT AGCCCTTTAA TTTTCAAAAA 1248300 
CACAATGAAA TTTTACCGCA CTTTGTTACT TTTCTTTGCT AGTTCTTTTG CTTTTGCTAA 1248360 
CTCAGATTTA ATGCTTCTTC ATACCTATAA TAATCAACCC ATAGAGGGTT GGGTAATGTC 1248420 
TGAAAAGTTA GATGGTGTAC GCGGTTATTG GAATGGAAAG CAATTATTAA CCCGACAAGG 124848 0 
GCAACGTTTA TCGCCGCCAG CTTATTTCAT TAAGGATTTT CCGCCTTTTG CGATTGATGG 124854 0 
CGAATTATTT AGTGAGCGAA ATCATTTTGA GGAAATTTCA TCCATCACAA AATCTTTTAA 1248600 
AGG CGATGGT TGGGAAAAAC TGAAATTGTA TGTTTTTGAT GTGCCTGATG CAGAGGGCAA 1248660 
TTTATTTGAG CGTTTAGCTA AATTAAAAGC GCATTTACTT GAACATCCTA CAACTTATAT 1248720 
TGAAATTATT GAGCAAATTC CTGTTAAAGA TAAAACCCAT TTATATCAAT TTCTTGCACA 124878 0 
AGTCGAAAAT TTGCAAGGCG AGGGCGTTGT TGTACGTAAC CCTAATGCAC CTTATGAACG 1248840 
TAAGCGAAGT CACAAATTTT AAAATTGAAA ACAGCACGAG GTGAAgAATG TACGGTTATT 1248900 
GCACACCATA AAGGCAAAGG ACAATTTGAA AATGTGATGG GTGCTTTAAC TTGTAAAAAT 124 8960 
CATCGGGGAG AATTTAAAAT CGGTTCGGGT TTTAATTTAA ACGAACGAGA AAATCCCCCT 124 902 0 
CCGATAGGnT CTGTGATTAC TTATAAATAT CGAGGCATTA CGAATAGTGG AAAACCTCGA 124 9080 
TTTGCAACCT ATTGGCGAGA GAAAAAATGA GCCTATTTAT AAATCTGACA AAATGAATTT 124 914 0 
AATCAATATG GaAACAAGCG ATTAATTTTC CATCAGTATG TTGCTCCAAG TGCGGTTGAT 124 9200 
TTTCACGACA TTTTTCTGTC GCTTTCCAAC AACGAGGATT AAATGCACAG CCTTTTGGAG 1249260 
GATTAATCGG GCTTGGTAAT TCGCCTGTCA GCTTAATACG CTCACGGCGC AAGTTTGGCG 124 9320 
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ACAAACGTGG TGTCGCTGAA AGTAACGCTT TGGTATAAGG ATGCTGAGGA TTAGAAAAAA 1249380 
TCTGCTCTGT CGTCCCTTTT TCAATACAAC GACCTAGATA CATTACCATC ACTTCATCAG 1249440 
CGATATGTTC TACCACAGAA AGATCGTGTG AAATGAACAC GTAAGACAAG CCTAATTCAT 1249500 
CTTGTAAATC CATCATTAAA TTCAGTACTT GTGCACGCAC GGAAACATCC AATGCAGAAA 1249560 
CAGGCTCATC GGCAACGACA ACATCTGGnT CTAACATTAA ACCACGAGCG ATGGCAATAC 1249620 
GTTGGCGTTG TCCGCCTGAG AACATGTGAG GATAACGATC ATAAAATTCA GCGCGCAAGC 1249S80 
CCACTTTTTC CATCATCGAT AAAACTTTTT CTCGACGTTC TTTGGCGGAA AGTTTTGTAT 1249740 
TGATGATTAA TGGTTCTTCC AAAATTGAAC CAATCTTTTT GCGTGGATTT AACGATGCGT 12498 00 
AAGGATTTTG AAAAACTATT TGAATTTTTT TACGACGTAG TGCtTTTGTT TCAGAATCAT 1249860 
TTTCTAAAAA ATTATGCCCT TTGTAATAAA GTTCGCCTTT GGTTGGTTCT TCAATCATTG 1249920 
TCAATAAACG ACCTAGCGTT GATTTTCCAC AACCAGATTC CCCCACGACT GCTAAAGTTT 1249980 
TACCTCGTTC AAGCTGAAAA GAGACACCAT CCAACGCTTT TACTTGCTGT GGTTTTGCAA 125004 0 
ACAAGCCTTT TTTTACAGGG TAATATTTTT TTAAGCCAAT GGCATTTAAT AATGGCGTAT 1250100 
TTTCTTTTAC TTCATTCGTC ATTATTAAGC TCCTTGATAT TCAACTGGAT TGCCTTGCTC 1250160 
GTTCAGCGGA GTATGGCATT TTACTTTACG CGAACCGATA TGATGCAATT GAGGTTCAAC 1250220 
TTGGCGACAA TATTCGGTGG CATAAGGGCA GCGAGGATTT AATAAACAGC CTGTTGGGCG 1250280 
ATCGTATTTT CCAGGGACGA CCCCTTGTAA TGATTCTAAG CGAGATTTTC CCTCTGCAAA 1250340 
TTCAGGTAAT GAACGTAACA AGGCTTGTGT GTAAGGATGT TTTGGTTCGC GGAAAATATC 1250400 
TTTTGCGGTG CCTTCTTCAA CGATTTGTCC AGCATACATC ACGATAATTC GCTCTGCCGC 1250460 
TTCAGCCACA AGTGCTAGAT CGTGAGTAAT CAAAATTAGG GACATGCATT CTTTCTTTTG 1250520 
CAATTCAAGT AAGAGTTCCA TAATTTGAGC TTGGATAGTC ACGTCCAATG CCGTGGTTGG 1250580 
TTCGTCAGCA ATCAATAATT TAGGTCTGCA AGCAATTGCC ATCGCAATCA TCACGCGCTG 1250640 
GCTCATTCCA CCAGACAGCT GATGGGGATA AACATCAATC CGAGATTCAG GATCAGGAAT 1250700 
ACCGACCAAT TTTAAAAGCT CTAAAGTGCG GTCTTTTCTC GCCTTTTTTG TGCCGCCTTC 1250760 
GTGAGTTTTT AACGCTTCCA TAATTTGGAA GCCCACAGTA TAAGCAGGAT TCAAACTTGT 1250820 
CATCGGATCT TGGAAAATCA TTGCTACATC AGCACCAATA AGCTGGCGTT TAGCTTTACT 1250880 
CTCTAAAGTG AGTAAATCAG TATTTTCAAA TTGCAAGGAT TCAGCAGATA CACGTCCAGG 1250940 
ATGATCAATT AATCCCATAA TTGCGAGAGA ACTCACAGAT TTACCTGAGC CTGATTCTCC 1251000 
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TACAATGCCA AGCACTTCGC CTTGTGCGAC TTGATAGCTA ATGCGATCCA CTGCTTTAAA 1251060 
TGGCGTTTTT TTATCGCCAA AGTGAACAGA AAGTTCTTTT ACGTCTAATA ATGCCATTCT 1251120 
GTTTTCCTAT TGTTTGAGTT TTGGATCAAG GGCATCACGC AAGCCATCGC CCATTAAGTT 12 51180 
GAAAGCTAAT ACCAAAGATA AAATCACTAA GCCAGGAATT GTAACTAACC AGTTTGCCGC 1251240 
TTGCATAAAA CCACGTGCTT CTGAAAGCAT TGTGCCAAGT TCAGGTGTTG GTGGTTTTGC 1251300 
ACCAATGCCT AAGAAACCAA GTGTCGCGAG TTCTAAGATA GCATTGGATA TTCCCATAGT 1251360 
CATTTGCACA ATTAAAGGGG CTAAACAGTT TGGTAAAATC ACAATAAACA TGAGGCGTAA 12 51420 
AATACCTGCC CCTGCCACTT TAGATGAAGT CACATAATCA CGATTTTTTT CATTCATCAT 1251480 
CGCTGCTCGA GTTAAACGCA CATAGCTAGG AATCGATACC ACGGCGATCG CTAAAGTGGC 1251540 
ATTGGCGAGT GATGGCTCTA AAATAGAGAC GACTACAATC GTCAAAAGTA AGTTTGGAAT 1251600 
TGCGAGCATA ATATCAATTA GGCGAATGAT AATTGTATCT AGCACGCCGC CATAATAGCC 1251660 
AGAAATCAAG CCAAGGCTGG TACCAAAGGC GCAAGATAGT AATACGATGA TAAATCCCGC 1251720 
AAAGACGGAA ATTCGCGTTC CATAAATAAT ACGCGAAAGA ATATCTCGCC CAATATCGTC 1251780 
TGTgCCGAGT AAATAAGCAG GATTACCGCC CTCATACCAA GCGGGTGGCA GTAAAAGTGC 1251840 
GGTACGATTT TtTTCTGTTG GnTCAAAAGG TGCAATATAA GGCGCGAGAa TGCTGATTAA 1251900 
GGCAACAATC AAAtAAAAaT TAAACCAATT AGCGCACCAC GATTTTkTTT AAAGTAAAAC 1251960 
CAAAATTCTT GTAAGGGTGT TTTTGGCGCG AAAGTTAAAG GCGTGTCAGA CATAATTTCT 1252020 
CCTACAATTA ATGACGGATA CGCGGATTGA CCACGCCGTA AAGTAAATCG ACGGTTAAAT 1252080 
TTACCACAAT AATAATCGTC GCAATAATCA GTACAGAACC TTGCAACACT GGATAATCAC 1252140 
GGGCTTGAAT GGCATCAATA ATCCaTTTTC CAATCCCCGG CCAAGAGAAA ATAGTTTCTG 1252200 
TGAGAACTGC ACCAGAAAGC AATTGAGCTA CAATTAACCC GACCACAGTG ACAACAGGAA 1252260 
TTAACGCATT ACGCAATGCG TGAACAATAA CAATTCGAGT ATAGCTTAAA CCTTTTGCTT 1252320 
TTGCCGTGCG AATGTAATCT TCGCCTAATA CTTCCAGCAT TGCAGATCGT GTCATACGCG 1252380 
TAATAATGGC GAGAGGAACT GTGCCTAGGA CTATTGCAGG AAGAATTAAG GATTTCACCG 1252440 
CATTTTCGAA GGCACCAGAA ACAC CTG AAA GCCAGCTATC AATAAGCATA AATCCTGTTG 1252500 
GTGTATCGAt CCAAAATTCA TTATCTAAAC GCCCACCTTG TGGCAAACCG AGTTGTGGCG 1252560 
AAACATATAA AATTAAAATT AAACCCCACC AGAAAATCGG CATAGAATAA CCTGTGAGCG 1252620 
ATGCAGCTGT AACGGTGTGA GAAATCCAAC TGTCTTTTTT TACTGCGGCA ATCGTGCCTA 1252680 
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AAATTATTCC ACCTAATAAT GACCAAAATA ACGCAAAAAA AGCTAATTCA GCGGTAGCAG 1252740 
GGAAAAGCGT AAAAAATTCA GTAAGGACAG GTTGTTGAGT GCGGAACGAT GCACCGAAAT 1252800 
CCCCTTGAAT TACATTGCCA ATATAGTGGA AATATTGCTG ATAAAGAGGT AAATCTAAAC 1252860 
CCAATTGGTG CATCATTTGT TGATGTACTT CTGCCGTTAA GCCACGTTCC CCCATCATAA 1252920 
TTTC CACAGG ATCACCgGGA ATAAAATGCA CaAGGgCAAA GGTAATAAGA GTAATGGCAA 1252980 
TaAAAGTAGG GATCACCATT AAGATTCGTT TGAATACAAA TTTAAACATT CCATCACTCG 1253040 
TAGATAATAA AAGTGCGGTA AAAATTCACC GCACnCTTCA AAGAAATTAA TCGGTAAAAA 1253100 
ATATAATACT CTTGAATTCT ACCGCACTTT TTCCAATTTT GCCAAATGCG CAATCAACCA 1253160 
TTTAATGCCT TGCGCTTGGA ATGCTATTTG TAAACGTGTG TTATTTTCAG AaCCTTCCAC 1253220 
ATTAATCACT GTGCCGAAAC CAAATTTTTC GTGTTTAACT TTTTGACCCA TTTTCCATTC 1253280 
ATTTTCGACC GCACTGGTAT TCGACAATGA ACCGACTTTT GCTAGGTTCA TCGCACGAGT 1253340 
GACTGTCCCT CGTAAACGAA TTTnTTGGAT ACATTCTCTC GGTAATTCTG CGATAAACCG 1253400 
TGATGGCAAA TGGCGTTCTT CTTTGGCATA TAATCGACGG CTTTCCGCAT AAGAGATGGT 1253460 
CAGTTTTTTC TTCGCGCGAG TAATACCGAC ATAAGCTAAA CGACGCTCTT CTTCTAAACG 1253520 
TCCGGGTTCT TCAAAAGAAC GAAAACTTGG GAATAATCCT TCTTCTACGC CCACCATAAA 1253580 
TACACGAGGA AATTCTAAGC CTTTCGCAGA GTGCAACGTC ATCATTTCTA CACAAGATTG 1253640 
ATGCGGCGAG GCTTGTTCTT CGCCAGCTTC TAAGGAAGCG TGCGTTAAAA AGGCAGTGAG 1253700 
TTCGGTCATT TCTTCCGCAT TATCAGGTTT GATAAATTCA CGGGTTGCGG TAACTAATTC 1253760 
TTCCAAGTTT TCAATACGCA CTTCGCCTTT TTCGCCTTTT TCTTGTTGAT ACATTTCATA 1253 820 
TAAGCCCGAA TGTTTAATCA CAAAATCAGT TTGTGCGAAA AGCGGCATTT CTGCGGTATC 1253880 
AAGTTGTAGT GAATTAATTA ATTCTTGGAA ACGTAATAAG GCTGTTGAGG CTCGCCCTGC 1253 940 
CAACATATTT TCTTGTGTTG CGACTTGTAC TGCTTGCCAT AAGGTAATTT GGCGTTCGCG 1254000 
TGTTAAGTTA CGCAATATAT CTAAAGTGCG GTCGCCAATG CCACGGGTTG GCGTATTAAT 1254 060 
TACACGCTCA AAAGCCGCAT CATCTTGACG ATTATTAATC AAACGAAGAT AGGCTAACGC 1254120 
ATCTTTAATT TCTTGACGTT CGAAGAAACG CATACCGCCA TAAATACGGT ATGGAATTTG 1254180 
ACAACGAATT AAAGCTTCTT CAATAACCCG TGATTGGCTA TTACTACGAT AAAGTACAGC 12 54240 
GCAATCATCA AGTTTTCCGC CATGTTCTAC CCAATCCTGA ATTTGTGAAG CGACAAATTT 1254300 
TGCTTCATCT AATTCATTAA AGGCAGAATA GATGCCCACA GGATCGCCTT TCTCACCCTC 1254360 
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TGTCCATAAA TTTTTACCAA GACGATCACT ATTGTTTGCA ' ATTAATTCAT TTGCGCTGTT 1254420 
TAGGATATTG GCGGTAGAAC GATAGTTTTG TTCAAGGCGA ATTGTTTCGG CTTTGAAATC 1254480 
TTTCAAGAAT TTTTGGATAT TTTCTATTTG TGCACCACGC CAACCGTATA TAGATTGATC 125454 0 
ATCATCGCCC ACAATCATGA CTTGGCCTGT TTTTCCAGCA AGAATTTTGA TCCATTTATA 1254600 
TTGGATTTTA TTGGTGTCTT GAAATTCATC CACCAAAATA TGCTGAAAAC GTTGTTGATA 1254660 
ACGTTGCAAA ATTAATGGTT TTTTCTCAAA TAATTCATAG ACCCGAATTA ATAATTCAGC 1254720 
AAAATCGACC AACCCTGCGC GATCGCAAGT GTCTTGATAG ATCTGATAAA TTTTAATCCA 1254 780 
TTCACGTTCT TGGCGATCAT TAAAATCTTC AATATCATTT GGTCGCAAGC CTTCATCTTT 125484 0 
TTTGTTATTG ATGTACCAAC AAGCCTGTTT AGGCGGAAAA GCTTTTTCAT CAAAATTATG 1254 900 
TAATTTTAAT AATCGTTTAA TTAAACGAAG TTGATCTTCT GAATCTAAAA TTTGGAAATC 1254 960 
TTGTGGCAAT CCCACATCTA AATGATGAGC TCGCAACAAA CGATGAGCAA TGCTATGGAA 1255020 
GGTGCCAATC CACATACCAA ATAATTGATG TTGTGCGTGT TTGGCAAGGG TAGATTGAAT 1255080 
ACGATGACGC ATTTCTGCTG CGGCTTTATT GGTAAACGTC ACCGCCATAA TGCTGCCTTC 125514 0 
AGAAATATTT TCGACCGCAA TTAACCAAGC AATACGGTGC GTCAATACAC GCGTTTTGCC 12552 00 
CGAGCCTGCA CCAGCTAGCA CTAAGTGATT ACCAAGAGGA GCAGCTACGC GTTCGCGTTG 1255260 
TTTATCGTTG AGTCCGTCAA GTAATTCAGA AATATCCATC ATAAACTATC TTTAATCTGT 1255320 
TTAAATTTAC AGTTATTATA GTCCCATCTA TCTTGTGAAA CAATAAGATT TGTGAGTATA 12553 80 
TCAAAAGTAG GGTAGAACAT TTTAAGAATA ATATTAAGCG GGATTCTCCT ATATCCTTAA 1255440 
ACTCAACATC AAAACCATAT GCTTTGAAAG CTATTTTTAT ACTATTTATA AACAAACTTT 1255500 
TAATTCGTTT ACCTCTCATT CCTAAAATGC AAGGTTTCTC ATTTTTCCAA AAATACCCAT 12 55560 
GATGACAATA ATAGCATAGG AATGTTGTTT , AATGACTTAA TCAATACTTG ATTTGCTAGG 1255620 
ATTCCTGTAA TGATTTTATA AACATTTGCT TTTCTTTCTA CTTGCACGCC ATTTTACGCA 1255680 
TAGTCGGTGA TTTTGTCCGA ATTAAGTTTT AGGTTAAAAA GTTACTCAAA TTCAATGTTA 1255740 
TTCATAATTA ATACAAATAA GAAAGGGTGA GATATGGTAC AAAATTCCAA AAAATGGTTA 12558 0 0 
GCACAAAGGA ATGGGAGAAG TGTGCTATCC AAGTTTCATT ATGATCATTC TCTAAAGTAG 125586 0 
AAAACGTCAT ATACTAAATT ATATACTGAT CAAAAAATAA TATTtCCTTC TATTACTCAA 125592 0 
TACCAATCAA TTTATGTGTT TGTAAACTTA GCTGCCATTT AGGTTTATTT GAACGTTGAT 1255980 
TCAATTGACC AAGTAAAGTG ATAGTCTCAA GTAAATTCAT TTTCCCATCA ATTTCACAAG 1256040 
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GTGAAAGATA GTAATTCTTT GCTTTTATTT TTTGCTCGAT CAATTCACAA AATGATGGCA 12S61O0 
TATTACTGTC CATTACAATA CGTACTTCAT TTGCAAATGG AATGCAACGC TTTTCATACT 12561G0 
TATGAGCATA AAGGCTCTTA GGACTCGTCG CAATATAATC TATTTGTGCA GGAATTGCTT 1256220 
TTAGACCATT GGTTTCAATT GCAAGAAAAT AGCCATCTGA TTTAAATTGC TCAAGTAAGT 1256280 
ATTCAATTTT TGGTACAATT GTTGGCTCAC CACCTGTGAT GATAATATTC TTTGACGAAA 1256340. 
ATGACCGCAC TTTTTCTAGA ATTTGTGATA CAGACCAGCG TTTAAAATTA TTATAAGGTG 1256400 
TATCACACCA AGGACAGTCT AGATTGCATT TACCAAATCG TACAAAAACA CTTGGCATTC 1256460 
CCGTATTGAA GCCCTCCCCT TGCAGACTTT CAAAAATTTC GACTATGTTA AAGTTCGGTT 1256520 
CAAAATCATG ATATTTTTCC ATCAACATTT ACTCCTGATA CTCGCAAAAT GAAGTTGGGG 1256580 
TTTCCCATAA ACGAATGGAT GATATGGACA GTTGTTCATC ATGTTTTAAA CGATTAAAAA 1256640 
TAAAACGAGC TATTTCTTCT GCCGTAGTTC TAAAGGGAAC ACCAAAAGTT TTTGAGTTTA 1256700. 
ACTTTTGCAA TAGAGTGGCA ATTTGGCTTT CTCGCTCATT GGTTTGATCA TAAATAAAGG 1256760 
CGTGATCCAT CGGATCTAAA ATAACTTTTT TCACAATAGA CTTTAGATCT GAAAAATCAA 1256820 
TGACCATTGC TTTTTTTGCA CCTGATTTAT ATAAGTCACC CGAAATTTCA ACTTGTAATT 1256880 
TATATGTGTG TCCATGTAAA TTTTGACATT TCCCATCATG TCCATCTAAT AAATGTGCCA 1256940 
TGTCAAAGCT AAATTCTTTG GAAATTTTAA ACATTTTTTC TACCTTTTTG AGTCAAATAT 1257000 
TTCTTTAAAC CTTTATTGCG TAAAATACAG CTTGGGCATT TTCTGCATCC ACCTTCGATG 1257060 
CCTTCATAGC AAGTGTGAGT ATGTTTTTGT ACATAATCTA ATACGCCTAA ATTCATCAGC 1257120 
AAGTTGCCAA GTTTGGGCtT TAGTGAGATA CATTAATGGT GTTTTGGATA TTGGAATTGG 1257180 
ATAATCCATA GCTAAATTTA ATGTGACATT CATTGACTTG ATAAACACAT CTCGGCAATC 1257240 
TGGATAACCG CTGAAATCTG TTTCACATAC GCCAGTGATA ATATCTTGAA TGCCTTGGCC 1257300 
TTTCGCATAA ATCGCTGCAT AAAGTAAAAA TAGGGCATTG CGACCATCAA CAAAAGTGTT 1257360 
TGGCAATTCA TTCTCTTTTT GCTCAATATG CGCTTGTTCA TCCATTAATG CATTATGCGT 1257420 
GATAGCTTTC ATAACAGATG TATCAATCAA GGTTTGTTTA ATGCCGAGAT CTTGCGCAAT 1257480 
AGTGCGCGCC TTTTCTAACT CAATAGCATG ACGCTGCCCA TATTGAAAGG TAATGGCTTC 1257540 
TATGTTTTCT TTGCCGTATT CAGCAATAGC TTGGAATAAA CAAGTCGTGG AGTCTTGTCC 1257600 
ACCTGAAAAG ATGACAATCG CTTTACGATC GTGGTTTGGA TTGAAAATAT TCATATTTTA 1257660 
CCTAGTTTTT TATTGTAGGA GGTTTGCGAA CTACGGGGGG TATTCTAGTG GGGAAGTTCT 1257720 
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ATTTTAGCAA GACAAGTGAA ATATTTCGTT 
GGTTTTTAAT TTAGCAAAAA GGTTTACTTA 
CGTTGATTAT TTCAGCTTGC GCAAATAAGG 
ATTCAGGTGT TAAATTTGAT AAAGATTCTC 
CGGTTGATTT TTAACCGCAC TTTCGTTTTT 
GCCTTCAGGT GCTTCGATAT CACCGAATTG 
GGTAACAGGG CCTACTTCAG TTTCTGAATC 
GCCGCCCACT GGGGTAATCA CCGCCGCTGT 
GAGTTGATCG ATATACACAT CGCCTTCAAT 
ATGTAAAAGA GAGTATTTAG TGATACTTGG 
TTTATTGTCT TTTGTGATCC CAAAGAAGTT 
AGTTTTTGGA TCTAAATAGA TTGCATCCGC 
GGCTAATTCG TGTGGAAGTA AGCTTGCTGC 
GCCCATTGGT GCAGCACGGT CATAATCGGT 
TTTGAAGTAA GCACCCACTG GGCAACAAAA 
CACGCCGATA TTTTCGCCCA CGCCAATTAA 
ACCGTAAGGA CCCAACCAAT CTTGGTTAGC 
TAATTCAGTT GGTACGCGTG GCATTAAAAG 
ATTTGCTTGC GGGCGGAATA AGTTGATTGA 
TTCAAAACAT TGCTGACCGT AGTGAAGAGC 
ATCTGTAGTG AGTTTTCCTT CGTCCCATTT 
ATCTGTTTTA ATATAACTAA AACCAAGGTT 
TTAATATTAT TTTTTGAATG AAATTTCGCT 
TAATAAATTC TCGAAATGAT GCAATTTTTA 
AAACAGGGCA GGAAATAACG ATATAGTTAT 
AATGAGAGCA GCGTTTAACC AAATCGGTTT 
ATTGTTACTC AAGTTCGGTT TCC CGAACT A 
AAACTCATTA ACTAGTAAGG AATTACCAAT 
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GGATGTGAAG TCGTTGTGCT ACAATTCGCA 1257780 

TGAAAAAATG GTTGTTGATT ATCGCAGGCG 1257840 

ATGTGTATTT TAACGGTGCA GAAGGTTCGC 1257900 

GCCAATGGGG ATTAAATCAA TAAAAAAGTG 1257960 

TGGTAGAAAT TATTCTACTT TCACAATCCA 1258020 

AATGCCTGTn AATTCATCAT AAAGACGACG 1258080 

GAATACGTGG AATTTTCCGT TGTGTTGAAT 125814 0 

ACCGCACGCA CCAGCTTCTA CGAATTGATC 1258200 

AGCTTCCATA CCTAAACGCT CTTTTGCGAT 1258260 

TAAAATAGAT TCTGATTTTG GTGTGATGAA 1258320 

TGCCGCACCG ACTTCTTCAA TTTTGGTGTG 1258380 

AAATTTACGT TCTGGCGTAC CTTGTTCTGC 1258440 

GTAGTTCCCA CCCACTTTCA CACCACCAGT 1258500 

CGTGATAAAG TTTGATGGAG CCAAACCACC 1258560 

AACAGAGAAA ATAAACTCTG GTGCCGTTTT 1258620 

GAATGGACGT AAGTATAAGG TTGCACCAGA 1258680 

TTTAACCACT TCTTTACATG CACGCACGAA 1258740 

ACGGTCTGCG GTACGTTGCA TACGCTCTGC 1258800 

ACCATCTTTG CAACGGTAAG CCTTTAATCC 1258860 

GGTTGAACCT TCGTGAATAT GTAATGTGCT 1258920 

GCCATCTTTC CAGTGAGCGA TGAAGCGGTA 1258980 

ATTCCAGTCT AAGTCTTTGA TTTTACTTCC 1259040 

TAATCTACAC CATTCCTGAA GTGATTTAAA 1259100 

GCCAACTAAA AAGGAATAAT GAAATTTTGG 1259160 

GCTAAAATCG GGATGAAAAA AACGCCACTC 1259220 

AATAATATAC AGGAAGTAAA TGAGTAACAA 1259280 

TATGCAAACA CAACATCATA CTTAAGTCTG 1259340 

CATTAAGTAT GGTTGTATTG TAAGGAAAAG 1259400 
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GGTAGGAAAG GACAAGTGAC GTTTTTTnAT TTGAGGTATT AGAAAaACTA ATTTGAAATA' 1259460 
AATCTTGTCC ATTATAGACG AAAATTTTAT AAATGGAAAT nCTTATGTAT AAnCGTTTGC 1259520 
CACCATTGAa TTCACTAAAA TCTTTTGAGT CGGCTGCTCG TTATTTAAGT TTTACTAAAG 1259580 
CAGCAGATGA GCTTTGTGTT ACACAGGCGG CGGTTAGTCA TCAAATTAAA TTATTAGAAG 1259640 
AnTTTTTAGG GATTGAtTTA TTTAAGCGAA AGAnTCGTTC TTTAGAATTA ACGGAGCTTG 1259700 
GTAAAGCTTA TTTTGTTGAT ATTAATAAAA TTCTGCGTCG CTTAAATGAA GCAACAGAGC 1259760 
GATTATTAAC GTTAAAAACG GATCCGCATT TAAATATTAG CGTGCCACAA ACTTTTGGTA 1259820 
TCCAATGGTT AGTGCCACAT TTAAGTGAAT TTAATCAGCT TTATCCGCAA ATTGAGGTTC 12598S0 
GTTTAACAGG CGTGGATCAA GATGAAGGTT TGTTAAATAA AGAAATTGAT CTTGCCATTT 1259940 
ATTATGGTTT GGGAAATTGG CAGAATCTTC AAGTAGATCG TCTTTGCGAA GAAAATTTAT 1260000 
TGATTTTAGC CTCACCTGAA TTGCTAGCAG AAAATCCAAT TATTCAGCCT GAAGATTTAA 1 2600S 0 
AAAAACACAC ATTAATTCAC ATTCATACCT GTGATAATTG GCAAGCGATG GCAAATCATT 12601.0 
TACAGTTAGA TGATTTAAAT ATTCAGCAAG GACCGTTATT TAGCCATACA TTTATGGCGT 1260180 
TACAGGCGGC TATTCACGGG CAAGGCATTG TATTAGCTAA TCGCTTATTA GCCTTGCAAG 1260240 
AAATTGAAAA TGGATCATTG CAAGCAGTGT TGCCGACTAA TTTGCCTGAT CCAAAATCAT 1260300 
TTTATGTGGT CAATCATCTT GATCGCCTTG ATGACCAAAA AATTCAAGCA TTCCGTCAGT 1.60360 
GGATTATTAA CTCAATTAAA CAAGAAGAAA ATGAATAAAC TCGCATTATA TTGTCGCCCA 1260420 
GGTTTTGAGA AAGAAGTCGC CGCAGAGATT ACCGATCAAG CAAGTCATTT AGGTGTATTT 1260480 
GGTTTTGCTC GAGTGCAAGA TAATTCGGGC TACGTGATTT TTGAATGTtA TCAACCTGAT 1260540 
GAGGCAGATC GCCTTGCCCG AGACATTCCT TTTAATCGTT TGATTTTTGC TCGTCAGATG 1260600 
ATGGTTATTT CCGATTTATT GGAAGATTTA GATCCTGCTG ATCGTATTAG TCCCATCGTG 1260660 
GTGGCGTTTG AAGAATTATC ACAACAAGTT AATTTTGCTC AATCTAGCGA GCTTTTTGTA 1 2 607 20 ' 
GAAACTGCAG ATACAAATGA AGCGAAGGAG CTTtCCACTT TTTGTCGTAA ATTTACCGTG 1260780 
CCTTTACGTC AGGCATTGAA AAAACAAGGT TGGCTTTCGG CAAAGGCGAG TCAAAAGTGC 1260840 
GGTCAATTTT TACATTGTTT TTTTGTAAAA CCGAATTGCT GTTATGTGGG ATATTCTTAT 1260900 
^ GTGGATAATC ATTCCTCCCA TTTTATGGGA ATCCCTCGTT TAAAATTTCC TGCAGATGCG 126096O 
' CCGAGTCGCT CCACGTTAAA ACTAGAAGAA GCTATTTTGA CTTTTATTCC GCGTAAAGAA 1261020 
GAGAATAAAC GTTTAAATGA AAATATGATT GGCGTTGATT TAGGGGCTTG CCCTGGTGGT 1261080 
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TGGACGTATC AATTAGTTAA ACGCGGTTTA TTTGTTTATG CTGTTGATCA CGGAAAAATG 126114 0 
GCGGCGAGTT TGCATGATAC GGGGCGCATT GAACATTGCG CGGAAGATGG TTTTAAATTT 1261200 
CAGCCTCCCA AAAGGAAAAA AGTAGATTGG TTAGTCTGTG ATATGGTGGA ACAACCAAGT 1261260 
CGTATTTCTT TATTGATTGG TAAATGGTTG TTGAATGGTT GGTGCCGAGA AACCATCTTC 1261320 
AATTTAAAAT TACCCATGAA AAAACGTTAT CAAGAAGTGA TATTATGTTT AGAAAACTTG 126138 0 
GCTGTTATGT TGGCTGAGCA GAATTTAAAT TTTGATATCC AAGCAAAACA TTTATATCAC 1261440 
GATCGTGAAG AAATCACGGT TCATATAGCA TTAAAACCTT GAGTGAACTG TTTTCATAAC 1261500 
CAAAAAGGAC GTCGCGAATG AaTTTACACG AATACCAAGC AAAACAACTA TTTGAGCATT 1261560 
ATGGATTACC CGTAAAAAAT GGGGCAGTCT GTCAATCTGT TGAGGATGTC GATTTGGTAC 126162 0 
TGGCTCAACT TTCAGGCGGT AAGTGGGCAG CGAAATGCCA AGTTCATGCT GGTGGGCGTG 1261680 
GTAAAGCGGG TGGCGTTAAA TTGGTACAGG ATGTAGAGGA AGCGAGAGCT TTTGCAGAAA 1261740 
AATGGCTGGG ACAACGTTTA GTCACTTTTC AAACGGATAA ATTGGGTCAG CCAGTAAACC 1261800 
AGATTTATTT TGAAGAAACT TGCGATATTG ' ATAAAGAATT TTACTTAAGT GCGGTTGTTG 1261860 
ATCGCACCTC TCAAAAAGTG GTGTTTATTG CTTCCTCTGA GGGTGGAATG AATATTGAAG 1261920 
AAGTCGTGCA AAATTCACCG CACTTACTCC ATAAAGTAAC CATTGAnCCT TTATTTGGAG 1261980 
GATTGCCTTA TCAAGGCCGT GAATTGGCGT TTAAATTAGG GTTAAGTGGT ACGCAAAACA 1262040 
AACAGTTTAC CGATATCTTT ATGGGCTTAT CTCGTTTGTT TTTAGAAAAA GATTTATCTT 1262100 
TACTGGAAGT CAATCCGCTT GTTCTCACTC CACAAGGCAA TTTGGTTTGT CTCGATGCCA 1262160 
AAATATCTGT CGATGATAAC GCTTTATTTC GCCATAAAGA TTTATTAGCA CTGCAAGATT 1262220 
TAACTCAAAA TGATGCCCGT GAAGCAGAAG CTGAAAAATT CCAGTTAAAC TATGTGGCTT 1262280 
TAGAGGGCGA TATTGGTTGT ATGGTAAACG GGGCTGGGCT TGCAATGGGC ACCATGGATA 1262340 
TTGTGAAACT CTATGGTGGG AAGCCTGCGA ATTTtCTTGA TGTGGGTGGT GGTGCAACGC 1262400 
AAGAGCGGGT TGCTGAAGCG TTCAAAATCA TTTTAACCGA TCCTTCCGTT AAAGTGATTT 1262460 
TAGTGAATAT TTTTGGTGGC ATTGTTCGTT GTGATTTGAT TGCTGAAGGT GTGATTGCTG 1262520 
CAGTAAATGA AGTGGGCGTG AGAGTGCCTG TGGTTGTGCG ATTAGAAGGA ACGAATGCTG 1262580 
AAATGGGTCG CCAAATTTTA GCGGAAAGCG ACGTTAATAT TCTTACCGCA CAGAGTTTAC 1262640 
AACAAGCCGC AGAATTAGCC GTGAATGCAG CAAAAGGAGA ACACTAATGG CGATTTTAAT 1262700 
TGATAAAAAT ACCAAAGTGA TTTGCCAAGG TTTTACTGGT GGACAAGGGA CTTTTCATTC 1262760 
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TGAACAAGCA TTGGCCTACG GAACGCAATT AGTTGGTGGC GTATCGCCAA ATAAAGGTGG 126282 0 
AACCACTCAT CTTGGTTTAC CTGTATTTAA TACAGTTCGT GAAGCTGTCG AAAATACGGG 1262860 
GGTAACAGCG ACAGTCATTT ATGTGCCAGC ATCATTTTGT AAAGATGCCA TAATTGAAGC 1262940 
TATTGATGCA GGGATTCAGT TAATTGTCTG TATTACTGAG GGTATTCCTA CATTGGATAT 1263000 
- GCTTAAAGTG AAACAGAAAT TAAATGAAAC GGGCGTAGTA ATGATTGGGC CAAATTGCCC 1263060 
AGGTGTGATT ACGCCTGATG AATGTAAAAT CGGCATTATG CCCGCTCACA TACATaAAAA 1263120 
AGGTAAAGTG GGGATTGTTT CTCGTTCTGG AACTTTAACT TATGAAGCGG TAAAACAAAC 1263180 
TACAGATGAA GGCTTTGGAC AATCGACTTG TGTGGGTATC GGGGGAGATC CTATTCCAGG 1263240 
TTCTAGTTTT ATTGATATTC TTGAAAGATT TCAACAAGAT CCCGAAACAG AAGCCATTGT 1263300 
GATGATTGGC GAGATTGGCG GCTCTGCAGA GGAAGAAGCA GCAATCTTCA TTAAAGATAA 1263360 
TGTCACTAAA CCAGTGGTTG CGTATATTGC GGGTATCACT GCGCCAAAAG GAAAACGGAT 1263420 
GGGGCATGCG GGAGCCATTA TTAGCGGCGG AAAAGGTACT GCAGTAGAAA AAATTGCAGC 1263480 
GTTAGAAGCC GCTGGTGTGA CCTGTGTAAA AAGCCTCGCT GAAATTGGTG AAGCCTTGAG 1263540 
AAAGCTATTA AAATCATCTA AAAATTAACC GCACTTTAGT TTTCTAAAGC GTAGATTGGC 1263600 
TTTCTACGCC TTTaTTTTTA TATGCTCGCC ATTATAAAGT GAGCACAAAA TTGCTATAAT 1263660 
CAGCGCACAT TTTTTAAGGA AGAAACACAT GAGCCAATTT TnCTATATCC ACCCTGAAAA 1263720 
TCCACAAGCG CGCTTGATTA ATCAAGCCGT AGAGATTTTA CAAAAAGGCG GTGTGATTGT 1263 780 
GTATCCAACG GATTCGGGAT ATGCCTTGGG CTGTATGATG GGCGATAAAC ACGCAATGGA 1263840 
TCGCATTGTA GCAATTCGTA AATTGCCTGA AGGACATAAT TTTACCTTGG TGTGTAGCGA 1263900 
TTTGTCGGAA CTTTCAACTT ATGCAAGGGT AAATAATACC GCTTATCGTT TGATTAAAAA 1263960 
TAATACGCCA GGGCGTTATA CTTTTATTCT TACAGCAACG AAAGAATTAC CGCGTCGTTT 1264020 
AATGACATCA AAACGTAAAA CCATTGGTTT ACGCGTACCA GATAATAAAA TTGCTTTAGA 1264 080 
TTTGCTTTCA GCCTTAGGCG AGCCGATTTT ATCTTGTTCG TTAATGTTGC CGAATGAAGA 1264140 
ACATACTACG CAATCCGATC CTGAAGAAAT TCGTGATCGT TTGGAACATC AAGTGGATTT 12642 00 
AATTATTCAT GGTGGATATT TAGGGCAAGA GCCTACAACA GTGGTAGATT TAACGGAAGA 1264260 
ATCGCCAGTG ATTTTACGCG AAGGAAGTGG AAGTACTGCT CCTTTTATTT AACTTATAGA 12 64 320 
CGCTTGTGAA AGCGACCTTT CCATTATTCA AGGAAAACAA TGAAACCTAG TCAAAAACAA 1264380 
ACTCAAAGAC AACCGCACTT TTCCAAAGAT TCAGCAAAGA AACGTGATTT TTCAGCTAAA 1264440 
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AATGACAGAC GTTCAGTATC TCGTACTGCT CGCATAGAAA CAGCAAATAC GAAAAAAAGT 1264 50 0 
GCGGTTAATT CTGACAACAA ATTTTTATCT AAGCCAAAAG CGAAACCTGT TGTAAGAGCC 1264560 
TCGAATCAAC CGAAAGCAGA GGGCGAAAAA TTACAGAAAG TTTTAGCGCG TGCTGGACAA 126462 0 
GGCTCTCGTC GTGAAATTGA AACGATGATT GCCGCAGGCA GAGTGAGCGT AGAGGGTAAA 126468 0 
ATTGCGACTT TGGGCGATCG TATTGACGTA CATTCTGGCG TGAAAGTGCG TATTGATGGT 1264740 
CAAATCATTA ATCTTAGCCA CACACAAAAA GAAATTTGCC GTGTATTAAT GTATTACAAA 1264 800 
CCTGAAGGCG AACTTTGTAC ACGTAGCGAC CCAgAAGGGC GCGCGACCGT GTTTGATCGT 1264860 
TTGCCGCGTT TAACAGGCTC TCGTTGGATT GCGGTGGGGC GTTTAGATAT TAATACATCG 1264 920 
GGTTTATTGC TTTTTACCAC TGATGGCGAA TTAGCAAATC GTTTAATGCA CCCAAGCCGT 1264980 
GAAGTTGAAC GTGAATATTC TGTGCGTGTA TTTGGTCAAG TTGATGATGC GATGTTAGCA 1265040 
CGTTTACGTA AAGGCGTTCA GCTTGAAGAT GGCCTTGCCA ACTTTAAAGA AATTAAATTT 1265100 
ACAGGCGGTG TGGGTATTAA CCAATGGTAT GACGTAACCT TGATGGAGGG ACGTAACCGT 1265160 
GAGGTTCGTC GTTTGTGGGA ATCCCAAGGG ATTCAAGTTA GCCGCTTGAT TCGTATTCGT 1265220 
TATGGAAATA TCAAACTGAT GAAAGGTTTG CCTCGTGGTG GCTGGGAAGA AATGGATCTT 1265280 
GAAAACGTCA ATTATTTACG TGAATTGGTG GGATTACCTG CTGAGACTGA AACGAAATTA 126534 0 
GATGTAAAAC AGGCTAGTCG TCGTCCAAAA TCTGGGCAAA TTCGTAAAGC GGTAAAACGT 1265400 
TATTCGGAGA TGnACAAACG TTATnAAAAA TAAGGACTTT TTTATGAAAA TGCATGAATT 1265460 
GCGTTATATC GTTGAGATTG TAAACCAAAA TTTGAATGTC ACAGAAGCTG CAAATGCACT 126552 0 
TTACACATCA CAGCCGGGTA TCAGTAAACA AGTTCGCCTA TTAGAAGATG AATTAGGTCT 1265580 
GGAAATTTTT GAGCGTCATG GCAAGCATAT AAAATCAATT ACACCAGCAG GGAAAAAGAT 126564 0 
TATCTCAATT G CACG CGAGT TACTTGTTAA AGCGCAAGGT ATCCGTGCCG TTGCCGATGA 126570 0 
ATATACTCGG CCAAATCACG GTGTATTACG TATTGCGACG ACAAATACTC AGGCTCGTTA 1265760 
TATGCTGCCA AGCGTGATTG AACGTTTTTC TAAAAAATAT CCTGATGTGA GCTTGCATAT 1265820 
TCATCAAGGT TCGCCAACAC AAATTCACGA TGCTTTAATG TCAGGTGAAG TGGATTTGGC 126 5880 
AATTACCACT GAAGCACCTT ATTTATTTGA TGATTTAGTT CAGATTCCAT GCTATTGGTG 12 6 5940 
GAATCGTGCC GTGATTGTTT CGCCAGAACA TCCGCTTGCC AAAGTGAAAG AACTGACCAT 1266000 
TGAGGAATTA GGCAAATACC CACTTGTGAC TTACACGTTT GGTTTTACGG GTGTTTCTGA 1266060 
TTTAGATTAC GCATTTAATA GTGCAGGCAT TTTACCAAAT ATAGTTTTTA CGGCTACCGA 1266120 
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TGCTGATGTT ATTAAAACTT ATGTGCGCTT GGGTTTAGGG GTGGGCATTA TGGCATCTAT 1266180 
GGCACATACG GCATTAGATA CGGATCTTGT GCTAATTGAT GCAAGCCATT TGTTCCGCCC 1266240 
GAGTATGACG AATATTG CAT TTAAACATAG CACGTTCTTA CGTAATTATA TGTACGATTT 1266300 
CATGGAATAT TTTTCACCGC ACTTAACTCG TAGTGTCGTA GAAAAAGCCG AGCGTTTGCG 1266360 
AGATAACAAT TCAGTGAAAA AATTATTTGA AGGCATTGAA TTGGAAACAA AATAACAATG 1266420 
TCCAAATGAA GTGCGGTTGA AATTTAATAA GAATTTTAAT CGCACTTAAA AGATTAAAAC 1266480 
AGATCGTGAT ATTTCACTAA ATCCTTACGC TGAATAGCAA ATACGCCTAG TCCGCCATTT 1266540 
TTAAGTTCTA CCCATTCAAA TGGTACATCT GGATATTGCT CAATTAAGCT AATCATACTA 1266600 
TTACCCACTT CACACACCAA CACGCCATTT TCGGTTAAGT AATCTGGTGC TTGTTTTAAA 1266660 
ATTTGTTTGG TAATGTTTAA GCCATCACTG CCAGAACCTA AGGCTAACTC TGGTTCAAAA 1266720 
TGGAATTCTT CTGGCATATC GGCGAGATCT TCTTCATCCA CATAAGGTGG ATTGGTCACG 1266780 
ATAAGATCGT ATTTTTGTCC CAAAATATTT TCAAATAAGT TTGATTGAAT CGGGAATACA 1266840 
CGATGCTCTA ATTGATGGCG TGAAATATTG ATCTCCGCGA CATTAAGTGC ATCAACCGAT 1266900 
AAATCTACCG CATCTACTTC CGCATTCGGG AAAGCATAAG CACAAGCAAT GGCAATACAA 1266960 
CCGCTGCCTG TGCATAGATC GAGAATATGA TTTGGTTCTT GTGAAATTAA ATCTTCAAAT 1267020 
CGATCTTGAA TTAAAGCACT AATTGGAGAA CGTGGAATAA TGGTTCGTTC ATCGACATAA 1267080 
AATTCGTGAC CGCAGAACCA AGCACTATTT GTTAAATATG CCACAGGTAC GCGTTGTTCG 1267140 
ATTCGGGTTA ATACAAGTTG AACTAAGGTT TCTTTTTCAG ATGGGGTTAA TCGACTGTTA 1267200 
AATAATTCGG TAGGTAAATC AATGGGTAAA TGTAAGCTAC TTAAAACGAG TTGCAGGCTT 1267260 
TCATCCCAAG GATTATCGTG CCCTTGCCCG AAGTAAATAT CAGATCGATT GAGAATGCTA 1267320 
TACGTCCAAC GCAGAAAATC TTGGATGGTT TGCAGTTCGT TTGCAACATT ATCTTCCAAG 1267380 
ATAGTTGCAA CTAATTCTTG GTTATGTGAA GTTTCCATCG CATTTCTCCA TAAAAGTGAG 1267440 
TAGAAAAGTT AGCATAAAAT TAGGTATGAA AATTTGGCGT AGTTATACCA CAGATGAGAA 1267500 
TGTAGAACTA TGATATGATA CGCAAAATTT GAAAATTAAT GAGAAAAAAA TGCAAGACGA 1267560 
ATTTGATTTA TTCCGCACGG AAACCAAAGG CATTAAGCCA ATTAAACAAG ATACTTTTGT 1267620 
GGCCCCCCGC CAAAAACGTG ATCAGAAAAA AATAGAATTG AAAGAATTAC GAGCGAAAGA 1267680 
AGATACATTG TTCTATTTTT CTGATGAATA TGAGCCATTA CTGAATGACA ATGATGGTGT 1267740 
TGTGAAATAT TTACGTGATG GGGAAGATTC CCATTTATTA AAACAACTTC GTCGTGGAGA 1267800 
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TTTTTCGCCA GAATTGTTTT TAGATTTACA CGGTTTAACC CGTGAACAAG CTAAGCAAGA 1267860 
ATTAGCTGCA CTTTTACTGG CTTGTGAAAA TGAGCATGTT GATTGTGCCA GCATTATGAC 1267920 
GGGCTATGGC ACCTTTACAT TGAAAAAACA AATTCCACGT TGGCTAGTAC AACATCCTAA 1267980 
AGTGCGGGCA TTACATCAAG CACCAAGGGA GTGGGGCGGT GAAGCTGCAA TTTTGATTTT 1268040 
AGTCGATTTG TAAAAAACGT TATAAAAAAT ACCGCACTTT TACTGCTAGG GCAAAGTGCG 1268100 
GTATTTTCTT TTATGTTTTT ACTTGAATTA TTGTGTTGCT TGAATTGCGG TTAAGGCAAT 1268160 
TGTGTACACA ATATCATCAA CTAAGGCACC ACGAGATAAG TCATTGACTG GTTTGCGCAT 1268220 
ACCTTGAAGC ATTGGGCCAA TAGACACTAA ATCTGCAGAA CGTTGTACTG CTTTGTAAGT 1268280 
CGTGTTACCC GTATTTAAGT CAGGGAATAC AAATACCGTT GCCTTACCTG CTACTGGTGA 1268340 
ATTTGGTGCT TTAGAGCGAG CCACATCTTC CATCACTGCC GCATCGTATT GTAATGGGCC 1268400 
ATCGATTAAT AAATCAGGGC GTTTTTCTTT CGCAATACGA GTTGCTTCTT TCACTTTTTC 1268460 
TACATCAGCA CCGCTACCAG ATGTACCTGT TGAGTAAGAA ATCATCGCGA CTTTTGGATC 1268520 
AATACCAAAT GCTTTAGCAG AATCCGCAGA TTGAATTGCA ATTTCAGCAA GTTGTTCTGC 1268580 
AGTTGGATCT GGGTTTACCG CACAGTCACC ATAAACAAGC ACTTGATCTG GTAATAACAT 1268640 
AAAGAAGATC GAAGAAACAA TAGAACTACC TGGTGCAGTT TTGATGATTT GCATTGGTGG 1268700 
GCGAATGGTG TTTGCAGTGG TGTGGACAGC GCCAGATACT AAACCATCTA CTTCATTTGC 1268760 
TTCTAACATC ATGGTACCAA GTACTACGGT GTCTTCTAAT TGTTCACGAG CCGCAGTTTC 1268820 
GGTCATACCT TTTGCTTTAC GTAATTCAAC TAAACGATCA ACATAGTTTT CACGAACGTC 1268880 
AGCAGGATTG ATGATTGTAA TGCCTTTACC TAATTTAACA CCTTGTGCTT CTGCAACTCG 1263940 
TTGAACGGAT GCAGGATCTG CTAAAAGCAC ACATTCCGCA ATGCCACGTT CTGCACAAAG 1269000 
TACGGCTGCT TTGATTGTAC GAGGTTCATC GCCTTCAGGA AGCACAATAC GTTTTTTCGC 1269060 
CGCACGAGCA AGTTCAGTTA ATTGGAAACG GAATGCAGGT GGGGATAAGC GAGGTAAACG 1269120 
GCTGGAATCT GCAACTAAAT TATTGATAAA GTCAGCATTA AAGTGCTGGC TAATGTATTG 1269180 
TTTAATATTT TCAATACGTT CTTTGTCATC AACAGGCACT TCAAGATTAA AACTTTGTAA 1269240 
ACTTAATGCA GTTTGCCAAG TATTGCCTTC AATACGGAAG ATCGGTAATT TCGCTTTTTC 1269300 
AAAAGTTGGA CGGCAAAGTT TATTAATTTG AGCATCAATT TTGTAGCCGC CTGTTAATAA 1269360 
AATACCGCCG ATTTCAATAC CATTTGATGC TGCAAGAGCG GCTGCTACAA GCACATCTGG 126 9420 
ACGATCTGCT GAAGCGACTA ATAAGCTGCC TGCACGGAAA TGTTCTACCA TATTTGGTAA 1269480 
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ACTTCTTGCA CAGAAAGTGA TACCACGAAT ACGGCGATTG ATTTCTCCTT CATTAATGAT 1269540 
TGATGCACCT AAATGTTTGA CTAAGTCGAT TGCTCGTGTC GCGATTAAAT TTGCATTCCA 1269600 
AGGCACACAA GCTAATAACT TGATGGCACT ACCTGCAAAT AACTTGTTTA CTTCTGTTTC 1269660 
GCTAATATGA TTGTGTTGGA ATGAATCAAA AATTTCAGCA AGATCTGGAC GAGTACGACC 1269720 
TGATTCATCA ACAGGTGCAT TGAATTTGTT TACAACAACA CCTAAAAGAT TTGGATTGTT 1269780 
TTTACCACCA AATAGAGAGG CTGCAGCTTC TACGCGATCT TTTAATTCGG TTGGCGTTTC 1269840 
AGTTGCAGGT GCTGCAACTA ATACAATTTC CGCATCTAAT GCTTGTGCAA TTTCATAGTT 1269900 
GATACTGTTT GCGTAACCGT GTTTTCTTGT AGGTATTAAG CCTTCAACTA CAACGATGTC 1269960 
ATTATTTTTG GTTAATTGTT GGTGGTTAGC TACAATTTTT TCTAACAATA CGTCAGACTG 127002 0 
ATTTTGACCA ATTAATGATT CTGCCACGCT TAACATAAAA GGTTCGGCAG TTTCAAGGCT 1270080 
AGTGCTAGTG CGAATAATAG AAGTTGTGCG ATCCAATTTA TCTTCGCCAG TGCTTGGTTG 1270140 
AGAAACTGGT TTCATAAAAG CAACTTTTGT GCCTTTTTGT TCGAGAGAGT GGATTAATCC 1270200 
AAGACTAATG CTAGTTAAAC CCACGCCTGT ACTTACAGGG ATAAGAATAA TCGTGCGAGA 1270260 
CATAGTTAAA CCTTAATATG TATATTTTAT AAATAAAAAC TGCCGAAAAA TTCGGCAGCT 1270320 
TGTTGTTAAA TTAGAAACAA AGTTTTGCGG TATCTTGTGC GATAACCAAT TCTTCGTTAG 1270380 
TTGGAAGAAC AATTGCTTTA AATGCGGAAT CATCAGTGGT GATTACACCA TCTTTACCAA 1270440 
AACGTGTGGC AAGATTTCGT TCGTTATCGA TTTTAATGCC GAATAATTTT AAGTGATTTA 1270500 
AGGCTAATTC ACGAACGTGC GCTGAGTTTT CGCCAATACC ACCAGTGAAT GCAATTGCAT 1270560 
CTAAGTGATC ATCGCCCAAC ACAGCCATAT AAGCACCAAT GTATTTCGCT AAACGATAGC 1270620 
TATAAACATT TAAAGCACGT CTTGTTTCTG GTTTAGATTC ATCATCGTAG TTATCTTCAG 1270680 
CATAACGGCA GTCGCTTGTT ACTTCAGTTA AACCTAAAAG ACCCGATTTT TTCACTAAAG 1270740 
TCTCTTCGAT TTGATCCATA GACATACCTA GTGTTTTGTA TAGGTAGAAT ACGATTGCAG 1270800 
GGTCAATATC GCCACAACGC GTACCCATTA CTAAACCTTC TAGCGGAGTT AAGCCCATTG 1270860 
AAGTATCAAT ACATTGACCG TTACGCACAA CAGAAACAGA ACCACCATTA CCTAAGTGAC 1270920 
AAATAATAGC ATTTACTTGA TCTGCAGGTT TGCCTACATA TTTAGCGACT TCACGAGAAA 1270980 
CGAAGTAGTG ACTTGTGCCG TGTGCACCAT AGCGACGTAC GCCGTGTTCT TTATATAAAG 1271040 
AGTATGGAAG GGCATAAAGG AAGGCTTCTT CAGGCATAGT TTGGTGGAAT GCTGTATCAA 1271100 
AAACTACCAC GTTTTTATCT TTTAAGTGTG GGAATGCCTT GAATGCTTCG CGAATACCAA 1271160 
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TTAAGTGAGC AGGGTTGTGA AGTGGCGCAA ATTGTGCAGC ATCTTCAATT CCTTTAACAA 127122 0 
CTTCATCTGT TACGATGACA GATTGAGTGT ATTTTTCGCC ACCGTGAACG ATACGATGAC 1271280 
CAATTGCCGC GATAGAATTT TTAAGCTCAT CATTCAGAAT GTTAGATGCG ATAAAATTAA 127134 0 
GTGCTTCAGT ATGCGCTGCG CCTGCGCCTA AATCTGCGTT ACCTTTCTCT CCATTGAGTT 1271400 
TCCATTTGAT ACGTGCTTCT GGTAAGAAAA ATGCTTCGGC TAAGCCAGAT AATTTTtCTT 127146 0 
CCCCTGTTGC TGGATCAAGA ATTGCAAATT TGAGTGAAGA ACTACCACAG TTAAGGATAA 1271520 
GAACAAGTTT TGACATAGGA ACCCTATATT TGATTGAGGT TAATAGAAAT CCATCATCTA 127158 0 
AGATGGTTTG AAAAATCAGA CATAGAATAC ACCTTTTGAT GAATAAAATA AATTCATCGG 127164 0 
TAAGGAAAAA ATACAAACTT TATCGTATTT TTTGAAAAAT TAAACTATTT TTACTAAAAA 127170 0 
TAGACTTAAA ATAGCGTATG ATAAGTGCGG TCAATTTTTG AGGTGTTTTT ATGGCATTTT 1271760 
TTTCCATTTT TAAACAGGGG CAAATTTATC TTAATACTTG GCCGCTGGAG GCGAAGTTAG 1271820 
GCATTATTTT CCCTGAAAAC CGTATTATGA AAGCCACGAG TTTTGCACAA AAATTTATGC 1271880 
CTTTTGTTGC TGTGTTTGCA ATTCTATGGC AGCAGTTTTA TGCAAAAAAT GATTTGATGG 1271940 
CATTTTCTAT CGCAATTTTG ACCGCACTTT TTGCCTTGCT TATTCCTTTT CAAGGTCTTT 1272000 
ATTGGCTTGG TAAGCGTGCC AATACGCCGT TAGAAAATCA AAGTGCGGTA TGGTTTTATG 1272060 
ATATTTGCGA ACGTTTAAAA CAACTACATG AACCCTTGCC TTTTGTGCAA GAAAAACCGA 127212 0 
CATACCAACA TTTAGCGGAA GTCTTAAAGA AAGCTCAAAG TAAATTGGAA CGTGCTTTTT 1272180 
GGCAGGAAAT TTAGTTTACG CAAACGTTTT CTTTTTGGCT TTATTTTTGT AGAATAGCTC 127224 0 
GGTCGTTTTA AACGGCCGTT TTTCATTGAG AGATTTTTTA ATGATCGATT ACATTATTAT 1272300 
TGGCATTATC GCTTTTTCCA TTCTTGTTAG TTTATTACGC GGTTTTGTTC GCGAAGTGCT 1272360 
TTCACTCGGT AGCTGGATTG TGGCATTTAT TGTAGCAAGT CAGTTCTATC CTTATCTTGC 1272420 
TGCTTATCTT ACGCAAATTG AATCAATGTA TATTCGTAAT GGAACTGCAA TCGCCATTTT 1272480 
GTTTGTTCTG ACTTTAATTG TGGGTGCCAT AGTAAATTAT GTGATTAGTC AATTAGTGGA 1272540 
TAAGACGGGT TTAAGCGGCA CTGATCGCGT ATTAGGTG CA GCTTTCGGTT TAGTGCGCGG 1272600 
TGCGCTGATT GTGGCTGCGT TGTTATTTTT TATGGATACT TTTACCAATT TTGAACAAAC 1272660 
TGATTGGTGG AAAGAATCTC AATTAATTCC GCACTTTGGT TTTATTATTG AATGGTTCTT 1272720 
TCAACAACTT CAGGCGAGTT CAAGTTTTTT AACTCCAACG CTTAATCAAT AAGGAACACA 1272780 
AAATGTGTGG TATTGTCGGT ATTGTTAGCC AAAGTCCGGT TAATGAATCT ATTTATGCAG 1272840 
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CATTAACCCT TTTGCAACAT CGTGGACAAG ATGCGGCAGG TATTGTAACG GTTGATGATG 1272900 
AAAACCGTTT TCGCTTACGT AAAGCTAATG GTTTAGTCAG TGATGTGTTT CATCAAGAAC 1272960 
ATATGCTACG ATTGCAAGGA AATGCTGGAT TGGGGCATGT TCGCTATCCT ACAGCGGGGA 1273020 
GTTCTAGCGT CTCAGAGGCA CAGCCTTTTT ATGTGAATTC TCCCTATGGT GTCACTTTAG 1273080 
TGCATAACGG CAACTTAACC AACTCAGTGG AGTTAAAAGA AAAGGTCTTT AAAACTGCTC 127314 0 
GCCGCCATGT AAACACTAAT TCAGATTCCG AACTTCTTCT TAATATTCTC GCCAATCACC 1273200 
TCGATCACAT TCCTCAAGAT CACCTCGATC CACAAGATAT TTTCTATGCt GTTCGTAAAA 1273260 
CTCACAAGGA TGTTCGCGGT GCTTATGCTT GTTTAGCGAT GATTATTGGG CATGGCATGG 1273320 
TTGCGTTTCG TGATCCTTTT GGCATTCGTC CTTTGGTGTT GGGTAAACGC GAGGAAAATG 127338 0 
GCAAAACCGA TTATATGTTT GCGTCTGAAA CAGTGGCTTT AGATATTGTA GGTTTCGAAT 127344 0 
TTGTGCGTGA TATTGCTGCA GGCGAAGCTG TTTATGTGAC GTTTGATGGC GAGCTTTATT 1273500 
CACAACAATG TGCTGAAAGT GCGGTGTTAA ATCCTTGTAT TTTTGAGTAT GTTTATTTTG 1273560 
CACGCCCAGA TTCAACGATT GATGGCGTCT CTGTTTATGC TGCGCGTGTT CACATGGGCG 1273620 
AAAAACTTGG ACAAAAAATT GCAAAAGAAT GGGCTGATGA AATTGATAAT ATTGATGTGG 127368 0 
TGATTCCCGT TCCTGAAACT TCAACAGATA TTGCGTTACA AATAGCTCGT GTACTAGGGA 1273740 
AGCCTTATCG CCAAGGATTT GTGAAAAATC GCTATGTTGG CCGTACCTTT ATTATGCCAG 1273800 
GACAAGCACA GCGTATTAGT TCGGTTCGTC GTAAATTGAA T AC C ATT AAA GCTGAATTTA 1273860 
AAGATAAAAA CGTGTTATTG GTAGACGATT CTATTGTTCG TGGCACAACC TCTGAGCAAA 1273920 
TTGTTGAAAT GGCTCGCTCA GCTGGTGCGA AGAAAATTTA CTTCGCCTCG GCTGCTCCAG 1273980 
AAATTCGTTA TCCGAATGTA TATGGTATTG ATATGCCGAG TCGCGATGAA CTGATCGCTT 12 74040 
ATGGACGAAA TGTTGATGAA ATTGCAGAAT TAATTGGCGT AGATAAATTA ATTTTCCAAG 1274100 
ATCTGACCGC ACTTACTGAA TCTGTTCAAT TGGAAAACCC AGCCATTCAA GGTTTTGATT 1274160 
GTTCTGTTTT CACAGGCGAA TATATTACAG GCGATATTAG CCCTGAATAT TTAGAGAAAA 1274220 
TCGCAACTCA ACGCAATGAT AACGCAAAGA AGAAACGAGA AAAACAAGCA TCCAATCTTG 12742 BO 
AAATTTACAA TGAACAATAA ATGCTAGGCA TTTAGAGGGA TAAAAATCAT CGTATTAAAA 1274340 
GTGCGGTGAT TTTTTTATTT GTTTTTTAGG ATGTCTTCTA GATAGTTTTC GCAATCAGCA 12744 00 
TATTGAAATT GGAATCCAGC GTTAAGTAAT TTTTCAGGTA CAACATTTTG ACTTTCGAGT 1274460 
AATAGATTTG CTCGCTCGCC AAGAATAAAA TGTAATAGCC ATTTTGGAAT GGTTGCAAAG 1274520 
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GCAGGACGTT TTAATAGTTG AGCTAAAGTG CGGTTAAATT TATGCTGTTT TATAGACTTG 127456 0 
GGGGCAGCGA AGTTAAACGC TCCTCTGCAT TCTGAATGAT CGAGTAAAAA TAAAATGCCG 1274640 
TTTACCATAT CTTCCAAAGC AATCCAAGGG AAATATTGCT CTCCCTTGCC CAGTTTACCG 1274700 
CCAAGTCCCC ATTTGTAGAA AGGCAATATT TTAGCAAGTG CGCCACCTTT TGTAGAAAAG 1274760 
ACCATGCCTG TTCTAATCAA ACAAACCCTC CCATTAGCTT GTTGCGCAAT ATTTTCCCAA 1274820 
TCTTGGCATA ATTGTGCAGT GAAGGTTTTT GCTGTTTTGC TTGTTTCGGT AATTTTTTGT 1274880 
TCGTCTTGAT CGCCGTAAAT TCCTGTTGCT GAACCTGATA TAAAAATTGG GTGTTGCTGA 127494 0 
TATTGATTAA TGAATTCAAC CAGTTGAGTG GTGAGGCTTA AACGAGTTTC TCGTAAAATA 1275000 
GATTTCTGGT TTTTCGACCA AACTTTATGA AAAATTGGCT CGCCAGCAAG ATTGATGATG 1275060 
GCATCAAACT GTTCTTGTGA ATTAAGTTGG GAAAGTGCGG TAATAAATTT GATGTTTTTG 1275120 
TGCTTTGAGA GAGTGTGCGG CGAACTTGAG CGCGTTAAGA TCGTCACTTG TTCATTGCGT 1275180 
AAACAGAGTC GTTCGACAAG TGCTTTGCCG ATAAGTCCTG TTCCTCCCGT TAATAGAATA 1275240 
TTCATTACAA TGTGTTTTCA AATAAACGTT GGATATTTTG CAATAATTCG TCGATAGGTT 1275300 
TATTGTTTGT GGGCGTGACA AAAATAGTAT CATCGCCTGC GATAGTACCT AAAATGCCTT 1275360 
' CTGATTTTCC AATGGAATCA AGTAATCGTG CGATTAATTG AGCAGCACCG GGCGTCGTTT 1275420 
TTATTACGAT TAACATCGCA TTGTGATCAA CATCTAAGAC AAGATTTTTT AATGGGCTAC 1275480 
TGGTATTGGG AACACTTAAT TCATTTGGTA AGCAATAGAC CATTTCCATT TTGGTATTAC 127554 0 
GGGTGCGAAC TGCGCCAAAT TTGCTGAGCA TTCTTGATAT TTTTGATTGA TTAATACCAG 1275600 
TAAAGCCTTG TTTTTTTAAG GCATCGACAA TTTCACTTTG AGAACCAAAG CGTTCTTGGT 1275660 
TGAGTAATTC TTTAAAAGCG CGAGTTAAAT TCTCAGTCAT CTTTATTTTT CAATAGTCAA 1275720 
AATTTGCATA AGAATTGCAT AAAAATTCAC TTTCATCAAC TGAAATATGA ATAAGAACAA 1275780 
AGAGAAGAAA ATATTTATCT CAGAAATGTG AACTAGATCA TAGAATGATA TTTCTCTATT 1275840 
TGTAATTGTA AGATGAACAT TTTAAAATCA GTCTGTTTTA AATTAACTAA CACATAAGGA 1275900 
GTATTTATGA AAGTTGCTGT ATTAGGTGCC GCAGGTGGTA TTGGTCAAGC ATTAGCGTTA 12 75960 
TTACTAAAAC TTCAGTTGCC AGCAGGTACC GACTTATCAT TGTATGATAT TGCCCCTGTT 1276020 
ACCCCAGGTG TTGCAGTGGA TGTGAGCCAT ATTCCAACGG CAGTGAATGT GAAAGGTTTT 12760B0 
TCTGGTGAAG ATCCAACTCC AGCACTTGAA GGTGCGGATG TTGTATTAAT TTCTGCTGGT 1276140 
GTTGCACGTA AACCTGGTAT GGATCGTTCA GATTTATTCA ATATTAATGC AGGTATCGTG 1276200 
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CGTGGTTTAA TTGAAAAAGT CGCGGTTACT TGTCCGAAAG CATGCGTTGG TATCATCACT 1276260 
AACCCAGTAA ATACTACCGT TGCGATTGCG GCTGAAGTGC TGAAAAAAGC AGGCGTTTAC 12 76320 
GACAAACGTA AATTATTTGG TGTGACAACT TTAGACGTGT TGCGTTCTGA AACCTTTGTG 12 763 80 
GCTGAATTAA AAGGTTTAAA TGTTTCTCGT ACAAGCGTTC CTGTTATTGG TGGTCACTCT 1276440 
GGTGTGACTA TTCTTCCATT ACTTTCTCAA GTTCAATATG CAAAATCGAA TGAAGATGAA 1276500 
ATCGAACCAT TAACAAAACG TATCCAAAAT GCAGGTACAG AAGTGCTCAA TGCAAAAGCG 1276560 
GGTGGCGGTT CTGCAACCCT TTCAATGGCG CAAGCTGCAG CACGTTTTGC GCGTTCTTTA 1276620 
GTGAAAGGAT TAAGTGGCGA GACAGTGGTT GAATGTACTT ATGTTGAAGG TGATGGAAAA 1276680 
TATGCTCGTT TCTTCTCTCA GCCAGTTCGT TTAGGTAAAG AAGGTGTAGA AGAAATTTTA 1276740 
CCAATTGGTC CATTAAGCAA TTTTGAACAA CAAGCCTTAG AAAATATGTT GCCAACTTTA 1276800 
CGTGCAGATA TTGAATTAGG CGAAAAATTT ATTAATGGTT AATCATTAAA AAATAAGGGG 1276860 
GAGTTAGCTC TCTTTTTATG TTTCGATAAA AAAGCCACCA AATGGTGGCT TTTGTTTATA 1276920 
TCTTTATTAT TTCTGACGCA TTGCAGGGAA TAAGATAACA TCACGAATTG ACGGTGCATT 1276980 
TGCATAAAGC ATCGCTAGAC GGTCGATACC TAAACCTTCC CCAGCTGTTG GTGGTAAGCC 1277040 
GTGTTCTAGT GCAACAACAA AGTCTTCATC TTTAAACATC GCTTCATCAT CGCCCGCTTC 1277100 
TTTCGCAGCC ACTTGTGCAT CAAAGCGTTC ATTTTGATCT TCCGCGTCAT TTAATTCTGA 1277160 
GAAACCGTTA CCAATTTCAC GTCCGCCGAT GAATAATTCA AAACGGTCAG TCACTTCAGG 1277220 
GTTTTCATCA TTACGACGTG CAAGTGGCGA AATTTCCGCA GGTGAGCCAT TAAGAAAGGT 1277280 
TGGTTGAATT AAGTGATGTT CAGCCACTTC TTCAAAGATT GCATTGACAA TGCTGCCTAA 1277340 
ACCCCAAGAT TTTtGTACTT CAATACCTAA GCGTTCAGCA GTTGCTTTTG CACGATCGAA 1277400 
GTCATAAAGA TCTTCTTTTA CGATACCTTT ATCTGCACCA TATTTAATGG TTGCATCATG 1277460 
TAATGTAATA CGCTCAAATG GTTTGCCGAA GTCAAATTCT AAATCACCGT ATTTCACAAT 1277520 
GGTTGTACCA AGAATATCAA TCGCTAATTT ACGAAGAAGT TCTTCGGTGT TATCCATTAA 12 775 BO 
ATCATGGTAG TCCGCATATG CTTGATAGTA TTCAAGCATA GTAAATTCTG GATTATGACG 1277640 
AACAGAAACC CCTTCATTAC GGAAGTTACG GTTTAATTCA AATACTCGTT CAAACCCACC 1277700 
AACGACTAAG CGTTTTAAAT AAAGTTCAGG TGCGATACGT AAATACATAT CCACATCTAA 1277760 
TGCATTGTGA TGAGTCACGA AAGGACGCGC AGATGCACCG CCTGGAATCA CTTGTAACAT 1277820 
TGGCGTTTCC ACTTCCATAA AGCCTTTAGA AATGAAATAT TCACGAATAC CCGCGACAAC 1277880 
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TTTAGAACGA ATAATAAAAG TGCGGCGAGA TTCTTCGTTA GAAATTAAAT CTAAATAACG 1277940 
TTGGCGATAA CGAACTTCTT GGTCGGTTAA ACCATGGAAT TTGTCTGGTA ATGGGCGAAG 1278000 
TGCTTTGGTT AAAAGTTGAA CTTCCGTAGT TTTAACGGTG AGTTCATCAG TTTTTGTTTT 1278060 
AAATAAAGTG CCTTTAATGC CAACGATATC ACCTAAATCC CAAGTACCAA CGTCATCTTT 1278120 
ATAAACACCT TCAGGCAAAT TATCGCGTGC AACATAAAGT TGGATTTTAC CGCTCATATC 1278180 
TTGAATAGTG ATAAAAGTTG CTTTACCCAT TGCACGGCGA GTCATAATAC GACCAGCAAC 1278240 
TTGTACTTCA ATGCCTTTTT CTTTTAAGAT TTCCCCGTCT TCTGCATCAT ATTGATTGTG 1278300 
CAAATCTTGT GCGAGAGCAT CACGACGAAA CTTATTTGGA AAGGCATTAC CTTTTGCACG 1278360 
TAATGCGGCT AATTTTTCAC GACGgACGAG CATTTCGCCA TTGAGATCTA ATTCTTTAAC 1278420 
TTCTTGnTCT GACATATTGT TTACCTTTTT TATAAATTAA TAAGAAATTT TTATTTTCTT 1278480 
TGTTTACTTT AGGAGCTGTC GAAGACTAAA GGAAATATAT TATCGAAAGC CCCCTTCCGT 127854 0 
ACGTTCGCGC CACTTTCCCC GTAAACAGGG GAAGGCAAGA AATTTCTACA AGCCCGCTTT 1278600 
TAAACTCGCT TCAATAAATC GATCTAAATC CCCGTCTAAT ACGGCTTGCG TATTACGGTT 1278660 
TTCTACGCCA GTACGTAAAT CTTTAATGCG TGAATCGTCT AATACATAAG AGCGAATTTG 1278720 
GCTTCCCCAA CCAATGTCAG ATTTATTATC TTCCATTGCT TGTTTATCCG CATTTTTCTT 1278780 
TTGTAATTCA AGCTCATACA ATTTCGCTTT TAATTGTTTC ATTGCTTGAT CTTTGTTCTT 1278840 
GTG CTGTGAA CGGTCGTTTT GACATTGCAC CACAATGCCA CTTGGCATAT GGGTAATTCG 1278900 
CACCGCACTT TCAGTTTTGT TTACGTGCTG ACCACCTGCC CCTGATGCAC GATAAACATC 1278960 
AATACGTAAA TCAGCAGGAT TGATTTCAAT ATCAATATCA TCATCAATTT CAGGGTAGAC 1279020 
AAATGCTGCG CTGAATGATG TGTGACGACG GTTATTGGAA TCAAATGGAC TTTTACGCAC 1279080 
TAAACGATGA ATCCCCGTTT CTGTTCGTAA CCAACCAAAA GCATATTCAC CGCTCACTTT 1279140 
AATGGTTGCT GATTTCAATC CAGCTACATC GCCGTCAGAG ACTTCCATCA GTTCTGTTTT 1279200 
AAAACCTTTG CTTTCAGCCC AACGGAGATA CATACGGAGC AACATTTCTG TCCAATCTTG 1279260 
AGCTTCGGTG CCGCCAGAAC CTGCTTGTAG GTCCACATAG CAATCGCAAG CATCATGTTC 1279320 
GCCACTAAAC ATTCGACGGA ACTCTAATTT TTCGAGTTGT TGTTCGAGTT CATCTAATTC 1279380 
CGCTACCGCT TCATTGAAGG TGTCTTCATC TTCTGCTTCA ATGGCAAGTT CTAATAATCC 1279440 
ATCAACGTCT TCTAAACCTT GTTCTAAATT TTTGATGGTA TTTACAACTT GTTCTAAAGA 1279500 
AACGCGTTCT TTACCAAGCG CTTGGGCTTT ATCTGGATcA TTCCAAACAT CTGGCTGTTC 1279560 
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TAATTCCCCA TTGACTTCTT CTAAACGCTC AACTTTGGCA TCGAAGTCAA AGATACCCCC 1279620 
GAAGCACTGA AGTGCGGTCA GATAAATCGA TGATTTTATT TTTTACAGGA TTGATTTCAA 1279680 
ACATAATAAA TTCACTGTGT GATAAAGTGT GGAATTATAT GCTATTTTCT GATTTTTGGA 1279740 
TAGTTTGACC TTGCAGAAAT TAGCAATCTC TCTATAATTT TAAACTTTCT CACTCAAGCT 1279800 
AATTTAGGAA CAAAAAATGA AGAAAATTTT TACCGCACTT TTGTGCGTGG CTGCGGCTAA 1279860 
TGCAATGGCA GATGATGCGG CAATTAAACG CAAATTACAG TCTTTTAATA TATCAAATAT 1279920 
TGTTATTAAA TCTTCGCCGA TTTCAGGCAT TAAAACGGCT GTTACGGATC AAGGTATACT 1279980 
CTATGTGAGC GAAGATGGAA AATATCTTTT TGAAGGTAAA CTTTATGAAC TCACAAATAA 1280040 
TGGCCCTGTT GATGTCGCAG GTAAAATTTT AGTGGATAAA CTTAATTCTT ATAAAGACGA 1280100 
GATGATTGTT TATCCTGCGA AAAATGAAAA ACACGTAGTA ACAGTATTTA TGGATATTAC 1280160 
CTGTCATTAT TGCCATTTGT TACATCAGCA ATTAAAAGAA TATAATGATC TTGGCATTAC 1280220 
CGTACGTTAT TTAGCTTTCC CTCGTGCAGG TATGAATAAT CAAACGGCGA AACAAATGGA 1280280 
AGCGATTTGG ACGGCGAAAG ATCCCGTTTT TGCTTTAAAT GAAGCAGAAA AAGGCAATTT 1280340 
ACCAAAAGAA GTTAAAACGC CAAATATCGT GAAAAAACAT TATGAATTAG GTATTCAATT 1280400 
TGGTGTACGA GGAACACCAA GTATTGTTAC CTCAACTGGT GAGCTTATTG GCGGTTATTT 1280460 
AAAACCCGCT GATTTATTAA GAGCACTTGA AGAAACGGCA CAATAATTTT ATAATGAAAA 1280520 
ACAAGGGGCA GTTGCCTACC CCTTGTGTTT TAATAGTCGG TAATGCTTAA TATGCTGGGG 1280580 
AGCTTAAAAG CATTAACAAC CCAnAAATTA TGATATAAAT ACATAATTTA GGCATCATTA 1280640 
AAATCCTTAG CTGACACAAT AGTTAGACTA ATGGTCAGTA GGTTTAATCC CTGTCAGCAT 128 07 00 
TCAGGGTTAA AAGCCCTGAC CAACAGGAAA AAGTATAGAT AAAAGAGCTG TTGATTTCAA 1280760 
CAGCTTTTTG CTTTTAGGTA TGAATTAATA TCCAGTGAAA AAACTTATCA AACGCCGTGA 1280820 
AATTCCAATT GGAAATTCTG TTTCAAACCA TCCCTTATTA GATCGACTTT ATCGCGCTCG 12 BOS 80 
TCATATTCAA AACACCAAAG AATTAGACCG CACTTTGAAA TCAATGCTCA ATCCAAATCA 128094 0 
GTTATATGGC ATTGAGCAAG CGGTAAATTT ATTAGTGGAA GCCTATCAAC CACAGCAAAA 1281000 
AATTGTGATT GTTGGGGATT TTGATGCTGA CGGTGCAACC AGCACAGCAT TGAGTGTGCT 1281060 
GGCTTTAAGA CAACTTGGCT TTTCTGATGT GGATTACCTT GTGCCAAATC GATTTGAACA 128112 0 
AGGTTATGGT TTGAGTATTC CCGTGGCTGA AATGGCAATT GAAAAGGGCG TTCAGCTTTT 1281180 
AATGACGGTG GATAACGGCG TTTCATCTTT TGACGGTGTG GCATTTTTGA AAGAAAAAGG 1281240 
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CATTCGAGTT TTAGTTACGG ATCATCATTT ACCGCCCGAA ACTTTGCCGC CAGCCGATGC 1281300 
GATTGTTAAT CCTAATTTAA GTCAGTGTGG TTTTCCTTCA AAATCCTTAG CGGGCGTTGG 1281360 
TGTGGCGTTT TATTTGATGT TAGCCGTACG AGCAAAATTT CGTGAACTCG GTATTTTTAC 1281420 
GGCAGAAACA CAACCTAATT TTACTGATTT GCTCGATCTG GTGGCACTAG GCACTATAGC 128148 0 
TGATGTTGTT CCTTTGGATC AAAATAATCG TATCCTTGCT TATCAAGGTT TAATGCGTAT 1281540 
CCGTGCTAGA CACTGCCGTC TTGGTATTAT TGCGTTGGCA GAAGTGGCTA ACCGTAATGT 1281600 
AGAGCAGTTT ACTTCAAGTG ATCTCGGTTT TTGTATTGGA CCGCGTTTAA ATGCGGCAGG 1281660 
GCGTTTAGAT AATATGTCGA TTGGGGTAGA ACTTTTGCTG GCGAACGAAA TGTCAAAAGC 1281720 
CAGAGAATTA GCTTTAGATC TCGATCAGCT TAACCAAACT CGTAAAGAAA TTGAAGCAGG 1281780 
TATGAAGCTT GAGGCAATAA AAATTTGTCA AAATCTTACC GCACTTTTTA AAGAGTTACC 12 B 1840 
CTATGGTATT ACGCTTTATC AACCAGATTG GCATCAGGGC GTATTAGGCA TTGTGTCATC 1281900 
AAGGATTAAG GATCAATATC ATCGTCCAGT GATTGCCTTT GCACAAGATA GTGAGGGAAT 1281960 
TTTGAAAGGT TCCGCGCGTT CTATTGAAGG TTTACATATG CGTGATGTTC TGGAGCGTAT 1282020 
TCATTCGCAA CATCCTAATA TGATTTTAAA ATTTGGCGGA CACGCAATGG CGGCAGGCTT 1282080 
GAGTATTCGC GAAGAACATT TTGCGGATTT CCAACATATT TTTAATCAAA CCGTTGCCGA 1282140 
TTGGCTTGAT GAAGAACATC TACAAGGCGT AATTTGGACA GATGGCGAAC TGAATTCAAA 1282200 
TGAATTTAAT CTTGAAACGG CAGAGCTGAT AAAATCGGTA GGCACTTGGG GGCAAGGGTT 1282260 
TCCTGAGCCT TGCTTTGATG GCGAATTTAA AATTTTAGAC CAGCGCGCAA TTGGGCAAAA 1282320 
TAAAAATCAT CTAAAAATGT TGCTAGAGCC GAAACAAGGC GGGG T T T TAT TAGATGCGAT 12823 8 0 
TGCATTTAAT ATTAATACAA GATTGTATCC TGATCTTTCA ATTAAACAGG CTCGTTTAGC 12824 4 0 
CTATAAATTA GAGATTAACG AATTTCGTGG CAATCGTAGC CTACAATTAT TGGTAGATTA 1282500 
TATTGAGCCG ATAGATGAGT GATAGAATGA AATTAAAAGG GTTATTGGCA TTTTGTTTGC 1282560 
TTTTTTTATC GTCGTTTGTT TTAGCAGAAG TCAATCAGAA AGAATTTTCA GTGCAAAATT 12826 20 
CTCCGCACTT GCCATCACGG GACACAATTT ATTTTGAAGA CGGGCGTGAT TATTTTTCTT 12826 80 
ATAAAGAACC TATTGAACAA GCGTCTCGAA CCGATAAAAA AATCCGCATT CAATTCTTTT 1282740 
TTGATTACGA TTGTCGAGTA TGTTCTTCAG CGCAGGATAT TTTAGAGCTT TATAGCCAAA 12 82 8 00 
TACGCACATA TAAAGTTGCG TTGGAACAAT ATCCTATTGC AACTGCCGAT AACCAGTTTA 1282 8 60 
GCGCACGCAT TTTTTATACT TTGCAAGCAT TAAGTGCGGG GGAATTATCT AATGTTTTAT 1282920 
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TATTTGAAAC TTCAGAAAAA TCCCGTTATA CAGAATTGTC TACATCAAAT AAAATTCAGC 1282980 
AATGGGCGGA AGAACAAGGG TTAGATAAAC AGTTATTTAT TCAAACTGAA AATTCACAAA 1283040 
GCGTAAAAGA ACAAATTCAA AATGCGATTG AATTGACGGA AGAATATGGT GTGTTTACCT 1283100 
ATCCTTACGT TGTTATTGGG GGAAAATATG TACTCACTGC GAGTACGCTT TATAACGATG 1283160 
ATTATAGCGT AGCGGTGTTA GATTTTTTGG TAAATAAAAT AGAACAGGAA CAAAAACAAT 1283220 
GAAAATCGGA ATTGTTGGTG CAATGGCACA AGAAGTCGAA ATTTTAAAAA ATTTAATGGC 1283280 
TGATAGAACG GAAACTCGAG TAGCAAGTGC GGTCATTTTT GAAGGTAAAA TTAACGGTAA 1283340 
AGATGTTGCA TTATTGCAAT CAGGCATTGG AAAAGTGGCA GCTGCCmTTG GCACGACGGC 1283400 
GTTATTGCAA TTAGCCAAAC CAGATTGTGT GATCAATACT GGTTCTGCAG GAGGGGTAGC 1283460 
AAAAGGCTTA AAAGTGGGGG 'ATATTGTGAT TTCTGATGAA ACACGCTATC ACGATGCGGA 1283520 
TGTGACCGCT TTTGGCTATG AAAAAGGGCA GTTGCCTGCT AATCTGCGGC ATTTTTATCG 1283580 
GACAAAAAAT TAGCAGATCT CGCTCAAGAA ATTGCAGAAA AGCAAGGACA ATCAGTAAAA 1283640 
CGTGGTTTAA TTTGCTCTGG CGATAGTTTT ATTAATAGTG AAGACAAAAT TGCACAAATA 1283700 
AAAGCAGACT TCCCGAATGT GACGGGGGTT GAAATGGAAG CCACAGCGAT TGCACAAGTT 1283760 
TGCTATGCGT TTAATGTGCC TTTTGTGGTG GTTCGAGCAA TTTCTGATGG GGGCGATGGC 1283820 
AAAGCAAGTA TGTCTTTTGA AGAGTTTTTA CCATTAGCGG CGAAGCAGTC TTCGGCATTA 1283880 
GTGTTAGGGA TGATTGATAG ACTGTAGTAA TAATCTTTTA ATAAGATAAT AAATGCTAAA 1283940 
ATTAAAGGCA TAGCTATTAG CTATGCCTTT TTATATGAAC CTATTAGAAT TTATAGTTTA 1284000 
AACTCAGAAT ATAAGTTCTT CCACGTGCAA AGTTATAAAG CACGGTTTTA TCTGAACCAC 128,060 
CGCAAGCAGA AGAATCTTGC GCACATTCTA TAGAATTATT TAAACTTGAA TAATAACGTT 1284120 
GCGAAGCCGC GTCATTTCCA GCATCTAACG GATCAACATA ACGTTTATCT AATAGATTTT 1284180 
GTACTTCCGC TTTAATAATC AAATCTTTGA TTGGTTCATA GCTGACGTGT AAATCTAAAA 1284240 
TAATCGGTTG TTTTTTAATA TCTTCCGTTT TTTTCACGGC ATAGTAATTT TCACGACGCA 1284300 
AGGTATTTTT TTTAAAGCGA GATCCATTGA TATATTCTTC TTCAATTGTC GCACGTTTAC 1284360 
TTTTTCCATA ATAACGAGCT GCCAGACCTA AGGTTAATTT TTGATCAAAC CAACGTGTGC 1284420 • 
CAAGCTCTAA TCTGCCGTAG TCTTTTGGTA GCATTGAAAC ACGAGATAAG CCATAACCTT 1284480 
GTTTCAAAAT GTCTTCTTGT GAAGCATTAT TCGGACGCGG GCTGGCATCG GCATAATTGG 1284540 
TTGGTTGATT TGTTCGTTGA TATGCATAAG AGACATTCGC AAAAAAACGT CCCATGTCAT 1284600 
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AGTTAATTTC TAACTCGACG CCGCTCTTTT TCACAATAGG CTTATAATTT TGATGAGCAA 1284660 
TAGTATATTT AAATCCATTA CTTTCTGCCC ACGTAGGCAT GCCATCTCGC CACCAAACAC 1284720 
CATAAACATT ATGGATATAG TTTTTAATAA AGCTACGATA GCCTACTAAT TTTACGCCTA 1284780 
GCACATCGTC TTGAGTGAAG AGACCTTTTT TATAAGTATT AAAGCCTAGT TGATAGGTGT 1284840 
CAGATTGTTC AGGTTTTAAT GCTGTGTTTA CCCCTGCATT AGACACTTGA GAGAAAAACA 1284900 
TCTCTTGAAT ATTCGGCATT CTGTGAGTGC GTGAATAAGT AAAAAATGGC ATAAAATAAT 1284960 
CACTCAGTTC TGCACTTAAT GTGGCAGAAT GATTGAaTGC CTTTTTATGC CCTGATTTAT 1285020 
GCAAAATAGG TTCATTAATT TGTTGACCCG CTGTATTTTC GTAACCTACA TACTCACCAT 1285080 
TAAAGGCATA ATGGGTAAAA TTCACGCTGT AATTTAAATG ATAAATGCCT TTAGAAAGTG 1285140 
CGGTATCAAA ATACACGGTT. TTAAATTTTT GCTTGCCAGA AGGTTGTAAG ATTACTGAAC 12BS200 
GTTGTGGTAA TAAACTTTTT GTGCCAGAAT ATCGCCCTCT TTTACTGTGT GAATATAAGC 1285260 
CTTGATCATG TGAAGCATCG TTATAAAACA AACTTAATTC TTCTGGAAAA CGGTTTTTAC 1285320 
TGTATTCATT GGTAAAATAG TTAAAACCTA ATGTGGTTTT TAAATCAATT TCTTTTGGCA 1285380 
GTAAGAAAGT ATGGCTGTTG TTTATATCAA CAATATTTGC GACATTTTTA GTGATAAGTT 128544 0 
TATCTGCCAC TTGCCAGCCA GCAAAAAAAC CGCCTTTAGG ATAAATAGTT TTTCCAATGT 1285500 
TATGTGCAGC CATTAAATTA AGATCAAGAT AGCTGTTATT ATTGAAGTTA TAATTGACTT 1285560 
GGTAATTACG GTTTTCAATT TTGCGAGAAC CAATTTTATT ATCCAACGTG CGTAATTGCG 12B5620 
CCCCTAAATT TTGGTGATCA TCGCCATATT CAAATTTTAA TAAATGGCTA CGAGAACGAG 1285680 
ATTGCAAACT ACCCGGCTCA ATCGGTGCAA CACTATATTG nTCTTTATTA CGTTCAAATG 1285740 
ATTTGTCAGT TTCTTCAATT CCATCATTAC CTTTTTGGAG CTTTTCAATA TCCTTAGGTT 1285800 
TTTTTCCATT TGTTAATAAT TCTTGTAGAA TTTCTCTTCT AGTCTTTGCA GCAGATCCAA 1285860 
TACGATAATA ACTACAATCA CCATTTTTCT GATAATCTGG TTTGTTACAA GACCAATGTT 1285920 
TTTTGCTTAA ATCAGGTGTC CATTGCCCTT CAGGATTTAA AATATAACCC GCATTACGAA 1285980 
AATAAGCTTC TTTTTCTTTC GCGAGAATAT CCTGCCCTAA TGATGCTAAT CGTTCTCCGC 1286040 
CACCGATACG GTAATCTTGA GATACTTCAC GTTGGCTATA ACCATACACC ACGCCTACAT 1286100 
AGCCACCATT ATCAAGCCAT TTTCTGCCAG CAGCCATTGT CATAAAATTG GATTTAGTGG 1286160 
CATTACTCCC TGTCATTCCT TTCAGAATAA TGCCAAATGG TTTGTCATCG GTAATAACAT 1286220 
CATTAACGCC TAATGTTCTA AAATTAG CAC TGCCTGCTAA CGCATTTATA CCGCTTGCTC 1286280 
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CTGAAAAGTT GCTTTTATTA ACATCTACAC CTGCAATAAA ATTAGGATCG ATTGCCGCAC 1286340 
CAAATTGAGA ACTTCCGCCT GATTGACCTG AGTCTAAGGC TGTAGAATAG AAGGTCTGTG 1286400 
TTACACCATC AACCATAGTA TTGACACGAC CTAATCCATT TTCGCCACGA ATATTCACAG 1286460 
AAACGACACC CGAGCCTTTA TCTTGTTGAG TAAATGCACC AGGGATACTT CGAATCACTT 128652 0 
GGTCAATGGT TTGTGTTTCC TTAAAGACAT TTTCACGTGT ACTTTTGGCT TTGGCTTCAG 1286580 
TGAAAGGTTT TTTATCGTTT GATATAACTT TTTCCACTAC ATCAATTTGT CCTAATGTTT 1286640 
CTTCGGCTTG AGCTTGTGTA ATCGTCATAC CGATCGTATT AATTAGGCCA AGTGTAATTA 1286700 
AATTTAATTT TATAGCTTTC TTCATTATAG TTCCTATTTA TTTTTGAGAA ATATTATGAT 1286760 
TATCCATTTT ATTAAGAGGG ATCTCAAGGA ATGATTTAAT AAATTTAATG AAAATACCTA 1286820 
AAAAATAATA AAAAAATTAA TTTTTAGAGA GAAAATACGT TTAGAAGATA GAGAAAAAGA 1286880 
AAGTTTGGTT TTTGCAAAAT GGACAAATTC ATTCGCAAAA TCAACCGCAC TTTAAAATAG 1286940 
GAAATGACCG CAAAAGTGCG GTCATTTTTG GCGTAAATTT TATAGATTAT AAAATAAAGG 1287000 
TACTAAGAAC AGCGCGCCAA GTGCGGCAAT GATACCGTAA ATGATCATAG GTATAATGGT 1287060 
TTTCTTAATA ATTGTGCCTT CTTGGTTTGA AATATTTAAC ACTGAACTTA CCGCTACAAT 1287120 
GTTATTTATA CATACCATAT TCCCCATTGC CCCACCAACA GATTGTAAAG CAAGAACAAG 1287180 
TGCGACAGAA ATGCCTGTTG TTTCTGCGGT AGAAAGTTGA ACACTACCAA ATGTTAGGTT 1287240 
GGATACGGTA TTTGAACCTG AGAAAAAGGA aCCAATCGCG CCTAAGAAAG AGGAGAAAAT 1287300 
AGTCCAGTTA CTACCAGAAA TTTCAGCAAA AGTTCTACCT ATAATTTTTA CCATAGAATG 1287360 
TTCGCCACCC ACTAACATTA GGTTTACCAT CACTAAGGCA CCAATTAAGG CAATAAATGG 1287420 
ATTTTTAGAT TGTTGTAAAC TTGATACCAA AATCTGTTTA ACATTTGAAC TGGAAATTTT 1287480 
AAAGAAAGGA ATCGCAATTA GTACTGTAAT GACAAATGGA ATCAATGCGG GTACGTAAAG 1287540 
AAGTTTATAG CTTGATGAAA CATTTGAGCC AAAAATATTT TTTAAGCTAA AGATTAAACC 1287600 
TTTGCTAATT TCAAATAATC CTAACGAACC TAATGTGGTT GAGAACCAAA TAGTTGCGTC 1287660 
ATTCATCATT GCTTTGAATG GTAATTGATG AATACGAGTC ACAATTAAAA ATGCAATAAG 128772 0 
TAAACCTGTC GGAAATAATG CTTTAACTAC TTCTCCTGCA CTTACCGCAT TATTATCAAG 1287780 
GGTATTTGTT ACTTTTGCTA AACCAATATT GCGATTAGCA GCCCATACAG AAATAAATAA 1287840 
GCCGATTGCC CCCCCAACGA GTGATGGAAA TTCGTAATTG ACTTGAGCAA TCAAGAAATA 1287900 
AGGTACTACG CAACCCAGTA CGCTAATATA GATAAATACG ATGTTTTTAC GAATATCATC 1287960 
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CCAATTTACT AAGATACGAA GTGCTAATAA TGGGATAATA AGTGCAGCAA TGGAGTGTAT 1288020 
AAATGCTGTA ATAGACCCAA TTTCTAAAAT CATATCTTCT GATAATTTTA AAGCACCAAA 1288080 
ACCAAACCAA GTTGGTGTAC CTACCGCACC AAAGGATAGG GGAACTGAGT TCATAATAAG 12 8 B 14 0 
TGCCAACATC GCCACTTTTA ATGGATGAAA ACCTAATCCC ACTAAAATAG GTGCAGCAAT 1288200 
TGCCGCTGGT GTACCAAAAC CACTTGCTCC CTCGATCATA AAAGCAAACG CCCAACCAAT 1288260 
AATCATTAAT TGTGCAACGG GATTTGGATT AATATTTCCT AGCCATTTTC GCATAATATT 1288320 
TGTTGCGCCT GAAATTTCAG AGAAACGGTT AAAGAGAATC GCACCAAAAA TTACTGTAAT 1288 380 
AGGTGTTTGT ACCGCAATAA TTGCAGAAAC AACATTTGCA CTAATAGTGA CAATATCTGT 1288440 
ATTAAAGTGT AAAAGATGnA CACCCATAAC TAATGTCGCA ACCCAAGGTA AGGCAACATA 1288500 
AGAAGGTAGC GCGTTTCTTT TTACCATAAG ATAAATCAGT AAAACGATAG GAAAAATACT 1288560 
TAGAATAAAA GACAGCATAA - AATATCCTCA GAGTTAGATT AAAAGATGTG ATTATTTTnT 1288 620 
GGATTTATAT GCAAAGCATA TACCTATTTT AAGAAAATGT GATCAAnATC TCATAAAATT 1288680 
TAACATTTTG nTTCCATTTC TTACATTTTT ATTACTATTT GTGTTTAGTT ATAGCATTAA 1288740 
TAGAAGAATA TAGAATATGA TAAAGATTss TTTAATGCCA TATTAACATT AGCAGGATTA 1288800 
CCAAATTCTC ACTATAATGC GCAAAATTTG GAGAATGAAA GGATAATTTG TATGGGAATG 128 8860 
ATTATTACTG TTGATGGCCC TAGTGGTGCT GGGAAAGGAA CGCTTTGTTA TGCGTTGGCT 1283920 
GAAAAGTTGG GCTATGCATT GTTGGATAGT GGGGCGATTT ATCGCGTTAC TGCATTGGCA 12 88 980 
GCGTTGCAAC GTAAAACTGA TCTAACAAAT GAAACAGATT TAGCAGAATT AGCTCGTCAT 1289040 
TTAGATATTC AATTTATTCC TCAAAATGGC GAGGTAAGCA TTTTGCTTGC AGGAATGGAT 128 9100 
GTGAGCCGTT TAATTCGCAC GCAAGAAGTG GCAGATGCTG CGTCAAAAGT AGCAGTCTTT 1289160 
CAAAAAGTGC GGTCAGCTTT ATTACAACTT CAGCAAGATT TTGCAAAAAA TGATGGATTA 1289220 
ATTGCGGATG GCAGAGATAT GGGGACTGTG GTATTCCCAA ATGCACAAGT AAAATTATTT 1289280 
TTAGATGCAA GTGCTGAAGA ACGTGCAAAA AGACGCTATA AACAGTTGCA AAATAAAGGA 128 9340 
ATAAATGGTA ACTTTGCACA GATTTTAGCC GAGATAAAAG AGCGTGATTT TCGTGATAGA 1289400 
AATCGTGAAG TTGCGCCGCT AAAACCAGCA GATGATGCTT TATTATTGGA TAGTACAACC 128 9460 
TTGAGTATCG ATGAAGTTAT TGATCAGGCG TTAGCTTATA TTCAAAGAnA AGGTATCAGT 128 952 0 
TTCCGATTTA ACTGTTTGTT CAAGGAAGAA TAAGCATTTA TCCTCAnACC CCGCATTTTA 1289580 
TGGATTTTAA TGTGGATGTT ATTAACTTAA ATTAAGAAGA TTATTTATAT GTCAGAATCT 128964 0 
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TTTGCTCAAC TTTTTGAAGA ATCATTAAAA GTCCTTGAAA CTCGTCAAGG TTCAATCGTT 1289700 
AGCGGTACTG TAGTAGCTAT CCAAAAGGCT TTGTGCTTGT TGATGCAGGT TTAAAATCTG 1289760 
AGTCTGCAAT TCCAGTTGCT GAATTCTTAA ATGCACAAGG CGAACTTGAA ATCCAAGTTG 1289820 
GCGATACTGT AAATGTTGCA TTAGATGCAG TTGAAGATGG TTTCGGTGAA ACTAAACTTT 1289880 
CTCGTGAGAA AGCGGTTCGT CACGAATCTT GGATTGAATT AGAAAAAGCT TACGAAGAAA 128 9940 
AAGCGACCGT TATCGGTTTA ATCAnCGGCA AAGTGAAAGG TGGCTTCACA GTTGAGTTAA 1290000 
ACGGTGTTCG TGCATTCTTA CCAGGTTCTT TAGTTGATAC TCGTCCAGCG CGTGAAGCAG 1290060 
ATCACTTACT TGGTAAAGAA TTAGAATTCA AAGTAATCAA ATTAGATCAA AAACGTAACA 1290120 
ACGTTGTTGT TTCTCGTCGT GCAGTAATTG AATCTGAAAA CAGCCAAGAA CGTGAACAAG 1290180 
TATTAGAAAA TCTTGTGGAA GGnTCAGAAG TTAAAGGTGT CGTTAAAAAC TTAACTGAGT 1290240 
ACGGTGCATT CGTTGATCTT GGTGGTGTTG ATGGTTTATT ACACATCACA GATATGGCTT 12 90300 
GGAAACGTGT TAAACACCCA AGTGAAATCG TAAATGTTGG CGATGAAGTT ACTGTTAAAG 1290360 
TATTAAAATT CGATAAAGAT CGTACTCGTG TATCTTTAGG CTTAAAACAA TTAGGTCAAG 1290420 
ATCCATGGGC AGCAATTGCT GAAAATCATC CAGTAAACAG CAAATTAACA GGTAAAGTAA 1290480 
CTAACTCAAC TGACTATGGC TGTTTCGTTG AAATCTTAGA TGGCGTTGAA GGTTTAGTTC 129054 0 
. ACGTTTCTGA AATGGATTGG ACTAATAAAA ATATCCACCC ATCTAAAGTG GTTAGCTTAG 1290600 
GCGATACTGT AGAAGTAATG GTATTAGAAA TTGATGAAGA ACGTCGTCGT ATTTCTTTAG 1290660 
GCTTAAAACA ATGTAAAGCT AACCCTTGGA CTCAGTTTGC TGATACTCAC AACAAAGGCG 1290720 
ATAAAGTAAC GGGTAAAATC AAGTCTATCA CTGATTTCGG TATCTTCATC GGTCTTGAAG 1290780 
GTGGTATCGA TGGTTTAGTT CACTTATCTG ATATTTCTTG GAGTATTTCA GGCGAAGAAG 1290840 
CTGTTCGTCA ATACAAAAAA GGTGACGAAG TTTCAGCTGT TGTATTAGCT GTTGATGCAG 1290900 
TAAAAGAACG TATCTCTTTA GGTATTAAAC AACTTGAAGA AGATCCATTC AATAACTTTG 1290960 
TCGCAATCAA CAAAAAAGGT GCGGTAGTAT CTGCAACTGT TGTTGAAGCA GATGCTAAAG 129102 0 
GTGCTAAAGT TGAATTAGCA GGTGGTGTTG AAGGTTATAT CCGTTCTGCT GATTTAACAA 1291080 
GTGAAGTAGC TGTTGGTGAT GTCGTTGAAG CGAAATACAC TGGAGTAGAT CGTAAATCTC 1291140 
GCATTGTTCA CTTATCAGTG AAAGCAAAAG ATCAAGCTGA AGAAGCTGCG GCAGTTGCAA 1291200 
GTGTAAATAA CAAACAAGAA GATATTGTTA TTCCAAATGC AATGGCTGAA GCATTTAAAG 1291260 
CAGCTAAnGG TGAATAATTA ATTCACGTAA TAnGGCTGGG CTGATGTCCA GCCTTATTTG 1291320 
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TTAGGAGTTA TTGCTAATAT ATTTGTGTAA TTTATTATCA ATAGATCTTA ATTTAAGTAA 1291380 
TATTAAGGAA GTATAGACGA TGACTAAGTC AGAnCTTATG GAAAAATTGT CAGCAAAACA 129144 0 
GCCAACTTTA CCTGCAAAAG AAATTGAAAA TATGGTAAAA GGTATTTTAG AGTTTATTTC 1291500 
TCAATCTCTT GAAAATGGTG ATCGTGTTGA ' AGTTCGAGGT TTTGGTAGCT TTTCTTTACA 1291560 
TCATCGGCAA CCACGTTTGG GAAGAAATCC GAAAACAGGC GATTCAGTAA ACTTATCAGC 1291620 
TAAGTCTGTT CCATATTTTA AAGCGGGTAA AGAATTAAAA GCTCGAGTGG ATGtTCAGGC 12 91680 
TTAATTGATT AAAATTTAAT TAAAATATTT TTGATTAAAA AGTTTATTTT GGGTTACAAA 1291740 
TATTTTACAG GAAATGAAAT GATTAAATAT ATTTTAGGTA TTGTGATCTT TATTGCTATT 1291800 
GTGTTAGTTG CAATTACCAT TGGTGCGAAT AACGATCAGA TTATTACAtT TAATTATATT 12 91860 
GTGGCAGAAA GTCAGTTTCA GCTTTCAAGC CTCGTTGCTA TTTTATTTGG GTTAGGTTTA 1291920 
ATTCTTGGTT GGTTAATTAC TGCTTTTTTC TATATTAAGT TAAAATTAAA AAATATGGCA 1291980 
CTAGCTCGTC AAGTGAAACG tCAGACTTTA CAAATCAATG AATTGACGAC TACGCGCGAT 1292040 
AAGGTCGTTT AATGATAGAa TTACTCTTTC TATTATTGCC TATTGCTGCT GCCTATGGCT 1292100 
GGTATATGGG GCGGCGTAGT GCGAAGAAAG ATCAAGATGA CATAAGTAAT AAACTCTCCC 1292160 
GAGATTATGT TACGGGAGTG AATTTTTTAC TTTCCAATCA AACTGATAAA GCTGTAGATT 1292220 
TGTTTTTAGA TATGTTGCAA AAGCAAGAAA TCGAAAATGA AATCGAAAGT CACTCCCAAT 1292280 
TTGAAGCAGA ACTTACACTT GGCAATCTGT TTCGTTCTCG AGGCGAAGTT GATCGTGCAT 12 92340 
TGCGCATTCA TCAAGCTTTA GATCTTAGTC CTAATTATAC TTTTGAACAA AAATTACTTG 1292400 
CAAAACAACA GCTTGCTCGA GATTTTATGG TGGTTGGTTT TTTTGACCGA GCTGAGAATC 12 92460 
TTTATATTTT ACTAGTAGAT GAACCTGAGT TTGCAGAAAA TGCTTTACAG CAACTTTTAG 1292520 
TGATTTATCA AAAGACAAAA GAATGGAAAA AAGCAGTCAA TATTGCTGAA AAACTCGCTA 1292580 
AAATAAAGCC GCAAGAGAAT AATATTGaAC TTGCGCAATG TTATTGTGAA TATTCACAAA 1292640 
GTTTAGAGCC TGAAAGTGCG GTTGAAAAAC GCAGTGTTTT ACAAAAGGCT TTGTCGGTTT 1292700 
CTCCGACTTG TGTTCGCGCT TCTTTATTGC TTGCAAATTT AGCAATGCTT GACGGTCAAT 1292760 
ATCAACAAGC AGTAAAAATA TTAGAAAATG TTTTGGAGCA AAATCCAGAT TATACGGGTG 1292820 
AAATTTTGTT ACCTTTAAAA CATTGTTACG AAGAATTAAA TCAGTTAGAT AATTTTGAGT 1292880 
TATTTTTAAT TCGTGCAGGT CAAATTATTA ATAATGATGA AGTAGAGCTG GCACTAGCTA 129294.0 
AATTAATTGA AGAAAAAGAT GGCAAGTCTG CTGCTCAAGC TAAGCTTTAT CAGCAACTCA 1293000 
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CGAAAAAGCC AAGTACTTTA ATTTTCCATC GTTTTATGCA GTATCAAATT GATGATGCAG 1293060 
AAGACGGGCG TGGAAAAGAA AGCTTAATTT TATTACATAA AATGGTTGGT GAACGAATTA 1293120 
AGCAAACATC GCCTTATCGT TGTACAAATT GTGGTTATCA AATCCATAAG CTATTGTGGA 1293180 
ATTGCCCATC TTGCCGTCAA TGGGAAAGTA TTAAACCGGT TTCAAATCAA GAACATAATT 129324 0 
AATTGACACT CAGTGAGGTA ACATTATGAC AAGTAAAATT ATTGTGGCAT TGGATTTCGA 1293300 
GAAAGAAGCA GAGGCTCTTG CTTTAGTTGA TCAAATTGAT CCAAGTTTGT GTCGATTAAA 1293360 
AGTGGGTAAA GAAATGTTTA CTACACTTGG TATTAATTTT GTAAAACAAT TACATCAACG 1293420 
TAATTTTGAT GTTTTTTTGG ATCTGAAATA TCACGATATT CCAAATACGG TAGCAAGAGC 1293480 
AGTTCGTTCT GCTGCTGATT TAGGCGTATG GATGGTGGAT TTACACGCAA GtGGTGGCTT 129354 0 
GCGTATGATG GAAGACGCAA AGAAAATTCT TGAACCTTAT GGGAAAGATG CGCCATTGCT 1293600 
TATTG CTGTG ACGGTATTAA CCAGTATGGA AGACTTGGAT TTATTACAAA TTGGGATTAA 1293660 
TGCATCGCCA ATGGAACAAG TTTTACGCTT AGCTCATTTA ACCCAACGGG CAGGTTTGGA 1293720 
TGGTGTGGTT TGCTCTCCGC AAGAAGTTGA AATTTTACGT AATGCTTGTG GAGAAGACTT 1293780 
TAAATTAGTG ACCCCAGGGA TTCGTCCAAT AGGAACTGAT TTTGGCGATC AACGACGTGT 1293840 
AATGACACCT ACCGCAGCAA TTCGTGCTGG TTCAGATTAT TTAGTTATTG GACGCCCAAT 1293900 
AACTCAAGCG GATAATCCTG CGGAGGTTCT CCGTTCTATT AATGTATCTA TTGGGTAATC 1293960 
ATAAATGTCA GATTCTGTTT TAGTGTATTC AACAGATGTG GGTCGAATTA AAGAGGAAAA 1294020 
GGCTTCTGTA GTTCGCCCAA AAGGAGACGG TGTTGTACGT ATTCAAAAAC AAACGAGTGG 1294080 
TAGAAAAGGT GCTGGTGTAT CAGTTATAAC TGGTTTAGAT TTATCTGATG AGGAATTGAA 1294140 
AAAATTAGCT GCTGAATTAA AAAAACGTTG TGGATGTGGT GGAGCAGTTA AAAATGGTAT 1294200 
TATTGAAATT CAAGGGGAAA AACGAGATTT GCTCAAGCAA TTATTAGAGC AAAAAGGGTT 1294260 
TAAAGTTAAA TTATCAGGTG GATGATTAAA AAGGCGCATT AGTGCCTTTT TTGTTAGAGA 1294320 
TTCAAAATTT TTTTGACGAA AGGAATCGTA AGATTTCGTT GAGCTTGTAA TGATGCTTTA 12943 80 
TCTAGTAGAT CAAGTGCTTC AAATAGAGTA TGCATATCTC GTGCTAGTCG TGTAATTAAA 129444 0 
AAATTTGCAG TTTCGTCAGA TAATTGGAAT CCTCGTTGGT AAGCTGCGAG TTGTAGTACT 1294500 
TTGATTTTTT GTTCGTCTGT TAATGAATTT AATTGATAAA TTTCCCCCCA AGTTAAGCGA 1294560 
GAGTTTAAAT CAGGCAATTT GACAGAAAGT GCGGAAGGCG ATTTATCTGC ACTAATTAGT 1294620 
AAAAGCGTTT TCCCGCTTGC TTTAATTCGA TTAAACAGAT CAAAAATAGC TAATTCCCAT 1294680 
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TCATCATTTC CGATTACACT TTGTAAATCA TCTAAGCATA CTAATTCTTG TTGCTCTAAA 129474 0 
TTTTCAAGAA CTGCGGTAGA AAAATATTGA GATTTGCTAA GGGGTACATA AATAGCAGTA 1294800 
CGTfGATTGA TTAAATATTC GTTACTGAAT GCTCTAAGTA AATGGGTTTT ACCAGAGCCT 129486 0 
TTATCTCCCC AAATGTAGAA AAACGGTTGT TTTAAATCAG ATGAATTTTT GCGTAAAGAA 1294920 
TCGAGCAATA AAAGATTATT ATCGCCGTAA AAGTTCTCTA ATGTAGCATC ATCAATTTGA 129498 0 
TGAATAGGTA AGGGGAGTTG CTTATTCAAA TGTTTATGTA GTACAGATTA AGTAAGAAAG 129504 0 
GGCTAAATGA TAATTTAACC CTTTGAAATG GGGCTTATTC TACTTCATTT TTTGCTTTCG 129510 0 
GTAAAACAAG GTTTAAGATG ATAG CAACAA TCGCACACAA GCTGATACCT TTTAGTGATA 129516 0 
CGTTACCCAC ATCTACAAAC ATATTGCCGA TACCAAATGT CATTACGACA GAAATAATAC 12 9522 0 
AAAGATTACG AGCTTCGGTA ACATCAACTT TTCCGCGAAT TAAGGTACTC ATGCCCACAA 129528 0 
CTGCGATTGA ACCGAAAACA AGCATCATAA TTCCACCCAT TACAATAGTT GGAATGGTTG 129534 0 
ATAGGAATGC GCCTACTTTT CCACAGAATG AAATCGCAAT AGCCCAAACT GCAGCCCAAG 129540 0 
TCATAATATT TGGGTTAAAG TTGCGTGTTA GCATCACAGC ACCAGTAACT TCCGCATAAG 12 95460 
TCGTATTAGG CGGGCCACCA ACTAAAGAGG CAGCAGCGGT AGCGATGCCA TCGCCTAATA 1295520 
AAGTGCGGTG TAATCCTGGT TTTTTTAAAA AGTCTTTACC TGTTACAGAG CTGATTGCCA 129558 0 
TAATACCGCC AACGTGTTCT ACGGCGGGGG CAATGGCAAT TGGTAACATA TAAAGAATGG 1295640 
CTTCTAGGTT AAATTCAGGT GTCGTTAATT TGGGCAAACT GAACCAAGGC GCATCAATCA 129570 0 
CTGGTTGGAA ATTAATTAAA CCTAGAAATA AACACAAAAT ATAGCCTGCG GTAATACCGA 129576 0 
ACATTATTGG AATAAGTTTC ATCAATCCTT TGGCAAATAC TGCCACAGAT AAAGTGGTAA 129582 0 
GAAGCGTTAC CATTGAAACT AATACTGCGT CGTTATAAGC ATAGGCACTG TTTTTGCCTA 129588 0 
AGGACATATC CACCGCAATA GGTGCAAGCC CCATGCCAAT GATAATAATT ACTGGCCCAA 129594 0 
CAACCACTGG TGGGAAAAAA CGTTGTAATG CTTCTGCTCC CCGTAATTTT ACTAAAGTGC 1296000 
TCAAGGCGAA ATAAACAAGA CCAGTGAACG CTAAACCGCC CATCGTAGTC GCAATTCCCC 1296060 
AAGTTTGTAC GCCATATTGA ATGGGCGCGA TAAAGGCAAA AGATGATGCC AAGAAAATAG 1296120 
GCACTTGTTT GCCTGTGCAA AATTGGAAGA GTAGGGT3CC AACGCCAGCG GTTAATAATG 1296180 
CCGTATTGGA ATCAAGTCCT GTAATTAATG GCACGAGTAC TAGCGCACCA AATGCAACAA 1296240 
AAAGCATTTG TAGGCCAACG AAAGATTGTT TTAATTTGCT TTGATTTTCC GCTAGGGAAG 1296300 
GAGGGATTTG GTTTGTCATT TAGTTTCAAC TCTCTGTTTG AATTAACTTA AAAGTGCGGT 1296360 
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CAGTTTTTCT TGTGTTTCAA CGCACGGAAA AAAGACGGCT TAAATGCCGT CTTGTTTTGG 1296420 
GGATTATTTT GTCCCAAAAA TTTTATCGCC CGCGTCACCA AGACCGGGAA TAATGTAACC 1296480 
TTGTTCATTT AAATGGCTAT CAATAGAAGC GCAGTAAAGT TCAATGTCAG GGTGTGCAGC 1296540 
CTCAAGAGCT TTAATTCCTT CTGGTGCAGC GACTAACACT AATACTTTGA TATGTTTACA 1296600 
ACCTTTTGCT TTTAAAAGAT CAAGGGTGGC AATCATAGAG CCGCCCGTTG CAAGCATCGG 1296660 
ATCGACAACA ATTGAAAGTC GCTCTTCTAA ATCGCTAGCT AATTTTTGGA AGTAAGGAAC 1296720 
TGGTTCAAGG GTTTCTTCAT TACGGTAGAT CCCCACTACG CTGATGCGTG CGCTTGGTAC 1296780 
GTGTTCAAGT ACACCATCCA TCATTCCTAA ACCTGCACGC AAAATTGGCA CAACCGTTAC 1296640 
TTTTTTACCT TTAATTCGAT CGATTTCTAC TGGCCCATTC CAACCGTTGA TCGTTACTTT 1296900 
TTCAGTTTCT AAATCAGAGG TTGCTTCATA GGTTAATAGG CTACCGATTT CTGTTGCAAG 1296960 
TTCACGGAAT TTTTTTGTAT CAATCTCAGC TTCACGCATC ACACCTAGTT TGTGTTTTAC 1297020 
AAGTGGATGT TTTACTTCAA CCAGTTTCAT TTTTACTCTC CTTTTGACTC TTAAAAAACA 129708 0 
AATTGACAAA TTCTAGATTA AAAAAATACA AAATGGTAGA GGTTTATAAA AATATTCTGA 1297X40 
CTTGAAACGG GAGTTTTCAA TACAATATTG TCTTTAAACT GGTCGAATAC TCTCTACATC 1297200 
TAATTTTGCA TCAAACTCAT TAAGTAGAAT TTGTAATTTA CTATCTTTTT GCAACTCATT 1297260 
TTGAGCTTTT TCCCGCAATG CTTGATAAAT ATTGCGGCGA TATTCAATTG GCGTCGTGAC 1297320 
ATTGCTATCA TCAAGATTAA TTGTTAATCG AATATCTTTA CCTTGTAATT TGCTTAATGC 1297380 
TTCAGCTAAA TTTTTTATAC TTCTGTCTTG GCGTAAATGG GATTTTTCTG AATGTAGTCC 1297440 
AAGATTGATT TCATCATCGG TTTTGCTTTG TAAGAAACAA TTTAATGCTA ATTCTTTGCT 1297500 
AAATCCTGTT AAGCCAGAAC GCTCAACTAT ATCTGCCCAC TGATCTTGTT GTTGAGTTTG 1297560 
GGTAATGATT TTTAAACGTA ATTCAGGCGT AATATCTTTT AAAATCGCCT GTTTTATATC 1297620 
AGAAGGACAA ACGCCTGTAT CGGCTTTAGC AAGTTCTGGA TTGCTCCATT CCCAACGATA 1297680 
GGTGTCAGCA CTCAAGATTT CTTGCTCATC TTGAGCAATT TCTACATTAT CATCACTTGA 1297740 
ATTTTCTTCT GTGCTATTTT TTTGTGGAGC CTGTGCGGCA TTTGATGGTA ATGTTGGCTT 1297800 
TTCTATGTGC TTGGGCTTCG GCTCAGTCAT TTCTCGCACG GGAAGTGCGG TCATTTTTTT 1297860 
ATGAGATTTT TCTTCGTCTA GTTCTTGGAT GTGATGTAAG GTTTCACTTA CTACAGCTAA 1297920 
TGATTCAGCT TTGTGTTCTT GACGTTCTTG GTTTTCCAGT TGTGTTAAAT GTTCAAGCGC 1297980 
ATCTAAAGCC GAAAGGCTTG CCAAATTTGG AATGCTCGTT TTATTTGGTT TTGCTTGAGA 1293040 
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ATAAGCAGAT TTGATACTTT GCGACAGTAC TGGCACATCG ACATAATTAC CCGTATTTTC 12 98100 
AACCGCACTT GGCGTTGATG GCGGTGGAGT AATAGTGGTG TTAGCCTTTG GTACTGCCGT 1298160 
AAGGAACTTT GGGTGGAATG CCAATGCCCT CAATAATGTC ATCTCTGCAC CAATACGACG 1298220 
ATTTGGTGCA TTTGATAAAT CTTTTCTACC AGAAACAATG ACTTGATAAA AAAACTGAAC 1298280 
ATTTTCTGGA GAGATATGTT TGGCTAAAAA TGAAAAATGT TCATTGTTAT CTGAAGATTT 1298340 
TTGTGGAAGA AGTTGCATAA GCGCAATTTG ATGTAATTTT TCTGCACATT CGCCAAGTAA 1298400 
TTTATCCCAA TCGCCTGCCG CATCAGCAAC TCTTTGTAGT GTTCGCATTA AGAGTTCGCC 1298460 
ATTGCCTTGA TGTAAGGCGT ATAAAATATC AACAGAATAG TTATCATCAA GCAACCCTAA 1298520 
CATATTGCTT ACAACATTAT TTGTAACTTG TCGGTCGCCC ATTGCAATGG CTTGATCCGT 1298580 
TAAACTTAAG CTATCACGAA TACTTCCTTG CGCCGCTTTT GCAAGTTTAA CTAATGCAGG 1298640 
ATCTTCAAAA GGAATATTTT CTTGCGTCAA AATATGGGCA AGATGCTGGG AGATTTGAGT 1298700 
TTCATCTAAT GCTTTAAGAT GAAATTGTAA ACAGCGAGAA AGAATAGTTA CAGGTAGTTT 1298760 
TTGTGGATCC GTTGTTGCGA GTAAAAATTT TACATATTCG GGCGGTTCTT CTAAAGTCTT 1298820 
GAGCAACGCA TTAAATGAAT GACGAGATAG CATATGGACT TCATCGATTA AGTAAACCTT 1298880 
AAATCTGCCC ACAACTGGTT TATATTGCAC GTTATCCAAT AATTCACGCG TGTCTTCAAC 1298940 
TTTTGTGCGA GACGCCGCAT CAATTTCAAT TAAATCAATA AAATTGCCTT GCTCAATAGC 1299000 
TTTACAATTT TCACATTCGC CACAAGGCGT TGCCGTTACA CCGTGAACAC AATTTAATCC 1299060 
TTTTGCGAAT AATCTAGCAA TAGAGGTTTT TCCTACACCA CGCGTGCCTG AAAAGAGGTA 1299120 
AGCGTGATGT AGTCGATTAT CTTTTAATCC ATTTGCTAAT GCCGTGATAA TATGTTCTTG 1299180 
CCCAACGACA TCAGCAAATG TTTTTGGTCG CCATTTTCTG GCTAAGACTT GATAGCTCAT 12 99240 
CGAATCCTTA ATTAATGACC TTCAAAATTG ACGAGTGTAT AGCAATCAAC GCCCAAATTA 12 99300 
TTTAAGCGTT TTTCGCCACC TAATTCAGGT AAATTAATCA CAAATGCAGC GTGTTTTACC 1299360 
GCTCCACCTA AACGTTGCAC TAATTTTACT GTCGCTTCAA CTGTGCCACC AGTTGCTAAT 1299420 
AAATCATCAA TAATTAAAAC ATTGTCACCT TCTGAAATTG CATCAACGTG CATTTCCAAA 1299480 
GTATCTTGAC CATATTCTAA TTGATAAGAT TGCGAAATAG TCTCACGTGG TAATTTTTTA 1299540 
GGTTTACGTA CTAATTCGAA AGGTAAACCT AGTGCTAAGG CAACGGGGGC ACCAAAAATA 1299600 
AAACCACGAG ATTCAGTTCC AAGCACTTTG GTAATTCCTT TATCGCGATA TTGTTCCACA 1299660 
ATAAGATCTA TTGTTGCTTT AAAAGCTGCT GGAACTTCTA AAAGGGTAGT AATGTCGCGG 1299720 
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AAGATAATGC CTTCTTTTGG ATAGTTAGGA ATTGATTTGA TAGAAGATTT AATTAAATCA 1299780 
AGTTGTGTAG TCATAAATAA TGCTCAAAAG TGCGGTAAAA AAAGAAACGT TTTTAGATTG 1299840 
GCATTCTATC ATAAAAAAAT AGAAAGAGAG GAAAATAAAA ATCCCCAATT GGGGATTTTT 1299900 
ATTTAAGTTT GAATTTACAA TTTAAGATGA ATTAAAACTT CTTAAATAGA AATTATTTTT 1299960 
TCCTTCGCTT TTGCATTTGG AAGGTCAGTA ATTGAGCCTT CAAATACTTC CGCAGCTAAG 1300020 
CCAACAGACT CGTGTAAAGT TGGGTGAGCG TGGATAGTTA ATGCAATATC TTCTGCATCG 1300080 
CAACCCATTT CAATGGCAAG ACCGATTTCG CCTAATAATT CACCACCGTT AGAACCCACT 1300140 
ATTGCACCGC CAAGTACACG ATGTGTATCT TTATCAAAGA TTAACTTCGT CATACCTTCT 1300200 
GAACATTCAG ATGCAATCGC GCGGCCTGAT GCAGCCCAAG GGAATTTAGC CACTTCGTAG 1300260 
TTTAAGCCTT CTTGTTTACA TTCTTTCTCA GTTTTACCTA CCCACGCCAC TTCTGGTTCG 1300320 
GTATAAGCGA TTGATGGAAT TACTTTAGGA TCGAAGTAGT GTTTTTGTCC TGCAATGACT 1300380 
TCTGCGGCAA CGTGACCTTC GTGAACACCT TTATGTGCTA ACATTGGCTG ACCTACAATA 1300440 
TCCCCAATTG CGTAGATATG TGGCACGTTG GTACGCATTT GTTTATCAAC GTGAATAAAA 1300500 
CCACGATCAT CCACTTCAAC ACCTGCTTTA CCTGCATCAA TTAATTTACC ATTTGGCACA 1300560 
CGACCGATAG CAACAAGCAC TGCATCATAA CGTTTGGTAT CATTACATGC TTTGCCTTCC 1300620 
ATTGAAACGT AGATACCATC ATCTTTTGCT TCAACTGCAG TCACTTTGGT TTCAAGCATT 1300680 
AACTTGAATT TTTTCTCAAC TTGTTTAGTG TAAATACCAA CAACATCTTT ATCTGCTGCA 1300740 
GGAATCACTT GGTCGAACAT TTCAACAACT TCAACTTCAG AACCTAAAGC ATTGTATACA 1300800 
GTAC CCATTT CTAAACCGAT GATACCACCG CCCATAATAA GTAGTTTTTT CGGTACTTCT 1300860 
TTTAATTTGA GCGCATCTGT TGAATCCCAA ATACGAGGAT CTTCGTGTGG GATAAAGGGT 1300920 
AATTGAACTG GACGAGAACC TGCCGCAATA ATGGCATTGT CGAATTTAAC AGTCGTAGGG 1300980 
TTTCCATCGC GATCACGCGC AACTAATGTG TGAGAATCGG TAAAAGTCGC TAAACCTTCA 1301040 
ACAACAGTCA CTTTACGTGC TTTTGCCATT CCCGCTAAAC CGCCAGTTAA TTTAGCAACA 1301100 
ACAGCTTCTT TACCTGCACG TACTTCATCT AGCTCAATGC GTGGTTCACT AAAATAAATA 1301160 
CCATTTTTAT TAGCATGCTT TGC TTCTT CA ATTACTTTTG CAACGTGTAA TAACGCTTTA 1301220 
GATGGAATAC AACCTACGTT TAAACACACC CCACCTAAGG TTGAATAACG CTCAACAATA 1301280 
ACAGTTTCTA ATCCTAAATC CGCACAACGG AATGCGGCTG AATAACCTGC AGGACCTGCA 1301340 
CCAAGTACAA CGACTTGGGT TTTAATTTCT TTACTCATTT TTACCTCGTA AAAACGTTAA 1301400 
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AAATATTGAC CGCACTTTTA CGGTCTTTAT AGGATGGGTT TCTGCCCACC AAAGATTTCA 1301460 
TTAATCGGTG GGCTTAAAGC CCACCTACAG ATTACATTAC TAAGCGACGT AAATCTGCTA 130152 0 
AAACAGAGCC AAGATAGCTA ATGAAACGAG CTCCATCTGC ACCATCAATG ACACGGTGGT 1301580 
CGAATGATAA TGACATTGGA AGAATTAAGC GTGGCGCAAA TTCTTTACCA TTCCATACTG 130164 0 
GTTCCATTGA TGATTTAGAC ACACCAAGGA TAGCTACTTC TGGCGCATTT ACGATTGGTG 1301700 
CAAAGTGCGT TGTACCAATA CCACCAAGAC TTGAAATGGT GAAACAGCCA CCTTGCATAT 130176 0 
CAGATGCAGT CAATTTGCCT TCACGGGCTT TTTTCGATAC TTCCATTAAT TCACGTGAAA 130182 0 
GTTCGATAAT GCCTTTCTTG TTCACATTTT TGAATACAGG CACGACTAAG CCATTCGGCG 130188 0 
TATCTACTGC GACACCGATG TTAATATATT TTTTCAGGAT TAAGCGTTGA GCATCTTCGG 1301940 
TAATTGAGCT GTTGAAACGT GGATACGCTT CTAATGCTTT TGCCACCGCT TTCATAATAA 1302000 
ACACAACTGG CGTGATTTTT ACACCGAGTT TTTGTTTTTC TCGTAACGCA TTTTGTTCTT 1302060 
TACGGAATGC TTCTAAATCC GTGATATCTG CTTTATCGAA GTGAGTGACG TGTGGAATTA 1302120 
TTACCCAGTT ACGATGTAAG TTAGCACCTG AAATTTTGTT GATACGACTT AATTCAACTT 130218 0 
CTTCAATTTC GCCAAATTTA CTGAAATCAA CTTTTGGCCA TGGCAATAAG CCTAAGCCAG 130224 0 
CACCATTTGC TACACCATTG CCAGTAGCTT GTGCTGTTGC ACCGCTTTCA TAGGCTTTAA 1302300 
CTGCGGTCTT CACATAAGCT TCAATATCTT CTTTAACGAT ACGACCTTTA CGACCAGTAC 1302360 
CTTTTACTTT ATCTAGATTT ACACCAAATT CACGAGCTAA ACGACGAATT ACTGGTGTTG 130242 0 
CGTGTGCATA TCCTGTACTT GCTTCTACTT GTTCTTGGCT TAATCCAGAT ACGTTGTTAT 1302480 
TTGATTGAGC TGCTTGTGCA GTAGTATCAG GAGCTGCTGC CTGTGGTGCT TGTGCAGTAG 130254 0 
TATCAGGAGC TGCTGCCTGT GGTGCTTGTG CAGTAGTAGC AGGAGCTGCT GTCTGTGGTG 1302600 
CTGATGTTGA AGCTGGAGCT GATGCTGATT CTGCTGGAGC TGCACCTAGT ACTTCAAAAC 1302660 
GCATAATTAA TGAACCAGTT GAAACTTTAT CGCCTGATTT CACTAAAATT TCTTTTACCA 1302720 
CACCGCCGAA TGGTGCAGGA ACTTCCATTG AGGCTTTATC GCCTTCAACG GTAATTAAAG 1302780 
ATTGTTCTTC AGTGATTGTA TCGCCAACTG CAACCATAAT TTCGGTTACA TTGACTTCAT 1302840 
CGCCACCAAT ATCTGGCACA TTTACTTCTA CAATAGCTGA AGCCGTTGGT GCGGTAGCAA 1302 900 
CCACTGGTGC AGTAGGCGCA TCAGCTACTG GAGCAGTAGG CTCATCAGCT GCTGGAGCAG 1302960 
CACCTGCCGC TTCTAATACA AGCATTGGAG TACCAGTTGA AACTTTATCG CCCACTTTGA 1303020 
CTAAAATTTC TTTTACAACA CCCGCTTCTG GTGCAGGCAC TTCCATTGAA GCTTTATCGC 130308 0 
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CTTCAACGTT AATGATAGAT TGATCAACAG AAATGGTATC GCCTACGTTT ACCATGACTT 1303140 
CTGTTACGGT AACTTCATCA CTACCAATAT CAGGAATTTG AATTTGTTTT GACATTTTTT 13032 00 
GTTCCTTTTA AAGTGCGGTC ATAAAACACA ATGT TT T TT G ACCGCAGTTT TCATCAATTA 1303260 
CGCATAAAGC GGATTGATAC GATCTACATT CAAACCGAAT TTCGCAATCG CATCTGCAAC 1303320 
CACTTGGTTA GATACTGTAC CTTCTTTCGC TAATTGAGAA AGTGCAGCAA CCACAACATA 1303380 
ACGTGCATCA ACTTCGAAGT GTTCACGTAA GTTTGCACGG CTATCTGAAC GACCGAAACC 130344 0 
GTCTGTACCT AATACATGAT AGTGCTTACT TGGTACAAAT GCACGGATTT GATCAGCATA 1303500 
ACCTTTCACA TAGTCAGTTG AAGCAACGGT TGGTAAATCA GCTAATACTT GAGCAACGTA 1303560 
TGGTACGCGT TGTGTCTCTG TTGGGTGTAA TAAGTTCCAA CGTGCTGCAT CATGACCTTC 1303620 
GCGTGCTAAT TCATTGAATG AAGGCGCAGA AAATACATCT GAAGTCACAC CGTAGTCATT 1303680 
TGCAAGAATT TGTGCCGCTT CACGAACGTG ACGCATAATC GCACCAGAAC CTAATAACTG 1303740 
AACGTGACCT TTGCCTTTTT TACCTTCCAC TGTTTCAAAT TTATATAAAC CTTTACGGAT 1303800 
ACCTTCTTCC GCACCAGCAG GCATCGCAGG TTGATCCATC ACTTCATTTA ATGTAGTCAT 1303860 
ATAATAGAAC ACATCTTCTT GTTTTTCGCC GTACATACGG TTGATACCGT CTTGCATAAT 1303920 
AACAGCAACT TCAAATGCAA ATGATGGATC GTAAGTGATA CAGTTAGGAA TGATACCCGC 1303980 
TTGAATATGG CTGTGACCGT CTTCGTGTTG TAAACCTTCT CCATTTAAGG TTGTACGACC 1304040 
AGAAGTACCC CCTACCATAA AGCCACGAGC TAATTGGTCG CCTGCAGCCC ACATCATATC 1304100 
GCCCACACGT TGGAAACCAA ACATTGAGTA ATAGATGAAG AATGGAATCA TCGGTTGGTT 1304160 
ATTGACAGAG TACGAGTTCG CTGCTGCTAA CCAAGATGCG GTTGCACCTA ATTCATTGAT 1304220 
ACCTTCTTGT AGCACTTGAC CATCTTTTGC TTCACGATAG TAAGCCACTA AATCACGGTC 1304280 
TGAAGGTATA TAGTTTTGAC CATGTGGGTT ATAAATACCA ACTTGACGGA ATAAACCTTC 130434 0 
CATACCGAAA GTACGTGCTT CATCCGCAAT CATTGGAACG ATAGTTTTAC CGATGTTTTT 1304400 
ATCTTTTAAT AAGATGTTTA ATGCACGAGT AAACGCCATA GTGGTTGAAA TACCACGAGG 1304460 
TTGTTCTTCT AATAATGCTT TAAACTCTTC TAATGCAGGA ACTTTATATT CAACATCAAA 1304520 
TTTAGTACGA CGAGCAGGAA CATAACCGTT TAATGCTTTA CGGTGACCAT GTAAGTATTC 1304580 
ATACTCAGGT GTGCCTTCAG CAAATTTAAT GTATTCTAAT TTTTCTACTT GTTCATCGGT 130464 0 
TAATGGTAAT TCAAAGAAGT CACGGAAACC TTTAAGGCTT TCGTAAGACA TTTTTTTAGA 1304700 
TTGGTGAGCG GTATTTTTAC TTTCCGCTTC AGGAATTTTA TAACCTTTAA CTTGATGCGC 1304 760 
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TTGCATTTTG TGCTTTTGCA TAGGCCGCAT ATAATTTTTC 1304820 
GTAATGCCCA GATTTCATCA TCGGTCATAT CAGCAACTAA 1304880 
GACCGAAGAA GTGTTCACGA ATATATGCAC CATCTTTAGA 1304940 
CATCAACCAC TTCCATCATT AACTGAGTTA ATTTACCTGA 1305000 
TATCCCAATC GCTGCCCCAT AAAACTTTAA TCACTTCCCA 1305060 
CTTCTAACTC TTGAACGATT TTACCATTAC CATTCACAGG 1305120 
TACAGCTGAT AGTGAAGATT AAGTTATCTA AGTGTTCACG 1303180 
CTTTAGACTC AATTTCATCC ATCTCGCCAT CGCCTAAGAA 13 0524 0 
TGGTATCTTT TAAACCACGG TTATCGAGAT ATTTTAAGAA 1305300 
TCACAGGGCC TAAACCCATA GAAACCGTAG AAAATTGCCA 1305360 
GATGTGGATA TGAAGATAAA CCGTCGGTAA AGGCTTCTTG 130542 0 * 
CTTCAGTTAA ACGACCTTCT AAGAAAGCAC GCGCATACAT 1305480 
GGAAGAAAAT TAAATCGCCA CCGTTTTTCT CTGTTGCAGC 1305540 
AAACTTCATA CATTGTTGCT GCAGATTGGA AAGTGGAAAT 1305600 
CTTTCTTCTG ACTGCGTAAA ACCATCGCGA TCGCATTCCA 1305660 
GACGTTCGAT AGCGTGATCA CCTGGATAAG CAGGTTGCTC 1305720 
CGTAATCAGT GGTAACTCCT GTTGGCAATG AAACACCACT 1305780 
CTTGCTCAAC AATATATTGA GCACGCTCAA CGCCCTCTTC 130 584 0 
ATTGCAACCA ATCTTGTGTT TCGATTGGAT CAACGTCATT 1305900 
GTTTTCCTTA ATCTGTTTTG AGTGAATATT AGTTTAGACA 1305960 
AATATTTGCT TTTCACAAAC ATTTAACAAA TCTTGTAAAT 13 06020 
AAAGATAGTG AATTTTCATC AAATCATCAT ATCAAATCAG 13 06080 
TGAAAGTGCG GTAATTTTTT TGTGTTTTTT TGTTCGCTAA 1306140 
ATTCCATCGG GCTTTGTTTT AAAGTTTTTT CAGATTTTTT 1306200 
CAGACAACAA CTCGAACCCT CACTCAACAC AAACGTATTG 130626 0 
TGTAAAAAAA ATTTACTGAA TTGGACGCAA AAACACAAAG 1306320 
CTTTATGCAA CAGGTACAAC AGGGCATATT TTAGAACgAG 1306380 
TCTTTATTAA GTGGCCCGAT GGGCGGCGAT CAACAACTTG 1306440 
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GTGGATTAAT CG CAGAAAAG AAAATCGACA TGATGATCTT CTTTTGGGAn CCAATGAATG 1306500 
CTGCACCACA TGAaCCTGAT GTGAAAGCCC TTATGCGTAT TGCAACAGTG TGGAATATTC 1306560 
CTGTTGCGAT TAATCAAAGC TCTGCAGATT TTCTTTTAAC TTCAGTTTTA TTTGAACAAG 1306620 
ATGTGGAAAT TGACGTACCA GATTATGAAG GGTATTTAAA AGAGCGGTTA GCTTAAACTG 1306680 
CAACGAAAAT TTACCGCACT TTATAGTTGT AGGTGGGCTT TAGCccACCA ATTAACCATA 1306740 
AAAAATGGAA TAAAAACGgt GGG CTGAAGC CCACCCTACG ATACTTTTAA TTAAATACAA 1306800 
AACAGGGCGA CAATTTATCG CACTGTTTCA GTTATCTCCC AAATCCCCCC ATTACAAGTA 1306860 
TAAAGAGTAC CACTTTCAAC TGTnCTTCTG GGATTGGCTT GCCGTTTAGT TTCAAGTCGT 1306920 
TATTTTCTAG AGCAAGCGTT AATGTTACGG TTTTGTCCGT GTTTACGATA ATGCCATTnG 1306980 
CTTCGCCTTC AGCAATTAAT TCGTCCATTC TGTAAACTAA ATCTTGCTTT TGGTTTTCTG 1307040 
GTACAAATTT AGATAACAAT GAAATCGCAG TTTCTTTGTT CACATCAAAA TTGATCGAAA 1307100 
AATCTTTGAA TTGTTTGTAT AAGCCACTGT GCATTAAATC AAATTTAGGA TTTGGCACTA 1307160 
AAGCAATATT TAGATCCAAT GCCACTTTGC CTTTTTCATC AGAAATAGAA AGAGGGGTAA 1307220 
ACTTAATTTG AGGCTGATTA TTCGCAATGG CCATGCCTGC TTGTTGTAAT TTTTGCACCA 1307280 
ATGTTTTAGA TAGAGGCATT CTGAGTCGGC TTTGCCTATA GCAACTAAAA TATTTAAAAG 130734 0 
TTCTTGTAAT GCGTTGCCAT CAATATGGTT GAATTCTACA TTGTTGGTCA CTTTACCTAA 13 07400 
GTTGTTACCG TTAATATGTA ATTCATCCAG ATTTGTTTTA TTGATGATAT TTACTGTATC 130746 0 
ACCCTCAACT TGTGTAGTTA AATTTGCTTG GCTG TT T TT C TGAATAAGAG AGAATTTTTC 1307520 
GCCACTCTCT GCAGATTCGG TATTTTGCTC AAAATAGCCT ATTTTACTAT TGATATTCCC 1307580 
ACTATAAATA AATGGCCATT TTGTGCTTTG CAACGAGCCT TGTACGACAA GATCTTTTAT 130764 0 
TTTAATTGAT GAAGCGGTTG AAACTGCATG ATTAGGGGCA TTTGAATTAA ATGTATCGAC 13 0 7700 
AGATAGCACA TAGTTATTTG GTGTATTTTG GTTTAAATCA ATATTTAATA CGACATTTGA 1307760 
CCAATCAAAA TCTGTCTTAG ATTGCTCATT GTGATATTGC CCCGATGCAA GTTTTAATTC 13 07820 
CGCATTACCG CTTAATGAAT AATTCATTGC GAAATTCAGT TGTAACGGTT TCTCTGATTC 1307880 
TGTGATATCA AAGAATGCCT GAGTTGTTGC ATTTTTTCCT AACAATGTTT GGCTTGAAAA 1307940 
AATGGCTGGA ACGAAATTCA GTTTTGCCAC ACGATCAAGC GGCAAAGGCC CGTGATAAAG 1308000 
TGTTGATGAT AAAGGAATAA TGATCGTTTC ATTTGCCTTG TGAATTTCTA TTTGATCTTG 1308060 
AATGTGAGAG GCAAATAATC CTCTTTCAAA TTTTATATTT TTATAAAAAA TTTTACTTTC 130812 0 
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TTCTAATGCC TCAGTTTTGG TAAATAGTTG ATTTAACTGT TCTAGTTGAT ATAAATATTC 1303180 
TTCTTCAGCT TTTTTCCCTG TAAACCATGC ACTTGTGCAC CAAACGGCAG CAAGAGCAAC 1308240 
CACTACGCCT GCAGCAATTT TTGATTTTTT CATTTATTTC TTTCCTATTT TAAAGTAAAA 1308300 
ATTTTCGCCA AATTTATCAC AAATCCCTTT TTCTTGCCTG AAAATTTTGT TTTCCCCTTG 1308360 
AAGTTCATCA TTTGAGACTT ATTTTGAAAA ACAAGAACGG AAATTACCGC ACTTTAAGAA 1308420 
ATAAAAAATT TTTAAAATTT TCTCTTGAAA TGCGAAAGAA TATCCACATC TTACAATTCG 1308480 
TAATAAATAG GTCTAAAAGC CCTACCCCGA ATTTTAAAAT TTTTACTAGG AGTACAAAAT 1308540 
GGGAAAAATT ATTGGTATTG ACTTAGGTAC AACAAACTCT TGTGTAGCTG TAATGGACGG 1308600 
CGATAAAGCG CGCGTTATTG AAAATGCAGA AGGGGCACGT ACTACTCCGT CAATCATTGC 1308660 
ATATACAGAT AATGAAACCT TAGTTGGTCA GCCAGCAAAA CGTCAAGCAA TCACTAACCC 1308720 
AAAAAATACA TTGTTTGCGA TTAAACGTTT AATTGGTCGT CGTTTTGAAA GTGAAGAAGT 1308780 
TCAACGCGAT ATTAAAATTA TGCCTTTCGA AATTACTCGT GCCGACAATG GCGATGCTTG 1308840 
GGTAAACGTG AAAGGTGATA AATTAGCCCC ACCGCAAATT TCAGCAGAAG TGTTGAAAAA 1308900 
AATGAAAAAA ACTGCAGAAG ATTTCTTGGG TGAATCTGTA ACTGAAGCAG TAATTACTGT 1308960 
GCCTGCATAC TTCAACGACG CACAACGTCA AGCAACGATT . GATGCAGGTA AAATCGCAGG 13 09020 
TTTAGATGTT AAACGTATCA TTAATGAACC AACAGCGGCT GCGTTAGCGT tTGGTTTAGG 1309080 
TTCAAGCAAA GAGAACCAAG TGATCGCTGT TTACGACTTA GGTGGTGGTA CATTTGATAT 1309140 
TTCAATCATC GAAATTGATA ACTTTGATGG CGAACAAACT TTCGAAGTAT TGGCAACCGG 1309200 
TGGTAACACT CACTTAGGTG GTGAAGACTT TGATAACCGT GTAATTGATT ACATTATTGA 1309260 
TGAGTTCAAA AAAGAACAAA ATATCGATTT ACGTAATGAT GCAATGGCAT TACAACGTGT 1309320 
GAAAGAAGCT GCAGAGAAAG CAAAAATTGA ACTGTCATCA GCGCAATCTA CCGAAGTAAA 1309380 
CTTACCTTAC ATCACGGCAG ATGCGACAGG CCCTAAACAC TTAGCATTAA ATATCACTCG 1309440 
TGCAAAATTA GAAGCATTAG TAGAAGATTT AGTGGCAAGC TCAATTGAGT CTTTGAAAGC 1309500 
GGTATTAAAA GATGCAGATA AAGGTGTAAG CGAAATCCAC GATATTATTC TTGTGGGTGG 1309560 
CCAAACTCGT ATGCCACTTG TACAACAAAA AGTTGCTGAG TTCTTTGGTA AAGAAGCACG 1309620 
TAAAGATGTG AACCCTGATG AAGCGGTGGC AATCGGCGCG GCAGTTCAAG GTGGTGTATT 1309680 
AAAAGGCGAT GTGAAAGATG TTCTTTTATT AGACGTAACT CCATTATCTT TAGGTATCGA 1309740 
AACCATGGGC GGTGTGATGA CCACTTTAAT TGAGAAAAAT ACCACGATTC CAACTAAAAA 1309800 
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ATCGCAAGTA TTCTCAACAG CAGAAGATAA CCAAAGTGCG GTAACTATTC ACGTTCTTCA 1309860 
AGGCGAACGT AAACGTGCGG CAGACAATAA ATCTTTAGGT CAATTCAACC TAGAAGGTAT 130992 0 
TAATCCTGCG CCGCGTGGTA TGCCACAAAT TGAAGTAACA TTTGATATCG ATGCAAACGG 1309980 
CGTAATCAAC GTATCAGCAA AAGATAAAAA TACGGGTAAA GAGCAACAAA TTCGTATTCA 1310040 
AGCATCATCT GGTTTATCTG ATGAAGAAAT TCAACAAATG GTGCGTGATG CAGAAGCAAA 1310100 
TGCTGATGCA GACCGTAAAT TTGAAGAAGT TGTTCAAGCT CGTAACCAAG CAGATGGTAT 1310160 
TGCTCACGCA ACACGTAAAC AAATTGCAGA AGCTGGCGAT GCATTGAGTG TCGCAGACAA 1310220 
AGAGAAAATT GAAGCTGCAG TCGCTGAGCT TGAAACAGCA GCAAAAGGCG AAGATAAAGC 1310280 
AGAAATTGAA GCGAAAATTG AAGCAGTAAT TAAAGCCTCT GAACCATTAA TGCAAGCAGT 1310340 
GCAAGCAAAA GCTCAACAAG CTGGTGGCGA GCAACCACmA CAATCATCAG CAAAAGATGA 1310400 
TGGCGTGGTA GATGCTGAAT TTGAAGAAGT GAAAGATAAT AAATAATTCA CCGCTCTTCT 1310460 
TAGCATAAAC AAAGGGCGTG GAAACACgcc C TT T T GGTGT ATTTATTTTC AGCAACAAAT 1310520 
TACAAAATTA CTATGGCAAA AAAAGATTAC TACGAAGtCC TTGGCCTACA AAAAGGGGCG 1310580 
AGTGAGGaCG AAATCAAACG TGCGTATAAA CGTTTAGCGT CTAAACATCA CCCCGATAAA 1310640 
AACCAAGGCA GTAAAGAAGC AGAAGAAAAA TTCAAAGAAA TTAATGAAGC TTATGAAGTA 1310700 
TTAGGCGACG ATCAAAAACG CGCAGCCTAC GATCAATATG GCCACGCAGC CTTTGAACAA 1310760 
GGTGGTGGCG CAGGTGGCTT CGGTGGCGGC TTTGGTGGTG CTGATTTTGG TGATATGTTC 1310820 
GGTGATATTT TTGGCGATAT TTTCGGCGGT GGTGGACGTG GTCGTCAGCG CGTTGTTCGT 1310880 
GGCGAAGACT TACGTTATGA CTTAGAAATT AGCCTAGAAG AAGCCGTAAA AGGTACAACC 1310940 
AAAGATATTC AAATCAATAC TCTTGCACAT TGTGATAGCT GTGGTGGCTC TGGGGCTGAA 1311000 
AAAGGTTCTA AAGTGGAAAC TTGTCCGCAT TGCCACGGTT CTGGTCGAAT TCGTCGTCAG 1311060 
CAAGGTTTCT TTGTATCTGA AAGTATCTGT CCAACTTGTC ATGGTAGCGG TAAGAAAATT 1311120 
GAAAAACCTT GTCGCAACTG TCATGGAGAA GGACGAGTTC ATAAGAAAGA AAATCTTTCA 1311180 
GTAAAAATTC CTGCAGGCGT AGATACGGGC AACCAGCTTC GCTTAGCTGG AAAAGGTGCA 1311240 
GCAGGTGAAA ATGGCGCACC AGCGGGAGAT TTATATGTTG TGATTCACGT GAGAGAACAT 1311300 
AATATTTTTG AACGTGATGG CTCTAATCTT TACTGTGAAG TACCGATTAG CTTTGCTACT 1311360 
GCAGCGCTTG GCGGTGAAAT TGAAGTGCCA ACTTTAGATG GTAGAGTGAA ACTTAAAATC 1311420 
CCTGCTGAAA CGCAAACAGG AAAATTATTC CGCATGCGAG GCAAAGGTGT CGCTTCTACA 1311480 
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CGTAGTGGTT ATGCGGGTGA TTTAATTTGC CGTATCGTGG TAGAAACGCC AGTTAATTTA 131154 0 
ACCAGCGAAC AAAAAGAATT ACTCCACAAA CTTGAGGAAA GTTTACAAGG TAAAGATTTA 1311600 
AGTAAACATG CACCAAAATC TTCAGGATTT TTAGACGGTG TGAAAAAATT CTTTGATAAT 1311660 
TTGGGTAAAT CTGACAAATA AAGATAATGA AAAaGTCCGC ATTTCGCGGA CTTTTTTATA 1311720 
TGCAAATAAT CTCTTCTAAA AATTACCGCA CTTTAGGTTT TATTTGCGGA CAGTATATTC 131178 0 
GCCTTCACAA ACCCATTTAT AACTGGTTAA TGCTTCTAAT CCCATTGGGC CACGAGCGTG 1311840 
AAGT TTTT GG GTACTCACGG CAACTTCTGC GCCTAATCCA AATTGTCCGC CATCAGTAAA 1311900 
GCGTGTGCTT GCATTTACAT AAACGGCTGC CGCATCAACT TGATTGATAA ATTGACGGGC 1311960 
TAGGCTTTGT GAGGAAGTTA AAATACTTTC AGAATGTTGC GTACCATATT GGCGGATATG 1312 020 
CTCAATAGCG GCATGAATAT CTTCCACAAC AACCACATTC AAATCCAATG ATCCCCATTC 1312 080 
TTTTCGCAAT TCTTTTTCTG TCACTTCGCA GACATTCGCA CCCGCTTGTT TCAATATATT 131214 0 
AAGTGCGGTG GATTTTGCAT GATATTTTAC GTTTTTAGCG GAAAGGTGAG AGACAAGTTT 1312200 
AGGTAAAAAT TCTTCAGCAA TAGAATGTTG AACTAACAAT GTTTCCAATG TGTTACAGGT 131226 0 
GCTTGGACGT TGGGTTTTGG CGTTATCAAT AACAAAAATC GCTTTATTTT GATCCGCACT 131232 0 
TTTTTCAACG AAAGTATGAC AAACACCCAC ACCACCCACA ATAACAGGAA TAGTCGAATG 1312380 
TTGTTTACAC AATTCATGTA AACCCGAACC ACCACGAGGA ATAATCATAT CCACATAGCG 131244 0 
ATCCAGTTTT AATAATTGCA TAACGAGTTC ACGGTTTGGA TCGGTAATGG CTTGCACCGC 1312500 
AAATTTTGGT AAGCCTGCTT GCTCTAAAGC ATTTTGCACA ACTTCGATTA AAATCTTGTT 1312 560 
AGAAAACTGT GTTTCTTTAC CACCGCGTAA AATCACTGCA TTACCCGTTT TAAGGCAAAG 1312620 
ACTTGCCACA TCAATGGTTA CATTTGGGCG AGCTTCATAA ATTGTACCAA TGACGCCTAG 1312680 
CGGAGTGCGT ACGCGTTCGA TTTTAAGTCC GCTATCCAAT GTACCGCCGT CTATGATTTT 1312740 
CCCCACGGGA TCTGCTAGAG AAATAACGTG GCGTACATCA TTAGCAATGC CTTGTAAACG 1312800 
TTCTTGTGTG AGCAGTAAGC GATCAATCAA GG CATC CG AT AATCCATTTT GTTTGGCAAG 1312 860 
TTCAATATCT TTTGCGTTTT CGGCTAAGAT AAGCGGTGCT TGTTGTTCGA GTTGTTCTGC 1312920 
AATAATGGAT AATGCACAAT TTTTTTCAGC AGTGGTGAGT TGAGCCAAGA TAAATGCTGC 1312 980 
ATCTTTGGCT TGTTTACCCA TTTGTTCTAA CATAGTTATT CCCTTTATTG TATTTATTTC 1313040 
TTTTTATTTG GCTGCTTATC TTGTTCTTCC GATGTGAGTT CTTGGTAATT AAACACCGGC 1313100 
AACCCCCATT CGAAATGAAT AGCTAAAAGG CGTAAAGTAA AGCTGTTAAT AAGTGTGAGT 1313160 
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AACACGGCAA GTGTATGTTC TACTTGAAGT GTACTTAATG CGTAATAAGT CAGCGTGGCA 1313220 
AATAGCGCAA TGCTGGCATA GAGTTCTTTT TGGAATACGA GAGGAATTCG ATTGCATAGC 1313280 
ATATCGCGTA GAACCCCGCC AAAGGCACCA GTAATACAGC CTGCAATACA AACAATGGTA 1313340 
AGGCTATGTC CCATATCCAT TGCAATTTGT GCGCCAATAA TGGAATACAC CACTAAGCCC 1313400 
ATCGCATCAA GCACCAAGAA AATAGTGCGA AAGTAGCGCA TAAAATGATT GATAAATGGT 1313460 
GCAACATATA CGGTAATTAC CGCCGCACTT GCCACCATTA AAAAATATTC TGGGTGCTTA 1313 52 0 
ACCCAGCCGA GAGGGTAATG CCCAAGCAGT ACATCACGCA CAGAACCGCC ACCAATGGCA 1313580 
GTGACAGATG CGATAATGAT CACGCCAAAA ATATCCATTT TTTCACGACC TGCCGCAAGT 1313640 
GCGCCTGTCA TTCCTTCAGC GGTGATACCG ATGATATATA AAATACTAAG TAACATTCAT 1313700 
GTACCTAAGT GCGGTTAAAA TTGGTTTCAT TTTACTTTAA AATTTAATGA ATTTTTAGCA 1313760 
TAATGGCGCA TTATTTTTTC AGACGTCAAA ATTATGTCAG AACAATCTTC TAAATATATC 1313820 
GCAGCATTGC TTGCGGTATT ATCGATCTCA ATGGTGCTTG GCATCGATCT ATTTATTTTT 1313880 
TCTTTGCAAT CTGAAAAGCA AACAATGCCT CATTTAGGTG TAGGCGTGTT GGTTGCACAG 1313940 
TTAATTTCGT TGTTGGTGTT TTATCGTGGC GAAATTTGCC CAGGACAACG TGGTCGTTTA 1314000 
ATCAAAGTGA ATATGACTTT TGCTATTTAT TGGGCAGTGT GGTTGCTGAT AAGCCTATTA 1314060 
CAAAATAATC ACACGCTTAC TAACGTGATG AGCGTATGTG GTCTTTCTGT CGTGTATTTT 1314120 
ATTTGGAAAC AACCCAAAAC TGAAAAAATT CGTAACAGCT TTTTATTGAT GGCTGCATTA 1314180 
ATTGCGGGTT TAGGTTGCTT GAGTTATTTA ATGATTTTTA CCGAGCTTCC TGCGAGTGAT 131424 0 
TTTGCTGAAT ATAACCCTTT TGCACCAATT TTATCTGGCG TGATTTTGGC AAATCTTGTG 1314300 
CTTGTTATTG CAnGAAATCG TTTACAAGGT TTTATAGCAT TGTTGCCCTT AGCAATGATT 1314360 
ATATTGCTTG CTCTAAATGC TTTGGCAATG TTTTTATTTT TACTTTTAAA TGGTATGGAA 1314420 
AGTGCGGTTA ATTCTGAGAG TGTTTTTGCC TACATCATTT ATTTTGTTTG CCATTTTGTG 1314480 
ATTGCGGCTA TTCTGATTCT GCATAGTTTC CAAAAGTGGA CATTATCTAC CAATAGTTTA 1314540 
TTTATCCTAT TATTTATTGC TGTTTGCTTG CCGTTATGGA TGGTTTTTGT TTAATAAAGA 1314600 
AAACAATCAT TGCGCCGTGG GGAATTTATC CACGGCTTTT AAGATTTCGG CTGGTTAGAA 1314660 
AGTAATACGC CAACACGGAA ATCACGACAC ATGCCCCCAT AGTAAAGAGC ATTGGTGCGG 1314720 
CAGTATCCAT TTTCATTGAC GCGACTAAAC TTCCCATAAT TGCACCCACT GCAAAACGTA 1314780 
CGCTACCAAT CAAAGAATTT GCTGTTCCTG CCATTTGAGG ACATCTTTCT AAAGCTGATG 1314840 
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CCATTGCATT TGATGAAATC ACTGGGTTTG GACCGACGAA AAAGGCGACG CCAATTGCCA 1314900 
TTGGCCAAAA ACCGAGATCT AAAAGTGCGG TCAAAATTAG CCACATTCCA GAAAGGAATT 1314960 
GAATTGCGAG GGCTATCCGT AACATTGTTT CTGCACCCAC TTTAGTAACA AATCGGCTAT 1315020 
TTAAAAAAGA GGCAAAGATC ATCGTAACGA TATTCATCAT AAAGAAATAA CCAAACTGAT 1315080 
CGACGGGAAC GCCATAAATG CCGATATAGA CAATTGATCC TGCAGTCACA AAAGCAAACA 1315140 
ATCCACCAAA GCTAAAAGAG GCGGCAAACA TATAGCCAAG CACTTCTTTT TGCTTCCAAA 1315200 
GCAGAAGGAA ATTGCGAGCG ATAATATTTA AGCGCAGCGG AATGCGATTT TCTTTTTTAT 1315260 
GGG TTTCTGG AATGATGAAA AAGACCAATG CAGCGGCTAA TAATCCCACG AGCGAAATAA 1315320 
CGTAAAAAAT CGCATGCCAA TGGAAAAATT TAACGATGTA ACCACCAATG ATTGGTGCAA 1315380 
CTAAAGGTGC AAGCATAAAT - ACTAACGTGA TGGTGGACAT CACTTTGGAT AGCTGATCTT 1315440 
TACTAAATAA ATCACGCAAT AATGCGCCAG AAAGTACAAC AGGTGCGGCA CCAAAGAAAC 1315500 
CTTGCACAAA ACGAAGTGCG GTAAAATTTC CAACTGAATT TATTTCGGTA AGCACTAAAG 1315560 
CTGTTAATGC GCCCACAATA ACACCGAGTA AAATGATCGG TTTTCGTCCG AAACTATCAC 1315620 
CAAAAGGCCC CCAAAAAAGC TGACCAAACG CCATGCCATA AGCAAAAGAG GTGAGCGTGT 1315680 
GTTGTACTTG TTCTGGACTT ACGTCGAGAT CCTTTGCAAT TTCTAAAAAA GACGGCAAAT 1315740 
ACATATCCAC GCCAAAGGGC GGTAGCATAG AGAGAATACC GAGGGTAAGA ATAAAGATGA 1315800 
AAGTCGATTT TTGTTGATTC ATATTATTTT ACTAACTTTT CAATTTCACT TTGAGTTAAT 1315860 
GGGCGGTATT CGCCTTCTTC TAAGGATTCA TCCAACACTA CATCACCAAT TTTCCAGCGA 1315920 
TGTAATCCAA CGACTTTATT CCCAAGTGCG GCAAACATAC GTTTTACTTG ATGATAACGA 1315980 
CCTTCAGAAA TGGTCAGATT CACATTGTAG TCATCTAAAA TTTCTAATTT TGCTGGTTTA 1316040 
GTGGGCTCTT TTTCTCCGCG TAATAAAATG CCTTCTGCAC AAGCTGCTGA ATAATTTTCT 1316100 
TCTACGGGAT CAGCTAATGT CACCAAATAG G T T TTT TCAC AATGATGCTT TGGGGAAGTG 1316160 
ATGCGATGTG ACCATTGTCC ATCATCGGTA AGCAATACGA GACCTGTCGT ATCCACATCT 1316220 
AAGCGACCTG CGCTATGTAA TTTTCCAGCT AAAGGGTAAT CAAAAAATTG ATAAATTGTT 1316280 
GGATAGTCGC CGTCATCATT AGAACAAACA CAGCCTTGTG GTTTATTCAA CATAAAATAC 1316340 
TGGCCTTCTT CGATCCAAGT TAATAATTCA TCTTCAAAAT AAATTTCGTC TTCTTGTGAA 1316400 
ATTTGAACCG AACCACTTTT GACAATTTCA CCGTTGATTT TTACCGCACT TTGGCGGATC 1316460 
GCTTTTGTTG CTTGAGAACG AGTTAATCCC ACATTTTCAG CAATAAATTT ATCTAATCTC 1316520 

-77.785- 

SUBSTITUTE SHEET (RULE 26) 



ATTATGTTTT CTCTTATTAA AATTCGCTAG GCATTTTACA GGTTTTTGCT TTTAGAACGA 1316580 
AACAAAAAAG GCTGCAATGC AGCCTTTATC TATTAAGCGT GGTTAAACCA CTTCACGTAA 1316640 
TCGAATTGAT CGTAATATTT TTTCCCATTC CAGCCAGAAA ATTCAAAAAT ATCGCCCACT 1316700 
TGATTTTGCT TCTCGAAGCC TTTTATATAA TAAGCCGATT TAAAAGCTGG ATAGGGCTTG 1316760 
TGAGTAAAAA TCACTTTATT TTTGAAAGGG AGTTGATCAA AAAGTTGAAT GTCTTTTTCG 1316820 
GTCACGCCGT CTCGATCTGT CATCATAATA AAAAGATTGT CTAACTTCAT TCGTGACGTG 1316880 
CGAAGTTGCC ATTTTTCATT GGCTTCTTGC TCACTGTGAT AATGCATAAA ATGAATTTCA 1316940 
AGATCGGCAA GTTTTCCCAC TGGATAACTT TTTTCTGTTT GTACGAATGT GAGAGGTTGA 1317000 
GTGAGGTAAA AATCTATATT TTGTAAATAA CGCAAAAAAT CCTGTGGCGA GAGATAGAGA 1317060 
TTCACAAAAG GGGAATTAAA CGGCTGGTGT AAATCATGTA AGATAAAAGC CCCCACGCAA 1317120 
TTGGCAGAAA TGACAGTCAT ACCTTGATTT GTTAGTTTAC GTTGCAGAGT GCGATTAATG 1317180 
AAAAATCTTT GGCGTTTATT CACCGCACTT TTAAT TT TT T GAAATGGATT CATTTTCTCA 131724 0 
TCCTTTATGC TTTTGTTGCG AAAATCCTAC CTTTTTTGCT GAAAAATGAA AAGTCTAGCT 1317300 
AATGCCTCGC ATCAAAAAAA TTTTGTTATA AAGTTGTAAA AGTTTGCAGT TCGTCACAAT 1317360 
TTTTTGAATA AAAAACAGAT ATAATCGACG CAATATTTCA ATCCTGTTTC AAGAAAATGG 1317420 
AG CACTTATT ATGACCGAAC AATTACGTCA AGCAGCCTTA GATTTCCACG AATTTCCAAT 1317480 
TCCTGGAAAA ATCGAAGTTA CCCCAACAAA ATCATTAGCA ACCCAACGTG ATCTTGCCTT 131754 0 
AGCTTATTCA CCGGGTGTGG CAGAGCCTTG TTTAGAAATT GAAAAAGATC CTGCAGCCTC 1317600 
TTACAAATAT ACAGCACGTG GCAATTTAGT GGCGGTGATT TCCAATGGTA CAGCGGTGCT 1317660 
TGGGCTTGGC AATATTGGCG CGCTTGCCGG CAAACCTGTA ATGGAAGGAA AGGGCGTGTT 1317720 
GTTCAAAAAA TTCGCAGGCA -TCAACGTGTT TGATATTGAA GTGAATGAAC ATGATCCCGA 1317780 
TAAACTTGTA GATATTATTG CCTCGTTAGA GCCAACTTTC GGTGGGGTAA ATCTTGAAGA 1317840 
TATTAAAGCA CCGGAATGTT TCTATATTGA ACAAAAATTG CGTGAGAGAA TGAATATTCC 1317900 
TGTATTCCAT GATGACCAAC ATGGCACGGC GATCATCAGC GCTGCCGCGA TCATCAATTC 1317960 
TCTTCGTATT GTAGGTAAAA AAATTGAAGA TGTACGCTTA GTGGCTTCTG GTGCGGGTGC 1318020 
TGCATCTATT GCGTGTTTGA ACTTATTGCT TTCTTTAGGT ATGAAACGTG AAAACATCAC 1318080 
GGTTTGTGAC TCGAAAGGCG TGGTATATAA AGGCCGTGAT GACAAAATGG ATCAAACCAA 1318140 
AAAAGAGTAT GCAATTGAAG ATAATGGCTG GCGTAAACTT GCTGATGCGA TTCCAAATGC 1318200 
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AGATATTTTC TTAGGTTGTT CTGCGGCTGG TGCGCTTACA CAAGATATGG TTAAAAGTAT 1318260 
GGCTGCGCAT CCAATTATTC TTGCTTTGGC TAATCCAAAT CCTGAAATTA CCCCGCCAGA 1318320 
AGCAAAAGCA GTTCGTCCTG ATGCGATTGT ATGTACAGGC CGCTCTGATT ATCCAAACCA 13183 BO 
AGTAAATAAC GTGCTTTGTT TCCCATTTAT TTTCCGTGGT GCATTAGATG TGGGCGCAAC 1318440 
CACTATTAAT GAAGAAATGA AACGTGCGGC AGTTTATGCT ATCGCAGACC TTGCATTAGA 1318500 
AGAGCAAAAC GAAGTGGTAA CCTCTGCTTA CGGTGGCGAA GGGGCAACAT TTGGTGCGGA 1318560 
TTATGTGATT CCTCGTCCAT TTGATCCTCG CTTGATTGTG CGTATTGCAC CAGCGGTAGC 1318620 
AAAAGCTGCA ATGGAATCTG GTGTGGCAAC TCGTCCAATT CAAAATTGGG ATGCTTATGT 1318680 
TGAAAAACTC ACTCAGTTTG TTTACAAAAC GAGCTTGTTT ATGCGTCCTA TTTTCAGCCA 131874 0 
AGCAAAATCG GCAAAACAAC GCATTATTTT AGCGGAAGGG GAAGAAAATA AAGCATTACA 1318800 
TGCCACCCAA GAAGTGATTT CAATGGGCTT GGCAAATCCA ATTTTAATTG GTCGCCGCAG 1318860 
CGTGATTGAA GAAAAAATTA AAAAACTTGG TTTACGTTTA ACTGCAGGTG TAGATTTTGA 1318920 
AATTGTGGAT AACGAAGATA ATCCTCGCTA TGAAGAATGT TGGAAACACT ATTACGAACT 1318980 
TACTAAACGT AAAGGCATTA CACCTGCAAT CGCAAAACGT GTCGTGCGTT CTAACACCAC 1319040 

CGTATTAGCT TCTACATTGC TTAGCTTAGG TTATGCAGAC GCTTTAGTAT GTGGCTTATT 1319100 

r 

TGGTTCATAC GGAAAACACC TTGCCTCTAT TCGAGATATT ATTGGCTTAA AAGACGGTGT 1319160 
GAAAACTGCC GCTGCTTTAA ATAGTCTTGT ATTACCGACG GGTAACGTAT TCTTAACAGA 1319220 
TACTCACGTA AACAGTAATC CTACAGCAGA AGAATTAGCT GAAATTACCT TAATGGCAGC 1319280 
AGAAGAAATT CATCGTTTTG GTATTGAACC TGCAGTTGCA TTGCTTTCTC ATTCTAATTT 1319340 
TGGTTCATCT GATTCATTAG GCGCACCAAA AATGCGCGAA GTATTACAGA TCGTCAAAGA 1319400 
GCGCAATCCA CATTTAATGA TTGATGGGGA AATGCGTGGC GATTTAGCGA TGAATGAAGC 1319460 
ACACAGAAAA GAATTAATGC CTGATAGCCC ATTGAAAGGA AGCGCAAATT TATTAGTGTT 1319520 
CCCTGATTTG AGTGCATCAC GTATTAGTTA TAGCTTATTA CGCGGCACTA CTACGGCAAT 1319580 
TACCGTTGGC CCGATCTTAA TGGGAATGAA TAAATCTGCG CATATTCTTA ATCCAGGTGC 1319640 
ATCTGTTCGT CGTATTATCA ATATGATTGC CTATGCAGCA GTGAAAGCAC AACAAGAGTA 1319700 
ATTAAAAAAG TGCGGTGAAT TTCTGTCGTT TATTTAATGA AGCCTCGATT TTTCTCGAGG 1319760 
CTTTATTTTC TAGTGAATGT GTTTACATTT GAGATTAAGT AAAACTATGC GAAAATTTAC 1319820 
CGCACTTTAA GACTTTTGTC GTGTCGAAAA GGAACCGACC GATAGACAGT TGCCTATCTT 1319880 
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GGATGCCGTT GTGTTAGTGG TTTTTACAAT GAAAAAAGCA 131994 0 
CTTCACATTC GTGTTGATTA ATCTCATTAT CCTTTCCTTA 1320000 
GTGGCAATCA GAGCGTGTAT CCGCCGTAGA TGGCTGGTTG 1320060 
ACGAATGGAT GTTGTGGCAC TTTGTTATTT ATTTGGCGTA 1320120 
GTTCCATAGC AGTAAAGTTT GGGTAAAAAT TTTACGCCTA 1320180 
GTTCATTATC TTTATGGAAA TTGCCACACC TGCCTTTATT 1320240 
AAATCGTTTA TTTATCGAAT ACCTGATTTA TCCGAAAGAA 132 0300 
AGGACATTTA AGTGCGGTGA TTTTTAGCCT TGTTTTCACG 1320360 
TTGGAAAATT TCTGGTTGGG CAGTCAAAAA TTTACGTTCA 1320420 
TGTGATTGCT TTGCTTGTGA TTGTCGTGAG CTTCCTTGGG 1320480 
CCGTGGTATA AATCCTGCTA TGGTGGCATT TTCTTCTGAT 1320540 
GCTTAATTCG GGCTATTCCG TCATTTATGC GGCACAGCAA 1320600 
TTCAGAAATG TACGGAAAAA TGGATGCAGA TGAAATGTTT 1320660 
TGGCCGTCCA GAAAGTGATT ACATTTCAGA TAAATACCCA 1320720 
GACTTATCAG GGTAAACCTA AAAATATCGT GATTTTGTTA 1320780 
ATTTATTGGA ACACTCGGTG GCAAACCACT TTCTCCAAAT 1320840 
AGGGTGGTTA TTTGAAAATC TTTATGCAAC AGGCACACGT 1320900 
AACCACCGCA GGTTTTACGC CAACACCAGC TCGTGCAGTG 1320960 
AAGTGGTTTC TTTACTATTG CGGATTTATT ACATAAACAA 1321020 
TTATGGTGGC GAAAAGCACT TCGACAATAT GGCGAGCTTT 1321080 
AGATATTTGG GATCAACAAG ACTATCAGAA TQCAAAATTT 1321140 
TGATGAGGAT TTATTTGATA AAGCCAATGA AACTTTCACG ,1321200 
ACCGTTTTTT AGTTTAGTAT TTAGCTCAAG CAATCACGAw 1321260 
CAAGATTGAG CTTTATGAGC AACCAAAAGC CACTCGTAAT 1321320 
TTATGCGTTA GGTCATTTCT TTAAAATGGC AAAACAGTCT 1321380 
TTTCTTAATT ATTGCGGATC ACGATTCTCG TGTAGGCGGA 1321440 
GCATTTCCAT ATTCCAGCCT TGATTCTTGG TGATGGCATT 1321500 
TCTTGTGAGC CAAATTGATA TGCCAACTAC ATTGCTTTCT 1321560 
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TTAGCTGGCG TAAGTGGCAA TTATCCAATG ATTGGTTTTG ATTTAACGCA AGATGTAAAC 1321620 
CCAGATCGTG CTTTTATGCA ATACGATCAA ACTCAAGCAA TGATGAAAGG CAATAATGAT 1321680 
GTGGTAATTC AAATGCCAAA TAAAGCAGCG CAAGGTTATC ATTATGATAA ATCAACAGAA 1321740 
ACTTTAACGC CAAAAGACGT ACCTGATGCA ATGAAAAAAG AGGCATTGGC TCACGCTTTA 1321800 
TTAGGTAGTT ATTTATATAA AAATCGCTTG TATTCTTCAG GTGAAAATAA ATAGACAGAA 1321860 
CGCCAGCTTA AGCTGGCGTT TCTTTTAGTT ATCAAAAACA AACTGTTCAC GTAATTGATG 1321920 
TAATTGATCG CGAATAGCCG CAGCTTTTTC AAATTCCAAA TCTTGCGCAA ATTTATACAT 1321980 
TTGTTGTTCC AATTTTTTGA TTTGTTGTTG ATATTCTTTG GCA TTTTT CG GTGCATTATA 132204 0 
AAGTGCGGTT GGTTCTGCCG CCATTTTTCC ACGTTGTTTA TTGGCTTTCG CTTTTTGGTT 1322100 
TGCACCTTGC CCAATATCTA ATAATTCACC GAC TTTCTTA TTTAATGCCT GTGGCACAAT 1322160 
GCCATGTTCT TCATTGTATT TTGTTTGTTT TTCACGACGA CGATTGGTTT CGGTGATGGC 1322220 
TTTTTCCATG QATTTTGTGA TGCTATCCGC ATATAAAATC GCTTTACCAT TTAAGTTTCG 1322280 
TGCAGCACGG CCGATGGTTT GAATTAAAGA ACGTTCGGAG CGTAAAAATC CTTCTTTGTC 1322340 
AGCATCTAAA ATCGCCACAA GAGACACTTC TGGAATATCT AAACCTTCAC GCAATAAGTT 13224 00 
AATTCCCACT AATACATCAA ATTCGCCTAA ACGCAAATCA CGGATAATTT CGACGCGTTC 1322460 
CACGGTATCA ATATCAGAAT GTAGATAACG CACACGAATC CCGTGTTCAT CTAAATAATC 1322520 
CGTTAAATCT TCCGCCATTT TTTTAGTGAG TGTAGTGACT AAAACTCGCT CATTTTTATC 1322580 
CGCTCTTTGG CGAGCTTCGG AAAGTAAATC ATCCACTTGA ATTGACACTG GACGAATTTC 1322640 
AATAAGCGGA TCAAGCAAAC CTGTCGGGCG AACCACTTGA TCGATGATTT CACTACCTGA 1322700 
TTTCTCTAAT TCATAGGCCC CTGGTGTTGC GGAAACATAG ATGGTTTGCG GAGCTAAGCG 132276 0 
TTCAAATTCC TCAAAGCGTA ACGGACGATT ATCCAATGCG GACGGCAAAC GGAAACCATA 1322820 
TTCGACTAAG GTTTCTTTAC GTGAACGGTC GCCACGATAC ATCCCGCCAA TTTGAGGCAC 1322880 
AGTTACATGA GATTCATCAA TAATTAAAAT GGCATCAGGG GGCATATAAT CAAATAATGT 1322940 
TGGTGGTGGT TCGCCCTCAT TTCTTCCCGA TAAATAGCGA GAGTAGTTTT CAATTCCCGA 1323000 
GCAATAGCCC AATTCATTCA TCATTTCAAT ATCAAATTGG GTTCGTTGGC TGATACGCTG 1323060 
TTCTTCTAAA AGTTTATGTT CTTTAATGAA GTATTCACGG CGTGATACCA GTTCTTTTTT 1323120 
GATGTTTTCT ATCGCATCTA AAATACGTTC TCTTGGCGTC ACATAGTGAG TTTTAGGATA 132318 0 
GATCGTAAAA CGTGGTACAG CACCAAAACT ACTACCAGTG AGCGGATCAA ATAAACTTAA 1323240 
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AC6CTCGATT TCATCATCAA ATAATTCAAT ACGCACCGCA CGATCATCAG ATTCCGCAGG 1323300 
GAAAATATCA ATAATTTCTC CGCGAACACG GAAAGTTCCA CGCTGAAATG CTTGATCATT 1323 360 
TCGGGTATAT TGTAATTCCG CTAATTTCGC TAAAATTTGG CGTTGATCGA TAATGGCACC 1323420 
TTGTTGTAAA TGCAACATCA TTTGTAAATA GCTATCAGGA TCGCCCAAAC CATAAATTGC 1323460 
AGAAACAGAA GCCACCACGA TGGTATCTCG ACGTTCTAGA AAAGATTTCG TCGCAGAAAG 1323 54 0 
TCGCATTTGT TCAATTTGAT CATTAATAGA CGCATCTTTT TCAATAAATG TATCACTGCT 1323600 
TGGCACATAG GCTTCTGGCT GATAATAATC ATAGTAAGAC ACAAAATATT CCACCGCATT 1323660 
TTCTGGAAAA AAAGCTTTCA TTTCTGCATA AAGCTGGGCA GCAAGGGTTT TATTCGGTGC 1323720 
AAGTAACATC GCAGGGCGAT TTAATTGAGC GATTACATTC GCGATAGTAA AGGTTTTCCC 1323780 
CGAGCCAGTT ACACCGAGCA AAGTTTGGTG AGCCAAACCA TCCGTTAAAT TTTCAGCCAA 132384 0 
TTTTTCGATA GCTTGTGGCT GATCGCCAGA GGGAGGAAAG TCGGAATGCA GAATGAATGG 1323900 
TTTTGTGTTG ATTTTTTCAG ACATAAAGTG CGGTCGGTTT TTTGATAGTT TTGAATAATG 1323960 
CCTATTTTAG CATATTTACT GTGTAAAATT GATCAGGCAA AAATCTAAGT TTTACACAGA 132402 0 
CTTAGCGATG TCAAGAGGAA GATGTCACAA ATTCATTAAA AAAACTTTAA ATTTTTACTA 1324080 
GACAAAACTT AACTTATTGA TTTTAAATTA AAATTTAATT TTAGGCTAAT CTATAATCAA 1324140 
GATCGAATAA TCCTTGTAAG AACAAGGGAT CCGCAAAATT TTAAAAAGTT AATCCACAAA 1324200 
GTTATCCACA GGCTCTGTGG ATAGAAAAAT AAATATTAGG GGGTATATAA AAGATGAGAA 1324260 
AATTTTTATT TTTTTATGAA ATTTTTTTAA ATTTTGCATT GACAAGCTAA CTATCGATCA 1324320 
TTAAAATTCG CGCCCTGTTC CTCGTGATAC AAAGTTTATT CCTCCTTAGT TCAGTCGGTA 1324380 
GAACgGTGGA CTGTTAATCC ATATGTCGCT GGTTCAAGTC CAGCAGGAGG AGCCAATTTT 132444 0 
TCTTTTGGTT TAGAGTTTGT TTGTCTCCTT TTACAAATTC TAAATTAGCA ACCAAAAGAT 1324500 
TTTGAGCCCA TCCAGTTGAT GGGCTTTATT TTTAACTTCA AAATAGGATT TTGCTTCCGC 1324560 
CAGTTGAGAT GGTTGTGCCG TATAACAAAC TCAGGGCAAA AAATAGCATT ATTCCACCTG 1324620 
CGATTAGTTT CACGATGCTT TCGCTTTTTC CTTTCGTATT TTTTGAACTA TACCAATGCC 13246B0 
CTAAGTGGAT TGCGGTATTT CGTGCATAAC GTACAATTCC TGCGAAGGCT GACAGCATAA 132474 0 
GCCCTGTGCC GAAAGACATG GCTAATACAG CTAAAATTCC CCAGCTATAA AGATCAAGCA 1324800 
TATAAGCTAA AAATAAAACG AAAATCGCAC CGCTACAAGG GCGCATACCA ATTGTTAGAA 132486 0 
TCACGAGGAA TTGCGATTTT AGATTGGTTG CTTGTGCAGT TTGCGTCGGG CTTGGCAAAT 1324920 
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GTTGGTGTCC ACAACTACAG GTGTTTGGCT GAAAAGTGCG GTTATTTTTC ACCGCACTTT 1324980 
TTTCGTGTAG AGGGAGGGGA TTGAGGGATT TAATGGCTAA TTTAGCTTTT TTACGATAGG 1325040 
CACGTAGACC TTGCCAAATC CAATAACAGC CGAGAAATAC CAATAATAGC AAGGCAGTTC 1325100 
GTTCTAACCA AAGCTGACTT AATTTGAAAT AACGTGATGA AAGATTTAGC ACTACAACAA 1325160 
GCAATGTTGT TGCTGTAATC GCGACAATGC CTTGCATTAA GGATGAAAGT AAGCTCAAGA 1325220 
TAGTGCTTTG TTTTAATTGG CTTTCATGAG TGGAAAGATA GCTGGCAATA ATAAATTTGC 1325280 
CGTGTCCTGG CCCGAGGGCA TGGAGTACGC CGTAAACAAA GCTGGCGAAA ATAAGTGTGG 1325340 
TGCCTGCCTT GATGCTATTA TTTTGAATTT GATGTAAATT TTCCGAAATA AGCTGATTAA 1325400 
ACTCTTTTTG CCAACTGGCA ATATGTAAGA AAAACCAAGG GGAAAAATAG ACAAGTAAGG 1325460 
CGAGTGCAAT CACTAATAAC ACGAGCCCAG TTTTATATTT TTnCATTTCT ACTCACATTG 1325520 
AATTATTATT TTTTGCGCGA ACATTACGCC TAAGGAATCA TCTTCGTTCT TTTGGGATTT 1325580 
ATCAAGTGAA GATGCGTAGG CTTGGATTTT TTCATCCACA TTAGGTTCAA TTAATTTTCC 1325640 
TTGGCAATTT TTCGAAAGTG CGGAAAAATC TACCGCACTT TTTGAAGCGT AAGTCATCGC 1325700 
CACATAATAA GTAGGATCGT AAGTTTGTAA GCTAAATGTG TTTTTTTCTA ACTTTTGCGG 1325760 
ATGGGCGAGT GGCACATCAA AATAATATTG CAGTTGTAAG CCTTGAACAT TAATGCCGTA 1325B20 
ATTTTTTGGG CGAGGGGAAT ATTTGATTTT ATTATTCTGA GCATCATATA GATAGCTGAA 1325880 
ATAATGTTCA CTGACGATAT TTCCCATCAC ATCATCAAGA AGTTTTTGTT TTTCCGCTTT 1325940 
AGTTCTAGCT TGTTTCATAT CATAAATAAC TGCAGACGAA CTTGGTTCAT CCAACGTCCA 1326000 
TTTCATTGAA AAACCTGTGA GTTGATTATT TTCTATAATG GGCGTGGTTT GTATATCAAT 1325060 
AAATGCGTGA GGATGGGCTA AAACACCAAA ACTAATGAAT AAACCGAGTA ATAATGAATA 1326120 
CGTTTTCACA AAAAATCCTA TTATTTTGAA CGCTAGAATT TGAAGTTGTT TATTCTACAC 1326180 
GCAAAAACGA ATTTTTCTGT CAAAAATGTT GATGTAAATC AAAAAAACTC TCAATAGCAT 1326240 
TTCCCTTGCC TTTCAATATT CAGTAACATA GCTCCCGTCA AGTGATTGCT TGATATTCAT 1326300 
AAAGTTCCTA AATAAAATAA TGATAAATAT AGCTAAACTA CTkTCCTGCC ACCCGTTTCG 132636 0 
GGTGGTTTTT TTTATCTAAG TCGAAAGATG CACTCTTGCA TTGTGCATTT ATTCTTATTA 1326420 
TGATCAGCTC GAGTATAACT AAGAGAATAA TAGATGTTTA ATTTAAAGCG TGAGCATTTT 1326480 
AGAGATGATT ATCTTTATAG GTTTTATCAA TATGGTGATA CTCATAGTAA GATTCCTTCT 1326540 
AATTTGTATA AAGTATTGGC AAGAAAATTA GATATGATAA GTGCCTCAGA AAATATCAAC 1326600 
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GATTTACGTT CTCCACCAGC TAACCATTTG GAGTTGCTTG AGCCAAAAGA AAATAAAATT 1326660 
TATTCCATTC GAGTGAATAA ACAATATTGT TTAATTTTTA AATATGAAAA TAACGAAGTA 132672 0 
AATAATTTAT ATTTAGATCC ACATTCTTAT AATTTGTAAG GAGGATAATA TGATGACGAG 1326780 
AAAACCCACC TCTGTTGGTG AAATTCTACA AGAAGAGTTT TTAGAACCTT TAAGTCTTAA 132684 0 
AATTAGTGAT TTAGCTCAAA TTTTAGATGT ACATCGTAAT ACGGCAAGCA ATATTGTTAA 1326900 
TAATAGTTCA CGAATTACGC TAGAAATGGC AGTTAAACTT GCTAAAGTAT TTGATACTAC 1326960 
GCCTGAGTTT TGGCTTAATC TGCAAACACG TATTGATTTA TGGGACCTTG AACACAATAA 1327020 
ACGTTTTCAA CAAAGTCTTG CAAATGTTAA GCCCGCTCTA CATCGGCATG ATACTTCTAC 1327080 
ATTTGCAATG TAATTTGAGC CCTAAAGTGT CTATTTAATT TAGGGAATAC TTCACTCTAA 132714 0 
ATATTTACAA GTGGTTAGGT TTCGCCAAAC TTTTGCAAAA TCTGTCCACT TGTTTCCTAT 1327200 
ATTTCnGCCC TATTTTCCAG TAGAATAGGG CGAATTTTTT TgTGAGGAAT TATTAATGTC 1327260 
ATCTCAATTT GTGTATACGA TGCATCGTGT CGGCAAAGTA GTGCCGCCGA AGCGTCATAT 1327320 
TTTGAAAGAT ATTtCTTTAA GCTTTTTCCC TGGTGCTAAG ATCGGGGTTT TAGGTTTAAA 1327380 
TGGTGCGGGT AAATCGACTC TTTTACGCAT TATGGCAGGC GTAGATAAAG AGTTTGAAGG 1327440 
GGAAGCTCGT CCACAACCGG GTATTAAAAT TGGGTATCTT CCGCAAGAGC CAAAACTCGA 1327500 
GCCACAACAA ACCGTGCGTG AAGCAGTGGA AGAAGCGGTT TCTGAAGTGA AAAATGCACT 1327560 
GACTCGTTTA GATGAAGTGT ATGCGCTTTA TGCGGATCCT GATGCAGATT TTGATAAATT 1327620 
AGCGGCAGAA CAAGCCAATC TTGAAGCCAT TATTCAAGCG CATGATGGAC ATAATTTAGA 1327680 
TAACCAATTA GAGCGTGCTG CAGATGCGTT ACGTTTACCT GATTGGGATG CTAAAATTGA 132774 0 
ACATTTATCT GGTGGTGAGC GTCGCCGTGT GGCACTTTGC CGCTTATTAC TCGAAAAACC 1327800 
AGACATGCTC TTATTAGATG AGCCAACTAA CCACTTAGAT GCGGAATCTG TGGCATGGTT 1327860 
AGAGCGATTC TTACACGACT ACGAGGGTAC AGTGGTAGCA ATCACTCACG ACCGTTATTT 1327920 
CTTAGATAAT GTGGCTGGTT GGATCTTAGA GCTTGACCGT GGCGAGGGCA TTCCTTGGGA 1327980 
AGGCAACTAT TCTTCTTGGT TAGAGCAAAA AGAGAAACGC TTAGAACAAG AACAAGCAAC 1328040 
TGAAAACGCA CGTCAAAAAT CCATTGCGAA AGAGTTAGAA TGGGTTCGTC AAAATCCAAA 1328100 
AGGTCGTCAA GCGAAAAGCA AAGCACGTAT GGCTCGTTTT GATGAATTGA ACTCTGGCGA 1328160 
ATATCAAAAA CGAAACGAGA CTAACGAACT CTTTATTCCA CCTGGCCCAC GCTTAGGCGA 1328220 
TAAAGTGATT GAAGTGCAAA ACTTAACCAA GTCTTATGGC GACCGTACTT TAATTGATGA 1328280 
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TTTaTCATTC AGTATTCCAA AAGGTGCAAT CGTTGGGATT ATCGGGGCAA ATGGTGCGGG 1328340 
TAAATCTACT TTATTCCGTA TGTTGTCAGG TCAAGAACAA CCAGATTCAG GTTCTGTGAC 1328400 
AATGGGCGAA ACCGTTGTAC TTGCTTCGGT AGATCAGTTC CGTGATTCAA TGGATGATAA 1328460 
GAAAACCGTG TGGGAAGAAG TGTCTAATGG ACAAGATATT CTCACTATTG GTAACTTTGA 1328520 
AATTCCAAGC CGTGCTTATG TAGGGCGTTT CAACTTCAAA GGCGTAGATC AACAAAAACG 1328580 
TGTGGGCGAA TTATCAGGTG GGGAACGTGG TCGTTTACAC TTAGCGAAAC TTCTACAACG 1328640 
TGGTGGTAAC GTGCTATTAC TGGACGAACC AACCAATGAC TTAGATGTTG AAACCTTGCG 1328700 
TGCCTTAGAA AATGCGATCT TAGAATTCCC AGGCTGTGCA ATGGTGATTT CGCACGACCG 1328760 
TTGGTTTTTA GACCGTATCG CAACGCATAT TTTAGACTAC GGCGATGAAG GTAAAGTCAC 132882 0 
GTTCTATGAA GGTAACTTCT CAGACTACGA AGAGTGGAAA AAGAAAACCT TaGGCGATGC 1328880 
AGCCACTCAG CCACATCGTA TTAAATATAA ACGTATTGCG AAGTAATTTA GATTGAGAAA 1328940 
GTGCGGTGAA TTTTGACCGC ACTTTTCTTA CTTTTTTGGG AGTGATTATG TTAGTTCATT 1329000 
TACATATTTT TTTCGCCTTT TTAAGTTTGG CATTGTTAGT AATTCGTGGT GCAATGCAGC 1329C60 
TTAATGGTAA AAATTGGCGT TCGATAAAAT TATTAAAAAT TTTACCGCAC TTATCAGATA 1329120 
CCTTGCTGAT TGTGTCTGGT GTCGTCATTT TATACCTCTT TGCTTTTGGT ATTGAATGGT 1329180 
GGTTAGTGGC TAAATTCGCA TTACTGATTT TGTATATTGT GTTTGCTGCA AAATTTTTCA 1329240 
GTAAAAAAGT TTCTCAACCC AAAAGCATTT nCTTTTGGCT TGCTTGCGTA AGTTTTATTG 1329300 
GTGCGATGTT AATTGCCTAT TTAAAATAAA ACGATGCCAT CTCGCCAGCT TCAAATTTTA 1329360 
ATCAGAAAAA CTTTGCCGCT TGTGCCTGAT CACGTATTAA TTATCGGCGA AAGTGGCATT 132942 0 
GCTTTTnCTA AAGCAACGAA TTTGCTCGGG CAAGAATTTG AACATATTTT ATTTGATGGA 1329480 
CGAAATGGCA TTCATCTTGA AGCACTGGCT ATTGCAGCTG GAACACTGAA AATGGGCGGC 1329540 
ACACTTTGTT TAGTGTTATC TGATTGGGAA AATTTATCTC AGCASsCCTGA TCAAGATAGT 1329600 
TTACGTTGGA ATGGAAATCA GTCAGCTATC GCCACGCCTA ATTTTATTTA TCATTTCAAA 1329660 
CAGTGCATTG AACGTTATCA TTTCCCCATT TTAAGAGAGG AAAGTGCGGT TGAATTTCCT 1329720 
ACGGTTTTTT ATTCTAACGA ACATCACAAA AATGCTACGT TAGCGCAACA ACAAATTATC 1329780 
GAGAATATTT TACAGGCCGA GCAGGATATT TATTTTCTAA CCGCCAAGCG GGGaAGAGGA 1329840 
AAATCCGCAT TATTGGGTAT GCTTGCTAAC CAAATTCAAG CACCAGTTTA TCTCACCGCA 1329900 
CCGAATAAAA GTGCGGTGCA TTCCGTTATT GAATTTTCAG AAGGGGACAT TGAATTTATT 1329960 
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GCGCCAGATG AATTGGCTTT GACGTTACAA ACTGAACCCG AATTTAGTCA ATCTGCTTGG 1330020 
TTGCTGGTAG ATGAAGCGGC GATGATCCCA TTGCCGTTAT TGCAAGAATA TTCTCGATAT 1330080 
TTTCAACATA TTGTCTTTAG TACTACAATT CATAGCTACG AAGGTACGGG GCGTGGTTTC 1330140 
GAaTTAAAAT TTAAACGGAA AATTCACCGC ACTTTTCAGC ATTTTgAGCT TAAACAGCCT 1330200 
CTACGTTGGC AAGAAAATGA TCCGTTAGAA CATTTTATTG ATGATCTTTT ATTGCTAAAT 1330260 
GCCGAAGATG ATTTTCAGCA CTTTGACTAT AGCAATATTA CTTATAACAT AGAGGAAAAC 1330320 
GCTaAAAATC TTTsCTTCCC CtGCTTGCGG GGGAAGGTGC CCsAAGGGcc GAAGGGGGGA 1330380 
TTTAGATATA GCTAGCCTCC CTCAAGCTTT GGAGGCTCTC CTCACAAGTA AGGGGAGTGA 1330440 
AGGAAAATAT AATCGTCAAT TTTTCTTTCG AGATTTTTAT GGGCTAATGA CGATTGCcAC 133 0500 
TACCGAACAT CGCCACTCGA TCTTCGTCGT TTACTGGATG GGAAAAATCA ACGTTTTTAT 1330560 
TTTGCTGAAT ATCAACAGAA TTTGCTCGGT GCAATTTGGG CATTAGAAGA AGGAAATATG 1330620 
GCTGATGATG AGTTGATTAT TCAAATTCAA CAAGGCAAAC GTCGCCCGAA AGGGAATCTT 1330680 
GTGCCACAAG CCTTGTGTTT CCACGAAAAT CTTTCCCAAG CCTGTAAAcT GCGTTCACTC 1330740 
CGCATTTCAC GTATCGCCGT GCAACCAAAT TGGCAGCAAA AGGGCATTGG GCAAAATTTG 1330800 
ATGCAAGCCA TGGAAAATGC CGATGTGGAT TTTCTTcAGT GAGTTTTGGC TACACCGACG 1330860 
AACTCGCAAA ATTTTGGCAA AAGTGCGGTT TTGTTTTGGT GCATTTAGGC GAGCATCAAG 1330920 
AAGCGAGTAG TGGTTGTTAT TCAGCGATTG CCCTTAAAGG TATTTCCAAA GAAGGCTTGG 1330980 
CTTTAGTTGA TaCTGCGTAC AAACAATTCC AGCGTAATCT CCCTTTATCT TTTCATCCGT 1331040 
TTGCCATAAA TTTTGAGCAA AATCAGCTTG ATTGGCAGCT TGATGATTTT GATTGGATGA 1331100 
GCTTAAAAAA CTTCGCTAAT TTTCACCGCA CTTTATTTTC GAGCATTCCT GCGATGAGGC 1331160 
GTTTATTAAA ATTAGCAGGC AAAGAAAATT TCCCATTAAT TTCCGCTTAT TTAACAAAAA 1331220 
AACAATTTCC TATTAACAAG AAAAAAGGCG TAGAATGTTT GCGTTTAGAA ATTAAACAAT 1331280 
ATTTAGAGCG AGGAACTTTA TGACAGAACA AGCCGCAAAA CCAAAAGGCT GGTTTAAACG 1331340 
CGCACTTGAA AAATATGACA ACTTCATTAA AGAATGGGGT TTAGATCAAC CGAATTGTAG 1331400 
CTGCGTGCCT ATGTCAGCAA CAGAAGATGA AAATGGTAAT TTGAAGAAAA AAGAATCTTC 1331460 
TTTAAAGAAA TAAATATCAA CTGTTTTTTT AAACAGTTAA ATTATTGAAA GATAGAGCAA 1331520 
ATTCCAGTAC ACTATGCCTC AATTTTACAC AAGATTGACG CATTATTTAT ATTTATGAAA 1331580 
ACGGCTTTTT TCCAACCTGA TATTCCAACC CAACCCAATG ATCACAAAAT TTTAGGCAAT 1331640 
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GTATTACCAG GAGCTGATGC ATTGGCGATT AGTGAAATTT CAGAGCAAAA TCAAAATTTA 1331700 
ACCGTAGTGG tAACACCAGA TACACGAAGT GCGGTGCGTT TATCACGTGT TTTATCGGAA 1331760 
TTAAGCAGCC AAGATGTATG CCTTTTTCCT GATTGGGAAA CCTTACCTTA CGATACTTTT 1331820 
TCTCCCCATC AAGAAATTAT TTCCtCTCGT TTAAgTGCGC TTTTCCaTTT ACAAAATGCG 1331880 
AAAAAAGGCA TTTTCTTATT GCCAATTTCG ACATTAATGC AACGCCTTTG CCCGCCACAA 1331940 
TATTTACAAC ACAATGTGCT TCTGATTAAA AAAGGCGATC GTTTGGTCAT CGATAAAATG 1332000 
CGCTTACAAT TAGAAGCAGC GGGCTATCGT GCTGTGGAGC AAGTATTAGA ACACGGCGAG 1332060 
TACGCAGTTC GTGGTGCTTT GTTGGATCTT TTCCCAATGG GAAGTGCGGT GCCTTTTCGC 1332120 
CTTGATTTTT TTGATGATGA AATTGATTCT ATTCGCACTT TTGATGTGGA TACGCAACGC 1332180 
ACTCTTGATG AAATTAGCTC AATTAATCTT TTGCCGGCTC ACGAATTTCC AACGGATGAT 1332240 
AAAGGGATTG AATTTTTTCG TGCGCAATTT CGTGAAACTT TTGGGGAGAT TCGCCGAGAT 1332300 
CCCGAACATA TTTATCAGCA AATCAGTAAA GGTACCTTGA TTTCTGGCAT TGAATATTGG 1332360 
CAGCCACTTT TCTTTGCTGA AATGGCGACT TTGTTTGATT ATTTGCCGGA GCAAACGCTG 1332420 
TTTGTAGATA TGGAAAATAA TCAAACGCAA GGCGAGCGTT TTTATCAAGA TGCAAAACAG 13324 80 
CGTTATGAAC AACGTAAAGT GGATCCGATG CGTCCGCTTT TATCGCCTGA AAAATTATGG 1332540 
CTCAATGTTG ATGAAGTTAA TCGCCGATTG AAATCTTATC CGCGCATTAC ATTTAAAGCG 1332600 
GAAAAAGTGC GGTCATCGGT ACGCCAGAAA AATTTACCTG TTGCCGCTCT ACCAGAAGTG 1332660 
ACTATTCAAT CCCAGCAAAA AGAACCATTG GGACAATTAC GTCAATTTAT TGAGCATTTT 1332720 
AAAGGAAATG TACTGTTTTC GGTGGAGACG GAAGGTCGCC GAGAGACTTT GCTTGATTTG 13327 80 
CTTTCACCGT TAAAACTCAA GCCAAAACAA ATTCAATCTT TAGAACAGAT TGAAAATGAA 1332840 
AAATTTAGCT TGTTAGTCAG CTCTCTTGAA CAAGGTTTTA TAATTGAACA ATCGCTTCCT 1332900 
GTTGCGATTA TTGGCGAAGC TAATTTACTT GGCAAGCGCA TTCAACAACG TTCTAGAGAC 1332960 
AAACGTAAAA CAATTAATCC TGATACGCTT GTACGAAATC TTGCCGAACT GAAAATAGGG 1333020 
CAGCCAGTTG TGCATCTTGA TCACGGTGTG GGGCGTTATG GCGGTTTGGT CACCTTAGAT 1333080 
ACAGGTGGCA TTAAAGCAGA ATATTTGCTA CTAAATTATG CAAATGAATC AAAACTTTAT 133314 0 
GTGCCAGTGA CTTCATTACA TTTGATTAGC CGTTATGTTG GTGGTTCTGA TGAAAGTGCA 1333200 
C C ATT ACAT A AATTAGGGAA CGAGGCTTGG GCGAAATCAC GCCAAAAAGC AGCGGAGAAA 1333260 
ATTCGTGATG TGGCGGCAGA GTTATTAGAT GTTTACGCAC AACGTGAAGC GAAGAAAGgC 1333320 
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TTTGCCTTTA AATATGATCG TGAAGAATTT CAACAATTTT CCGCAACCTT TCCTTTTGAA 1333380 
GAAACCTACG ATCAGGAAAT GGCAATTaAT GCGGTAATTT CGGATATGTG TCAGCCTAAG 1333440 
GCAATGGATC GCCTTGTTTG TGGTGATGTG GGTTTTGGTA AAACTGAAGT GGCAATGCGC 1333S00 
GCTGCCTTTT TGGCTGTGAT GAATCATAAG CAAGTAGCAG TGCTAGTGCC AACCACACTG 1333560 
TTAGCCCAAC AGCATTATGA GAATTTTAAA GATCGTTTTG CGAATTTGCC TGTGAATGTC 1333620 
GAAGTGTTAT CGCGTTTCAA AACTGCAAAA GAACAAAAAC AAATTCTGGA AAACCTTGCA 1333680 
GAAGGCAAAG TCGATATACT GATTGGTACC CATAAATTAA TTCAATCAGA TGTAAAATTT 1333 740 
AACGATCTTG GATTGTTGAT TATTGATGAA GAACATCGTT TTGGTGTAGG GCAAAAAGAG 1333800 
AAAATCAAAC AGCTTCGTGC GAATATCGAT ATTCTTACGC TAACGGCAAC GCaAwTCCTC 1333860 
GAACGCTTAA TATGGCGATG AATGGCATTC GTGATCTTTC CATTATTTCC ACACCTCCTG 1333920 
CTCGCCGATT AAGTATTAAA ACCTTCGTCC GTCAGAATGA CGATCTTGTT GTACGAGAAG 1333980 
CGATTTTGCG TGAAATTCTC CGAGGTGGGC AGGTTTATTA TCTCCACAAT GATGTCGCGA 1334040 
GCATTGAAAA TACAGCAGAA AAACTGACCG CACTTGTGCC AGAAGCGCGA GTAATTGTAG 1334100 
GCCACGGACA AATGCGAGAA CGTGAATTAG AGCGCGTGAT GAGTGATTTT tATCATCAGC 1334160 
GTTATAACGT CTTAGTTTGT TCAACCATTA TCGAAACGGG TATTGATGTA CCAACGGCAA 1334220 
ATACCATTAT TATTGAACGA GCGGATCATT TTGGTTTGGC TCAGTTGCAT CAATTACGTG 1334280 
GACGAGTCGG gCGTTCACAT CATCAGGCTT ATGCTTATTT GCTTACGCCA CCGCCAAAGA 1334340 
TGATGACAAA AGATGCTGAA CGCCGTCTAG ATGCGTTGGA AAATCTTGAT AATCTTGGGG 1334400 
CTGGTTTTAT CTTGGCAACC CACGATTTAG AGATTCGTGG TGCTGGTGAA TTACTTGGAA 1334460 
ACGAACAAAG TGGACAAATT GAAAGCATCG GTTTTTCACT TTATATGGAA TTATTGGATG 1334520 
CAGCGGTTAA AGCGTTAAAA GAAGGGCGAG AACCATCATT AGAAGAATTG ACGCAACAAC 1334580 
AAGCGGATAT TGAATTGCGT GTGCCTGCTT TACTGCCTGA TGATTATCTA GGCGACGTGA 1334640 
ATATGCGTTT ATCCTTTTAT AAACGCATTG CTGCAGCAGA GAGTAAAGCA GAATTAGATG 1334 700 
AATTAAAAGT TGAGTTGATT GACAGATTTG GATTATTGCC TGATGCAACG AAAAATTTAT 1334760 
TACAAATTAC AGAGTTGCGT TTATTGGTTG AGCCGTTGAA CGTTGTGCGA ATTGATGCTG 1334820 
GAACACAAGG CGGTTTTATT GAGTTTTCAG CAAAAGCACA AGTGAATCCA GATAAATTTA 1334880 
TTCAATTAAT TCAAAAAGAA CCTATTGTGT ATCGATTTGA TGGCCCATTC AAATTTAAGT 1334940 
TTATGAAAGA TCTATCCGAT AACAAAGTGC GGTTAGAATT TGTGGTGGAT TTGTTAAGAA 1335000 
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CGATTGCTGC ATAAAAAGAA GCCCGATCAT TGTGATCGGA CTTTTTTCTT AAATATATCA 1335060 
AGCAGATTAT TGCACTAATA AATAGAAATT ACTGTCACCT CGTAAAATAT TAAGTGCAAC 1335120 

TGCTGACGGT TCAGTTTCAA GCACTTTATT TAATTCACGA ATGTTTTCGA TCATTTGACG 133518 0 

t 

ATTAATACCA ATAATAATAT CGCCCGATTT TAAACCACGT TGTGCAGCTA GCGAATTAGG 133524 0 
TTGAATTTTT GTGATTTCAA TTCCTTTAAC GCCTTTAGCA TCGTAGTCTT TCAATGTTGC 1335300 
GCCATCTAAT GCAGGCAACT CAGTTTTTGA GGAAAGTTGG CTACTATCAT CCGCTTGTAA 1335360 
TTTCATTTTA ACGTCGTGGG ATTTGCCATC ACGTAAGTAA GTCAAGCTAA TCTCTTTGCC 1335420 
TGCACCAGTG GTTGCGATTT TTGCACGAAT TTCAGCGAAA CTTGAGATTT TTTGACCGTT 133 5480 
CATCGCCGTG ATAATATCGC CCGCTTTAAG TCCTGCTTTT TCAGCAGCAG ATTTCGGTAA 1335540 
AACTTCACTT ACAAATGCAC CTTGTTGCGC GCTTACATTA AAGGCTTTGG CTAAATCAGC 1335600 
ATTGAGTTCG CCCCCTTTAA TACCAAGCAA TCCGCGACGC ACTTGACCAA ATTCTAAAAT 1335660 
TTGTTGCACT AAATTGCTTG CTTGATTACT TGGAATCGCA AAGGCAATTC CTGCATTGCC 1335720 
ACCGCTTGGA GAAATAATTG CGGTATTAAT TCCAATAAGT TCGCCATTTA GATTGACTAA 133 5780 
TGCACCACCC GAATTACCTC GGTTTACTGC TGCATCGGTT TGAATATAGT TTTCATAAGT 1335840 
GCCACTGTCA GAACCTGTTG AACGACCCAA TGCAGAAACA ATACCTGATG TCACAGTTTG 1335900 
ACCTAAACCA AATGGATTAC CGATTGCAAC AGTGAAATCG CCTACGCGTA ATTTGTCGGA 1335960 
ATCAGCAAAT TTGATTTCTG TTAAATTACT TGGTTTTTCA AGCTGTACTA ATGCAATATC 133 6020 
TGATTGTTCA TCCTTACCCA CTAATTTTGC TTTAAATTCA CGCCCATCTT GTAATTGCAC 1336080 
GGTAATTTTA TCAGCTCCAT CAATAACATG ATTATTGGTT AAAACATAGC CTTTGCTTGC 1336140 
ATTAATAATG ACACCAGAAC CTAAACCACG GAAGTTACGC TTTGATTCTC CACGCCCACC 1336200 
AAATTGTTCG GCAAAACGAT CGCCAAAGAA GAATTTAAAT TCTTCAGGAA TATCGTCTAG 1336260 
GAAAGGAGAA CGAGAATCTA CTTTAGCTTT TCCTTCAACG GAAAGAGTGA CAACGGCAGG 1336320 
TTGTACTTTT TCTAACATCG GTGCAAGACT GTTTTGTTCT GAAACAAAAC TTGGCAAAGT 1336380 
GGCTTGAGCA ACATGAGCAA CAAATGATGT GCnTAATACA CTTAATCCAA GTGCAATACT 1336440 
ATTTAATACA AAACGTGTTT TTTTCATAAA TACTCCAAAA TAAATTTCAG ATAACGTGGT 1336500 
CTGTAAGACA AAAAAATAAA AAAAATGTTC AATAAGAGGA GAGCAAATTA TCTTGTTTAA 1336560 
AAGGAAATCG GAGCAGTACA AAAACGGTCT TACAAGTAGC AAATTCTATA AATTTATGTT 1336620 
CTAATACGCG CAATTTTCTA GTCAATAAAA AGGTCAAAAA ATGAGCTGGA TTAACCGAAT 1336680 

-77.797- 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

TTTTAGTAAA AGTCCTTCTT CTTCCACTCG AAAAGCCAAT GTGCCAGAAG GCGTATGGAC 1336740 
AAAATGTACT GCTTGTGAAC AAGTACTTTA TAGTGAAGAA CTCAAACGTA ATCTGTATGT 1336800 
TTGCCCGAAA TGTGGTCATC ATATGCGTAT TGATGCTCGT GAGCGTTTAT TAAATTTATT 1336860 
GGACGAAGAT TCAAGCCAAG AAATTGCGGC AGATTTAGAA CCAAAAGATA TTTTAAAATT 13 36 920 
CAAAGATTTA AAGAAATATA AAGATCGTAT CAATGCGGCG CAAAAAGAAA CGGGCGAGAA 1336980 
AGATGCGCTA ATTACTATGA CAGGTACACT TTATAATATG CCAATCGTTG TGGCTGCATC 1337040 
GAACTTTGCT TTTATGGGCG GTTCAATGGG TTCTGTAGTT GGTGCAAAAT TTGTTAAAGC 1337100 
GGCTGAAAAA GCGATGGAAA TGAATTGTCC ATTTGTGTGT TTCTCTGCGA GTGGTGGTGC 133 7160 
TCGTATGCAG GAAGCATTAT TCTCTTTAAT GCAAATGGCA AAAACTAGTG CCGTACTTGC 133 7220 
TCAAATGCGT GAAAAGGGTG TGCCATTTAT TTCAGTATTA ACGGATCCGA CTTTAGGCGG 1337280 
CGTATCAGCC AGTTTTGCGA TGTTAGGGGA TTTAAATATT GCCGAGCCAA AAGCCTTAAT 133734 0 
TGGTTTTGCA GGGCCACGCG TTATTGAACA AACTGTGCGT GAAAAATTGC CAGAAGGTTT 1337400 
CCAACGTAGT GAGTTTCTAC TTGAGAAAGG GGCAATTGAT ATGATCGTGA AACGTTCAGA 1337460 
AATGCGTCAA ACTTTAGCAA GTGTACTGAG TAAATTAACG AATCAACCTT CTCCTTTTGT 1337520 
AGAACCTGAA CTCATTTCAG AAGATGAATA ATATGCAACT TAAAGCCACT TCGCCACTCG 1337580 
CTGAGTGGCT TTCTTATTTA GAAAAAAGCC ATTTTAAACC TATTGATCTC GGTTTAGATC 1337640 
GTATTAAATC CGTAGCGGAA AAATTGGATT TACTTCATCC CGTCCCTTAT GTGATAACTG 133 7700 
TGGGGGGGAC GAATGGTAAA GGCACGACTT GTCGCTTGTT AGAAACGATT CTGCTTAATC 1337760 
ACGGATTACG TGTAGGCGTG TATTCTTCAC CCCATTTATT GCGTTATAAC GAGCGAGTAC 133 7820 
GCATTCAAAA TCAAGATTTA CCCGATGAAG CACATACCGC CTCTTTTGCT TTTATTGATG 133 788 0 
AAAACAAAAC AGAATCGCTG ACTTATTTTG AATTTAGCAC CCTTTCTGCC TTGCATTTAT 133 7 940 
TTAAGCAAGC AAAATTAGAT GTGGTGATTT TAGAAGTGGG GTTGGGCGGT CGTTTAGATG 1338000 
CGACCAATAT TGTGGATAGC CATCTTGCTG TGATTACTAG CATCGATATT GATCACACCG 133 806 0 
ATTTTCTTGG GGATACCAGA GAGGCCATTG CTTTTGAAAA AGCAGGAATT TTCCGCGAAA 1338120 
ATTGCCCTGT CGTGATTGGT GAACCTAATG TGCCACAAAC AATGTTAGAT CAGGCTGAAA 13 38180 
AATTACATTG CCAAGTTGCT CGTCGTGATG TGGATTGGTT ATTTGAGCAA AATGCTGAAA 1339240 
ATTGGCAATG GCAAAATAAA AAAGTGCGGT TAGAAAATTT GCCGTTTTGT CAGATTCCAT 1338 300 
TGGCGAATGC CGCAACGGTT CTTGCTGCTG TTCAATATTT ACCTTTTGAT ATTTCAGAAC 1338360 
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AGACTTTGCG AAAATCTTTG CAAGAGGTAG AACTGGTTGG TCGTTTTCAA GCTATAAAAA 13384 20 
CAGATAAACG TGAGAAATTA GCGGATTATC TTGGCGTACC AGTTGAAACC TTGCCAACAA 13384 80 
TCATCGTTGA TGTGGGGCAT AATCCTCACG CTGCAAAATA TTTATCTGAA AAATTGACCG 1338540 
CACTTAAACG TAGCATCGAG GGCAAAATGA TTGCCGTGTG TGGGATGCTC AAAGACAAAG 1338600 
ATGCAAATGG GGTATTTGAG CATTTAACAC CTATTATTGA TGAATGGCAT TGTGTAACTT 1338660 
TAGGCGGTTA TCGCGGGCAG TCAGGCGATG AATTAGTAGA GAAATTGAAA AGCCATTTCC 1339720 
CAAATATTCA AGCTACATCA GATAATTCTG TCATGGATGG TGTGTGTACA GCACTCAAAA 13387 80 
GTGCGGTAAA AAATGATGTG GTTTTAGTCT TTGGATCTTT CCACACCGTT GCTGAATTTT 1338840 
GGGCTGTGGT GGAATAAAAT TTATCATTAA AACAAAGGGC TGATATTTAA AATCAGCCCT 1338900 
TATTTTTTGG AATATTATCT CCAAGAATAT TTCACACCCA CGGTGCCTTG GTAGCCTTTA 1338960 
TGACTATTTT TTTCTCTGTT TTATCTTTTA CATCAATTGT GAGTTCAACG ACAATTAAAG 1339020 
TAAACCCTTT AGCATAAAAC AGTATTTTCC TTATCGGTTG GATTTTAACC AGTTTGTGTT 1339080 
TATTTAACAA GTTTAGATTA GTGTGATTTT AGAAAAATCG AAGAAATATG ATTTAGAACA 1339140 
ATATTTATAA TGTGGTGCTG TTTGGCAATG GCTGAGGTTC CCCTAAAAAA TAAGGCTCAA 1339200 
CACCTAATAT CAAGTCAAAA ACCGCTTTTA TGCGGGCAAA AACTTCTCTT ATTTGTGTGG 1339260 
AAAAATGTAA TTCTGGCTGT TTTGCCACAA AGCAAATGGC ATCAATATTA TGTGCTTGGG 1339320 
CAATTAATAG CGCGCGTTCG CAATGAAATT TTTGACTGAC AATCGTAAAT GTTTTCACTT 133 9380 
GGAAAATTTT ATCGGCGCGG ATAACGGAAT CTAGGGTGCG AAAACCTGCA AAATCACGGA 1339440 
ACATTAAAGT TTTTGGCACG CCCATTTTGC GTAAATCGCG AAACATTGCT CTTGGTTCGT 133 9500 
TATATTGCAA AGTTCGGTTG TCGCCACTTA ATAAAAGATA ATTCACTTTT TGTTGTTCGA 1339560 
TTAGGCTTTT AGCTGCCATT AAGCGACTAT CGTAATAAAC GTTCGGTTTT CCGCTGACGG 1339620 
TGTATTTTGA TGTGCCAAGC ACAAGGGCGC AGGGGCGAAA GGGGAGTTCA TCAATATTTG 133 9680 
TGAATATTTT ATCGCGAACA TAAAAACTGA TGCCTCGATC CACTAGCAAG CAAAGTATAA 133 9740 
TCAATGCAAA GATTGCGTAG AGTAGTGTGC GAAAAAGTGC GGTAAATTTT GGGGAGAATT 1339800 
TTTTTACTAG CATAGTGGTA AACATAATGA AAAATCGACC GCACTTCAAG GAGAATTTGA 1339860 
TGGATTTTGT GAATCGCATT GATGTGCGAT AATTTAGCCG TTTAGACGGC TAAAATTTCT 1339920 
TGACAAGCTA ATCGACTTAC TGATAGTTTA AACGCCATTC TGATTATTAC GATAGGTTTT 1339980 
CAATGTCTGT GCAAAATGTA GTGCTTTTTG ACACACAGCC TTTAACTCTG ATGCTTGGCG 1340040 
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GCAAACTTTC CCATATTAAT GTCGCGTATC AAACtTATGG CACGCTCAAT GCCGAAAAAA 1340100 
ATAATGCGGT ATTAATTTGC CACGCTTTGA CTGGTGATGC TGAGCCTTAT TTCGATGATG 1340160 
GTCGAGATGG CTGGTGGCAG AATTTTATGG GAGCAGGTTT AGCATTGGAT ACGGATCGTT 1340220 
ATTTTTTTAT TAGCTCGAAC GTATTAGGTG GTTGCAAGGG AACAACTGGG CCTTCATCAA 1340280 
TTAATCCGCA AACGGGTAAA CCTTATGGCA GCCAATTTCC TAATATTGTT GTGCAAGATA 1340340 
TTGTTAAAGT ACAAAAAGCC TTGCTTGATC ATCTTGGTAT TAGCCATTTA AAAGCCATTA 1340400 
TTGGTGGATC TTTTGGCGGC ATGCAAGCGA ATCAATGGGC GATTGATTAT CCTGATTTTA 1340460 
TGGATAATAT CGTGAATCTT TGCTCATCCA TTTATTTTAG TGCTGAAGCC ATAGGTTTTA 134 0520 
ATCACGTAAT GCGTCAAGCG GTCATTAATG ATCCCAATTT TAACGGCGGC GATTATTATG 1340580 
AGGGTACACC GCCAGATCAA GGGTTATCTA TTGCACGTAT GCTAGGTATG 'CTGACTTACC 1340640 
GCACCGATTT ACAACTTGCG AAAGCCTTTG GGCGTGCCAC AAAATCAGAT GGCAGCTTTT 134 0700 
GGGGCGATTA CTTTCAAGTG GAATCCTATC TTTCTTACCA AGGCAAAAAA TTCTTAGAAC 134 0760 
GTTTTGATGC CAATAGTTAT TTGCATTTGT TACGTGCGTT GGATATGTAT GAnCCAAGTT 1340820 
TGGGGTATGA CAATGTTAAA GAGGCATTAT CACGTATTAA AGCACGCTAT ACGTTGGTTT 1340880 
CTGTGACAAC GGATCAACTT TTTAAACCCA TTGATCTTTA TAAAAGTAAA CAGCTTTTAG 1340940 
AGCAAAGTGG AGTCGATCTA CATTTTTATG AATTCCCATC AGATTACGGA CACGATGCGT 1341000 
TTTTAGTGGA TTATGATCAG TTTGAAAAAC GAATTCGAGA TGGTTTGGCA GGTAATTAAT 1341060 
TAGTCATAAA AAnGTGCGGT GAAATTTCAC CGCATTCTTC TTTTATAACC AGTTATTCTT 1341120 
CAGAACTGCT TTCTTCCAAA GAATCATCTT CATCTGCATC ACAAACACGT TCTAAACTTA 1341180 
CTACGTGTTC ATCATCGGCA GTACGAATTA AGCGAACACC TTGCGTGTTA CGCCCTACAA 1341240 
TGCTCACTTC GCTTACGCGT GTGCGAACAA GGGTTCCTGC ATCAGTGATC AACATAATTT 1341300 
GGTCTGTTTC TTCTACTTGA GTTGCGGCAA CGACTTTACC ATTGCGTTCA CTCACTTTAA 1341360 
TCGAAATCAC ACCTTTTGTA TTACGTGATT TAGTTGGGTA TTCACTTAAT TGTGTGCGTT 1341420 
TTCCGTAGCC GTTTTGCGTT GCGGTTAAAA TTGCCCCTTC ACCTTTTGGC ACAACGAGCG 1341480 
AGACCACTTT ATCGATATTT AAGTCTAATG ATGCTTCAGC GTTGTCATCA GAAATATCTT 1341540 
CAATTTCTAC CGCACTTTCA TCGTCAGAAA TATCGTTTGT TAAAGCCAGT TTGATACCGC 1341600 
GAACACCTGT TGCTAAACGC CCCATCGcAC GCACGGCATT TTCAGCAAAA CGCACCACGC 1341660 
GACCTTGTGA TGAGAACAAC ATAATTTCGT TGCTGCCATC AGTAATATCC ACGCCGATTA 1341720 
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ATTCATCTTC GTCACGTAAA TTCAATGCGA TGATACCGTT TGAACGTGGA CGGCTAAATT 1341780 
CGGTTAAGGC GATTTTCTTC ACAATACCGC CAGcAGTTGC CATGACTACG AATTTATCTT 1341840 
CTTCGTAAGC AGAAACTGGC AAGATTGCAG TAATACGTTC GTTTTCTTGT AACGGAAGAA 1341900 
TATTCACAAT TGGACGACCG CGTGCGCCAC GGCTCGCTTG CGGAAGTTGA TATACTTTCA 1341960 
ACCAATATAA ACGACCACGG CTAGAGAAGC AGAGGATGGT ATCGTGAGTA TTTGCTACCA 1342020 
GTAATTTTTC GATGAAATCT TCTTCTTTCA TCTTCGTTGC AGATTTGCCT TTACCGCCAC 134208 0 
GGCGTTGTGC TTCATAGTCA GTCAGTGGTT GGTATTTCAC ATAACCTTCG TGAGAAAGCG 1342140 
TyACAACCAC GTCTTCTTGT GCGATTAAAT CTTCTAAATC AATATCGCCA GAAGCAGCGG 13422 00 
TAATTTCAGT TAAACGATCA TCACCAAATT GTGCTTTTAC TTCTTCCAAT TCTTCACGAA 1342260 
TTACTTCCAT TAAACGTTCT GCACTACTTA AAATATGAAG AAGATCCGCA ATTTTAACTA 1342320 
ATAATTCTTC ATATTCTTTT ATAACTTCTT CAAACGCAAT GCCCGTTAAA CGGTGTAAGC 1342380 
GAAGTTCTAG AATTGCGTTT ACTTGCGCTG GCGATAAGTA ATATTGTtCG CCTTGAATAC 134244 0 
CAAGATTTTC TTCTAACTCA TCAGGACGAG CAGAAGCATC AAGAAGATTA ATAATATCGC 1342500 
TATGTAACGT CCAAGAGCGT GAACTGATTG ATGTTGCGGC TTCTTCACGG TTTTTAGAGT 1342 560 
TACGAATGAT CGCAATCATT TCATCGATAT TAGAACGAGC AACCGCTAAA CCTTCCAAAA 1342620 
TATGCGTACG TTCACGTGCT TTGCGAAGCT CAAAGATAGA aCGACGTGTA ACCACTTCAC 1342680 
GGCGGTGTAA AACAAAGGCT TCAATAATTT CTTTAAGATT AAATAAACGT GGCTGACCGT 1342 740 
GATCCAATGC CACCATATTG ATACCAAAGG TCACTTGCAT TTGAGTGAGT GAGTAAAGAT 1342 8 00 
GGTTTAATAC CACTTCCCCC ACTGCATCAC GTTTAATATC AATTTCAATA CGGaTCCCTT 1342 860 
CTTTATTTGA AAGGTCAGTA. ATATTGCTGA TACCTTCGAT TTTTTTCTCG CGAATTAATT 1342920 
CGGCGATTTT CTCGACTAAT TTTGCTTTAT TTACTTGGTA TGGCAATTCA GACACGATAA 1342980 
TTTGCTCGCG TCCTTTTTCG TTGGTTTCTA CCGTTGCACG AGCACGAACA TACACTTTAC 1343 040 
CACGACCAGT GCGATAGGCC TCTTCAATCC CTTTACGACC ATTAATTAAC GCAGCCGTTG 1343100 
GGAAGTCAGG CCCTGGAATA TGTTGCATTA ATTCATCAAT GGTAATTTCA TTTTTGTCAA 1343160 
TATAAGCCAA ACAACCATTT AATACTTCGT TTAAGTTGTG AGGGGGAATG TTAGTTGCCA 1343220 
TCCCCACCGC AATACCAGAA GAACCATTTG CTAACAGTGC TGGAATACGA GTCGGCAATA 134328 0 
CATCTGGAAT CATTAATTCG CCATCATAGT TTGGCGAGAA ATTGACGGTT TCTTTATCCA 134334 0 
AATCCGTGAG CAATGCTTGC GTAATTTTTT GCATACGTAC TTCGGTATAA CGCATTGCAG 1343400 
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CTGGCGCATC ACCATCAATT GAACCAAAGT TACCTTGCCC ATCAACCAAC ATATAGCGAA 1343460 
GTGAGAAGGG TTGTGCCATA CGAACGATGG TATCGTACAC GGCGGAGTCA CCATGCGGGT 1343520 
GATATTTACC GATTACATCA CCCACAACAC GCGCTGATTT TACGTATTTT TTATTGGCGG 1343580 
TATTGCCTTC GCGATCCATT GAGAATAGTA CGCGGCGGTG AACAGGTTTT AAACCATCTC 1343640 
GAACGTCAGG TAATGCACGC CCAACGATAA CCGACATCGC GTAGTCAAGG TAGGAAGATT 1343700 
TAAGTTCTTC TTCGATATTG ACAGGGGTGA TAGATGATTG GATTGAATCC GTCATTGGTA 1343760 
rrCCTTTTTT GATCAAAAAT TGTGGCGGAT TATAGCATAA AATTGTGGAT ATGTGGTTTT 1343820 
TGATATCAGG ATTTCGCCTG ATGGCGCCTT ACTTTTTCTT TGCTTCGCCA AAGAAAAAGT 1343880 
AAGTAAAAAG AAAGGCGACC CTACTTTTCC TTGTTTCCTT TGTTCCATTG AATTTCCTTA 1343940 
ACGGAAATTG CCGGACCTGG CTACGCTCAA ACAGACGAAA ATTTCCTACA AATnCAATTC 1344000 
CACAAAGGTG GAAAAGAAGG GAACCCAATT nnTCCTTTAT CCGATTTAAA GTGCGGTCAA 1344060 
AACTCAAAAT ATTTTTGGTC CTTAAAATGA ATTTAAAATT AACCGCACTT TTTAAATAAT 1344120 
GCTCTGATAA ATTCGGGGCC CCATATAAAT CGCCTTTGCG ACTTTCAATT TTTAGGCAAT 1344180 
TTGCGTCTGT TTGAGCGTAG CGAGTTCAGC AAATTTCCGT TAAGAAAATT GAAACAAAGC 1344240 
AAAGAACAGC GATTTAACTG GGGCGTGTTT TCTTTGCCTA CTTTcTTTTA CACGAGTAAA 1344300 
AGAAAGTAGG TCGTCGTCAG GCGAAATCCT GACCTAATTA TTTCCAATTT TCTTTTTTGG 1344360 
CTTTCTGCAA CTTCCCATAA GCCCCCAACA ACGCCTGATG TTCCTTAAAG TTTTTCAAAT 1344420 
TTTCATCACT TGCAGGAAGA TTGTAGAACG GATTGCCACC TTCAGAGACA GCAGCCCAAG 1344480 
CTTGTTTAAC TGCATCTTTA CCATACATTT TCTCAAATAC TGCACGATAT TGTGCTGGGT 134454 0 
CGCGATTTTG ATCTAAATGT AATTCAATGA TGGAAATTAA TGTGCGGTAA TAATTCACAG 1344600 
GTTCTGTAGT GAATACGGAG CTGTTCATAT TCAGCGTCCA GTTTGCCCAA TCTAATGCCT 1344660 
GTTCTAATTC GCCTAATGCA AGGTGGAGCA TAGATTTTAA TTCACCCACG CGTAAGGTTG 1344 720 
TCCAGCCGCT ATTTTTAGGT GCAACGATGC CGATAAATTC ACGCACGCGA GTCGCATCGT 1344 780 
CAATATCTTG CCCATCTAAT TCTTCTAATA ATTCTTGATA GGTTTCTGCA TCGTGATGCC 1344840 
AGTTTGGTAA ATCCAGTAAA ATTTCGCGCC AATCCATTCC CATATTGTTG TTGGCATAAA 1344 900 
TTAAATCGTC TGCAGGATAA ATATCAGACA TGCCTGGCAC AATAATACGG CACGCATAGA 1344 960 
CATCCAAATG GTTGTAATCC ATTACGTAAA CTTCTTTTTC ATCCGCACGG AAAATTGCCA 1345020 
TTAAATTATT GTATTCTTCC TGTGTTGTAC CACTGAAATC CCAATCAGCA AATTCATAAT 1345080 
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CAGGCGTTTC TTTGAGTAAA TCCCAAGAAA TTAAACCGCT TGAGTCAATA AAGTGGGTTT 1345140 
CTAAATTAGC GTGTTCAGCC ACATCATCGT TATTGAAAGA GGGCGGAGAG AAAACATCCA 1345200 
AATCTTTCAA GCTACGACCC TGTAAAAGtT CAGTCACAGT ACGTTCTAAT GCCACTTGGA 1345260 
AATTTGGATG CGCACCAAAA GAGGAAAAGC ACGTGCCGTT ATTCGGATTG AGTAGCACAA 134 5320 
CGCAAATAAC AGGATATTTT CCGCCAAGTG AAGCATCAAA TGCATAAATT GGGAAACCTT 134*5380 
CTTCCTCTAA TTTTGCAATA GAAGCCTGAA TAGATGGATA GCGATCCATC ACAGATTTTG 1345440 
GAATTTCTGG CAGACTAATT GCTTCAGCGA TAATTTTGTT TTTCACATAA CGCTCAAAAA 1345500 
CTTCTGACAA GCCTTGCACG CGTGCTTCAA ATTTTGTATT GCCTGCAGAC ATGCCATTTG 134 5560 
AAACATAAAG GTTAGCAATA ATACTTTGTG GAATGTAAAC GGTTTGTTCG TCCGATTGAC 1345620 
GAACATAAGG CATCGCCACG ATCCCACGAT CATAATTGCC AGACTGTAAA TCGACTAATA 1345680 
AtTCAGGCGT AAGCTCGGCA TTAGGATnAA AATAATCCAA TAAATAATCA TCTnAAATGC 134 5740 
CATTAGGCAG TAAAGCATCA TCTTCAATCG GGAACCATTT TTCATTGGGA TAATGCACAA 1345800 
AATCGCTGTT TGCAATTTCT TGTCCTAAAT AGAAATCGGC AAAGAAATAA TTAGTGGAAA 134 5860 
GACGCTCAAA ATATTCACCA AGGGCAGAGG CTAACGCCGC TTTTTTACTT GCCCCTTTAC 1345920 
CATTAGAAAA ACACTGCGGA CAGTCTTTAT CGCGAATATG CACAGACCAC ACATTTGGCA 1345980 
CAGGATTCAA CCAAGATGCC TCTTCAATAT TAAAACCAAG TGCGGTCAAT TTTTGCTGAA 1346040 
ATTTTGCAAT ACTATCTTCT AATGCGGCAT CTTTGCCGAG AATAAAGGTT TGTTCTGTCA 1346100 
TTTTTGTTCC TAAATGAGAA AAAAGTGCGG TGAATAATAG GGGAGTTTTA ATAGCGGAGC 1346160 
AAGATTTTTT CGGCAAAAAT AAACCCCGAA AAACTTCGGG GTTTTCTACC GCACTTTTAA 1346220 
CGTATATTTG ATTGGCGTTA AAGTAAAGTT GGATTGAmCC GCACTTTTAA GGCAATTGTA 1346280 
ATTGCGGCGA AAATTTTTTC ATCGTTGAGA GGAAAGTTTT CGCGTAAAGT GCGGTGGGAA 134634 0 
TCAGTTATGT TTATTTGAGC TTGTGATAAT TCATTTAATA AAATCGGGAG AGAAAGATTG 1346400 
AGCTGCTCGG CGATTTGTTG AATAGAAAAA TGCTCGAAAG TCATCATCAA GCGATCTAAA 1346460 
TTGCAGTAAG AAGGCATACG ATTATGCGTG ATGAGATCGG CAAATTGAGT GTTGATTTTT 1346520 
ATCCATTTCT TCTTACGGCT ATAAAAATGC AGTAACAAAC CAAATACGGT AAATCCAGCA 134G580 
AAGATTAGGT AAATTGCTTG GTAACGAAAA ACAAGCTGAA GCACAAGCTA AATATGCGGA 1346640 
AGACACGCTG AAACAAGCAC GCGATTTTGC TAAACAACAT CATAAAACAG CCTATTTAGC 1346700 
GCGTAATGCG GATGGCTTAC AAACTGGTCA AAAAGGTTCG ATTCATACGG AAGCAATGGA 1345760 
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ATTGGTTGGC TTGGAAAACG TCGCAGAGGG AGAACAAAAA GGCTTAACTC AAGTTTCAAT 1346820 
GGAACAGCTT TTATTGTGAA ATCCTCAAAT GATTTTCACC CAATATGATG AGTTTTATAA 1346880 
AGTGCTTGAA AACAATCCGC AGTGGAAAGA ATTAAGTGCG GTGAAAAATC AGCAAGTTTT 1346940 
CTTTGTGCCG CATACACCAT TTGGTTGGAT TGATTCGCCA CCGAGTTTAA ACCGTTTATT 1347000 
AGGCGTGCGT TGGTTACAcA TATGTTGAAT GGTAAGGCGA ATGCTGACTT TGTGCCTGAA 1347060 
ATGCAACGTT TCTATAAATT GTTCTATCAC ATTGATTTAA CCAATGAACA AGCACTTAAG 134712 0 
TTGTTTCAAG TAAAATGATG AGATCGACTT TTCTTTTACG TTCGCCTCGT TTGTTTTTTG 1347180 
TCTTGTTAGT TGGATTGTTA CTTGGCAGTA TTTTACTTGC TTTGAATGTG GGGAAATACC 1347240 
CGCTTTCGCC TAGCCAACTT TGGGAGACAA TAAGCTGTTC GTTTAGCGGG CAATGTGAAG 134 730 0 
GAAATACGGA ACAAACAGTA CTGTAGCAAA TTCGTTTGCC ACGTATTTTT GCCGCTTGTT 1347360 
TTGTCGGGGC GGCGCTTGCT TGTGGGGGCG CAACTTATCA AGGTATGTTT AAAAATCCGC 134 7420 
TTGTTTCGCC AGATATTTTG. GGTGTTTCAG CGGGGGCAGG TTTTGGGGCA AGTTTGGCAA 1347480 
TTTTTTATAA TTTGCCAATG ATTTATATCC AATTTTTTGC TTTTAGCGGT GGCATTTTAG 1347540 
CTGTGTTATG TGTATCGCTC ATTGCCTCGC GTAGTCGTAC ACAAGATCCT ATTTTAGTGC 1347600 
TGGTGCTTTC TGGGATTGCA ATTGGTTCTT TACTTGGTGC AGGCATTTCT TTGTTAAAAA 1347660 
TTCTTGCGGA TCCTTTCACT CAATTACCTT CAATCACTTT TTGGCTACTT GGTAGCCTGA 1347720 
CGGCTATTAA TCAACAAGAT TTAATTCAAT TGATCCCGAT GTTGTTGCTA GGGATTGTTC 1347780 
CCATTTTTTT ATTACTTACT GATACGCTGG CTCGCACGAT TGCACCGATT GAACTGCCAC 1347840 
TCGGTATTCT GACTTCTGCT TGTGGTTATT AGTGCGAGGG CAAAAATAAT GTTACTCGAA 134 7900 
ACCCAAAATC TTGCCATTGG CTATGAAGGA AAAACACTGG TTCAACATAT CCAATTTACC 134 7960 
CTAGAGGAAA ATCAAATTTG TTGTTTGCTT GGTGCAAATG GTGCAGGCAA AAGTACGTTT 134 8020 
TTGAAAACTT TACTTGGTTT ACAACCGCCT ATTGGTGGTG ATATTGTTTG GCAAGGAAAG 1348080 
TCGCTTTCTG ATTATTCACC AACAGAATTG GCTCGGCATA TTGCTTATGT GCCACAAGCG 1348140 
CATTCTCATT TATTTCCTTT TTTAGTGCAG GATATGGTGA TGATGGGGCG ATCTGCTTTT 1348200 
TTGAAGTGGT ATCAAACTCC GAAAAAATCT GATTTGGATT TAGCATTAAT GGCATTGCAA 1348260 
GAGTTAGAAA TTGCTCATCT TGCGCAACGT TATTATCATC AATTAAGTGG CGGCGAAAAA 134 8320 
CAGCTTGTGT TGATTGCCCG TGCGATTGCT CAACAAGCCA AACTTTTAAT TATGGACGAA 1348380 
CCGACTTCTA GCCTTGATTT TGGTAATCAA ATTCGAGTGT TAGAAAAAAT AAAACAACTG 1348440 
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CAAAAGCAAA ATATTGCGCT TATTATTAGT ACGCATAATC CACAACAAGC GGCATTTTTA 1348500 
GGGGATAATA TTGTTTTGCT TGATCAACAA TTTGGCTTTC AACAAGGCGA TAAAAAACAT 1348560 
TTATTAACCT TAGAAAACTT GGCGAAAATT TACCGCACTT CGCCCGAACT TTTACATCAA 1348620 
CATTTGAATA ACCACATTGA AAAATGACTA TGACTATTTA CGACATCAAT TTTGCTGAAC 1348680 
TTTATCAACA ACACTTAATC GCTTGTAATC ATTACAACTT ACCTCCGATA AAATGGGATA 1348740 
AAAAAGCTGT GAAAATGGCA GAGAATTTAG TCGGAAAACC TTCTGCATAT AATCAGCAAT 1348800 
TATTGCAAGC TATGAATGTG CAAACCGATG AAGCTGTGTT GGATATTGGC TGTGGGCCTG 1348860 
GTACTTTTGC TGTGCCGCTC GCACAACAAG GCTCAACGGT ATATGCTTTG GATTATAGCA 1348 920 
ATGGAATGTT AGACTGTTTG GCACAATTTA AGCAGAAATT TGGTTTGCAT CATCTCACGA 1348980 
CATTTCATAA ATCTTGGGCG GATAATTGGG ATGATGTGCC ACAAGCTGAT GTAGTGTTGG 1349040 
CATCTCGTTC AACGTTGGTG GACGATTTGG ACGATATGAT TGAAAAACTC TGTGCCAAAG 1349100 
CGAAAAAACG TGTGTTTTTG ACTTCTGTCA CACAACGCCA TTTCTTAGAT GAGGGCGTAT 1349160 
TTGAGGCAAT TGGCCGTGAA GATATTGGTT TCCCCACTTA TATTTATTTA CTCAATCGGT 1349220 
TGTATCAAAA AGGCATTCAG GCAAATTTGA ATTTTATTGA AACGGAATCG GGTTGTTTTC 1349280 
AAGGTGAAAG CTACGAGGAT TTATTAGCCT CGGTGGAGTT TTCTTTAGGC GAGCTTTCCG 1349340 
AAAAAGAAAA ACAAGGTTTG AAAGCCTTTT ACGATCGTAA ACAAGCCAAT AACGAACCCA 1349400 
TTTCTCACGG ACAGAAAAAA TGGGCGTTAA TTTGGTGGAA TGTGGATGGC ATCTAATGTT 1349460 
TCAAGTGGAA TCAATTTATT TTTCTATCAC TAATTAAAAG GACGATTATG TTATTTGCTT 1349520 
TACCTGCGCT GAATGATAAC TACATTTGGC TTTATCAACG AGAAAATCTG CCGCTTATTA 1349580 
TTGTGGATTT GCCTGAAACG GACAAGCTGT TTGCATGGCT AGAGAAGCAA AACGCAACGA 1349640 
TTGAAGCGGT GTTGCTTACT CACGAACATG ATGATCATAC ACAAGGTGTG TCGGCATTTA 1349700 
AAAAACGTTA TCCAACAGTG CCGATTTATG GGCCGCAAGA ATGTGAGAAA AAAGGTGCGA 1349760 
CTCAAATTGT GAACGAAGGG AAGAwCCTTA CCGCAAATTA TCAAATTGAT GTCATTCCGA 1349820 
CGGGGGGACA CACTAAACAG CACGTTAGTT TTTTAGTGGA TAATCATTTA TTTTGTGGTG 1349880 
ATGCGTTATT TTCTGCTGGT TGCGGACGTG TTTTCACAGG TAATTATGCG CTGATGTTTG 1349940 
AAGGTTTACA GCGTTTGAAT ACATTGCCTG ACGAGACGAT TGTTTGCCCA GCTCATGAAT 1350000 
ATACCTTGGG GAATTTAGCA TTTGCGGAAA CTGTGCTGGT GGATAAAAGT GCGGTAGAAA 13 50060 
AAAGTGCGGT AGAAAAACAA CGTATTTTTG TTGAAACACA ACGGGCTGAA AATAAACCGA 1350120 
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GTTTGCCAAC AACCTTAAAA CTAGAGCGAG AAATTAATCC GTTTTTACAA GCAAAAACAC 1350180 
TTGAAGAATT TACCGCACTT CGTAAAGCCA AAGATATTTT CTAAGTTATC TTTTTATTGG 13 5024 0 
GGGGGAGCAC AAAGTGCGGT GATTTTTTAA ATTAGCAGAT TATTTCTTTC TCGCTAACAT 1350300 
GGTGGCAAAT TTCATTTTAA TGCGATTGCC GTTTTCATCG GTTTTGTGTA ATTCGCCCAT 1350360 
ATTTTCGTTA TATTCTAAGA ATTCCCAATC TTTGTAATAT TCTTTCAATT CGTTTTCAGC 1350420 
AAAAGTGAAA GAGAATGGAA GTGGGCAAGG CACATCATCT GTGGACATGG CGGCAACGAT 1350480 
TAAGTTATAC CCGCCAACAT TGGTATGTTC TTTCATATTT TTAATGATTG ATGGCACACG 13 5054 0 
TTCACGATTT AAGAACATAA ATACCACCGT TGAAACAATA AAATCATAGT TTTCTTGAAT 1350600 
GTTGGCGGCG TTAATGTCGT AAAGTGCGGT AGAAATATTA AGATTTTCTT TCTCTTTAGT 1350660 
TTCATTTAAA AAGGCAATGC TGTTTTCATT GTGATCCCAA GAGGTCACAT CATAGCCTAA 135 0720 
TAAACTTAAA TAAAGTGAAT TACGCCCTTG TCCGCAACCT AAATCTAATA CTTTACAAGG 1350780 
CGAGATAATT TTTGCAGCAT CCACCACATC GCCGTGAATG GCAGTCGTGT TGTATTTTTT 1350840 
ACTGAAATAA TCTTCTTTTT TGCAATAGAA ACCTAGGGTA CATTCTAGGT CATCAGAAAG 1350900 
TGCTTCTACA CGATGCCATG CTTGAGGTTC AACAAAAGGA ATGTGGCTTT CTGGGGTAAA 1350960 
AATATGCTCG GCAATAACAT CGCCATTTTC GGTTAGCTCA TAAAATTTAA GCTTACCTTT 13 51020 
TAATACAGTT AATTTTCCCC AAGTGCCGAC TTTTGTATTG TGCTTTTCTT GGAACATTTG 1351080 
TGGCAAGTTG TCTTTTGTCC ACACTGGCAT TTGTTTATAG CAAATTAATT CGTTTTTCAT 1351140 
AGTATTCTCC AAATAGATAA ATAGTTGAGT GTTATGGTAG GTTATAAGTC ATCTATTTTC 1351200 
AACAAGAAAA TAAAAAGGCA ACGTAATGTT GCCCTCATTT AGATTGAATT GATTATTTTA 1351260 
CTTGCATGCC CGCAGTGACA CCGCTATCAG CAGAAAGTAA GAATAAGTCA CTACCGCCTG 1351320 
TTCCTGCGGA TAGAATCATT CCCTCAGACA CGCCGAATTT CATTTTACGT GGTGCAAGGT 1351380 
TTGCCACCAT AATCACAAAA CGACCTTCTA ATTCTTCAGG TTTATTGTAA GCCGCTTTAA 1351440 
TGCCAGAGAA GACTTGGCGA GTATGATCAC CAAGATCTAA TTCAAAACGT AAAAGTTTAT 1351500 
TGGATTCTGG CACCGCTTCG CATTTCAATA CTTTTGCTAC ACGCATATCA AGTTTAGCGA 1351560 
AATCATCAAT CGTGATGGTT TCAGCAATAG GTTCAACGGC AGAAAGTGCG GTTGGTTTTG 1351620 
CTTCAGTTTT TTCTGCGGCT TTATTGGCTG CTGCAAATAA GGCTTTAGTT TCTTCCACAA 1351680 
CGGCATCAAT TTGTTTTTTC TCTAAACGAG AGAATAAGGC TTTAAACGGT GCAAGGGTAT 1351740 
GACCAAGTAA TGGTTGATGA ATATTATCCC AACGTAATTC AGCTTGTAAG AAGGTTTCTG 13518 00 
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CACGTTCTGC TAGTTTTGGA AGAACAGGTT TTAAGTAAGA CATCAATACG CGGAAAAGCT 1351860 
CAATACCCAT TGAACATACG GCTTGCAATT CTGCCTCTTT GCCTTCTTCT TTTGCAATCA 1351920 
CCCAAGGGGC TTTTTCATCA ATGTATTTAT TGGCTTTATC TGTTAATGCC ATAATCTCAC 1351980 
GAATGGTTTT ATTGTATTCA CGGCTTTCGT AATAAGCAGC GATTTGCTCG GCTTGGGCGG 1352 040 
TAAATTCTGC AAATAATGAT TTGTCTTCCA GTTTATCCGC AAGTTTGCCT TCAAAGCGTT 1352100 
TCGCAATAAA GCCCGCATTG CGTGAAGCTA AATTCACTAA TTTGTTTACA ATATCCGTAT 1352160 
TGACACGTTG TACGAAATCT TCAAGGTTAA AGTCTAAATC TTCAATGCGA TCATTTAATT 1352220 
TTGCTGCATA GTAATAACGC AAACATTCAG GATCGATATG ATTCAAATAA GTGCTGGCTT 1352280 
GAATGAATGT nCCGCGAGAT TTTGACATCT TCGCCCCATC CAGAGTGACA TAGCCATGAG 1352340 
CGAACACATT AGTCGGTTTA CGGTAGCCAC TGCCTTCAAG CATTGCAGGC CAGAATAGGC 1352400 
TGTGGAAATA AACGATGTCT TTACCGATGA AATGATAAAG CTCTGCATCA CTGCCTTCAG 13 52460 
CCCAAAATTC ATTGAAATCA ATGCCTTCAC GATTGCATAG ATTTTTGAAT GAAGCCATGT 1352520 
AGCCGATTGG CGCATCTAAC CAAACATAGA AGAATTTATC TTTTGCGCCG GGAATTTCAA 13 52 5 BO 
AACCGAAATA AGGTGCATCA CGTGAAATAT CCCATTGTTG TAAATCGCTC TCAAACCATT 1352640 
CTTGCATTTT GTTGGCAATT TCAGATTGAA GTGAGCCAGA ACGAGTCCAT TCTTTTAACA 1352700 
TCCCTTCAAA TGCAGGCAAG TCAAAGnAAA AGTGTTCAGA TTCTTTTACG ATAGGTGTTG 1352 760 
TGCCAGAAAC AGCTGAACGA GGATTAATTA AATCCATTGG GCTATAAGTA GAAGCACACA 1352620 
CTtCGCAGTT ATCGCCATAT TGATCTTCTG CTTTGCATTT CGGGCAAGTG CCTTTCACAA 1352880 
AACGATCAGG CAAGAACATA TTTTTTTCAG GGTCGAATAA CTGAGAAATA ACTTTACTCT 1352940 
TAATAAAACC ATTGGCTTTG AGTTTATTGT AAATTTCTGC GGTGAGCTGT TTGTTTTCTT 1353000 
CGCTGTGAGT GGAATGATAG TTATCAAAAC TAATATTAAA ACCTGCAAAA TCACGAATGT 1353060 
GATCGGCTTT TGCTTTGGCA ATTAATTCTT CAGGTGTAAT GCCAAGTTTA TCAGCATTCA 1353120 
ACATAATCGG CGTGCCGTGC GCATCGTCCG CACAGACAAA ATGGATTTTA TTGCCACGCA 1353180 
TACGTTGAAA ACGCACCCAA ATATCCGCTT GGATATGTTC TAACATATGG CCTAAATGAA 135324 0 
TTGCCCCATT GGCATAAGGC AAGGCGCAAG TGACTAAAAT TTTACGGGGT TGAGTTGTCA 13 53300 
TTT ATT ATT C T C TT TTTT AG CATACAAAAA TTGTGCTTAT CTTACTTTAA ATAGGGGATT 13 53360 
TTTTCTAGTT TGAAAAACTT TAACTTAACA TACCGCACTT TCCGTGATTA AATATGCCCG 1353420 
ACAAATTTAC TCTACTAAAC AGGAAGTTAT TATGGCAACC TACTTTTCTG ATAATTTGAC 1353480 
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TGCCGACCAG CAAAACCAAG TTCAGCAGAT TATTCAACAA TTTCAGCATC CAACCCTGCA 1353540 
AAAGGATCTG ATTGTGCTTA ATACTTTGAA AAAAGTGGAA AAGGGCGGCG ATACTTTACG 1353600 
CATTGAATTG CAATTACCTT TTGCATGGAA TTCTGGTGCA GAACAGTTAA AACAAGCGGT 1353660 
TTCAGATGCG TTGTTGAAAG CAACAGATTG TAAATTAATT AAATGGGCGG TGGCTTATCA 1353720 
AATCGCCACA CTTAAACGTG CAAACAATCA ACCGGCAGTA AAAGGTGTGA AAAACATTAT 1353780 
TGCTGTGAGT TCTGGTAAAG GCGGCGTAGG GAAATCATCG GTTTCTGTTA ATCTAGCTTT 1353840 
AGCATTACAA GCACAAGGCG CACGTGTTGG AATTTTAGAT GCGGATATTT ATGGCCCTTC 1353900 
TATTCCTCAT ATGTTAGGCG CAGCGGATCA ACGCCCGACT TCGCCAGATA ATCAACACAT 1353960 
CACCCCAATT AAAGCACATG GTTTATCTGC AAATTCCATT GGCTTTTTAA TGAATGAAGA 1354020 
TAGCGCAACA ATTTGGCGTG GCCCAATGGC GAGCAGTGCA TTAAGCCAAT TATTAAATGA 1354080 
AACCCTATGG GATAGTTTAG ATTATCTTGT TATCGATATG CCTCCGGGCA CTGGCGATAT 1354140 
TCAACTTACC TTATCACAAC AAATCCCTGT GACTGGTGCA GTGGTTGTGA CAACTCCACA 1354200 
AGATATTGCT TTGCTTGACG CAGTGAAAGG TATTTCAATG TTTGAGCGAG TATCCGTACC 1354260 
AGTGTTAGGC ATTGTGGAAA ATATGTCGAT GCATATTTGT AGCGAGTGCG GTCATCACGA 1354320 
AGCGATTTTT GGCACAGGCG GTGCAGAGAA AATGGCGGAA AAATACAATG TGAAAGTATT 1354380 
AGCTCAACTT CCTCTGCATA TTCGTATCCG TGAAGATTTA GATGCAGGCA ACCCGACCGT 13 54440 
TGTGCGAGTG CCTGAAAATG AAATTTCACA AGCGTTCTTA CAACTTGCCG AAAAAGTCTC 1354500 
TACAGAACTT TACTGGCAAG GTTCCGTAAT CCCAAGCGAG ATTTTATTTA AAGAAGTGAA 13 54560 
ATAATCAAAA AAGATAGGGC TGCATGTGCA GCCCTTTTTT AATGGGATTT TTACCCCACC 1354620 
CATTTCACCA CTTCATCCAA TCCTTTACGG GATTTTTTCG CAATATCGCG TGAGCGATAG 1354680 
CCAAAGGTTG CGGCGACAGA AACCGCATAT TCTTGAGGAT CGAATAATCC TTCTTCGGCG 1354740 
AGGCATTCAT TCATTTTGTC GTAATGAAAA CCTTCAATTG GGCAAGAGTC GATGCCAAGG 1354800 
GCTGAAGCTC CAGTAAGCAT ATTTGCAAGG GCGATATAAG TTTGTTTGCT GCACCAATCA 1354860 
AATAAAGTGC GGTCGTTTTC GAGTAATTTC ATATCTTCTT CTTGCAGGGC TTTGTATTTT 1354920 
GTGAGGGCGG CTTGTTGTTG CTCTGCGTTC AAGCCTTTGC GTGCCATCAC ATCCACAAAA 1354980 
AACGGACTAT CATAACGGGC ATTTTTCTTC GCGAGAATTA CCACAAGATG ACTGCAATTA 1355040 
TCAAGCTGAT TTATCATTCC CCAGCTAAAA GGTTTCATTT TTTCGCGTAA GGTTTTATTT 1355100 
TGAATCACTA AAAATTTCCA AGGCTCAGAG CCTACAGAAC TCGGCGATAA TCGACCGCAC 1355160 

-77.808- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCT/TJS96/05320 

TCTAAAATAC ATTCAAAATC TTCATCACTG ATTTTTTTTG TTGGGTCGTA ATAACGTGTT 1355220 
GAGCTGCGTT GATGGAAGAG TTCAAGAACT TGTTCACGAG TAAGTTGAGT CATTTTATTT 1355280 
CCTCTTTGTT AAACAAAAAT GTGGTGCCAT ATTAAAGATT AGTTTTTGCT AAAACAAGGG 135534 0 
AAAGATTCTA GAATAGTCAG CGCTTTTATC ACAGAGGGTG AAAATAATAA TGACAAGAAT 1355400 
TGCAATTATT CCTGCGAGAG CGGGTTCTAA AGGCATTAAA GATAAAAATT TACAGCTTGT 1355460 
GGGGGGCGTT TCTTTGGTGG GGCGAGCGAT TTTGGCAGCG CAAGAATCGG GTATGTTTGA 1355520 
TCAAATTGTG GTGACATCAG ATGGCGAAAA TATTTTAAAA GAAGCCACAA AATACGGCGC 135558 0 
AAAACCAGTG GCACGCCCTG AAAGTTTGGC ACAAAGTGAT ACACGCACCA TTGATGCTAT 13 55640 
TTTGCATTGC TTAGAAACAC TTAATATTTC ACAAGGCACC GCCGCACTTT TGCAACCAAC 1355700 
CAGCCCATTG CGTAATGCTT TAGATATTCG TAATGCAATG GAAATTTTCC TTGGCGGCAA 13 55760 
ATATAAATCC GTGGTTTCAG CTTGCGAATG TGAGCATCAT CCTTATAAAT CCTTTACTTT 13 55820 
AGAAGGCACT GAAGTTCAGC CTATTCACGA ATTAACGGAT TTTGAATCCC CTCGTCAAAA 1355880 
ATTACC GAAA TCTTATCGTG CAAATGGTGC AATTTATATT AATGACATCC AAAGTCTCTT 1355940 
TGAAGAAAAA CGTTTTTTTA TTGCGCCAAT GCGTTTTTAT TTAATGCCAA CTTATCGTTC 1356000 
CATTGATATT GACTCCACAC TTGATTTGCA ATTAGCCGAA AGTTTAATTT CAAAAGAATT 13 56060 
CTAAAAAAAT TGGCCGCACT TTTGATCTGC ACTCCAAAAG TTGGATTAAA CAACCAACTA 1356120 
AGGTGCAGAT TTTTTATGAC CAAATACAAT TTTTTTCAAG CAACAAGTCA TCGAGTTTTA 1356180 
TCTTCAAAAT AGTAAAAATT GTTGATTCCT CTGCAGGCAT TTTCAACTTG CCAGCAGAAC 13 56240 
ATTGTGACAT TGGATTAATC AATTTGATCA TATTAGAATC AATGGCTTAG CGTTGCTGGG 1356300 
TAAGAAGTGA AATTACTCAT CTGAATTTAA ACTTAGGATG ATACAATCGG TTAAAAGTAA 1356360 
GCAATTTTCT GCAGAACCCG CTTGCTTACA TTTTGGCACT GGAAATGGCT AGGGATTAAG 1356420 
AATACCGAGT TCAAGTGTGT GAAAGGCAAG CTCTATTTAT CCCCAATTAA GGATTTATTT 1356480 
AACAATGAAA TTATTGCTTA TGATTTAGTG CGAAGCCCGA ATTCTGAGCA AATTACCCAA 13 56540 
ATGATGAAAC AAGCTGTAGC AAGGCTTGCA GGCGCAAAAC CGATTTTACA TTCCGACCAA 1356600 
GGTTGGCAGT ATCAGATGAT AGGTTATCAA AACATACTTA GGGAGAATGG CATTTAACAA 13 5666 0 
AGTATGTCAA GGAAGGGAAA TGATTTAGAT AACAGTGCGA TGGAAAGCTT CTTTGGATGA 1356720 
TTAAAAACGG AATGTTATTA CGGCAAACGA TTTGAGATGT TCAAACAACT GGAAAAAACA 1356780 
ATTCATGAGT ACATTCATTA TTACAACCAT GAGCACATTC AGGGGAAACC AAAATGGCTG 1356B40 
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AGTCCTGTGA ATGACATAGC TCAACCCTTG AACTAAATAA GTCTAATTTT TTAGAAGGTC 1356900 
AATTCCAGTA AAATCAAGGC TTTGTAATGT CTTATAGTGA TGTATGATTT TGGTTTTTGG 13 56960 
TGGAGCTGGG GGGAGTTGAA CCCCCGTCCG AAATTACTCT ACCTTCAGTA CTACACGTTT 135 702 0 
AGTCTCGTCT TTAATTTCAC TTAAGCATGC GGACAGACAC GCTAAACTTA AGCTAGTTTG 1357080 
ATTCAATTTA GTGCTTCGAT CCTCAAACGG TGGCTTCCAC ACGATCTCGT TTTGGTTTGA 1357140 
CTCCGCGTTA TCCCCGTCTT ACGAGCGGAA GCTGGAGCGC GAAGGCTAAA TGCAGGTTAT 1357200 
TAAGCTGCTA AAGCGTATTG TTCGTCGTTT GCGACTATTT TTTTGCGGTT TATTTACGAG 1357260 
GCCTACCGCA CCTCGACGTG CACCTTGGGC TTCGCTAATC CCGTCGAATC CAGAATCAGC 1357320 
CCCAAAATTG CGTGTTAGTC TAGCAAAAAA AGAAAGGTAG GGAAAGTCGA GATTGATTGA 13573 80 
ATTTTTGTAT GAAAGCTAGA ATAACCTTAA ATATTGTCTA TTTATTATTG GCTTATTACC 13 57440 
TTATTAACAA TTCATCTCTA AATTGATTGG AGACGATCAT TGATTTTTTA TGGACGGGAG 1357500 
GCTTGATAAT GGCGTTAATT AATTGGCATT ATTTCACGCT TTATTTTTGA TGATAGGAGC 1357560 
TATAGATTTG TAAATTATGG CAAAATTAAA TATATTTACG AATTCCTGAA AATATAACAC 135762 0 
AGCATATATG CTATAATTAG CTCCTAAACT TTTTGGAAAA TGTTATCTTA TTCTAGTATT 1357680 
TATCATCAAT GATTTTATAA AATTTCTTGC ATATTAAATT TTTATCACTA TAATGTGGCA 1357740 
CATATTTCGG ACGCGGGGTG GAGCAGCTTG GTAGCTCGTC GGGCTCATAA CCCGAAGGTC 13578 00 
GTTGGTTCAA ATCCAGCCCC CGCAACCAAT AATAAGTTCA GTAAAAGAAC CCCAGTTTTG 1357860 
GGGTTTTTTT CTATAAGAAA TTTAGTAACT GGGCTTAGGT TCTTATGAAC CTAACCCTTT 1357920 
TTTTATGCCT GAGATTTAAT AAACTATCTT TTTACTATTA CTAAAATAGA GGGATAAGTA 1357980 
TTGTTTAGGA TAAGGTTTCA TAAGGTTATG ATATAGTGCG GTGAATTACA CCCTATATAG 13 58040 
GAGTAGAAAT TGGCTACATT AGAACAAAAT TTACAAGAAA TGCTACAAGA TGCGGTAGAG 1358100 
GATTTAGGCT GTGAATTGTG GGGAATTGAG TGCCAGCGCG TGGGTCGTTT TATGACAGTT 1358160 
CGTTTATTTA TAGATAAAGA TGGTGGTGTG ACAGTTGATG ATTGTGCTGA TGTAAGTCGT 13 58220 
CAAGTGAGTG CAATTTTAGA CGTGGAAGAT CCAATTGCGG ATAAATATAA TCTAGAAGTG 1358280 
TCGTCACCTG GTTTAGATCG TCCGCTATTT ACCTTGCCGC AATTTGAACG CTATATTGGG 1358340 
CAAGATATCG CAGTGCATTT GCGAATTCCA GTGATGGAAC GCCGTAAATG GCaAGGTAAG 13584 00 
TTAGAGCGTA TTGAAAAGGA TATGATTACT TTAATTGTTG ATGATCAAGA ACAAATTTTA 1358460 
GTCTTCGGAA ACATTCAAAA AGCGAATGTT GTTGCAAAAT TTTAAAAGGA GAAAAAGAGA 1358520 
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AATGAGTAAA GAAATTTTAC TGGCGGCGGA AGCTGTATCC AATGAAAAAT TATTACCACG 1358 580 
TGAGAAAATT TTTGAAGCAT TAGAGAGTGC GATTGCGATT TCTACTAAGA AGAAGTTTGA 135864 0 
ATATGAAACG GATATTCGCG TTTCAATTAA TCCCAAAACA GGAGAATTTG ATACTTTTCG 1358700 
CCGTTGGTTA GTCGTAGATG AAGTAAAAGT ACCAACGAAG GAAATTACTT TGGAAGCGGC 1358760 
GCAATTTGAT GATCCAAATT TGCAACTTGG AGAGTATGTA GAAGATCAAA TTGAATCTAT 1358820 
TGCATTTGAC CGTATTGCAA TGCAAACGGC ACGTCAAGTT ATTAGCACTA AAATTCGTGA 1358880 
AGCCGAACGT GCAAAAGTGG TTGAACAATT TCGTGAAGAA GAAGGaAAAA TTGTAACAGG 1358940 
CACTGTAAAA AAAGTAAGTC GAGACAGTAT TATTTTAGAT CTTGGCAATA AAGCGGAAGC 1359000 
GATGATTGCG CGTGAAGATA TGTTACCACG TGAAAACTTC CGTCCGGGAG ATCGTGTTCG 1359060 
TGGGGTACTT TATAAAGTAA ATCCTGAAGG CAAAACTGCA CAATTATTTG TGACACGTTC 1359120 
TAAACCAGAA ATGTTGATCG AATTATTCCG TATTGAAGTG CCTGAAATTG GCGAAGAAAT 1359180 
GATTGAAATT CGTGGTGCAG CTCGTGATGC TGGCTCTCGC GCTAAAATTG CAGTGAAATC 1359240 
AAATGATAAG CGAATTGATC CTGTTGGTGC TTGTGTAGGA ATGCGTGGTG CGCGTGTTCA 1359300 
GGTAATTACG AATGAACTTG GTGGCGAGCG TGTAGATATC GTGCTTTGGG ATGACAATCC 1359360 
CGCGCAATTT GTGATTAATG CGATGGCACC AGCGGATGTT TCTTCTATTA TCGTTGATGA 135 9420 
AGATAATCAT TCTATGGATA TTGCTGTTGA AGCTGATAAT CTTGCTCAAG CCATTGGTCG 1359480 
TAATGGTCAA AACGTGCGTT TAGCAACACA ATTAACGGGT TGGACACTAA ACGTAATGAC 1359540 
GACTGATGAG TTAAATGCTA AGCATCAAGC AGAAGATAAC AAAGTGTTAA ATTTATTTAT 1359600 
TAACGCATTA GAACTTGATG AAGAATTTGC TCAAATCCTT GTGGAAGAAG GCTTCACAAG 135966 0 
TTTAGAAGAA ATTGCTTATG TGCCAATGAA TGAATTGACA GCAATTGATG GTTTGGAAGA 1359720 
TGAAGATCTT GTTGAAGAGC TTCAAACTCG TGCTAAAAAT GCGATTACAG CCGCAGCAGT 1359780 
AGCTGAAGAA GAAGCACTGA AAAAAGCGAA TGTTGAAGAT CGTTTATTGA ATTTAGAGGG 135984 0 
AATGAATCGT CACGTTGCAA TCAAACTAGC AGAAAAACAA ATTACCACCC TTGAAGAACT 1359900 
CGCAGAACAA GGCGTTGATG ATTTAACTGA TATTGAAGAA TTAACCGCAG AACAGGCCGC 1359960 
AGATTTAATT ATGGCTGCAC GTAATATTTG TTGGTTTGGC GAAGAATAAG GAGAGCAGTA 1360 020 
ATGACTGAAG ATGTTAAGGC TGATGCGCCA AAAAAATTAA GCATTCAGCG CAGAACAAAA 1360080 
ACAACAGTGA GCAGCACCAC AACTGGCGGT AAAAGCAAAG AAGTACAAGT AGAAGTACGT. 1360140 
AAAAAACGCA CAGTAAAAAC TGATATTGCT CAACAAGAAG AAGCAAAATT AAAAGCACAG 1360200 
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CAAGAAGCGG AAGCGAAAAA AATTGCTGAA CAAAAAGCAG CAGAAGAAAA AGCTCGTTTA 1360260 
GAAGCTGAAA AAGCAAAAGC TGAAACTGCT AAGCCAGTAA AAAGTGCGGT AGATTCTAAA 1360320 
GCTAAATCTG TTGAGTCTGA AAAAGAGAAA CGTAAAGCAG GAGAAGCAGA ACTTCGTCGT 1360380 
AAAGCTGAAG AATTAGCTCG TCAAAAAGCA GAAGAACAAG CTCGTCGTGC AGTAGrAGAA 1360440 
GCGAAACGTT ATGCTGAAGC AGATGATTCA GACAATGAAT CTTCTTCAGA AGACTATTCT 1360500 
GATTACAATC TAAGTTCAAG ATATGCACTT GAAGCAGAAG ATGAAGAAGA TCGTCGTAAT 1360560 
GAAAATCGTG GTCGTGGCAA AAATAAAGTA GCGAAAGCGA AAAAAGGCGG TCGCGACGAT 1360620 
GAAAATAGCA AAAACTCGAA AAACGAGCGC GAATCTAATC GTAAAAATCA AAAAGACGCT 1360680 
AAGTTTGGTA AAGGTAAAAA TGGCAAAAAA GGTGCCGCAC TTCAACAAGC CTTTACTAAA 1360740 
CCTGCTCAAG TAGTTAAATC GGATGTAGTC ATTGGAGAAA CCATTACGGT TGCAGAACTT 1360800 
GCGAATAAGA TGGCGGTAAA AGCTACAGAG ATCATCAAAA TGATGATGAA GATGGGCGAA 1360860 
ATGGTTACTA TCAACCAAGT TATCGACCAA GAAACCGCTC AATTAGTAGC AGAAGAACTT 1360920 
GGTCATAAAG TGATTCTTCG TAATGAAAAT GAGCTTGAAG AAGCGGTATT AGGCG^TCGT 1360980 
GATGTAAACG CAGAAAAAGT AACCCGTGCG CCAGTTGTAA CCATCATGGG TCACGTTGAT 1361040 
CATGGTAAAA CCTCTTTACT TGACTATATT CGTAAAGCGA AAGTTGCTGC AGGCGAAGCG 1361100 
GGTGGTATTA CTCAACATAT CGGTGCGTAT CACGTAGAAA TGGATGATGG CAAAATGATC 1361160 
ACCTTCTTGG ATACTCCAGG ACACGCAGCG TTTACTTCTA TGCGTGCACG TGGTGCAAAA 1361220 
GCAACAGATA TCGTTGTTCT TGTTGTTGCG GCCGATGATG GTGTGATGCC TCAAACTATC 1361280 
GAAGCGATTC AACACGCAAA AGCAGCGGGT GCACCTTTAG TGGTTGCAGT AAATAAAATC 136134 0 
GATAAACCAG AAGCAAATCT AGATCGTGTT GAGCAAGAAT TATTACAACA TGATGTCATT 1361400 
TCTGAGAAAT TCGGTGGTGA TGTGCAATTC GTTCCAGTAT CGGCGAAGAA AGGTACAGGG 1361460 
GTTGATGATT TATTAGATGC AATCTTACTT CAATCTGAAG TGCTTGAATT GACCGCTGTA 1361520 
AAAGACGGCA TGGCAAGTGG TGTAGTCATT GAATCTTACT TGGATAAAGG TCGTGGCCCT 1361580 
GTGGCAACTA TCTTGGTTCA ATCAGGTACA CTACGTAAAG GTGACATCGT ACTTTGTGGT 1361640 
TTTGAATATG GCCGTGTGCG CGCAATGCGT GATGAAAACG GGAAAGAAGT GGATGAAGCA 1361700 
GGTCCTTCAA TTCCAGTTGA ATTATTAGGT CTTTCAGGCG TGCCTGCAGC GGGTGATGAA 1361760 
GCAACTGTTG TGCGTGATGA GAAAAAAGCA CGTGAAGTGG CGTTATATCG TCAAGGTAAA 1361820 
TTCCGTGAAG TGAAATTAGC TCGTCAGCAA AAAGCGAAAC TTGAAAATAT GTTTAGCAAT 1361880 
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ATGTCTGAAG GCGATGTGGC TGAATTGAAC GTTATTGTGA AAGCGGATGT ACAAGGCTCT 1361940 
GTAGAGGCGA TTGTTCAAGC GTTAAATGAA CTTTCTACCA ATGAAGTAAA AGTTAAAGTT 1362000 
GTTGGTTCAG GTGTAGGTGG TATTACTGAA ACTGATGCAA CTTTAGCTAC CGCATCTAAT 1362060 
GCCATCATTG TTGGCTTTAA TGTTCGAGCG GATGCAACAG CTCGTCGTGT CATTGAAGCT 1362120 
GAAAACATTG ATTTACGCTA CTACTCAATT ATTTATGAAT TGTTGAATGA AATTAAAGCA 1362180 
GCAATGAGCG GTATGTTAGA GCCTGAATTT AAACAAGAAA TTATTGGCTT AGCTGAAGTT 1362240 
CGTGATGTAT TCCGTCATCC GAAATTTGGT GCAATCGCAG GCTGTATGGT AACTGAGGGT 1362300 
GTAGTGAAAC GTAACAACCC AATCCGTGTA TTACGTGACA ACGTCGTTAT ATTTGAAGGG 1362360 
GAATTAGAAT CTCTTCGCCG TTTCAAAGAC GACGTATCTG AAGTTCGTAA CGGTATGGAA 1362420 
TGTGGTATCG GCGTGAAAAA CTACAATGAT GTAAAAGTCG GCGACCAAAT TGAGGTATTT 13624 80 
GAAGTGGTTG AAGTTAAACG TTCAATCTAA CTTTTAACAA AATAAAGGGC GGTTAAAAAT 1362540 
CATAGTGTTT TTAATCGCCC TTTTGTTATT AAATAAACCG CATCAAAATT ATAAACCAGT 1362600 
TAAATCCTCA GCAATTTCTT CAGCTTGTTT AATCACATAA GTTACCGCTT CTTCCTGTTT 1362660 
ATCAGGCGGG TATTTATATT TTTGTAAGGC ACGTCGAACG AGTAATCTAA TTCTTGCCCG 1362 720 
CACCGCTTCT TTGTACTGCC AGTCGATTGT GACCGATTTT CTAAGTGTTT CCGTGATTTC 1362780 
TTTCGCCAGT TTAGAAAGCA CTTCATCACC CATCAAATCT TTTGCACTTT GATTTTGAGA 1362840 
TAGAGCTTCA TAGAAGGCTA GTTCTTCCTT GGTTAATCCT AGTTTTTTCC CTAATGCTAA 13 62 900 
ACGTTCTTGG AAATCTTGGC TCATTTTAAA GAGTTCGTCC AAAATCTCTA CCACAGTCAA 1362960 
ATTGTGATTG TGGTATTGAT TCAATGCTTC CTTCAAACGC CGTTCAAAAT CTTTTTGCAA 1363 020 
GGTTAAGTTT GTGCCTGATT TAACTTTAAT TTCACTTGCC AAATAACGCT CCATCGCGCT 1363 080 
AACCCATAAA TTTTTAGTTG GGCTATTTTT TACAGTTTGT AAAAATTCCT CGGAAAGCAA 136314 0 
ACTGATTTGT GGTTGTGGTT TTTCTAGCAG ATCGAATAAA TCAATCACGC CTTCAGAATA 1363200 
CACAGTTTGA TTGACCAATT TTTTCAATAA AATCTGTCTT TCATTTGTGC CTGTGCCTTT 136326 0 
TTGTTCACGT TTAGTTAAAA TTGCCCGTAC GG CAT CAT AA AAGGCGATTT CTTGGTTATA 1363 320 
CGGCTCAACT TCAGCCAATG TGCCGCACAG CATATAGCCT TTTTTTACCA AGCCTGCCGT 1363380 
TTTCAAAAAG GC TTTTTT GC GTGGCTCGGT TTC TTTTTTA TTAAACCAAT GCTGCTCGTG 1363440 
CGCTTTGCCA TCAAACGATA ATTGATCAAG GCTTAAAATA TGGTTGGCGG CAAAACGAAT 1363500 
CGCCATCAAA AGATCATTCG GATTATCTTT TTCTAAGGCA GCCTGAACAT CAAAAGTTTT 1363560 
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TCCTTCAATT GGTGTCGCAA ACAAAGTTCG GATAAATTCA AGCTGTTCTT TCATTTTAAA 136362 0 
GAACACGCTT TGCACATCTT CCGCTAATTG ACCTTTGCCT GTAGAGTTGG TGTATTGCTG 1363680 
TGTGGCTGCT CGTAATTCTT TTGCCAAACC AACATAATCT ACGATAAGCC CACCGTTTTC 1363740 
ACGACTTTTG TTAGCGAATA CACGGTTTAC TCGTGCGATG GCTTGCATTA GGTTATGCCC 1363800 
TTTCATTGGC TTATCAAGAT ACATAGTGTT ACAGCACGGT GCATCAAAGC CTGTCAGCCA 1363860 
CATATCACGC ACAATCACCA CTTTCAGCGG ATCGTTCGGG TCTTTAAAGC GACGTTCTAA 1363920 
CGTTTGCTTT TCCTGCTTAC TGTAAATATG CTTTTGCATT TCAGGCGTAT CGCTTGCCGA 1363980 
ACCTGTCATC ACAATTTTAA TCGCCCCTTC GTTAATATTG TCCGAATGCC ATTCAGGGTG 1364040 
CAGAGCGATG ATCTGATTAT ACAAATCCAC GCAAATTTGA CGGCTGGAAA CCACCATCAT 1364100 
CGCTTTGCTG TCCACCACTT CATTGCGTTT GGCAAAATGT TGCACAAAAT CTGCGGCCAA 1364160 
TTCGATAAGA CGCTCTTGTG AGCCTAGTAA TTTTTCCCGC AAACGCAGGG AAGTTGATGG 1364220 
CTCCTCTTCT AGTAGAGCAT CAATTTCTGC AAACAAAGCA TCGTGGTCTT TTTTATTTAA 1364280 
GCGAATTTGG CGAGCATCAT CATAAACAAT CGGTACAGTC GCTCCATCTT CCACCGCATC 1364340 
TTGCAAGTCA TAAATGGACA CATAACGACC GAACACATCT TGCGTGTCCT TATCTTCAAG 1364400 
GCTAATTGGC GTACCTGTAA AACCAATAAA CGAGGCATTA GGTAAAGCAT CACGCAAATG 1364460 
GCGAGCATAA CCTGTCTGAA ACTTGCCGTT ATGCAGCTTT TGCGTAAAGC CATATTGGCT 1364520 
GCGGTGAGCC TCATCGCTGA TCACAATAAT ATTGTTGCGC TCATTTAAAA TAGGGAAGCG 1364580 
GCTTTCTTCC TCATTTAGGG CGAATTTCTG AATCGTAGTA AAAAACACGC CGCCGACTTC 1364640 
ATTTTGTGCG AGCAGTTGGC GCAGTTGATC GCGGTCTTCT ACTTGCTGCG GTGTTTGTTT 1364700 
GATTAAATCC TTGCCTGAAG AAAAAGTTTG GAAAAGCTGA CCGTCTAAAT CGTTGCGGTC 1364760 
GGTAACCACT ACAATGGTAG GATTTTTCAA TTCAGGCTGT GCAAGCAGTT TGCCTGCATA 1364820 
AAACAGCATC GAAATCGACT TGCCCGAACC CTGCGTATGC CACATCACCC CAATGCGGCG 1364880 
GTCGCCTTTT TCTGAAGTCG CCCAAATGGT GGAATCTACC GCTTCATTTA CGCCGTAATA 1364940 
TTGATGGTAC GCCGCGATTT TTTTAATGGT TTTGCCAACG GAATCCCGTT CAAACAAGAC 1365000 
GAAATAGCGG ATATAGTCCA ATAAATC CTC AGGCTGCATT AAGCCATTGA GCAGGCTTTG 1365060 
CAACTCATCG TCAAAATATA AGCGCGCGCT TTTATTTTTT TCATCGACCA CTTTCCACGG 1365120 
CGTAAAGCGT TGGAAATCTG CCGAAAGCGA ACCCAAACGG GCGACAATGC. CGTCTGAAAT 13 65180 
AATCAGAGCT TGGTTGTAAA CAAACAGCTC GGCAATTTCA TCTTTATAGG TTTCAAATTG 1365240 
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ATTAAACGCC TGCAACAAAT CCGCCGATTC ACGCAACGGA TTTTTGAGCT CAAATACCAC 13653 00 
CAACGGCAGA CCATTTACAA AGCCGATAAT ATCGGGAATC CGTTTACCTC CTTTGCGGCT 136536 0 
GCGGATTTCC AATTGATTGA CGGCAACAAA GCGGTTGTTT CCCCAATGCT CGAAATCCAC 1365420 
CAAACGCACC ATCTCAATTT TCTGTTCGCC GTTTTGCGTA TATTCGACCC GCACGCCATC 1365480 
ACGCAGCAGT TTATAAAACG TCTGATTACG CACAACCAAG TCGCCAATAT CG CTTTT CGT 1365540 
TGCCGATTTC ACTACAGAAT CCACCGCACT TTCAGGAAGC TGAGGATTAA GTTTACGCAC 1365600 
CGCCTCACGC AGTTGCTCAA CAAAGACTAC GCCGCTCAAA TCGCCACGGG CAAACTTGCC 1365660 
CTCATGAACA GGCAAGTCTT TACCGTAGCG ATATTCCCAA CCGAGGGATT GCAGGCGTTG 136572 0 
AAGGGTAAGT TGTTCGATGT CATTTTCGTT GAGCATAGGT GTTCCTTTTG TGTATTTGCT 1365780 
GTCTTTGGGG AGCTAATAGA TTAATTTCTT CGTTTATTGG CAGAAGTGAA ATCAATCTCG 1365840 
TGAGTAATTA AATTTCCCCA TTCAACAATC TAGGCAGCAA TAAATCTCTT ATTTCAGTTA 1365900 
GTCTCTTATT TTCAATAGAA TTTGATAAGG TCTTTTCAAA AATAGaAACA A CTTT T TTTT 1365960 
GaAAAATATA GATAATTTCT TTTGATGGTG TAATTATCTC TATTTTAGAG AATGTGCTTG 1366020 
TGTTTAAATT TAAAGTTGCA GTGCCACCAC TTGCCAAATC TTTTAGATAT TTTGTCATTG 1366080 
ATGGCTGTTT TAACGATAAA TATAAAAACT CACAGGATTG TTCATCATCT GGAATAATTG 1366140 
AATTAATTTG TTGGTTTGTA TGAGATGGCT TAGATGTCAT TGAAACCAAT CCGACAGTAG 1366200 
CAATACAACT TACACAAATG CTTTTTGCTG GAATATATTT TTTAGATTGG TAATTTGCAC 136 6260 
CTACTACACT CAAGTTATCT GTTGTTTGAG TAATAAATAC TTGATTGTGC ATATCTGGAA 136632 0 
TCTTAATAAA TGGCACATCA TCACCATAAA ATTCTTTGTT GGATTTTGAT GGTGTTTTCC 1366380 
CGCAGATAAT TTGACCTAAA TCTGATAAGG CTTTCATTTC CCACCCCCTC GGCACCTCAA 1366440 
CCCCATCAAC CTCCACCCCA TCAACCTCCA CCATCTCACA CGGAAACGCT TTGGCGGTTT 1366500 
CGGCTAATTC GGCGTAGCGG TCAGGCTGTG TTTGTGAAAG TGCGGTCAGT TCTTCGGGTG 1366560 
TTTTTCCGCT GATTGCCTGC ATGGCGGCAA GTTCCGCTTG TTCAAGGCTC ATGCCGTCCG 136662 0 
AAAGGGCTTG GGCTTTGGCA CGCACGGGAT CGAAATCGAC AAACCAG CTT TTAAACAGCG 1366680 
CTTGGGCGAT TTGTTCCAAG GTTTGGTTGA TTTGGGTGTT GAGTTCTATT TTGTCATCTA 136674 0 
ATGGGGTAAT AATATCAAGG ATTTTTTGTT GTGTTTCTTT ATCTGGTATA TTTAAAGATA 1366800 
AACTTGAAAC CGAATCAAAT GTGATCTGTG GAAATGTTCC AGATCTTGAT TCAGCTATCA 1366860 
TTTTAAAATA TTCGGTTGTT TCATTGCTAA TTAGTAGTAA AAATAGGAAT TCTGGTAATA 1366920 
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CAATATTAGC ATTAGGCTCA ATTACCATAA ATTTTGTGGA AACAACATAA TTGTCTAAAT 1366980 
CATTATCTAC AAATAAATAT CGTCCATTAC CTGGTCTTAT TTCACTATAT AGAATATCGC 1367040 
CTTTTTTTAT GGCTTTCTTA GCTTGCCCTG GTAAATCTTT GACGTTTGAT ATCTCGCAAT 1367100 
GTAGAAATTT ATTATTTAAT ACATCCCCAG TGTTAATAAA TACAACATTT GGGTATGCAT 1367160 
TAAAGTCAAA CCTTCTTGAT ATATTTCTTG ATATATCACC CAGAGAATAC TCTTTCCAAT 1367220 
CACTCATAAC CCAATCCCCC TAAATTCTTC TTAATCTCAG CTTCCAATTC CGCACTTTTT 1367280 
GCAAATTGCT CCTTCAAAAG AGCGGTCAGA TTTTGCATTT TTTCTGCAAA TGGCACGCCG 1367340 
TCGTCTTCTt GTTCTGCAGT GCCGACGTAG CGCCCTGGTG TGAGGACGAA GtCGTTATTT 136 7400 
TTAATCTCTT CTAAAGTCGC GGATTTGCAG AAAGCGGCTT GGTCTTCGTA GCCGTCTGAT 1367460 
GTTTGCCAAG CGTGGAGGGT ATCGGCAATT TTGGCGATGT CGTCAGCGGT GAAATCACGC 1367520 
AATACGCGGT CTTTCATATA GCCGATTTGG CGGGCATCGA TAAATAATAC TTCGCCTTTG 1367580 
CGCTTTTTGT TGCGGTTTAA AAACCAAATG CAGGCGGGGA TTTTGGTGTT GGTAAAGAGC 1367640 
TGGCCGGGCA GGGCAACCAT ACATTCGACC AGGTCGGCAT TGATGATGGC TTTGCGGATT 1367700 
TCGCCTTCGT TGTTGGTTTG GCTGCTCATA GAGCCGTTGG CAAGCAATAA TGCTATTTTA 1367760 
CCGTTTGGCG AGAGGTGGTA AATCATGTGT TGCAGCCAAG CGAAGTTGGC GTTGCCTTTG 136782 0 
GGCGGTGTGC CGTATGCCCA ACGTGGATCA TCGGCAAGGG ATTCATTCCA CCATTCTTTA 136788 0 
TCATTAAAAT GCGGATTCGC CATAATAAAA TCCATCTTTT TGTCGATGTG TTGTGGCTGG 1367940 
GTGAAACTGT CGGCGTTGTA tTTGCCGAAG TCGTAATCAA TGCCGCGAAt yGCCATATTC 1368000 
ATGGCGGCGA GTTTCCAAGT GGTCGGGTTG AATTCTTGCC CGTAGATGGA AACGTTGTTG 1368060 
ATGTTGCCTT GATGGGCGGT GATAAAGCGT TCGGTTTGCA CGAAAAAGCC GCCACTGCCC 136812 0 
ATGGCTGGGT CATACACGCG TCCTGAATAG GGTTCGAGCA TTTCGACAAT CAGGGAAACA 1368180 
ATGGATTTCG GTGTAAAATA TTGCCACTGC GTTTssTTCG GCTTGAGCAA ATCTGCTGAG 1368240 
GAAATATTCG TAAACGTGGC CGAGAATATC TTTTGCGCCT AAATGTACGG GCTCGCCGTT 13683 00 
GTAAGTTGGG CGGGTAAAGT GGGTATCGGA GAAGAGGATA ATCAGCCCGC GCAGGGTGTC 136 8 360 
TTCGTTTAcG GCATAGCCGC TGATGCGTTG GAGTACGCCT TTGAGTTTTT CGTTGTCTTT 1368420 
TTCAATGGCA TCGAAGGCAT CGTCAATCAG TTTTGCCACA CCAGAAAATT TTCCACCCCA 1368480 
AGGCAATTCT GCCCCAGTGT TGAGAATAGA GACTTCTTGT AAGGCTTGCC AACGTGCAGA 1368 540 
AGCTGGCACC CAAAATACGT TATCAGCGGT GTAATAATCA CGGTTTTCTA GTTCTGCGGT 1368600 
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TAAGGCTTCT TGATATTCTT CTTCAGTATC AAAAAAAGTG CGGTCAAGAT AGAGGGGATT 1368660 
TTCAGGTGTG GAGAGTTCCG CCTGAATTTT TTCCTGTTGA TGGGTGAAAC TATCGGAAAT 1368720 
GTATTTTAAG AAGATAAGAC CAAGAACGAT ATGTTTATAG TTAGCGGCAT CAAGTTGTTT 1368 780 
GCGGAGTTTA TCAGCAGATG CCCAAAGTTT TTCGTCTAAw TCATTTAAAA ATGCTTGTTG 1368840 
TAATGTGTGA TTTTTATCGA CAATCTTGGT CGTCTCGTCT CGTCTCGTCT CGCTTGCATA 1368900 
AATTATGCCC TCTGTAAAGT GATTTTTATC GGAAGTTTGA ATATTCAAAC AAATTATCAG 1368960 
GTGTCATTTT ATCGAAAAAC AGTATTAAGT TGAAAGGGAT TTTTGCGTGC TAAATTCAAT 1369020 
GATTTCCAGT AGAATGAGGC GCTTTTATAA ATAAGGAATA ACTATGGCAA GAGAATTTAA 1369080 
ACGTAGCGAy CGCGTCGCTC AAGAAATACA AAAAGAAATA GCAGTCATTT TACAACGCGA 136914 0 
AGTGAAAGAT CCCCGTATTG GGATGGTGAC GGTTTCTGAT GTGGAAGTGT CAAGTGATTT 1369200 
ATCTTACGCA AAAATCTTTG TGACTTTTTT ATTCGATCAC GATGAAATGG CAATTGAGCA 1369260 
AGGCATGAAA GGCTTAGAAA AAGCATCGCC TTATATTCGT TCATTACTAG GCAAAGCGAT 1369320 
GCGTTTACGT ATCGTGCCAG AGaTTCGCTT TATTTACGAT CAATCCTTAG TGGAAGGGAT 1369380 
GCGTATGTCA AATCTTGTGA CAAATGTTGT GCGTGAAGAT GAGAAAAAAC ACGTTGAGGA 1369440 
AAGCAACTAA TGTCTAGACC TCGTAAACGC TGGCGTGATG TTGATGGTGT GTTTTTGTTG 13 69500 
GATAAACCAC AAGGCATGTC ATCAAATGAC ATTATGCAAA AGGTAAAGCG TTTATTTCAA 1369560 
GCGAACAAAG CCGGGCATAC TGGCGCGCTC GATCCGTTGG GTACGGGAAT GTTGCCGATT 1369620 
TGCTTGGGGG rAGCAACTAA gTTTTCACAA TTTTTGCTTG ATGCCGATAA GCGTTATCTT 1369680 
GTTACGGCAA AATTAGGCGA ACGTACCGAT ACTTCCGATG CAGAAGGGCA AGTCGTGGAA 1369740 
ACTCGTGAAG TTAATCTTGA AACTCAGCAA ATTTTGACCG CACTTGAACA ATTTCGTGGC 1369800 
GATATTTTGC AAGTnCCGAC AATGTTTTCC GCACTAAAAC ATAACGGCAA ACCGCTTTAT 1369860 
GAATATGCGC GCCAAGGTAT TACCGTTGAG CGTGAGGCAC GTCCAATTAC GATTTTTGAA 1369920 
CTTAATTTTA TTGAATATAA TGCGCCTTTT TTAACCTTAG AAGTGCATTG TTCAAAAGGC 1369980 
ACTTATATTC GCACCTTAGT AGATGATTTA GGTGAAGTGC TAGGTTGTGG CGCGCATGTn 1370040 
ACAATGTTAC GCCGTACAGC CGTAGCGGAT TACCCCGTAG CAGAAATGAT GCCAATCAAT 1370100 
GAGTTACAAC TGCTCGCTGA AAGTTTTCCA TTAAGTGAAT TAGATCGTCT ATTACTGCCA 1370160 
ACCGATACCG CAGTAAGTAA ATTGCCCGCT TTGCATTTGG ATGCAGAGCA GAGTAAAGCC 1370220 
ATTGGTTTTG GTCAGCGAGT GAAATTTGCT AACGAACAGC AATTAAGTGG TCAAGTGCGG 1370280 
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TTATTTTCAG CGGAGAATTT ATTCTTAGGC GTACTTAATC GACGGGAATA TTATTCGCCC 1370340 
ACAACGATTA ATTACACAAT CCGCATAACT TCATTGCCTT TCCTGTAAAA TTCTAGTAAT 13704 00 
CTCCTTGTAA TTAATTTTTT ACAATATATG TAAGATAAAA ATTACAGGTG AGTTTTATGG 1370460 
AAGCCCTTAA AGATTTACGT TCTGAAATTG ATTCGCTTGA TCGCGAACTT ATCCAACTTT 1370520 
TTGCTAAACG TCTTGAGTTG GTTTCTCAAG TCGGTAAAGT GAAACATCAA CATGGATTAC 1370580 
CTATTTATGC GCCAGAaCGT GAAATAGCAA TGCTCCAAGC ACGTCGTTTA GAAGCTGAAA 1370640 
AAGCAGGCAT TTCAGCCGAT TTAATTGAAG ATGTTCTACG CCGTTTTATG CGTGAATCCT 1370700 
ATGCCAATGA AAACCAATTT GGTTTTAAAA CTATCAATTC TGATATTCAC AAAATTGTTA 1370760 
TTGTGGGCGG TTATGGTAAA TTAGGCGGCT TATTTGCCCG TTATTTACGT GCATCTGGCT 1370820 
ATCCAATTTC TATTTTAGAT CGCGAAGATT GGGCGGTGGC TGAAAGTATT TTAGCGAATG 13 70880 
CTGATGTCGT GATCGTTTCC GTCCCTATTA ATCTCACCTT AGAAACAATT GAACGGTTAA 1370940 
AACCTTATTT AACGGAAAAC ATGCTACTTG CAGATTTAAC CTCTGTTAAG CGTGAACCGC 1371000 
TAGCGAAAAT GCTTGAAGTT CATACTGGTG CTGTTTTAGG TTTACATCCA ATGTTTGGTG 1371060 
CAGATATTGC AAGTATGGCA AAACAAGTGG TTGTGCGTTG TGATGGACGT TTTCCTGAAC 1371120 
GTTATGAATG GTTACTTGAG CAAATTCAAA TTTGGGGTGC AAAAATTTAT CAAACCAATG 1371180 
CCACAGAACA CGATCATAAT ATGACTTATA TACAAGCCTT GCGCCATTTT TCGACTTTTG 1371240 
CGAATGGTTT ACACCTTTCC AAACAGCCCA TTAATCTCGC TAATTTATTG GCACTTTCTT 1371300 
CCCCTATTTA TCGGTTAGrA CTTGCGATGA TAGGTCGTTT ATTTGCGCAA GATGCAGAGC 1371360 
TTTACGCAGA TATTATTATG GATAAGTCAG AAAATTTAGC GGTAATTGAA ACGCTAAAAC 13 71420 
AAACTTACGA CGAAGCCTTA ACTTTCTTTG AAAATAATGA TCGTCAAGGT TTTATTGATG 13 71480 
CTTTCCACAA GGTGCGTGAC TGGTTTGGCG ATTATTCCGA ACAATTTTTA AAAGAAAGCC 1371540 
GTCAGCTATT GCAACAGGCA AATGATTTGA AACAAGGGTA GAGAAAAGTG CGGTGAAATT 1371600 
TCACCGCAGT TTTTTACTGT CTCGCTAATC TTAAATTTTC AGGTAAATTC TCAAAATTAG 1371660 
AGCGGAATGG ATTAATGTCT AATCCGCCAC GACGGGTATA GCGTGCGTAA ACGGTGAGTT 1371720 
TTTCTGGTTT TGCGTAGTGC ATTAAATCGC AAAAAATACG TTCGACACAT TGTTCGTGGA 1371780 
ATTCATTATG TTGGCGGAAC GATACAACGT AACGCAATAA TTTTTCCTGA TTGATTTTTT 13 71840 
TACCAACATA GTGAATATGC AAGGTGCCCC AGTCTGGTTG ATTGGTAATG AGGCAGTTAG 1371900 
ATTTCAATAA ATGGCTGACT AATTTTtCTT CGACAATTTC ATCCGATACG CAATCTTTCA 13 71960 
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GCCAATTAGC GTTAAATTCG TAGCTAGTAA TTTCAATATC TTGTTCATCA ATGCAATCGC 1372020 
CTTGTAAATG ATCAATTTTT TGAGAATCAT AAACTGCCAT TGGATTTAAC CGCACTTTTA 1372080 
CATCGCCTTG CGCACATTCG CTTAAATCAC GTTGCATAGT TTGTTGAACG GCGTTGAAGT 137214 0 
CGGCAAATTT GCTTTGGTTA AAGCTATTTA AATAAAGTTT AAAACTTTTT GATTCAATCA 13722 00 
AATTTTGGCT TTGATAATCC AGATAAATAT CTGCGATAGC CACTTGCGGT AAGCCTTTTT 1372260 
CGTTGAGCCA CGAGATTTCA TAAGCCGTCC AAATATCGGC GCCGATAGTA AATGGTTGGT 1372320 
TTTGAGTAAT TCCCAATCCA TCACGATTTA ACGCGCGTGG CACTGGCTGT AATAAAGTGC 1372380 
GGTCATATTG AGAGGCATAT TCCGTTTTTT GACCGAGTTT TAAGGATTTT AAGCTGTTGT 1372440 
CTTGGTAATT CATTTATTTT TCCTTTATAT GTTAAAAAAT AATTTTGCCT TCCCTTGCTT 13725 00 
GCGGGGGAAG GTGGCGCGAA GCGTCGGAAG GGGGCTAAGA CTTTATCATT CCAACAGAGA 1372 560 
GTTGAGGCAT CGACTTAAAT TACAAAAAAT TCCACGATAG ATTCGAAACT AATCGACAGG 1372620 
TATCGCATTT AAAATGAAAG GTATCAAAAA TCGCGTCTTT TAACGCCCAA TTTGCACCAC 13726 80 
AAGAAGGGCA GCAACGGGAT TTTTCAGATT TTAAAGATTG CCCACCTACA CGATATAAAT 1372 740 
AATAGTAAGT CGGTATGCCA GTTTCTTTTT CTATT T CTTG GGCTAAATAT CGTCCGTGTT 1372 800 
TTGAAAGCGT ACTTTGATGA TCGGAAATTT CTGCCAAAGA TTGTTGTTCT AATACTGCAC 1372860 
CATTCATTTG TAGTTGATCG CAGGCTTGCC AATTTTCTTG CCATTTAATC AGATCTTGGG 1372S20 
TTAAGTGCGG TTGATTTTTT AGTTGTTTAT ACAAAGGGAT GGGTGCGAAA TTTTCTCCAC 1372980 
TATGAATCGG CGAGCAACTT TGTAAATGGG TTGTGTAAAG CACTTGCCAA GCTGGCGACG 13 73040 
CATTTTCTGC TGTTTGATCT GAATTGAAAT CATCACCCAC AAGTTGaAAA CCATCAAAAA 1373100 
TTACACCGCA CTTTTCGGCT TCTTGTAATG CCCGATTCAC TTCTGCGTTA TTATTTTGTG 13 73160 
GGAAAAGACT ATCTTGCTCA GGGCAAATGA CACGCATAGC AAAACCTTGT GCGCCATCTT 137322 0 
CTTCCGCTAA ATATAAAGGA ATTTCACGTC CGATAATTTG CCCGTTATAC CGCCATTGAT 1373280 
CGATCACTGC ATTGAGTAAA CGACTTTGTG ATTCAATATT ATTTTCGAGC GCAGTCAGGC 1373340 
GAAAATAGGT TTCGATTAAA TACATAAATT TTTTAATTGC TGTCCGATTT GGTTTAAGCC 13734 00 
GTTTAAACGC ATTTCACTTA AACGTTGTGA AATGCCGAGT TCGCTAAAAA ATACAGTAAT 13 7346 0 
ATCAAATGTA TTCAATTCAT CCGCTGTTTT GCCATTGATT TGATTGAATA AAATCCAAAG 13 73520 
TAAGCCATTC ATAATTCTGG cTtCGCTAAA TCCGCTGAAT TGaAAAGTGC GGTCATTTTT 1373580 
AGGCATAATT TGAAACCACA TTTGTgCTTC GaGCCAGTAA TAGGTTGCAT TTGAGCGAGT 1373640 
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TCATTATCGC TTGGGCGAGG TAAATTTTTG CCTGCTTGAA TAATCAGGCG ATAGCGATCT 1373700 
TCCCAATTTT TAGCTTGTTT TAATTGTTCT ATCATTGTAA TAAATCCAGT GCTTTATCTA 1373 760 
AGGCGGTGAA GAATGCCTCT ACATCTTCTT GTGTATTATA AGGGGCAAAA GACAGGCGTA 1373820 
ATGTGGTGCG TTCGCCTAAG CGTGCTAAAT AAGGCTGGGC ACAATGTTCG CCCACACGAA 13738 80 
GCGCAATATT TTGTTCGCTC AAAAGTGTAG AAAGATCAGA ACAGTCAATG CCATCAAATA 1373940 
CAAAGCAAAC AACGGTGCTT GCTTGAGGAG AATTGAATAA TCGGCAATTC TCGTAAGATT 1374000 
TTAACCGCAC TTTGACGGAT TCAGCCAAGG ATATAGCGTA CTGTTCTGCA GCGGTAAAAT 1374 060 
CCCATTTTTG TAGCCAATCC AGCACCGCAT TAAAGCCAAT AACCCCAGCA ATATTGGGTG 1374120 
TGCCAGCTTC TAAACGATAA GGCAATTCGG CAAAAGTAAT ACGATCATTT GATACACGAT 1374180 
CAACCATTTT TCCACCGAAA AAGAGCGGTT GAAGTTGAGA AAGTGCGGTC AATTTTCCTG 1374240 
TTAAAACGCC AAGCCCATTT GGGCCATAAA TTTTATGGGC AGAAAATGCG AGGAAATCGG 1374300 
CATCTAAATC TTGTAAATCA ATTTTGATAT GACTAATCGC TTGTGCTGCA TCCACTAAAA 1374360 
CCAAGGGATT GCTATGTTTT CTAATAAGTT GAATCAGGCG TTTAATCGGC TGTTCTGTGC 1374420 
CAGTGACATT TGAAACAAAA TTTAGCGCAA CGAGTTTTGT TTTTTCAGAA AGGGCTGAAA 1374480 
TCAGCGCATT TTCATCAATT AGCCAATTAT CTAAAATCGG TAAAACTTGA ATTTTTGCAC 1374540 
CGCACTTTTT CGCCGTTTCA TGCCAAGTGA CAAAATTGGC ATGATGATCT GCTTGGCTAA 1374600 
TCAGAATTTC ATCTTCGGCG TTTAATTGCG GCATCAATCC ATTTGCCACT AAGTTTATTG 1374660 
CGTGAGTTGT ACCCGAAGTC CAAATAACAG CGTGTTTATC TTCTGCATGA ACCCATTCTT 1374720 
TAACTTGTGT GCGAGCCTGT TCATATTGCA CAGTTTGGGC AGCATCATAT TGGCTGCGAT 1374780 
GCACCGAACC TGCAGACGCA TAAAATTCAG CGGTGCGATC AATTAATACT TGAGGTTTCA 137484 0 
ACGTGGTGGC GGCGTTATCT AAATAAATAA CCGCATCTTC ACGTTGGAAA TAGGGAAATG 1374900 
CTTGACGGGA ACGTTTGATA ATCAAAAGCC ATATTAATTT TCTCTTGTCT GCGCCATTGA 1374960 
CTTGGTTCAA TTGGATTATT GTCTGCCCAA AGACCAATTC CTTTGGCTTG TGCATTTTCT 1375020 
TGTGCTTGAA GATAAATCGG ATCATGGGAA TATTGCTTAT AAGCCCATGC GATACCCTGT 1375080 
TTAACCATTT CTAAATTAAT ATTTTGTTTT TGATAATAAA CCACCGCTAA GGTGCGTTGA 13 75140 
TAGCGATCTT TTCCTTTTCG CGCAAGGCGA ACATTTTTTT GATAAACCAG ATCAGACAAG 13 75200 
GTTTTTTTCG ATTTTTGCCC AAAGGCTTGA GATTTTTCTG GCGCATCAAT TTCGGCTAAA 1375260 
CGAACTTTAA TGGATTTATT GCCTTTAGTG AGGCAAGTGA GCGTATCGCC ATCACTAATT 13 75320 
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TTAACCACAC GACACGTATT TTTTTCGCGA GAACAAGCAG AAAGTACGGT AAAAATAAGT 1375380 
AATAAACTCG TCAATAGTAT TTTTCGATTT ATCATTTTGC AAAGTTTTTG ATCTAAGTCT 1375440 
GGTTATTTTA CCGAAAAAAT GGCTCAAGTT AGCAAAAAAA AGCGTAAAAT AATTTTGAAA 1375500 
TATTATGAAA ATAGTTGAAA AGGTTGTATA TGATTAAAAA ATTATTTTTA TTAGTTCGTT 1375560 
CGTTGGTCAT TTTATCTATT ATGTTATATC TCGGAAATCT TATTGCTTAT TACATTCCAT 1375620 
CAGGTGTTCC AGGAAGTATT TGGGGATTGT TATTGCTCTT TTTAGGTTTA ACAACACGAG 1375680 
TGATTCATTT AAATTGGATT TATTTAGGCG CAAGTTTGCT AATTCGTTTT ATGGCGGTAC 1375740 
TTTTTGTACC AGTGAGCGTG GGAATTATCA AATATTCTGA TTTATTGATA GAGCAAATTA 1375800 
ATATTTTGCT TGTTCCTAAT ATTGTGAGTA CTTGTGTCAG TTTACTTGTT ATAGGATTTT 1375860 
TAGGTCATTA TTTGTATCAG ATGCAATCTT TTACACATAA ACGCAAAAAA GTAATAAAAC 1375920 
GTAGAGAAAA TCAGGTAAAA CAAGCGAATT AGTATGTTAG GAAAGTTTAT ATGCAGCAGT 1375980 
ACATTATTTA TCTTTATACA TTTTTAACAA TTTTTGGGTT TTGGCTCGCA CTACAAATTA 1376040 
GCAAACGTTG GAAGTCAATG ATTTTTAATA CTTTTGTTTT AACAGTATTA ATTTTGGCGG 1376100 
CGATTTTAGT GATAGGAAAG ATTCCTTATG ATGATTATAT GGCAGGAAAT GCGCCTATTA 1376160 
ATAATTTACT TGGCTTGAGT ATCGTTGCTC TCGCATTGCC TCTTTATGAA CAACTTCGCC 1376220 
AAATTGCCAG ACAATGGAAA ATTATTCTTT CAACGGTGGT TATAGCCTCT TTTTTGGCGA 1376280 
TGTTAAGTGG CGGGCTTTTA GCACTTCTTT TAGGCTCAAC GCCCGAAATG GTCGCTACGG 1376340 
TTTTACCTAA ATCCATCACA ATGCCTATTG CGATGGAAGT TTCTCGTCAT TTAGGCGGCA 13764 00 
TTCCTGCCGT .AACTGCAGTT GGTGTTGTGG TTGCAGGTTT GCAAGGATCG ATATTTGGTT 1376460 
ATCTTGTATT AAAAAAATTG GGTGTTAAAC ATCAAGAAGC TATTGGGCTT TCTGTTGGTT 1376520 
CGGTTTCTCA CGCGCTCGGT ACAGTAAGTT GTATGGAAAC GAATCCAACA GCGGGAAGCT 1376580 
ACAGTTCTAT TTCTCTTGTG CTTTGTGGGA TTATTAGTTC TATTCTCGCG CCATTTGTAT 1376640 
TTAAGCTGAT TTATTTCTTT GTTTAAATAT CAATAAAAAT TCAACCGCAC TTTATTCATT 1376700 
TTAGATTGCG TTTGTTATAG ATAAAGTGCG GTTGTTTTTT GCGCTAAATG ATTAGATAAT 1376760 
GCAGAAAAAC GAAATAAAAC AAAGCGATAT GAAACCACTT ATCATTGATT CTTCTTGGAC 1376820 
AGAACGTTTT CTTCCTGATC CTCCACGCGA AAAAGATAAT CGTCCACCAT TTCGTCGTGA 1376880 
TCGTGGGCGA ATTTTACATT CTGCTGCTTT TCGTTGCTTA CAGGCGAAAA CTCAAATTCA 1376940 
CTCAATTGGC GAAAATGATT TTTATCGCAC TCGCTTAACC CATTCTTTGG AAGTGGCTCA 1377000 
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GATTGGCAGT AGTCTTGTTG CACAGCTTAA ATTTTTAGAA ACCTTTGAAA GCCTTTCACA 137706 0 
AACATTAAAT ATTGATAAAA ACGAGTTGCA AAAACAATTA AAACCTTTAT TGCCGAGTAA 137712 0 
CGATCTTATT GAGAGTTTGT GTTTTGCTCA TGATATTGGG CATCCACCTT TTGGGCATGG 137718 0 
TGGCGAAACG GCATTAAATT ATATGATGGC AGAGCAGGGC GGCTTTGAAG GCAATGCGCA 137724 0 
AACCTTTAGA ATTTTAACAA AACTTGAGCC TTACACTGAA AATGCAGGGA TGAATCTAAC 1377300 
ACGTAGAACA CTATTGGGTG TCGTGAAATA TCCCGCATTG TTAGATGTGC TTCGCCTCAA 1377360 
TATGCAGAAC TTAATTTTTC TCGCAATATT GATCCTCGTT TTGTGCGTAT TCACGATTGG 1377420 
ATTCCAGGAA AAGGCATTTT CCGTGATGAT TTAAAAATGT TTAATTGGTT GCTGGAAAAT 1377480 
CTTTCTGAAA ATGACCGCAC TTTATTCTGT CAATTTAAAA AAGTGCGGGA AAATCCAGCT 1377540 
GAATCTTTAC ATACTCGGTT TAAATCGCTG GATTGCAGCA TTATGGAATT GGCAGATGAT 1377600 
ATTGCCTATG GCGTACATGA TTTAGAAGAT GCCATTGTGA CTGGCATGGT CAATCCTCAT 13 77660 
CAATGGCAAG CGGCACATTC CGCATTGAAA CAAATTCCAT CAGCTTGGTT GCATGAAAAT 1377720 
ATTGATTCAA TTAGCCAACG ACTTTTCTCT GATAAACATT TTGAACGAAA ACAAGCCATT 1377780 
GGTGCATTGG TGAACTTTTT TATTACTAAT GTGCGGTGGA AATTAACGGC AAATTTTGAT 1377840 
GAACCTTTGT TACGTTATAA CGCAGAGTTG TTACCTGAAG TGATTATTGC ACTTGTGTAT 1377900 
TTAAAAAATT TGTTTGGGAT TATGTTATTC GCAATGTAGA TACTCAACGA ATCGAATATA 1377960 
AAGGGCAGAG AATGCTAACA GAAATGTTCC AAATTTTTGA ATCTGATCCA GAGCGTTTAT 1378020 
TACCTCGAAA TACTGCAAAT CGTTGGCGTA ATGCCCCTGA AGAAAGGAAG AAGCGGATTA 1378080 
TTTGCGATTA TATTGCAGGT ATGTCGGATG CACACGCATT ACGGGTATAT CAACAACTTT 1378140 
GATTTAAGAG AGAATCCCAT CGAATTGATG GGATTTTTTA TGCAAACCGT ATAGAATAGT 1378200 
GCGGTTAATT TTCACTGAAT TTTTATGGGG CAGCTGTGGC ATTAATTAGT TTAACCAATG 1378260 
GATACCTTTC CTTTAGTGAT GCGCCTTTGT TGGATCACGC AGAACTACAT ATTGAACCGA 1378320 
ATGAATGTGT TTGTTTAGTT GGGCGTAACG GCGCAGGTAA ATCAACTTTA TTGAAAATCA 13783 80 
TCGCAGGCGA TGTGCTTATG GATGATGGCA AAATCCAATA CGAAAAAGAT CTTGTGGTTT 1378440 
CTCGTTTAGA ACAAGACCCA CCGCGTAATG CACAAGGCAA TATTTTTGAT TATGTCGCGG 1378500 
AAGGCGTAGG GCATTTAACG GATTTATTGA AAGAATATCA TCAGATTTCT GTTCAATTGG 1378560 
AAGAAAATTA CAGTGATCAA ATTTTAAGTC AATTAGAGCA AGTTCAGGCT AAATTAGAAC 1378620 
ACGCTGATGG CTGGCGATTT GAAAATAAAA TCAATGAAGT ATTGTTAAAA CTAGGTTTAA 13 78680 

-77.822- 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05310 

ATCCAAACAC AAAATTATCC GCACTTTCGG GCGGTTGGTT ACGCAAAGCG GCACTAGCAC 1378 740 
GTGCATTGGT GTGCGATCCT GATGTGTTAT TACTTGATGA ACCAACCAAC CACTTGGATG 1378 800 
TGGAAGCTAT TGAATGGCTG GAAAATTTCT TACTGGATTT CCAAGGTAGC ATTGTATTTA 1378 86 0 
TTTCCCATGA CCGTTCTTTT ATTCGCAAAA TGGCAACACG CATTGTGGAT TTAGATCGCG 1378 920 
GTCAATTAGT GTCTTATCCG GGCAATTACG ATTTATATTT AACTACGAAA GAAGAAAATC 1378 980 
TACGTGTTGA AGCCTTGCAA AATGAATTAT TTGATAAACG TCTTGCACAG GAAGAAGTGT 1379040 
GGATTCGCCA AGGTATCAAG GCTCGCCGTA CAAGAAATGA AGGGCGAGTG CGAGCATTAA 1379100 
AAGTGATGCG TGAGGAACGC CGCCAACGCC GTGACGTAAT GGGAACAGCC AAATTACAGT 1379160 
TAGATACCTC AAGTGGTTCT GGCAAAATTG TCTTTGAAAT GGAAGATGTG AGCTATGAAA 1379220 
TCGCAGGAAA AACCTTGTTA AAAGATTTTT CAACAACGAT TTTACGTGGA GACAAAATTG 1379280 
CGCTTGTTGG GCCAAATGGC TGTGGGAAAA CCACGTTCAT TAAATTATTG CTGGGGGAAA 137934 0 
TTCAGCCAAC ATCAGGAAAA ATCCGTTGTG GTACCAAATT AGAGATTGCT TATTTTGACC 1379400 
AATACCGTGC TGATTTAGAT CCTGAAAAAA CCGTAATGGA TAATGTGGCA GATGGTAAAC 1379460 
AAGATATTGA AATCAATGGT GTAAAACGTC ATGTGCTAGG GTATTTGCAA GATTTCTTGT 137 9520 
TCCCGCCAAA ACGAGCAATG ACCCCAGTTA AAGCCTTATC GGGGGGAGAA CGAAATCGTT 1379580 
TATTACTCGC AAAATTATTA CTCAAACCAA ATAATTTATT GATTCTTGAC GAACCAACCA 1379640 
ATGATCTTGA TGTAGAAACA TTGGAGCTTT TAGAAGAAAT TTTGACGGAT TATCAAGGCA 1379700 
CATTGTTAAT TGTGAGCCAC GACCGTCAAT TTATCGATAA TACTGCCACA GAATGTTATT 1379760 
TATTCGAAGG TAAAGGG CAT TTGAATAAGT ATGTGGGAGG GTTCTTTGAT GCTAAACAGC 1379820 
AACAAGCCAA TTTCTGGGCA AGTAAAGCAG TGGAAGAGCA GGCTAAAGCG AAGAAATCTG 1379880 
AACCACTAAA AGAAGAAAGT GCGGTGAAAA ATGACCGCAC TTCTAAGCCG AAATCCGTGA 1379940 
AACTTTCTTA TAAAGAACAA CGAGAGCTAG AACAACTTCC ACAACTATTG GAAGAGTTGG 1380 000 
AAACTAAAAT CACCGTACTT CAAGCTGAAA TAGCCGATCC AGCATTTTTC CAACAAGCTC 1380060 
ACGATATTAC CGACGCTAAA TTAAAAGCAT TGGCGGATAC TGAAGCCGAA TTAGAAACAG 13 80120 
CATTTTTACG CTGGGAAGAA TTAGAAGAAA AGAAAAATTT GGTTGAAGGT AAAGCTTAAA 13B0180 
AAAATAACGC CCGAAAGGGC GTTTTTTTAT GTATTTTCAA GATGATCTTT TTTCAAAATA 1380240 
TTTTCTTCAT CAAGTATTGA TAAACGAGCG ATAGCGTTTC GATAAGAAAT TTCAAGGGTT 13833 00 
• TCTCTGCTGG TTGCCATTAC GCCTTGATCC ACTAAAAATC CATCATTTAC ATCATATACC 1380360 

-77.823- 

SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

CAGCCGTGTA ATGAGAGTTT TTGTCCGCGT TCCCAAGCAC TTTTTACAAT TGATGTGCGC 1380420 
CCTAGATTGT AAACCTGTTC CGCTACGTTA ATTTTAGTTA GCATATCGGC ACGTTTTTCT 1380480 
GGAGAAAGTT TACCGAGAAG ATGACCGTGT TTAAACCAAA TATCACGAAT ATGAAGAAGC 1380540 
CAGTTGTTGA TAAGCCCTAA ATCTTTATCT GCCATAGCAG CATGAATCCC CCCGCAGTTG 1380600 
GTGTGACCAC AGATAATAAT ATGTTCAATT TTAAGCACAT CGACGGCATA TTGCACAACA 1380660 
GAAAGGCAAT TAAAATCTGT GTGAATTACT TGGTTAGCAA CATTACGGTG TACAAAAAGT 1380720 
TCGCCCGGTT CAAGATTTGT CAATTTTTCA GCAGGCACAC GGCTATCAGA GCAACCAATC 1380780 
CAAAGGTAAT GTGGCGTTTG ATGATCCGCA AGTTCTTTGA AGTAAGTAGA GTTTTCTTCT 13 8084 0 
TTCATTCTTT GCGCCCAACT GTAATTGTTG GCAAAGAGTT GTTTAATTTT ATCCATTTTA 1380900 
CTTTCCTTAA AATTCTGAAA AAATTGACCG CACTTTGGCG TAAGTACGGT CAATATTAAA 1380960 
GTTAAATTGA ATTAGAAATT CGCATTTCTT GGTGCGCGTG GGAATGGAAT TACATCACGA 1381020 
ATATTTTGCA CGCCAGTTAC ATAGACAATT AAGCGTTCAA AACCAAGACC AAAACCAGAA 1381080 
TGTGGAACAC TGCCGTATTT ACGAAGATCG CGATACCACC AATAATCATC TGGATTTAAT 1381140 
CCCATTTCTT CCATGCGTTT ATCAAGCACC TCTAAACGTT CTTCACGTTG TGAACCACCG 1381200 
ATGATTTCAC CAATTCCTGG GGCTAACACG TCCATTGCCG CCACAGTTTT TTCATCATCA 1381260 
TTTAAACGCA TATAGAATGC. TTTAATGTCT TTTGGATAGT TTTTTACCAC AACTGGTGAT 1381320 
TTGAAATATT CTTCCGCTAA GAAACGTTCG TGTTCAGAAG AAAGATCAAT GCCCCAAGAA 138138 0 
ACAGGGAATT CAAATTTCTT ACCAGATTTT AATAACACAT CAATGGCATC GGTATAGTCA 13 81440 
ATTTGCGCAA AATCTGAGTT TACAAAGTTT TCTAAACGAG TAATAACATC TTTATCTACA 1381500 
TGTTTTTCAA AGAATTGTAA GTCGTCTTTA CGCTCTGCTA ATACTGCACG GAATACGTAT 1381560 
TTCAACATAT CTTCTGCAAG TTTTGCGTTA TCCGCTAAGG TTGCAAATGC AACTTCGGGT 1381620 
TCAACCATCC AGAATTCCGC TAAGTGACGG GTGGTATTAG AGTTTTCTGC ACGGAATGTT 1381680 
GGGCCAAAAG TATAAATTTT GCTTAATGCA CAAGCATAGG TTTCGCCGTT TAACTGACCT 1381740 
GAAACCGTTA AAAATGATTC TTTACCGAAG AAATCTTGGC TGAAATCAAC TTTTCCATTT 1381800 
TCACTACGTG GAAGATTTTC TAAATCAAGT GTAGAAACAC GGAACATTTC ACCCGCACCT 138186 0 
TCAGTGTCTG ATGCAGTAAT TAATGGGGTT GCCACCCAGT AGAAACCTTG CTCATGGAAG 1381920 
AAACGGTGAA TTGCTTGAGA TAAGCAATGG CGAACACGTG CGACCGCGCC AATAATATTG 1381980 
GTACGAGGGC GTAAGTGAGC TACTTCGCGT AAATATTCGA TAGAGTGGCG TTTTGCTGCC 138204 0 
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ATTGGGTAAG TATCAGGATC TTCAACAAAC CCTGTCACTT CCACTTTTTC TGCTTGTAAT 1382100 
TCAACCGCTT GTCCTTCTGC AGGTGATTCA ACGACTTTAC CGGTTACAAT CACAGAACAG 13 82160 
CCTGTTGTTA AACGTAAAAT TTCGCTTTCG TAATTTTCAA TATCGTTATT AATAATCGCT 1382220 
TGAATTGGAT CAAAACAAGA ACCGTGATAA ACCGCTAAGA AAGATAAGCC TGCTTTAGAA 1382280 
TCGCGACGGG TACGAACCCA ACCACGCACA GTGACGGTTT CACCAATCGG CACTTTCCCT 1382340 
TGTAATACAT CAACAATTGA TGCCACTTTA GACATATTAA ACCTCTGTAA CTGAATGTAA 1382400 
TT CAT AT AAA ATTGCCGATA GTTTACCTTA ATGAAGGAAA TTTTCCATAA AAATATAGTG 1382460 
TTGGTGCGGG TTATGAACAA TAAAATCGCC TTAAAAATGA GTCCTAAATA AAATAGGGTA 1382520 
AAGCCTTATT AATATTGAAT ATACGCGATT TTATGTTAAA ATCTCGGGTC AAATCATTAT 1382580 
GGCTAATAAT AGGAAAAAAT ATGAAAGTTT TAGAAGGCTC AGTTGCAGCA CCTAATGCAA 1382640 
AAGTTGCAGT AGTAATTGCT CGTTTTAACA GTTTTATTAA TGAAAGTTTA TTAGAAGGCG 1382700 
CAATTGATGC ATTAAAACGT ATCGGCCAAG TGAAAGATGA AAATATCACT ATCGTGCGTA 1382760 
CCCCGGGTGC GTATGAGTTG CCATTAGTTG CTCGTCGTTT AGCTGAAAGT AAAAAATTTG 1382820 
ATGCGATTGT GGCATTAGGT ACAGTTATCC GTGGTGGTAC AGCACATTTT GAATATGTAG 1382880 
CAGGAGAAGC AAGCAGCGGT TTAGGAAAAG TTGCAATGGA TGCTGAAATC CCTGTCGCTT 1382940 
TTGGTGTATT AACCACAGAA AATATTGAAC AGGCGATTGA ACGTGCTGGT ACTAAAGCAG 1383000 
GAAATAAAGG TGCAGAAGCA GCCTTAACTG CACTTGAAAT GGTTAATCTT ATTCAACAAA 1383060 
TTGATGCGGC ATAAATCATG ACAGAACAAA AACAAGTGAA AAAGCCTTCT GCTCGTCGTC 1383120 
GTGCGCGTGA GTGTACTGTT CAAGCCTTGT ATTCTTGGGC GGTATCCGGT AATACTGCAG 1383180 
AACAAGTGGA ATTAGCCTTT GTGTTAGATC AAGATATGGA TGGGGTAGAT AAACCTTACT 138324 0 
TCCGTAAATT ATTTCGTCAA ACAATAGAAA ATATTGAAAC CGTTGATTTT TCAATTTCGC 1383300 
CTTATATTGA CCGCGCTTTT GATGAGCTTG ATCCTATTGA AACGGCAATT TTACGTTTGG 1383360 
CTGTTTATGA ATTACGCTTT GAATTAGATG TGCCATATAA AGTGGTTATC AATGAAGCGA 1383420 
TTGAAGTGGC AAAAGTATTC GGTGCAGATG AAAGCCATAA ATATATCAAT GGCGTACTTG 13834 80 
ATAAAATCGC ACCAGCATTA GGGCGTAAAT AATCCTTTTA AACTGAGAAT GGCGCGCGTT 1383540 
TTTAATGCGT GCCTTTTCTT TTATAAGATA GGTGGAAAAA TGGCAATGGG TGAATTTGAT 1383600 
TTAATTAAAC GATATTTTCA GCAACAAATA TTAGTTGATG ATTCCGTTCA ATTATCTATT 1383660 
GGCGACGATT GTGCGCTGGT TTCCGTGCCA GAGAATTATC AGCTTGCCAT TACGACCGAT 1383 720 
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ACAATGGTGG AAAATACGCA TTTTTTACCA ACCATTTCAC CTGAGGACTT GGCTTATAAG 1383780 
GCGGTTGCAA CAAATTTAAG TGATCTTGCT GCAATGGGGG CACAGCCAAA ATGGGTTTCA 138384 0 
CTGGCATTAA CTTTGCCAAA TGTAGACGAA AATTGGATTT CAACATTTAG CCAAAGTTTA 1383900 
TTACACACGT TAAAACAATA CAACGTCACA TTAATTGGTG GCGATACTAC AAAAGGTAAT 1383960 
TTGTCTATTA CGATTACGGC ACAAGGTTTT GTCGAAAAAA ACAAAGGAAT TTGTCGGCAT 1384020 
AAAGCACAAA TCGGTGATTT AATTTATGTT TCAAGCACTT TAGGCGATAG CGCGGCAGGT 1384080 
TTAACACAAA TTTTATTGGG CAAAAGTGCG GTTGATTCTG ATGATGTTTT TTTGCAACAA 1384140 
CGACATCTTA GACCCACACC TAGAATTGAA CTTGGGCAGG CGTTAATTGG CATTGCTCAT 1384200 
GTTGCCATTG ATCTTTCCGA TGGGCTAATA TCTGATTTAG GGCATATTCT TGAACGAAGT 1384260 
CAATGTAGTG CTGAAGTTGA ATTGACTGCA TTACCTCTTT CATCATCGAT TTTAAATAAA 1384320 
TATGATCGCA CTCAAGCGGA ACAATTTGCC TTAAGTGGTG GCGAAGACTA TGAACTTTGT 1384380 
TTTACCATAC CGCCCGAATA TAAAGATGAA TTAGAATTAC GCTTGAAAAA ACTGAACGTG 1384440 
CCTTGCACTT GTATTGGTAA AATTAATGAA AAGTGCGGTG ACTTTTCTCC CCGTTTTTTA 1384500 
CGGGATGGAA AACCTGTGAA • TATAACTTTT TCAAGCGGTT TCGATCATTT TAAGGAATCA 1384560 
AAATGACAGA AAATAATCCT CTTAAAAAAA TCTCTCTTTT AAATCCTATT CATTTACTTG 1384620 
CCGTTGGTTT TGGCTCAGGC TTAATTCATC CTGCTCCCGG CACTTGGGGG AGCTTAGCTG 1384680 
GAACAATTTT AGGTGTGATT TTACTTTCCT TATTAGGCGT AAAAATCTTT TTAATTTTCA 1384740 
CCGCACTTTG TTTTCTACTC GGTTGCTACC TTTGCCAAAA AACTACTGCA GATATGGGCG 1384800 
TACACGATCA TGGTTCTATC GTCTGGGATG AATTTGTCGG CGTATTTATT GTATTAGCAG 1384860 
CGATACCGTC ATTATCTTGG CAATGGATTT TGGCTGCTTT TGCGTTATTC CG CTTTTTTG 1384920 
ATATTTTAAA ACCGTTTCCA ATTCGTTATT TTGACGAAAA ACTCGAAAAT GGTTTTGGCA 1384 980 

TTATGATCGA TGACGTTTTA GCGGCAATTT ATGCTGTGAT TGTTGTATTT GCTATTCAAT 138 5040 

t 

ATTGGATGTT GTGATGCTAA ATTTAATCAT TGTGCATTTA TTTGGATTAA TGACGCCAGG 1385100 

GCCTGATTTC TTTTATGTAA GTCGAATGGC GGCAAGTAAC TCTCGTCGTA ATACAGTTTG 13 85160 

TGGCATTTTA GGCATAACGC TTGGCATCGC CTTTTGGGGA ATGCTTTCTA TGTTGGGATT 1385220 

GGCGGTGTTG TTCGTTACCA TTCCAGCATT ACATGGCGTT ATTATGTTGC TAGGTGGTAG 1385280 

TTACCTAGCA TATCTCGGTT TTTTAATGGC TCGCAGTAAA AAATACGCTA AATTTGAATC 1385340 

GCACTCTGAT ACTGAATTT A ATCAACAAAC CACAATCAAA AAAGAAATTT TGAAAGGGCT 1385400 
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TTTAGTGAAT TTATCCAATG CAAAAGTCGT GGTGTATTTT AGTAGCGTGA TGTCGCTTGT 1385460 
CTTAGTAAAT ATCACTGAAA TGTGGCAAAT TATCTTGGGT TTTGCAGTGA TTGTGGTAGA 1385520 
AACATTTTGT TATTTTTATG TGATTTCATT GATTTTTTCA CGTAATATTG CCAAGCGTTT 1385580 
ATACAGTCAA TACAGCCGTT ATATTGATAA TATGGCAGGT ATTGTATTTT TATTTTTTGG 13 8564 0 
TTGTGTGCTT GTTTATAACG GCATCAACGA AATAATTCAT TAATAGAAAA GGAAGTAACA 1385700 
TGACATTAAA AATTGCAATC GCTGGTGCTG GCGGAAGAAT GGGGTGTCAA TTAATTCAAG 1385760 
CGGTTCATTC TGCGGAAGGC GTAGAACTAG GTGCAGCTTT TGAACGCAAA GGATCATCTT 1385820 
TAGTTGGGAC GGATGCGGGA GAATTGGCGG GAATTGGTCA TCTTGGCGTT GCAGTTTCAG 1385880 
ACGATCTTGA AAGTCAAAAA GATAAATTCG ATTTATTAAT CGATTTTACC CGACCAGAAG 138 5940 
GCACCCTTGA ACATATTGCA TTTTGCGTAG CGAATAATAA AAAAATGGTG ATCGGTACAA 13 86000 
CAGGTTTTGA TGAAAATGGT AAAGTGGCGA TTAAAGCAGC TTCAGATAAA ATTGCTATTG 1386060 
TGTTTGCATC AAATTTCAGT GTTGGCGTGA ATTTAGTCTT CAAGCTTTTA GAAAAAGCGG 1386120 
CAAAAGTGAT GGGGGATTAT TGCGATATTG . AAGTGATCGA AGCTCATCAC CGTCATAAAG 1386180 
TTGATGCGCC ATCTGGCACT GCACTTTCTA TGGGCGAACA TATCGCAAAA ACCTTAGGTC 1386240 
GCGATTTAAA AACTCACGGA GTCTTCTGCC GTGAAGGAAT CACAGGCGAA CGTAAACGCG 1386300 
ATGAAATTGG TTTTTCAACT ATTCGTGCTT CGGATGTGGT GGGGGAACAC TCGGTTTGGT 1386360 
TTGCAGATAT TGGCGAACGT GTAGAAATTT CCCATAAAGC ATCAAGCCGA ATGACTTTCG 13 86420 
CTAATGGTGC AGTGCGTGCT GGTAAATGGT TAGAAAATAA GGCGAATGGC TTATTTGATA 1386480 
TGACCGATGT ATTAGATTTA AATAATTTAT AAATCAATTT CAATGTCACT TTCTACGTGA 13 86 540 
CAGCAACATA ATAAAATCTC ATCAGGTTGA ATAAAGGCAA GGGGCATTTC TTTATAAGAC 1386600 
ACCTTGCCTT TTTTGATCTT AACGCGACAA GAACCACAAT AGCCACTACG GCATTGATAT 1386660 
TCGTGATGAA TATTATTTTT CTCGAGATGA TCAAGTAAAC TTGTTTCATT ATTGAATTCT 1386 720 
AATGTGGTGT TATGGCGGAT AAGGTGGATT TTCATAATAA CGATATGTTG TAATTTGTCG 13 8 67 BO 
TGCTATTATA TAAGGAAAAG ATGAAATTAT TGATAAAAAC TTCACTTAGT CAGTGGATTT 1386840 
GCTTGAATTT TGCCAAAATC CCTATTTTTA AAATGCTAGG TTTTATAACC GCACTTTTTA 13 86900 
TTACTGCTTG TAGTTGTATT AGCAAAGAAC CAGTGAAGAC GGTGGATATT TATATTAAAC 1385S60 
CTTATTATTC GGCTGAAAAT GGAAAAGCAG AAAATGTATT TGTACATAAA GAAATTGATC 13 87 020 
CTATGCTACG TGAAAATACG ATAAAAGGTT ATAAAAGTGC GGTGAAATTT GTAGAAGAAA 138 7080 
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ATCCAGCTCG TATTTCACCA ATGACGATGT TCACGTTAGC TGCTCGGGCT TACGATTTTG 1387140 
GCTTAAGAGA TGAAGCTGTT ACTTGGTTTT ATCGTGGGCA AAATCGCTTG ATCACCGCAC 1387200 
TTTATGTGTT GGATCTACCA AAACAAACGG TGCAGGATAA TACAGGGTTC AGCCATGTTG 1387260 
TAGGGCAGTT TGTTAATGCT TATGCGTTTT GCAATTTTGA TAAACAAAGT CTTGCTGCCG 1387320 
AAAATGCAAT GAAATGGACA GTTGCGCATC CTTATGAAGT GGTTTTCTTA CCAGCATTAC 1387380 
CCGCAAAATT TGCAGATCGT CAAAAAGCGT TGAAAGAAGC AGAAGAAAAA TTAGTTCAAC 1387440 
GTTTACAGGA ACAAGCCCGT TTTTTTGCTA ATCCAAAAAA TAAAGAAAAA TGGCAAAAAG 1387500 
AGCGGTCAGA AAATTTTGTG AATGAACGAT TTTGTTGGTA ACAAGAAAAA ATGGAATAGC 1387560 
GAATACGTTA TTCCATTTTn ATTTTTGATA AGCCAATGAT TTTnCGCATT ATTCTTTTAC 1387620 
TTTTTAAGGA CTTGGTATTA TCATTACTCG GTTTTTTATT TTATAGAGAA AAGAGAAGCA 1387680 
GGGGAAACTA TGCAACATCT GAaCGAGCTT GTTGAGAAAG CGAAATTAGC GATTGAATCC 1387740 
ATTCAGGATA AAAGTTTAAC GGCTTTGGAT GAAATCCGTG TCGAATATTT TGGTAAGAAA 1387800 
GGGCATTTCA CGCAATTAAT GCAAGAGTTG CGTAACGTGT CAGCTGAAGA ACGTCCTGCG 1387860 
ATGGGCGCAA AAATTAACGA AGCAAAACAA GCTGCGTTAG AATTTTTAAA TGCAAAAAAA 1387920 
ACGGAGTGGG AACAGGCTGA ACTTAACTCA AAATTAGAAA AAGAACGTGT AGATGTCAGT 1387980 
TTACCTGGTC GCAAAGTTGA AACCGGTGGC TTACACCCAG TTACCATGAC GATTAATCGC 13 88040 
GTAACAAAAT TTTTcTCAGA ACTTGGCTTT TCAGTTGAAA ATGGTCCTGA AATTGAAAGT 1388100 
GATTATTACA ACTTCGATGC GTTAAATATT CCTAAACATC ACCCAGCACG TGCCGATCAC 1388160 
GaTACTTTCT GGTTTAATCC AGAaTTATTA CTTCGTACTC AAACTTCTGG CGTGCAAATT 1388220 
CGTACTATGG AAAAAATGCA GCCACCAATT CGCATTATGG CTCCAGGACG TGTATATCGT 1388280 
AATGACTACG ATCAAACGCA TACGCCAATG TTCCATCAAA TTGAACTACT TTATGTGGAT 1388340 
AAAAAAGCAA ATTTCACAGA ATTAAAAGGC TTATTACACG ATTTCTTACG CGCTTTCTTT 1388400 
GAAGAAGATT TACAAGTACG TTTCCGTCCA TCTTATTTCC CATTCACAGA GCCTTCAGCG 1388460 
GAAGTGGATG TGATGGGGAA AAACGGTAAA TGGTTAGAAG TGTTGGGCTG CGGTATGGTG 1388520 
CATCCAAATG TGTTGCGTAA TGTTGGTATT GATCCGAATG AATATTCTGG TTTTGCAGTG 1388580 
GGAATGGGCG TTGAGCGTTT AACAATGTTA CGTTATAACG TAACAGATTT ACGTTCGTTC 1388640 
TTTGAAAACG ACTTACGTTT CTTAAAACAA TTTAAGTAAT TTCTCGGATT TGAATTAAAA 138870 0 
GGATAACAAC AAATGAAATT TAGTGAACAG TGGGTAAGAG AATGGGTGAA CCCTGCGGTG 1388760 
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GCAAATTACC ATGCTTGGCT TAGAAGTAGA TGGCGTGGAA 138882 0 

TGGTGTCGTT GTTGGTGAAG TGGTGGAATG TGCACAACAT 1388880 

i 

TGTAACTAAA GTGAACGTAG GCGGTGATCG TTTATTGGAT 1388940 
TTGTCGTCAA ' GGCTTAAAAG TTGCTTGCGC AACAGAAGGT 1389000 
CAAAATTAAG AAAACGAAAT TACGTGGTCA GCCATCAGAG 1389060 
TGAATTAGGT ATTGATGTTG AAGCTGATGG TATTATTGAA 1389120 
TGGTACTGAT TTACGTGAAT ATTTAGCTTT AGATGATAAT 1389180 
GCCAAACCGT GCAGATTGTT TGAGCATTGC AGGTATTGCG 1389240 
TAAACAACTC GTAAATCAAC TGCACTTTGA AGCAGCGCCA 138 9300 
TCAAATTGAT TTACAAGCAC CAGAAGCTTG CCCGCGTTAT 13 89360 
CGTCAATGTA AAAGCACCAT CGCCAATGTG GATGCAAGAA 1389420 
TCGTTCTATC GATCCTATTG TCGATATTAC TAACTATATT 1389480 
AATGCACGCG TTTGATGCGG CTAAAGTTAC ACAACCTGTT 1389S40 
GGGGGAAGAA TTAGTATTAT TAGATGGCTC AACCGCAAAA 1389600 
AATTGCTGAC CAAAATGGGC CTTTAGCAAT GGCAGGGATC 1389660 
CGTGAATAGT GAAACGAAAG ATGTGATTTT AGAATCCGCA 1389720 
TGCAGGCCGT GCAAGACAAT ATGGTTTACA TACGGATGCA 1389780 
TGTGGATTTT GAATTAGCGC GTAAAGCAAT GGAACGAGCA 138984 0 
CTGTGGTGGT GAAGCAGGTG AGATTTGTGA AGCAAGCAGT 1389900 
CAATACAGTT CAACTTCGCC GTAGTAAATT AGATGCACTT 1389960 
AGGAAGCGTA ACGGAAATTT TCCACCGTCT TGGTTTTGAT 1390020 
TTGGACGGTA ACTTCTGCAA GCTGGCGTTT TGATATTGAA 13 90080 
AGAAGTGGCG CGTATTTATG GTTATAACAG CATTCCAAAC 13 9014 0 
CTGCATGCGT GAGCACAAAG AATCTGATTT AGATTTAGCT 1390200 
GGATGCAGAT TATCAAGAAG CTATTACTTA TAGCTTTGTG 139026 0 
ATTACATCCA CATCAAGAAG CACTTGTATT GCCAAACCCA 1390320 
AATGCGCGTG TCTTTAATCA GCGGTTTATT AGGTGCAGTG 13 90380 
ACAATCCCGT GTTCGTTTAT TTGAAACAGG ATTACGTTTT 1390440 
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GTGCCAGATG CCAATGCTGA ATTTGGCGTG CGTCAAGAAT TTGTTTTAAG TGCGGTGATT 1390500 
ACTGGAACGG CAAAATCTGA ACATTGGGCA GGTAAAGCAG AGTCTGTAGA TTTCTTTGAT 1390560 
CTTAAAGGCG ATTTAGAATC AGTACTTTCT TTAACAGAAG GTGGTCATAG AGTTCGTTTT 1390620 
GTTGCAAAAC AATTTGATGC ATTACACCCT GGCCAATCTG CTGCTATTGA ATTAGATGGT 1390680 
CAAGAAATTG GTTTTATTGG TGCAATTCAT CCATCTATTA GCCAAAAACT TGGCTTAAAT 1390740 
GGCAAAACTT TTGTATTTGA AATTCTTTGG AATGCAATTG CGGCACGTAA TGTGGTGCAA 1390800 
GCAAAAGAAA TTTCTAAATT CCCAGCAAAC CGTCGTGATT TAGCTTTAGT CGTCGCGGAT 1390860 
AGCGTACCAG CAGGGGAATT AATCGCAGCA TGTAAACAAG CAGGTGGCGA AAAATTGGTG 1390920 
CAAGTGAACT TGTTCGATGT ATATCAAGGT GTGGGCGTCG CTGAAGGCTA TAAGAGTTTA 1390980 
GCGATTAGCT TGACTGTCCA AGATAATGAA AAAACACTTG AAGATGAAGA AATTAATGCA 139104 0 
GTGATTTCAG CAGTATTAGC GGAGGTAAAA CAACGCTTTA ATGCTGAATT AAGGGATTAA 1391100 
TATGGCTACG ATAACTAAAC TTGATATTAT TGAATATTTA AGCGATAAAT ATCACTTATC 1391160 
TAAACAAGAT ACGAAAAATG TAGTGGAGAA CTTTTT GGAA GAGATCCGCT TATCGCTAGA 1391220 
ATCTGGTCAA GATGTGAAAT TATCAGGATT TGGTAATTTT GAATTACGCG ATAAGTCATC 1391280 
TCGCCCAGGG CGTAACCCAA AAACAGGTGA TGTTGTGCCA GTTTCTGCTC GCCGAGTAGT 1391340 
GACATTTAAA CCTGGGCAAA AGTTACGTGC CCGTGTAGAA AAAACTAAAT AGTAAGCAAC 1391400 
AAAAAGTGCG GTGAATTTCT ACCGCACTTT TCATATGAAA AGGTATGAAA GTATATAAAT 1391460 
CATTTTTAAT CGCTACTGCA TCGCTGTTTT TATTCGCTTG TTCCAGTTTT CAAAACGATG 1391520 
ATTATGCGAT GAACTATAAA GGTCAAATCG GCGAACCTAT TATGGCCATA GCCATGTTGA 1391580 
GCGAACAACA ACATGAATGG GCAGGTACAC CTTATGTGCT CGGCGGCGTT TCTCGTCGTG 1391640 
GGGTAGATTG TTCTGGTTTT GTGCAGAAAA CTTTCTTCGA TCGTTTTAAT CTTCGTTTGC 1391700 
CTAGAAGCAC TGTTGAACAA GCTAATTATG GTAAACATGT ACGCAAAGAA GATATTCAAA 1391760 
CTGGCGATTT AATTTTCTTT AAAACTGGCA GAGGCCCTAA TGGTTATCAT GTGGGGATTT 139ie20 
ATGTAAAAGA AGATAAATTC CnTCATGCTT CCACCAGAGG GGGAGTCGTC TATTCTTCAA 1391880 
TGAATAACCC TTATTGGTCG AAAGCCnTCT GGCAAGTCAG ACGGATTTAA AAAGTATAAT 1391940 
GCTGGAATTT TCCAGCATTT TTTTATTGTT TTTTCAACTG CTAGAAAATA AAAACCATTA 1392000 
AATTTATCTT CAATTATTAT TTCTGTGAnC CATCTCACAA TCTTAATATG ACAATTATCA 1392060 
TAACCCTTTA GAGCGCGTTA TATTATCTTT ATGCTGTGTT AGTCGATATG GGAGAACAAT 1392120 
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ATATGCTTAC GACOATACTC AGCTTCCTCA TTGTAACCAC TGTGGTTGCG TATGTTTCTT 1392180 
GGTTAAAAAC AAAAGGGGAT GATTTAAAAT CTTCAAAAGG GTATTTTTTG GCAGGGCGTG 139224 0 
GGTTAAGCGG TTTAGTAATT GGCTGCTCAA TGGTGCTGAC ATCGCTTTCA ACTGAACAAC 13 92300 
TTATCGGTGT CAATGCGGTG TCCTATAAAG GTAATTTTTC CGTGATTGCT TGGACAGTTC 13 92360 
CAACGGTTAT TCCGCTTTGT TTCTTGGCTC TTTATATAAT TGGCTGGCTA TAACACTTAT 1392420 
GTTGTAGGAA AGTGGCACGT AGGTACGAAA TCCGTACCTG AAGATTACGG GATTAAAGGC 1392480. 
CATAACTTTG ATGGTTATGG CTATCCTGGT AGTGGCGTAT ATAAAAATTT AGTCTTCAAC 1392 540 
CAACCGCCAA CACACTCTAA TCGTTATAAA GAATGGTTAG AAGAAAAGGG GTATGAAATC 13 92600 
CCAGAAGTAA GCCGCGCCTA CTTTGGAGAT AATCCGCATT TACGGGTACA AGAACTTTGC 13 9266 0 
GGTTTACTCT CAGGCGCAAA AGATCAAACC ATCCCTTATT TCATCATTGA TGAAGCGAAA 1392 72 0 
AAATATATTC AAGAATCATT AGATGAAGGC AAGCCGTTCT TTGCATGGAT AAACTTCTGG 139278 0 
GGGCCGCATA CGCCTTGTAT TGTGCCAGAA CCTTATTATT CCATGTATAG AAAAGAAGAT 1392840 
GTGGTGCTTG ATAAAAGTTT CTTTACACCG TTAGAGGGCA AACCAGACCA TTTCCGCACA 1392900 
ATTTCAAAAA TGTGGGGAAT GTGGGAGGCG AGCGAAGATC ATTGGAAAGA AGTCATCACA 1392960 
AAATTCTGGG GTTATATTAC CTTAATTGAA GATGATAACC TTGTTTATCT TCACGATTTA 1393 020 
ACTTCAACAG TGTTCGATTT AGCCAATCAA AAAGTGCCAG AAAGTTTTGA AGGGCAGAGC 1393080 
GTTCTTCCGA TTATGCGCCA ACACCAAGAT AACCAACGAA AAGGTGTACT TGGTCAGCTC 13 9314 0 
GCAGGGCATT TTGTGTATTT TGAACAGCGT ATGTGGCGTC GTAAAGATTA CAAACTCGTA 1393200 
TTTAATGCGA CTGATGTTTG CGAACTTTAC AACATCCGTA ACGATCCAGA AGAAATGCAC 13 9326 0 
AATTTGTTTT ATGATCCTCA ATATAACAGA ATCAAAAAAG AGATGTTGGA AGAAATGCGT 1393320 
GCAGAGATGA AACGTCTGAA TGACCCACTG GAAAATTGGG TTTATCGAAT TATTGACGAA 1393380 
ATTTAATCAA AGTCGTAGAT TAAGGGCGTA TCTGATACGC CCTTTGTTAT CTCTGCACCT 1393440 
TATTTATCTT TTAAAATAGG AATAAACATG AAAACAACAT TACTAAAAAC ACTGACACCA 1393 5 00 
GAGCTTCATC TTGTTCAACA TAACGaCATT CCAGTTCCTT CACTTAAAAC ATGCGGTTGG 13 93 560 
AACACCAAAA ATTTCCCCTG CAAGGGGCAC AGCTTATCAG TTGGAAnCCC CCAAAATGCG 13 93620 
AAGCAAGATG TATTATGGCT AAGTGAAGTA GAGCCATTCA AAAATGGCAA TGCTATTCGT 1393680 
GGTGGTGTAC CGATTTGTTA TCCTTGGTTT GGTGGCGTAA AACAACCTGC GCACGGTACA 13 9374 0 
GCTCGTATTC GTTTATGGCA GTTGAGTCAT TACTATATTT CAGTGCATAA AGTGCGGTTA 1393800 

-77.831- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

GAATTTGAGT TGTTTTCTGA TTTAAATATT ATCGAAGCTA AAGTCTCAAT GGTATTTACA 13 938 60 
GATAAATGTC ATTTAACTTT TACCCATTAT GGCGAAGAAT CAGCCCAAGC AGCATTACAT 13 93 920 
ACCTATTTTA ATATTGGGGA TATTAATCAA GTGGAAGTAC AAGGTTTACC TGAAACTTGT 1393980 
TTTAATAGCT TAAACCAACA ACAAGAAAAT GTTCCGTCAC CGCGTCACAT TTCTGAAAAT 1394040 
GTTGATTGCA TTTATTCTGC AGAAAACATG CAGAATCAAA TCCTAGATAA AAGTTTCAAT 1394100 
CGTACAATTG CACTGCATCA TCATAATGCA AGCCAATTTG TTCTTTGGAA TCCTTGGCAC 13943 60 
AAAAAGACGA GTGGAATGAG TGAAACTGGC TATCAAAAGA TGTTGTGCTT AGAAACTGCA 13 94220 
CGTATCCATC ACTTGCTTGA ATTTGGCGAA AGTTTAAGCG TAGAAATTTC GCTTAAAGGC 1394280 
TAAATTTTGT TGCATAAGTG GTGTGAATAC TATAGAATTC GCGAGACTTT GCTCGTTCCT 1394340 
TGCGGGCAAC AAATTTGAAA TCTTTTATTT TTAGCGAAAA GATTTTTACT ATTAACCAAT 1394400 
AGAAGGAATA CGATTATTAA AACCGTAAAA AAAGCACCGG CAGTAAATCG CCCAAACCGT 1394460 
ATCAATGAAG AGATTCGTGT AAAAGAAGTT CGTTTAATTG ACCAAAATGG TGAACAAGCn 1394 52 0 
GGGATTGTTT CTATTCAACA AGCCCTAGAA ATGGCAGAGC AAGCAGAGCT TGATCTTGTT 1394580 
GAAATTAGCC CAAATGCAGA GCCGCCGGTT TGTCGCATTA TGAACTACGG TAAATTCCTT 139464 0 
TACGAAAAAA GTAAAACCGC TAAAGAACAA AAGAAAAAAC AAAAAGTTGT CCAAGTTAAG 1394700 
GAAATTAAAT TCCGCCCAGG CACAGACGAA GGTGACTATC AAGTTAAATT ACGTAGCTTA 1394760 
ATCCGTTTCT TAGAAGACGG TGACAAAGCG AAAATTACCG TGCGTTTCCG CGGTCGTGAA 1394820 
ATGGCTCATC AAGACATCGG TTTAGATGTG TTAGAGCGCG TAAAAAATGA TTTAGCTGAA 1394880 
ATTTCAGTGG TTGAATCTGC ACCAGGTAAA TTAGAAGGCC GTCAssTGTA ATGGTGTTAG 1394 940 
CACCGAAGAA AAAATAAGAA TTTTGCTGAG ATTTTTCAGC AAATCTTTTT GTTTAAGTTT 1395000 
GACTTAAATG AAAAGACAAC TGCATGTTGG GCACACTACG CAGCCTAACT GCTTTTGAAA 1395060 
AGGCGATTTA ATTTGCCTTA TGATGGAAAT GATCAGTGCT TCCAAGTAAC TTTATAAGTt 1395120 
CGCCTGATTA TGTTGTTTTA AACGAAAAAT GCGGAGTTAT TTTAACAATG CCTAAAATCA 13 95180 
AAACAGTACG CGGCGCAGCG AAGCGCTTCA AAAAAACTGC TTCTGGTGGT TTCAAGCGTA 139524 0 
AACAATCTCA CTTACGTCAT ATTTTTGACT AAAAAAACAC TAAACGTAAA CGTCATTTAC 13 95300 
GTCATAAATC wATGGTTGCG AAAGCAGACC AAGTTTTAGT AGTAGCTTGC TTACCATACG 1395360 
CATAAGCCGT TATTTAAGCA AAACGTACGA TTAGTTCATT nTTAGAAAAA TATTACATAG 1395420 
GAGATTAAAT AATGGCTCGT gTAAAACGtG GTGTTATTGC AAGAGCACGC CATAAGAAAG 1395480 
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TTCTTAAGGC TGCTAAAGGT TAtTATGGTG CACGTtCACG CGTGTATCGC GTTGCTTTCC 1395540 
AAGCGGTGAT CaAAGCTGGT CAAtACGCAT ACCgTGACCG TCGTCAGCGT AAACGTCAAT 1395600 
TCCGTCAATT ATGGATTGCA CGTATCAACG CTGCAGCGCG TCAAAATGGT TTATCTTATw 1395660 
GCAAATTTAT CAACGGCTTG AAAAAAGCAT CTgTTGAAAT CGACCGTAAG ATTCTTGCTG 1395720 
ATATCGCTGT wTTCGACAAA GTAGCGTTCG CTGCATTAGT TGAAAAAGCA AAATCTGCAC 13 95780 
TTTAATTTTT TAAAGTTTAG ATAAAGAAGA ATTAGGACGC TGAAAAGCGT CCTTTTTTTG 1395B40 
CACTTATGAC TTTAAATTTT GTAAAATAAT GCCATTAGTT CTCATCTGTT AAAATCTATG 1395900 
GCCGAAACAA TCCCACTGAA TCCTATCACG TTGCCTTTAA ATCAAATTAG CTTAATCGAA 13 95960 
GCATCTGCTG GTACGGGGAA AACCTACACT ATCGGTTCTT TATATCTCCG ACTTTTATTA 1396020 
AAGGCTGGAG AAAATAACTT TTCTCGTCCG TTAAATGTGG AAGAAATTCT GGTGGTAACA 1396080 
TTTACGGAAA TGGCAACAGA AGAACTCAAG AAAAAAATTC GTGAGCGTAT AACAGATGCG 13 96140 
ATTAATAAAC TCACTGCCTT TGCTAAAACC CAAGATAAAT CCGCATTTAA AAATGATGAA 1396200 
TTTCTTACCG CACTTTGTGA TAATTTGAAC ATTTTTGAGG CAATTCATCG CTTAAAGTTA 1396260 
GCTGAGCAAA ATATGGATTT GGCGGCGATT TATACCATTC ACGGTTTTTG TCGCCGTATG 1396320 
TTGATGCAAT ATGCTTTCCA TTCAGGCATT CACTTCAATT TAGAATTAAT AAAAGATCAA 1396380 
TCTGATTTGT TAGTTCGTTT TGCTAATGAA TTTTGGCGAG AACATTTTTA TCCGTTAGAT 1396440 
TTTGAATCTG CGAATTTTAT CGCGACAGAA TTAGTATCAC CAGCAAATGT GTTGTCTTTG 1396500 
TTGAAAGCGG ATTTAGGTAA AGATTTGCAG GTGGAGATTG AAAATAAACA GGCGTTATCT 1396560 
GTAC CAATAC AAATCTTTTT ACCGCAATAT CTTGGTGGTT ATCAAAAGGC GTTGAATGAA 1396620 
TTAAAGGCAT TTTGGTTAGA AAGTGCGGAT GAAATTTCAG CGATTATTAC AAATGAGCTG 1395680 
GTTAAAGATT ATCCAAAAGA TCAGTTGAAA TCGTTAAATC GTAAAAAGTA CCAAGTAAAG 1396740 
CGTTTAGGGG ATTGGATTAA TAAAATTAAT CAATGGTCAA ATAATCCTAG AGATTATCAA 13 968 00 
ATTAATACCA CATTGAAAGA CTATTTCCTA CAATCATCTA TTGAGAAAAA TTGCGAAGAA 1396860 
TCAACGGATA AAAATAAAGA TAAAAAACCC GCAACGCCTT TTTATTCCCC GATTTTTGCA 1396920 
GATCTTGAAA AGCGCGTTAA TGCCTTAATG ACACCAGATT TACTAAGCAA ACTCACTCTT 13 96980 
TATCATTATC GCCAAGGTCT ACAACAAAAA CTTTTAGACT ATAAACTAAA TCATCAAGAA 1397040 
AAATCCTTTG ATGATTTATT GCGTTTGCTT TGTGAAGCCT TGCAAGATGC GCAAGGAGAT 1397100 
GAATTAGCGG AAATGATTCG CTTCCAATAT CCTTTTGCGA TGATTGATGA ATTTCAGGAT 13 97160 
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ACAGATTCAC AACAATACGC TATTTTTTCA AAAATTTATC GTGATAATCC CGAAAAAAAT 1397220 
ACTGGTTTTA TTATGATTGG TGATCCGAAG CAGGCGATTT ATCGTTTCCG TGGTGCAGAT 1397280 
ATTTTTACTT ATCTAAAAGC ATCGGACGAA GCGCAATCTC GCTTTGAACT CACTAAAAAT 139734 0 
TATCGTTCAG AGAAGCATTT GGTTGATGGC GTAAATGCTT TATTCGATTT TCCTCAATCG 1397400 
CCATTTATTT ATCAAAATAT TAAATTTACT GCTGTTGATT CTCGTGATGA TCATCTTCGA 1397460 
TTTTATTTAA ATGGTAAAGT TGAAC CAGCT TATCGTTTTT ATCTAACTGA AAGTGACAAA 1397520 
GTGAATAAAA CTGAAATGGC AAAAATATGT GCTATTTCTA TTCAACATTG GCTAAAAAGT 13 97580 
GCGGCAGAAA ATCAGGCAGT TTTTCAAAAT GAAGATACCT ATAAAACCTT ACAAGCGGCG 13 9764 0 
AATATTGCCG TATTGGTGCG TGATAAAAAT GAAGCGGCTT TAGTAAAAAA TGAATTGCAA 1397700 
AAATTGGGGA TCGCGTCGGT TTATCTTTCT GATCAAAATA GCGTATTTGA TAGCAATGTT 1397760 
GCGAAAGAAT TAGCTTGGGT ACTTAAAGCC TGTTTGAATG TGGCTGAACG CCCAATTTTG 1397820 
AACGCAATTG CGACCGCACT TTTTGGCTTA AATGCAGCGG ATATTCATCA AATTCAGCAA 1397880 
AATGAGGCAG ACTGGCAACG TTGGGCTGAT AGCTTTGCTC AATACCAACA AACTTGGCAA 13 97940 
CGCCAAGGAA TATTGGCAAT GTTACATCAA ATTTTATTGG AGCAAGGCAT TTCAGAACGC 1398000 
TTATTAAGCC AAGCCACGGG CGAGCGAGAT TTAACGGATT TCCTACATTT GGCAGAAATT 1398 060 
TTACAACAAG CTGCCACGCT ACACGAAAGT GAAGCGGCAT TGCTCAGTTG GTTTGAAAAA 1398120 
CAAATTCAAG GCGAAGCTCG TCAAGAGGCT CAAATTCGTT TAGAAAGCGA ACGCCAATTG 1398180 
GTGAAAATTG TGACAATCCA TAAATCTAAA GGCTTAGAAT ATGATTTAGT TTGGCTACCA 1398240 
TTTTTAGCTG CGCCGAGCAA AGATCCAAGT AAAAAATACA TCAATATTTA TTATTCTAAA 1398300 
GAACGAGATG AAACCTTATG GGATATAGAA AATCGCAATT TAAACGCTCT TTGTGAAGAA 1398360 
ACTTTTGCGG AAGAGTTACG TTTACTTTAT GTGGCTTTAA CGCGTGCCAA ATATCAAATG 1398420 
GCATTCGCTT TGCCTGCGCA ATTTGATAAA AAATGGAATG CCTTGCATTA TGTACTAAGC 1398480 
CAAGGTGAAA TAGGCAAGGA AATAAATTTG TCGGATTCTA AAGATACCGA AACATTGTTG 1398540 
CAAACCTTTA AAGAAAAAAT GCAAGATAAT GTGGAAATCT GTACTAAGCC AAATCTAGAG 1398600 
GCTTTGCCGA CCTTATCAAT TAATACAAAA AATGATGATT TTAAAGCCTC AGAATTTACG 1398660 
GGCAATATTG AGCAAGATTG GCGAATAACC AGTTTTACTT CAATTGAACA AGCACATCGC 1398720 
CGACAAAATT ATTTCACTGA AAGTGCGGGT AAAAAACACG CTGTTTTTGA TGACGCAAAA 1398780 
GATTACGATA GTCAAAATGC TATTGAAATT TCCACCGCAC TTTTAAACGA AAATGAATCA 1398840 
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AGGTAAACAA GTCGGGACTG CATTGCATCG CCATTTTGAA 1398 900 
GGCAAATACA GAAGAAATTG ACAAATTAAG ACAATCCTTA 1398960 
AGAGTCGCTA CAAAATTGGC TACAACAGAT TTCACATACA 139 9C20 
AAT AG C ATT A GCTGATTTAG GAAATAAAGA TTGCATTAAA 13 9 9080 
TATTCGGGAA CATTTTGATG TTGAAGCGTT TAATCACACG 1399140 
GCCAAGCGAG TCACTTCAAT TTGAACAAAT TCAGGGCATG 13 99200 
AGTTTTCCGC CATAATGGAA AATATTATCT TGTTGATTAT 1399260 
AACCCTTGCT GATTACAATC AAGAGGCATT GAAAAAAGAA 1399320 
TTGGCAATAT TTAATTTATA CGCTGGCATT ACATCGTTAT 13 99380 
TTACGATTAT GCACGAGATT TCGGCGGGGT ATTTTATCTT 13 99440 
TGAGCCACAA TCTGGCGTAT TTTACGATCG TCCAAGCGTT 1399500 
CGGGGTGTTT TAATGTTATC TGTATTACAC AAACTTAAAG 13 99560 
GGTGATTATT ATTTTGCTAA GTTGATAGCT GATAAACAAT 1399620 
CCAGTCAAAA ATTTAGCCAT ATTATTAGCC GCACTTTGTA 1399680 
AATACTTGCA GCCAATTAGA TCGCTATTTA GAACATAATT 139974 0 
ACTACAGAAG AAGATTATTT AGCTGAAATT CATGAAAAGA 1399800 
GATTGGCAAA . ATGCGTTGTG CGGGCATATG GCATTTACGC 1399860 
GCACCAATGG CATTTCAATT TGGCGCGTTG TATTTCTATC 139992 0 
CGCATCGTGC AATATATAAA AAATACCTTA AAAAAATACC 1399980 
GATGAAATTC ATCAAAAATT AGAGAAATAT TTCCCTGAAA 140004 0 
CAAAAAGTGG CAGTGGCGAC AGCGATTAAA AGTCCATTTT 1400100 
GGAACAGGAA AAACCACGAC AGTTACGCGT TTATTGCTCG 1400160 
TGTAAATTAC ACATCAAATT GGTTGCGCCG ACTGGCAAGG 1400220 
TCGATTAAAA ATGCGTTAGG TTTTATGCAA GAAAAAATGA 1400280 
AATGCGATTC CACAAAAAGC CAGCACCTTG CATAGTTTAC 140034 0 
GATTACACAC GATATAACAG CCATAACCCT TTGCAGTTGG 1400400 
ACATCAATGA TTGATTTACC AATGATGGCA AAACTTATCA 1400460 
CGATTAATTT TATTAGGCGA TCAGGCGCAA TTAGCCTCTG 14 00520 
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TTGAGGCGGG GGCTGTATTG GGGGAATTGG CTCAATTTGT TACTCAACCT TATAGTCATG 14 00580 
AACAAGCCGC ATACTTACTA GCAACAACAG GCTACAAAGT AGAAGGTTCC GATTGTTCAA 1400640 
ATCCAATACG TGATTGCTTA TGCCATCTAA CAGAAAGTCG CCGTTTTGAT AAAGATTCAG 1400700 
GCATTGGCAA GTTGTCCGAA TTCATTCAAA AAGGCAAAGC AGACGATAGC CTTGAGTTAT 1400760 
TTGACCATTA TCCGCAAGAA TTGCACTTTA ATTCCTTAAA TGATGAAGGC GATGCGGTCA 14 00820 
ATCAAGTGGT AAAAAGTGCG GTGGAAAATT ACCGCACTTT CTTAAAAATG TTGGACGATT 1400880 
TACGTAAACA AAAAATTGAT CCTAACGCTA AAAATGAACA AGGCATTTCC TATGCCGAAG 1400940 
CTATTCAAGT GCAATTTAAT TCTGTGAGAT TTTTAACCGC ACTTCGTAAT AACAATTTAG 14 01000 
GTGTCGAAAA TCTCAATAAA GAAATTGCGT TAGCGTTGCG AGAGCAAAAA TTGCTTTGGT 14 01060 
TCCGTAATGA ACAAGATTGG TATATCGGCA AGCCAATTAT GATTACTGAA AACGATCATA 14 01120 
ACGTTCGCCT TTATAACGGC GATATTGGAC TATGCTTGGC AAATGGCAAA GTATGGTTTG 14 01180 
GCAATCGAGA AGTGCTGACA AACCGAATTC CAGCGCACGA ACCCGCTTTT ATGATGACGA 140124 0 
TTCATAAATC TCAAGGTTCA GAATTTAAAC ATACCGTCAT GGTGCTTCCA ACAGAAGTAA 1401300 
ATCCAGTATT GTCGCGAGAA TTAGTTTTCA CGGGTGTCAC TCGTGCAAAA AAAGAACTTA 1401360 
CTGTATTTGC TGATGAAAAA ATATGGAAAA CAGCAATTCG CCAGACCGTC AAACGCCAGA 1401420 
GCGGATTGGG AAAATTATTG GAAGATTTAA ATTAGTAAAA GGCGGTAAAT TTGGAAGATA 14 01480 
AATCAATCAG ATAATCTCCA TTTAAAATAA CTTTTGGGGA AGATTATTTT AATAAATTCT 1401540 
TCAAACTGGT TTTCATTGCT GCCATTTGAT TTTCAAATTG TGCCTTGCTT TCTCTTTCGT 1401600 
CAATCATATA GGTAATTGTT TCCGAAAGCG TCATCTTCAT TTTTCGAGAA TATTTAGAAA 1401660 
GACGTAGCCA AACAGCATAT TCCAAATCAA TGGATTTTTT CTTGGTATGT TGTTTTTCTC 1401720 
CATTAAAAAA GCGTTTACGG CGGGCACGAA TGGCTTGATC AAGCTTAATT GGTAAGGCTG 1401780 
GAGAAAGATG ATTTTTAATC CATTCTTCAA TTTTTTCAGG ATAATTTTGG GATTCTAATA 140184 0 
ATTCTTGGGC TTTAGCTTCT TGCAAACTAC GTTCTTCGTA GCGAGTAATA TTTTCCCCTT 1401900 
CGCGATGTTT ACGAATTAGG TAAATCCATT TCCAATTTGC TTCTTGATTT TCGAGTTTTT 14 01960 
GGTATTTCAT TTTTTATCAT TGAGTGACGT GGTAACTGCA TTAATATACG TGTTTTTATG 1402020 
CCGATTTTCT AGTGGATTTT CACAAGGCTA TTAAATATGC GATAATGTGG TCAATTTTTC 1402080 
TAGAAAGAGA CCAGCCGTGA GTTCATTATT TTCTCAACAA CAAGCTATTG AGCAATCTTT 140214 0 
AAATTGGCAG GCATTACAAC CTGATTTGGT AATTCAAGAT TTTCCTTTAG AACCAGTGAA 1402200 
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TTTCTGGGCG TTACAACCGA ATGCTACACA GGGTATCGAT TTATTTTTAC GTCATCCGAC 1402260 
ACGTTCCTTG CTAATGATGA AAGTGGGCGA ACCTGTTGAA TATGCGGAGT TATTACAAAA 1402320 
TTTTATATCG CAAAATCATC ATAAAGTGCG GTCAATTTTT GGTGTAAATT ATGTGAtAGA 1402380 
GCAGGGCGAC TCTTTTTCTT TTCCTCATGT TTATACTGAG CCAGCAAAAT CTTTAGATGA 1402440 
TAATTTTGCT AGTCAAGGGG AGGCGTTAAG CGCATTGTAT TGCGATCAAT TCCAGCTTTT 1402500 
CGGTAGTTTT CGGATTCATC CACGTTCACA AGATATTCAA TTAGTGCCGG GATTGGTGCA 1402560 
TAAGGCTAAT GGTGGCGTTT TGATTTTAAG TGCGGCAACA TTGTTATCTC AATTTGATTT 1402620 
ATGGGGGCGA TTAAAACAAA TTCTGCAAAC CCAGACTTTT GACTGGTATT CAGCCCATCC 1402680 
ATTTAAAAAT TTACCTTGTG ATATACCAAG CTATGCGCTG AACTTAAAAG TGATTGTACT 1402740 
TGGTAATCGT ACTGAATTAG CCACTTTGGC TGAGTTAGAA GAAAATCTTT ATTCTTTCGC 1402800 
CGATTATGCT GAAATTGAAA GTTATATTTC TGTAGCTGAA GTGGAGGAAC AAAAAACTTG 1402860 
GGCGGGTTAT GTACAACAAA TGGCTCAAGA GCAAAATATT GAGCTAGATT TTCTTGCTTT 1402920 
AAATAAACTC TATCAATTAT TAGTTCGTGA AAGTGAAAAT CGCTTTTTAA TTAATGCATC 1402980 
TCCTCTGAAA TTAAAAGAAA TATTACAGGA TGCCTCAACT TTTACTGAAA AAACAGCATT 140304 0 
AAGTGCGGTG GATTTTGAGG GTATTTTTCA ACAAAAATTA GCGCAATATG GTTTCTTAAA 1403100 
AGAACAAACT TATGCCGATA TTTTAAACGA GCAAGTTTAT GTCGAAACGC AAGGCGAAAT 1403160 
TGTTGGACAA ATTAATGGGC TTTCGGTAAT TGAATATCCT GGTACGCCAG TATGTTTCGG 1403220 
CGAACCTTCG CGTATTAGTT GTATTGTGCA ATTTGGCGAT GGGGAAGTGA TTGATGTTGA 14 03280 
AAGAAAAAAT GAACTAGCGG GAAATATTCA CGGTAAAGGA ATGATGATTG CTCAGGCTTG 14 03340 
TCTTTCCAAT ATCTTAGATT TGCCCTCGCA ATTGCCATTT TCTGCATCAT TGGTGTTTGA 1403400 
ACAGTCTTAT GGAGAAATTG ATGGCGATAG TGCATCTTTG GCGATTTTTT GTGTGTTAGT 1403460 
AAGTGCTTTA GCCGATTTGC CTTTGCCTCA ACATATCGCA ATTACAGGAT CAATTGATCA 1403520 
ATTTGGACTT GTTCATTCTG TTGGTGGTGT AAATGATAAA ATTGAAGGCT TTTTTACTAT 1403580 
TTGCCAACGT CGTGGTTTGA CTGGAAAACA AGGTGTAATC ATTCCAATGA CAACAATCCA 1403640 
GCAACTGAGT TTATCTGATG ACGTGAAAAG TGCGGTAAAA AATGGCGAGT TTTTTATTTA 1403700 
TCCTGTGGAA GATATTTATC AGGCTTGTGA ATTGTTATTT GGGCGTGATT TGTTAGATGA 1403760 
AAACAAAGAT TATACAGAAA AAACTGAGTC TTTATCTCGT CTTATTCAAC GTCGTATTGA 1403820 
GGGACGTGCC GATTCTGAAC GAAAAAGTTT TTGGCATTTT TTCCGCTCCT AATAGAGAAA 1403880 
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AGCGAGCATT TTTTCGCTTT TCTTTTTTTC TATAATTTCT AAGAGTGACT GCTCCGACAA 14 0394 0 
GTTTTGCGAA CAAGTGTTAG CTATTTACAG TTTACTGCGT TCCTTTTAAA ATAAATATAT 1404000 
CAGTTATAAA CTGGATTTAT CATATATAAA GGAATCTGAA ATGCAAAACG CTTGTACACT 1404 060 
TAATAAAAAA AGTAGTTATT CTTATGATGA TTTGCTCGCG TCAGGTCGCG GCGAATTATT 1404120 
TGGTAAAGAA GGCCCGCAAT TACCCGCGCC AACAATGTTG ATGATGGATC GTATTATTGA 1404180 
AATGAATGAA GAAACAGGTG CTTTCGGTAA AGGATATATT GAAGCCGAAC TTGATATTAA 1404240 
ACCTGAATTG CCGTTCTTTG GTTGTCATTT CATTGGCGAT CCAGTAATGC CAGGTTGTTT 1404300 
AGGATTGGAT GCGATGTGGC AGCTTGTTGG GTTTTATTTA GGCTGGATTG GTGGCAAAGG 14 043 60 
AAAAGGGCGA GCATTAGGGG TTGGAGAAGT TAAATTCACA GGACAAATTT TGCCAACAGC 1404420 
TAAAAAAGTG GTGTACCGAA TCCATATGAA ACGAGTTATT AATCGTAAAC TAGTTATGGG 14 044 80 
AATGGCTGAT GGTGAAGTTG AAGTAGATGG TCGTGTTATT TATACCGCGA CAGATTTAAA 14 0454 0 
AGTGGGACTA TTCCAAGATA CCTCAACATT TTAATTTTTC TTTATTAAnT CATACAAAAG 1404600 
TGCGGTGAAA GTTTTTCCTA GATTTTCACC GnACCTTTAC TTATTAAATT GTAATAAATT 1404660 
TTTAAAATAT CTATAATATT CTTGTTATTT TTTAATTTTA TTAGTGGTAA ATAAAGTTTA 1404720 
TTTTAAAGTT TTTAATAAAC GTTATTATAG AAAATATTAA ATTAATTTCT ATTTAAATTA 1404780 
TAAATAATAT ACTAAAGTAG TGGGAATATG ATGGTAAATG ATGATTTTCA AGAATATGTG 14 0484 0 
AAGCAACTGG TAACAAAACA TCGAGATGAA CGAATTTATC CTTTTCAATA TGAAGGAAAA 14 04900 
AAATATTGGT TGAAGCAACC TGAAAAATTG AAAGGTATTT GGCTATTATT AAAACCCCAT 1404 960 
CCTAAAAAAT CTTTTAAAAA TGAATTATAT ACTTTATTGA AGCTTGCTGA ACAAAATGCG 140502 0 
CCAGTGCCAA AAGTCTCTTA TTATAGTGAT CATTTTTTTG TTTTAGAGAA TGTGGGACTT 14 05080 
ACCGTATCAC AATGGCTATG TAATAAAAAT ATAGATGAAC AACAGAAATT TTTAATTATT 140514 0 
TATGATGCTT GTCTCGCTTT GATTGATTTG CATGCTAAAA ATTTGGTGCA TGGTCGTCCT 1405200 
GCTATTCGAG ATATTACTTG GGATAAAGGG AAAGTTACTT TTCTTGATTT TGAATCTCGT 1405260 
TCAAATAGCC GAAATCAAAA TTGGGTAGTT ATTCGGGATA TGTTATTTTT CTTTGATAGT 14 05320 
TTATGTCGAG AAGAAGATAT TTCGGACACT TTTATTCAAA AAGTAGCGTT GTATTATCAA 1405380 
ACACATTGTG AAGCGAAAAA TTGGCAAAAT ATGATCGTAT TTTTGCAACG TTTTAGCTGG 1405440 
GTTTATTATC TTTTATTGCC TTTTAAACCT ATTGCAAAGA CAGATTTAAT TTCGATTTAT 14 05500 
CGCTTATTTG AAATTTTCTT GATAAAGAAA AAATGATGAA GAAAATATTT TTTATTTTTG 14 05560 
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GCTTGTACTG TGGGTGGTGG TGTTAGTGCT GGTGGTGGAA 14 05620 
GTGGGGATTG GATCTGGTAT TCGCTTCTAA TAATGAAAAG 1405680 
TCTTGCATTT GAACTTATTC ATCGTTAGAA TGCGATTTCC 14 05740 
ATCGGCGAAT GATGTATTAA CAACACTACC TTTTAGGAGT 1405800 
GAAAAAAAAG CAGCAATCGT TGCTGAATTT GGTCGTGATG 1405860 
GAAGTTCAAA TCGCATTATT AACTGCACAA ATCAACCACT 1405920 
CACAAAAAAG ACCACCATGG TCGTCGTGGT TTATTACGTA 1405980 
CTTTTAGACT ACTTAAAACG TACTGATCTT GCTTTATACC 1406040 
GGTTTACGTC GCTAATTTTT TATTACGATA GTAAAAAATC 1406100 
CTTTTTTATG GGGCTGTACT AGATAACTAG ACCAAACTCC 1406160 
ATGGAAATTT GAGATTTTAT TTCGCTATTG TTAAAACGCC 14 06220 
AGCTCAAAAT GCTCTTTGGG AATGCCATTA AACTTCTGTA 1406280 
CAAAAATTCC CAATTCCGTT TATGTAGTTG TGATTTTCAG 1406340 
ATGCGAAAAT GGCTAAATTC ACTGACATCA AGCACATCAT 14 064 00 
TACACAATGC TATCAGGCTT AACTTTCTCT CGGATAATTG 1406460 
ACATTAGGAA CAACGACGGT ATAAACCTTG CATTTCATTT 1406520 
CTTTCCCTGC AACACTGCGA CCACGTTTGC CTTTTCGAGT 1406580 
CGGCTTCAAT TTTGCCTTCA AACATTTCCA AATGTGGGCT 1406640 
GTAATCGATG AAAGTAATAG TGGCTGTATT TTTGTTTACA 1406700 
TCTTGCTGTG ACACCTGCGA CAAACAGTTC AATGAGTTTA 1406760 
GCGACTTTTT CTCATTGGTT TATTCTAACC TAAATGGGAT 14 06820 
AGCACCTTAA TATTTATAGA GTTCGTTATA TAAATTACGC 1406880 
ACGTTTTGTT TTGCTTTCTA AATCGCCAGT TGAGTAGCCA 1406940 
CACTTTTTCC CCTCGCGCAT TTGTCATAAA GCCAGCTAGG 1407000 
ACCAGTTTTA GCAATCACGT TTTTCACTAA TGGCGGGCTA 14 07060 
GATCGTGCCA TCTACACCTG CGATGGGGAA AGTTTCCATT 1407120 
TTTGGCGATG TATTCTAAAA CGGATAGCAT CGTTTTAGGT 1407180 
TAGACCCGAA CCATCGGCTA AAATGCTATT ACCAAAACGA 14 07240 
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ATTCCTTGTT TTTGCAATAT GGATTTAACC GCTAATGTGC CTAATTGAAA GGAGGCGGGG 1407300 
CGTTTATAGT AATTGAATGC CACCGCTCGG AATAATGAAT CGGCAATTTG GTTATCGGAT 14 07360 
TTTTTCATCA TTTTTTTCAA TAAATCTGGT AATGGTTTTG ATAAATGTTT CGCTAATAGC 14 07420 
TGACCTTGTT GTGGTTTTTG GGGTAACAAG ACTTTGCCAT TGAACTCAAT ACCTAATTGT 1407480 
CTTAATTGAC GTTGAATAAT CTCAGCAGCA TAAGCATCCG TATTTTGCAC GGCAAAACTT 1407540 
AAGCCAAAAG GTTTATATTG ACGGGCTAAA CATCCTTTTA CTTGATAGCG ATTATTGTCG 1407600 
TGTACAACAA CATCGAGCTG ACAATAAGGC GCTTCATTGC TATCCGCTAC ATAAACTTGT 14 07660 
CCGAACACTT GAATAGGAAA TTGTGCAGGC ACATTAATTT TTACTATTTC ACCTGGATTT 14 07720 
TTATTCGCAT CTAGTTCCGC ATAAAAACAG TTGTTATCAA TATTTGCAGC TGCTGGTGGA 14 07780 
GAGTTGAAAC ACATTGTGAG ATCGTTCCAA ATCCAACCTA ATCCTCGGTC GTGACTAGAA 14 07840 
AAAACAGAGG TATCTAATAC TAAATCGCCA TTAATTTTTT TGATGCCTTG TTTTTTTAAT 14 07900 
TCGGCAAGTA AGCTATAAAG CTGACCTCTT GTGAGATCAG GATCGCCTGT GAAACGCACG 14 07960 
ATTAAGTTGC CATCTAAATT CCCATTTTGA ATTTTCCCAT TACTCAAAAG TGCGGTCTCA 14 0802 0 
AATTGGAATT GATCGTCTAA TGCAAGTTTA GCGGCAACGG CTGTAAAAAC TTTTT GTGTG 14 08080 
CTTGCAGAAA GCATAAAGGT TGAGCCATTA TAATCAGCAA TAATTTGGTT TTGATTTATA 1409140 
TTTTTGGCGA TGAAACCTAC GTTAGAGCCT TCAGGCAGTT TTTGTGTTAA ATCTGAAACA 1408200 
TTAATATTGG CGAAGGTTGG AAGGCTAAAA CTCACTGAAA GTAAAAAGGA ACCAAGTGCG 1408260 
GTGGAAATTG AAGATAATTT TTTCATATTA GGTTTGTTAT GGTTGCTATT TTTTTTTAGA 1408320 
CGAACAATAA TAAGCCCCGA ATGAAATTGA GTAAATTATT TTCTCATTTC AAGTTTATTT 1408380 
TTGATAATAC TGCAGTAAGA TTTTAGAATT TTACTGTGGT TTTTG T TTTA TTTAGTAAAA 1408440 
GGAAAAACAA TGCAACAAAT TCCAATGACT GTGCGTGGCG CAGAACAATT ACGAGAAGAA 1408500 
TTGGATTTCT TAAAAAATGT ACGTCGTCCA GAAATTATTA AAGCCATAGC AGAAGCCCGC 1408560 
GAGCACGGAG ATTTAAAAGA AAATGCAGAA TATCACGCAG CGCGTGAGCA ACAAGGTTTT 1408620 
TGTGAAGGTC GTATTCAAGA GATTGAAGGT AAACTTGGTA ATGCTCAAAT TATTGATGTC 1408680 
TCAAAAATGC CAAATAATGG TAAAGTGATT TTTGGTGCAA CAGTTGTGCT TGTAAATACA 1408740 
AATACAGACG AAGAAGTCAC TTATCGCATT GTAGGCGATG ATGAGGCTGA TATTAAATCT 1408800 
GGTTTAATTT CGGTTAATTC ACCAATTGCG CGAGGCTTAA TTGGTAAAGA ATTAGATGAT 1408860 
ACCGTTAATA TTACAACGCC TGGTGGTGTC GTTGAATTTG ATATTATTGA AGTGAATTAT 14 08920 
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ATTTAAATAA AAAAGTGCGG TTAAAAATGA CCGCACTTTT GTTGTTATTT GCGTGGAAGC 14089BO 
TGAATTTTTG CTTCTTCGCT TGGGCGATAA AGTACCAAAA TATGCCCGAT AGTTTGTACT 140904 0 
TGTGCTGCTT TAGTTTCACG CACAATCGCA TTGATAATAA GTTGTTTTGT TTCACGATCT 1409100 
GCACCAGCAA CTTTTACTTT AATGAGTTCG TGATGATTAA GTGCATTTTC AATTTCAGCA 1409160 
AGTACACTTC GGTTAAGCCA TTTCCACCAA GCATAACGAC TGGGTTAAGA TGGTGCGCAA 14 09220 
GACCTTTTAA AAATTGTTTT TGTTTGGTTG ATAAGGTTGT CATAAGGATT CCTAATAAAA 14 092 80 
AAGAGCGGTT GATTTTCTCA ATGTTTTTTA CTGATTTCAA TTAGCTTCGG CTTGAATTTG 1409340 
ACAGATTGTA CCCAAATATA GGCGAAACGA CTACAAAAAA TAGAAGATTA TGGGAAAGAA 14 09400 
AAAACGTTCA GCGAGTTCTT CTCGTTGGCT AAATGAACAT TTTAGTGATC AATTTGTGCA 14 09460 
AAAAGCACAT AAGCAAAAGT TGCGATCACG CGCTTATTTT AAGATTGATG AAATTCAGCA 1409520 
AACGGATAAA TTATTTAAAC AGGGAATGAC CGTGGTCGAT CTCGGTGCCG CACCAGGCGG 14 09580 
TTGGTCACAA TACGTAGTAA GCCAAATTGG TGGCAAAGGT CGAGTGATTG CTTGTGATAT 1409640 
TTTAGAAATG GATCCCATTG TAGGCGTTGA TTTTCTACAA GGTGATTTCC GTGATGAAAA 1409700 
TGTT^TGAAT GCTTTATTAG CACGCGTAGG CGAAGATAAA GTTGATGTTG TGATGTCTGA 1409760 
TATGGCACCA AATTTTAGTG GAATGCCATC AGTGGATATT CCACGCGCAA TGTATTTGGT 1409820 
CGAGCTTGCT TTAGATATGT GTAAACAAGT CTTGGCAAGC AAAGGAAGTT TTGTTGTTAA 1409B80 
AGTCTTTCAA GGGGAAGGCT TTGATGAATA TTTAAGAGAA ATTCGTTCTT TATTTGATGT 1409940 
GGTAAAAGTG CGTAAGCCTG AAGCATCACG TGGACGATCT CGTGAAGTAT ATATTGTGGC 1410000 
AACAGGCTAT AAAGGATAAT TGCTTTGATA GCTTTTCATT GCTAATGATG TGTAGTATCT 1410060 
TGTGACGAAA TTTTTTAACT TAGGAAAGGT AGGTTAGACT TTGAACGATA TGGTCAAAAA 1410120 
TCTAGTGCTT TGGGTGGTAG TGGCAGtCAT TATGATGACA GCATACCAAA GTTTCAATTC 1410180 
ATCTTCGGGT AGAAAATTCT ACTGATTATA CAACCTTTGT TTACGATGTA AGCAACGGAC 1410240 
AAGTGACAGC GGCACGTTTT GATGCCAATG AAATTACGGT AACGAAAACC GATGGTTCTA 14103 00 
AATATTCAAC CGTAATGCCA CCACTTGAAG ACAAAAAATT GCTTGATGAT TTATTAAGCA 14103 60 
AAAAAGTCAA AGTGGAAGGC ACGCCATTTG AAAGACGTGG TTTTTTATCC CAAATTTTAA 1410420 
TTTCTTGGTT CCCAATGTTA TTCCTTGTTG GTGTATGGGT ATTCTTTATG CGTCAAATGC 1410480 
AAGGCGGTGG CGGCAAAGCG ATGAGCTTTG GTAAAAGCCG AGCCAAAATG TTGAATCAAG 141054 0 
ATCAGATTAA GGTGACTTTT GCGGATGTGG CTGGTTGCGA TGAAGCAAAA GAAGAAGTGG 1410600 
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GGGAAATCGT TGATTTCTTG CGTGATCCGA ATAAATTCCA AAATTTGGGC GGTAAAATTC 1410660 
CAAAAGGTAT TTTGATGGTA GGGCCTCCAG GTACTGGTAA AACTTTACTT GCTCGTGCGA 1410720 
TTGCGGGAGA GGCAAAAGTT CCATTCTTCA CTATTTCTGG CTCTGATTTC GTAGAAATGT 1410780 
TTGTAGGTGT TGGCGCATCA CGTGTACGTG ATATGTTTGA ACAGGCTAAG AAAAATGCAC 1410840 
CTTGCTTAAT CTTCATTGAT GAAATCGATG CAGTGGGTCG CCAACGTGGT GCGGGCTTAG 1410900 
GTGGCGGACA CGATGAGCGT GAACAAACCT TAAACCAAAT GCTAGTTGAA ATGGATGGCT 1410960 
TTAGCGGTAA TGACGGTGTA ATTGTTATTG CAGCAACTAA CCGTCCAGAT GTGCTTGATC 1411020 
CAGCTTTAAC CCGTCCAGGC CGTTTTGACC GGCAAGTAGT TGTTGGCTTA CCTGATGTGA 1411080 
AAGGTCGTGA GCAAATCTTA AAAGTGCATA TGCGTAAAGT GTCTGTTGCG CAAGATGTTG 141114 0 
ATGCAATGAC GTTAGCGCGT GGTACGCCGG GCTATTCTGG TGCAGATTTA GCAAATTTAG 1411200 
TCAATGAGGC GGCTTTGTTT GCTGCTCGAG TGAATAAACG TACGGTAACC ATGCTTGAGT 141126 0 
TTGAAAAAGC GAAAGATAAA ATCAATATGG GGCCAGAGCG TCGCACTATG ATTATGACGG 1411320 
ATAAGCAAAA AGAATCCACT GCTTATCATG AAGCTGGTCA TGCGATTGTG GGGTATTTAG 14113 8 0 
TGCCTGAACA CGATCCTGTT CACAAAGTGA CCATTATTCC TCGAGGACGT GCCTTGGGTG 141144 0 
TGACATTCTT CTTACCTGAG GGCGATCAAA TTAGTATTAG CCAAAAACAA TTAGAAAGTA 1411500 
AGCTTTCTAC CTTGTATGCG GGTCGTTTAG CGGAAGATTT GATTTACGGC GAAGAAAATA 1411560 
TCTCAACAGG TGCATCAAAT GATATTAAAG TCGCAACTAA TATTGCGCGT AATATGGTAA 1411620 
CGCAATGGGG ATTCTCTGAA AAGTTAGGTC CGATTCTTTA TACGGAAGAT GAGGGCGAGG 1411680 
TTTTCTTAGG TCGTTCAATG GCGAAAGCGA AACATATGTC AGATGAAACT GCGCATTCGA 1411740 
TTGATGAAGA AGTGCGTGCA ATTGTAAATC GTAACTATGC GAGAGCAAGA GAGATTTTGA 1411800 
TCGACAATAT GGATATTCTT CATGCGATGA AAGATGCATT AGTCAAATAT GAAACTATTG 1411860 
AAGAAGAACA AATTAAACAA TTGATGAATC GCGAACCTGT CACACCGCCA TCAGGTTGGG 1411920 
GAGAGCCGAA AACTCAGCAG GCTGCTTATG CAAATTCAAC AACGAATGAT ACAAAGCCCG 1411980 
AAAGTGCGGT AGAAAATACC GATGATTTTA ATGTTTAACT CATCAAAGCC TTTCTTCGGA 1412040 
AAGGCTTTAT TTTTTCCTAA TGATTTTGTT CTTGGATGTA TTTCGCTATA ATCGCCCACC 1412100 
AAAATCACTC TAAAAATTAA CCGCATTTTA TGAAACTTTA CGCAAATAAT AAATGTCTTG 1412160 
ATTTAAGCGT GCCTCAAATT ATGGGGATTC TTAATTTTAC GCCTGATTCT TTTTCTGATA 1412220 
GCGGACAGTT TTTTAGTCTA GATAAAGCAC TTTTTCAAGT TGAAAAAATG CTAGAAGAGG 1412280 
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GGGCGACAAT TATTGATATT GGTGGAGAAT CCACTCGTCC GAATGCGGAT GAAGTTTCTG 1412340 
AACAAGAGGA ATTGCATCGT GTTGTGCCAG TAGTGGAGGC GGTGCGAAAC CGTTTTGATT 1412400 
GCTGGATTTC TGTTGATTCC TCAAAAGCTG TTGTGATGCG TGAAGCGGCA AATGTTGGAA 1412460 
TGGATTTGAT TAATGATATT CGTGCTTTGC AAGAGCCGAA TGCGTTAGAA ACGGCGGTAA 1412520 
AACTGGCTTT, ACCTGTTTGT ATTATGCATA TGCAAGGGCA ACCTCGCACG ATGCAAGCAA 1412580 
ATC CTTATTA TGAAAATGTC GTGCAAGATG TATTGGCTTT TTTACAAAAA CGTACTAATG 1412640 
AATGCCTTTC TGCTGGCATT AAAAAAGAAA ATTTAATTTG GGATATGGGC TTTGGCTTTG 1412700 
GCAAATCTGT ACAGCATAAT TATCAATTAT TACAAAATCT GAATGAATTT TGTCAGATAG 1412 760 
GTTATCCCGT ATTAGCAGGG TTATCTCGCA AATCAATGAT TGGCGCAGTG CTTGATAAAC 1412820 
CTGTTGATCA AAGAATAATT GGCAGTGCGG CAGGTGCGCT TATTGCAGTG CAAAAAGGTG 1412880 
CAAAAATTTT ACGCGTACAT GATGTTGCTG CAACATCAGA TATGCTCAAA GTTTGGCAGG 1412940 
CAACAGCAAA TGCCTGATGG TTTTATAACG ATAAAAAATT AAAGGAATTT TATTATGGCA 1413000 
AATCGTAAAT ATTTTGGAAC AGATGGTGTA CGTGGAAAAG TAGGTGCTTA CCCAATTACA 1413 060 
CCAGATTTCG CATTAAAATT AGGTTGGGCT GCGGGAAAAG TGTTGGCTTC TCAAGGTTCG 1413120 
AAAATGGTTT TAATTGGTAA AGACACCCGA ATTTCTGGAT ACATGTTGGA ATCAGCCCTT 1413180 
GAAGCAGGTT TGGCTGCTGC GGGGTTATCT GCTGCATTTA CCGGCCCTAT GCCGACACCT 1413240 
GCAATTGCTT ATTTAACCAG AACTTTCCGA GCTGAAGCAG GTATCGTGAT CTCAGCCTCT 1413 300 
CATAATCCTT ATTATGATAA TGGGATTAAA TTCTTTTCAG CAAAAGGCAC TAAATTACCT 1413360 
GATGAAATTG AAGAAGCTAT TGAAGCAATG TTAGAGCAAC CGATGGATTG TGTGGAATCT 1413420 
GCTGAATTAG GTAAAGCCAG CCGTATTAAT GATGCAGCAG GACGCTACAT TGAGTTTTGT 1413480 
AAAGGTACAT TCCCCGCTCA TTT AGG CTTG GAAGGTTATA AGATCGTGGT AGATTGTGCA 141354 0 
AATGGTGCAA CTTACCATAT TGCCCCTAAT GTACTAAGAG AACTTGGTGC GGAAGTTATT 1413600 
GAAATTGGTA CGGAnCCAAA TGGTTTAAAC ATTAATGAAA AATGTGGCGC AACTGATGTG 141366 0 
ACTGCATTGC AAGCTAAAGT TGTTGAAACG AAAGCTGATG TTGGTTTGGC TTATGATGGC 1413720 
GATGGTGACC GCATTATGAT GGTGGATCAT TTAGGAAATA AAGTCGATGG CGACCAAATT 1413780 
CTCTTTATTA TTGCGCGTGA AGCATTGCGC TCAGGTCAAT TAAAAGGCGG TGTCGTTGGC 1413840 
ACCTTAATGA GTAATATGAG CTTAGAGATT GCGTTGAAAA TGCTTGGTGT TCCCTTCTTA 1413900 
CGTGCAAACG TGGGAGACCG TTATGTATTG GAAAAAATGG TTGAAAATGA TTGGACGCTT 1413 960 
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GGGGGGGAGA ATTCTGGACA TATTATCATT GCGGATAAGA ATACAACGGG TGATGGCATT 1414020 
GTTGCGTCAT TGGCTGTATT GGCGGCGATG GCACAGCATA AATTATCATT AAATGAATTA 1414080 
GCAAGTGCGG TTAAATTATT CCCTCAAGTG TTAATCAATG TACGTTTTGC GGGTGGGGAA 1414140 
AATCCACTTG AAAGTGATGC TGTAAAATCT GTTGCCGCAG AGGTTGAAAA ACGTTTAGAA 1414200 
GGTAAAGGTC GTATTTTATT GCGTAAATCG GGTACGGAAC CACTTATTCG CGTTATGGTG 1414260 
GAATGCCAAG ATGCTGAACT TGCACAACAA TGTGCAGAAG AAATTGCAGA AGCCGTGAAA 1414320 
AAAATTAATT AATTTTTGAC CGCACTTAGT AAAGTGCGGT TTATTTTTAT AAAGTTTTTA 1414380 
GGAAAGCnAA ATGAACATTT TTATTATGCG TCACGGCGAA GCGGAAGTAA TGGCTAATAG 141444 0 
TGATAAAGCT CGCCATTTAA CTGTTTATGG TTCTAAACAG GCTTTTTTAC AAGGGCAGTG 1414500 
GTTAAAACAG CATTTAAGCA CGCTAGTAAT TAATTCACTA GACCGTATTT TAGTGAGCCC 1414560 
TTATGTCAGA GCTCAAGAAA CCTTTCATCA AGTTAATCAA GCGTTTGATT TGGAGTTAGA 141462 0 
AAATAAATTT GAAATTTGGG AGGGGATTAC GCCTTATGGC CATGCGCATT CAGTCATTGA 1414680 
TTATTTAGAA GTGCTAAAAG ACGAGGGCGT TAAATCTGTA TTAATTGTTT CCCATTTGCC 1414740 
CTTAGTGGGA GAAATTGTTG CTGAACTGTA TGGAAAACGA AATCCAATAT CATTTTATCC 1414800 
TGCAACTATT GCTCAATTAT TATGGGATGG TAATAAATCA GAAATATTGA TGCATCAAGC 1414860 
ATCTCCTGTA ATTTATTTAA AATAAACTAT TCTTTTTTTT TACAAAAAAT. AAAATTTTTA 1414920 
TTGGTTTTTT ATAATCTATT nAAAATCAAT ATCTTAGATG TTTTTTTATA AAGTAATCTT 1414980 
TTTAAAGAAA GGTAAAGTTT TACTATTACT GTTTTTCTTT TTATGAAAAT TCCCGTAAAC 1415040 
TAAACTGCAT CAAAGTAATA GGGCTTTGTA ACAATCAAAT TATTCTATGG AGAAAATAAT 1415100 
GAAAAAATTA ACATTAGCAT TGGTTTTAGG TTCAGCTTTA GTCGTGACAG GTTGTTTTGA 1415160 
TAAGCAAGAA GCAAAACAAA AAGTTGAGGA TACGAAGCAA ACTGTAGCAT CAGTCGCATC 1415220 
AGAAACAAAA GATGCTGCAG CTAATACAAT GACTGAAGTA AAGGAAAAAG CACAGCAGCT 1415280 
TTCTACAGAC GTGAAAAATA AAGTAGCAGA GAAAGTGGAA GATGCGAAAG AAGTAATTAA 1415340 
ATCAGCAACA GAAGCAGCGT CAGAAAAAGT AGGCGAAATG AAAGAAGCAG CATCAGAAAA 1415400 
AGCAAGTGAA ATGAAAGAGG CGGTTTCAGA AAAAGCAACT CAAGCAGTAG ATGCAGTGAA 1415460 
AGAAGCGACA AAATAATAGG TTTAATTTAA ATAACAAAAT CCCTGTTAAA GAAATTTAAC 1415520 
AGGGATTTTT CATAGATTAA TCCAATTTGA TTTTTACAAA TAATATCCCG CCATTGAGCT 1415580 
ATATACCGCA TTTTCACTTT GCAGCACTTG ATATTTTGCA TTCAAAATCG CAAGTTGTGA 1415640 
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TGATTTTTCC GTATTGGCTG CAACTAACCA . TTCGCGCAAT TCGGATACGC CCGCATTATA 1415700 
GCGGTTTCGA TAATATTGTG TGATACGCTG ATTGTAACTA TGGGTTTGCT GTAAATTACT 1415760 
TAATGTACTT TGCGCTTGGG TAAATGCGAA ATAGTTGGTA TCCACATTAT TGAGAGCGGT 1415820 
GGTAATACGT TGTTCGTAAT TTAAACGAGC TGTTTCATAG TCAGCTTCAG AAATTTTAAC 1415880 
GTTCCATTTT ACGGTGTTCC AATTTAAGAA CGGTAGGCTA ATTCCTACTG TGCCAGCAGC 1415940 
CACAGGGTTA TGTAACGCCG TACCAACCGT GCTTGCTGTT GAAGAAAGGC TTGCACCTAA 1416000 
ATTAACCTCT GGGAACCAAC TTTTTT GAGT TGCTTTGGCA TTTTTGAATG CACTGCTTAA 1416060 
ACGGAATTGT GCTGCTTTTA CATCAGGACG ATTTGCAATT ACAGACACAG GCACGTTTAA 1416120 
GTTTACG CCT GCTGTTTTCA CATTCATAAT ATGTGGGAAC GTGATATTTA ATGCTTCATT 1416180 
TGGTTTTAGG TTGAGAAGAT TACGCAGTGT TTGTTCTGCT GTTTTGCGTT GGGTTTCAAA 1416240 
ATTTAATTTG TTATTACGTG CCGTTAATAT GGCTTGTTGT GCTTGATCCG TTCCCCAGTC 14163 00 
TGGCTGATTG GTAATGAGGC AGTTAGATTT CAATAAATGG CTGACTAATT TTTCTTCGAC 1416360 
AATTTCATTC GATACGCAAT CTTTCAGCCA ATTAGCGTTA AATTCGTAGC TAGTAATTTC 1416420 
AATATCTTGT TCATCAATGC AATCGCCTTG TAAATGATTA ATTTTTTGAG CATCATAAAC 1416480 
TGCCACTGGA TTTAACCGCA CTTTTACATC GCCTTGCGCA CATTCGCTTA AATCGCGTTG 1416540 
CATAGTTTGT TGAACGGCAT TGAAGTCGGT AAATTTGCTT TGGTTGAAGC TATTTAAATA 1416600 
AAGTTTAAAA CTTTTTGACT CAATCAAATT TTGGCTTTGA TAATCCAGAT AAATATCTGC 1416660 
GATAGCCACT TGTGGCAAGC CTTTTTCGTT GAGCCACGAG ATTTCATAAG CCGTCCAAAT 1416720 
ATCTGCACCG ATAGTAAATG GTTGGTTTTG AGTAATGCCT AATCCATCAC GATTTAACGC 1416780 
ACGTGGCACA GGCTGTAATA AAGTGCGGTC ATATTGAGAG GCATATTCCG TTTTTTGACC 1416840 
GAGTTTTAAG GATTTTAAGC TGTTGTCTTG GTAATTCATT TATTTTTCCT TTATATGTTA 1416900 
AACAATAATT TTGCCTTCCC TTGCTTGCGG GGGAAGGTGG CGCGAAGCGT CGGAAGGGGG 141696 0 
CTAAGACTTT ATCATTCCAA CAGAGAGTTG AGGCATGGAC TTAAATTACA AAAAATTCCA 1417020 
CGATAGATTC GAAACTAATC GACAGGTATC GCATTTAAAA TGAAAGGTAT CAAAAATCGC 1417080 
GTCTTTTAAC GCCCAATTTG CACCACAAGA AGGGCAGCAA CGGGATTTTT CAGATTCTAA 141714 0 
AGATTGCCCA CCTACACGAT ATAAATAATA GTAAGTCGGT ATGCCAGTTT CTTTTTCTAT 1417200 
TTCTTGAGCT AAATATCGTC CGTGTTTTGA AAGCGTACTT TGATGATCGG AAATTTCTGC 1417260 
CAAAGATTGT TGTTCTAATA CCGCACCATT CATTTGTAGT TG^TCGCAGG CTTGCCAATT 1417320 
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TTCTTGCCAT TTAATCAGAT CTTGGCTTAG GTGCGGTTGA TTTTTTAGTT GTTTATACAA 14173 80 
AGGGATGGGT GCGAAATTTT CTCCACTATG AATCGGCGAG CAACTTTGTA AATGGGTTGT 1417440 
GTAAAGCACT TGCCAAGCTG GCGATGTATT TTCAGCCGTT TGATCTGAAT TGAAATCATC 1417500 
GCCCACAAGT TGAAAACCAT CAAAAATTAC GCCGCACTTT GACGGATTCA GCCAAGGATA 1417560 
TAGCGTGCTG TTCTGCTGCG GTAAAATCCC ATTTTTGTAG CCAATCCAGC ACAGCATTAA 1417620 
AGCCTATAAC CCCAGCAATA TTGGGTGTGC CAGCTTCTAA ACGATAAGGC AATTCGGCAA 1417680 
AAGTAATACG ATTATTTGAC ACACGTTCAA CCATTTTTCC GCCAAAAAAG AGCGGTTGAA 1417740 
GTTGAGAAAG TGCGGTCAAT TTTCCTGTTA AAACGCCAAG TCCATTTGGG CCATAAATTT 1417800 
TATGGGCAGA AAATGCGAGG AAATCGGCAT CTAAATCTTG TAAATCAATT TTAATATGAC 141786 0 
TAATCGCTTG TGCTGCATCC ACTAAAACCA ACGCATGACT ATGTTTTCTA ATAAGTTGAA 1417920 
TCAGGCGTTT AATCGGCTGT TCTGTGCCAG TGACATTTGA AACAAAATTC AGCGCAACGA 1417980 
GTTTTGTTTT TTCAGAAAGG GTAGAAATAA GCACATTTTC ATCAATTAGC CAATTATCTA 141804 0 
AAATCGGTAA AACTCGAATT TTTGCACCGC ACTTTTTCGC CGTTTCATGC CAAGTGACAA 1418100 
AATTAGCAAC TTGATGAACC AACCACTTGG ATGTGGAAGC TATTGAATGG TTGGAAAATT 1418160 
TCTTACTGGA TTTCCAAGGT AGCATTGTAT TTATTTCCCA TGACCGTTCT GTTATTCGCA 1418220 
AAATGGCAAC ACGCATTGTG GATTTAGATC GCGGTCAATT GCAGTCTTAT CTAGGCAATT 1418280 
ACGATTTATA TTTAACCACG AAAGAAGAAA ATCTACGCGT TGAAGCCTTG CAGAATGAAT 1418340 
TATTTGATAA ACGTCTTGCA CAGGAAGATG TATGGATTCG CCAAGGTATC AAGGCTCGCC 141840 0 
GTACAAGAAA TGAAGGGCGA GTGCGAGCAT TAAAAGCGAT GCGTGAGGAA CGCCGCCAAC 1418460 
GCCGTGAGGT AATGGGAACA GCCAAATTAC AGTTAGATAC CTCAAGTCGT TCTGGCAAAA 1418520 
TTGTCTTTGA AATGGAAGAT GTGAGCTATG AAATCGCAGG AAAAACCTTG TTAAAAGATT 1418580 
TTTCAACAAC GATTTTACGT GGAGACAAAA TTGCGCTTGT TGGGCCAAAT GGCTGTGGGA 1418640 
AAACCACGTT CATTAAATTA TTGCTGGGGG AAATTCAGCC AACATCAGGC AAAATCCGTT 1418700 
GTGGTACTAA ATTAGAGATT GCTTATTTTG ACCAATACCG TGCTGATTTA GATCCTGAAA 1418760 
AAATTGTAAT GGATAATGTG GCAGATGGTA AACAAGATAT TGAAATCAAT GGTGTAAAAC 1418820 
GCCATGTACT AGGGTATTTG CAAGAGTTCT TGTTCCCACC AAAACGAGCA ATGACCCCAG 1418880 
TTAAAGCCTT ATCGGGGGGA GAACGAAATC GTTTATTGCT CGCAAAATTG TTGCTCAAAC 1418940 
CAAATAATTT ATTGATTCTT GACGAACCAA CCAATGACCT TGATGTAGAA ACATTGGAGC 1419000 
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TTTTAGAGGA AATTTTGACT GATTATCAAG GCACATTGTT AATTGTGAGC CATGACCGTC 1419060 
AATTTATCGA TAATACTGCG ACAGAATGTT ATTTATTCGA AGGTGAAGGG CGTTTGAATA 141912 0 
AGTATGTGGG TGGATTCTTT GATGCGAAAC AGCAACAAGC CAATTTCTGG GCAAGCAAAG 1419180 
CGGTGGAAGA ACAGGCTAAG GCGAAGAAAT CTGAACCACT AAAAGAAGAA AGTG CGGTG A 1419240 
AAAATGACCG CACTTCTAAG CCGAAATCCG TGAAACTTTC TTATAAAGAA CAACGAGAGC 1419300 
TAGAGCAACT TCCACAACTT TTGGAAGAAT TAGAAACTAA AATCACCACA CTTCAAGCTG 1419360 
AAATAGCCGA TCCAGCATTT TTCCAACAAG CTCACGATAT TACCGACGCT AAATTAAAAG 1419420 
CATTGGCGGA TACTGAAGCC GAATTAGAAA CAGCATTTTT ACGCTGGGAA GAATTAGAAG 1419480 
AAAAGAAAAA TTTGGCTGAC GGTAAAGCTT AAAAAATAAC GCCCGAAAGG GCGTTTTTAT 1419540 
TTAGAGGAAA TATTGCACAG AATCATATTT TAATTCTTTG CTAATTGACC AATTATTTTG 1419600 
CTGCTTTTAA TTCTTGATAA TATTGTTCAT AGAATTGAAT TGCATCGCCA ACGTCATCTT 1419660 
GCCAGTGACT ATTTTTTAAT ATATCAGCTG ACGGATAAAT CGCTGGATCT TCAGTGATTT 1419720 
CTTTTGGTAA TGCTTTTTTC GCTTCAATAT TTGAGGTTGG GTAACCGATA GCTAAGGTTA 1419780 
ATTTTTCAGC TGTTTTTTTC CCTAACATGT AGTTAATCAG CTTGTGTGCG CCTTCAGAAT 1419840 
TTTTAGCTGT TGCAGGAATT GCAAGAGTAT CAACCCAAAG TACAGGACCC TCTTTTGGGA 1419900 
ATACCATATT TAAAGGTGCT TTTTCTTTTT TAGCAATACG TACCGAACCA TTCCATAATT 1419960 
GACCCACTTC CACTTCGCCT GAGATGAACG AGTTAGCTGG GTTATCGGAA TTGAAAGAAA 14 20020 
GTACATTTGG ACGTAATTTC AATAATTCTT CATAGGCTTG TTTGATAATG GCTGGATCTT 1420080 
GAGTATTTGG ATCTTGACCA ATTTTCAATA AAGCGATGTT GAATACTTCA CGCGCATCGT 1420140 
CTAATAATTG AACTTTGTTT GCAAATTCAG GTTTCCATAA GTCTGCCCAA GAAGTGAATT 1420200 
GTTCGCCTTT GTAAGTGTTG GTATTGAATG CGATACCCGG CGCACCTAAA AGTTGCGGAA 1420260 
GAGAGTATTT GTTACCTTTA TCATAAGGTT TATTGAGCCA ATCAGGATCT AATTCTTTAA 1420320 
GAACAGGTAA TTTGCTGTGA TCAAGTTCTT TTAACATTCC TTCGCGTGCC ATTTTAGAAA 1420380 
CGAAGTAGTT AGAAGGTGCG ATAACATCAT AGCCACCAGA CTCGCCTTGA GTTTTGAGTT 1420440 
TAGCGTACAT TGTTTCGTTT GATTCTAGGC TTGAAACGAT AACTTTGATG CCAGTTTCTT 1420500 
TAGTAAACTC ATCTAAAAGA CCATCTGGTA CATATTCTGT CCAAGTGTAG AGATACACAG 142 0560 
TGTCATTAGC AGCAGCCGTA GCTTTTGCAG TTTCTTGCTT AGCATCTTTA TCGTTGCAAG 1420620 
CGGTTAAAGT TGCAGCTACG AAGCTGGCAG TAATTAAACC TGCAAATTTT TTCATTTTTG 1420680 
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TTTGTTCTCC TGTTAAAGAG TCGTAAAAAA CCACCTGCCG AATGACAGGC ATAAAAAAAC 1420740 
GCCTTGATTG TGCGTCAAGG CGTATTCTAT TTTAAATTCA AAGGTTTGTG AAACCTTTTG 142 0800 
TTAATTAATG GTTATTTTTT CGTGTAATTA GCTGGCTTAA AACGACAAGA GCTAATGAAA 1420860 
GCACGATCAT AATCGTTGCT AAAGCATTAA CTTCAGGTGT TACACCAGTT TTCACTAGAG 1420920 
AGAATATTCT CAATGGTAAG ATTTCATAAC TTACACCACT GACAAATGAT GAAACCACAA 1420980 
CATCATCTAA TGAAATAGTG AAACTTAATA ACCAACCAGA TACAACTGCA GGTAATGCTA 1421040 
AAGGAAGGAT AATTTTACGT AAAATAGTCA CTTCGCTTGC ACCTAAGTCT TTCGCCGCTT 1421100 
CTAACATTCT GGAATCAAAG CCATTTAAGC GAGAGAAGAT AGTTACGGTC ACATACGGTA 1421160 
AACAGAAAGT TACGTGGGCA AGTAGTAAAG ACCAGAAGCC CAATGAAATA CCCACAACCA 1421220 
TAAATAATGC AAGTAAAGAT ACTGCCATTA CAATATCTGG AGACATCATA ACGATAAATA 1421280 
GCATACCGCT TACTGCTTGT TTACCGCGGA ATCGATAGCG ATAAAGTGCG ATTGCAGTTA 1421340 
ATCCACCTAC AATAGTAGCT AGGGTAGCCG CAAAAAATGC AATAGTTACC GAATGAATCG 1421400 
CAGCTTGTAT TAAGGTGTCG TTATTAAATA AACGCTCGTA CCAGTTCCAG CTAAAACCTT 1421460 
TCCAACTCAA ACCATAACGA TCTTTGTTAA AGGAATTAGT GACTAAAATA ATAATTGGGA 1421520 
TATACAAATA AGCGTATACC ACAAACATAA ATGCATTACG TAGAAACGAC TCATTATTCT 1421580 
AACTCCACTT TCCTATTCAA TAGTTTATTC GCGCGGTAGT ACACGAAAAT CAACAATGCC 1421640 
ATTAGAACAG TTAAACCAAT ACTGACTGCA GAACCAAATG GCCAGTTACG AGAAATTAAG 1421700 
AATTCGCTCT TAATTACGTT ACCAACAAGC AAGACTTTTG CTCCACCGAG TAGGTCTGCT 1421760 
ACATAAAACA TTCCCATTGC TGGCAATAAT ACCAATAAAC AACCCGCGAT AATGCCTGGC 1421820 
ATAGTTAATG GTAAAATCAC TCGGAAGAAA CGTTGGAATG TATTTGCGCC TAAATCTCGT 1421880 
GCTGCTTCTA ATAAACGATT ATCTAGTTTT TCAATGGCAG AGTAGAGTGG CAAAATCATA 142194 0 
AATGGCAATA GTAAATAAAC TAAGC CAATG ATTACCGCAA TTTCGGTATT CAAAATACGA 1422000 
ATTGGCGCAC TCAAAATTCC CATATCAATT AACATCGTGT TAAGTATGCC TTTCACGCCA 1422060 
AGAAATACCT TCATTCCATA AATACGAATT AACGAGTTTG TCCAAAATGG TAAAACCACA 1422120 
AGGAACAATA AGAGCGGTCG ATATTTAGGA TGAATTTTAC TCATCATAAA AGCAAATGGA 1422180 
TAACCTATTA GTAAGCAAAT AATGGTGGCG ATGCCCGACA TAGACAATGA ATTCCACACA 1422240 
ACTTGTGCAT AAAGCGGATT AAACAAGTTT GTATAGTTTT CAATAGTAAT TGGGAATGCA 14223 00 
TAAAAGTTGC TACCATCTCG AGTCAGAAAA CTTACGGCAA GTACCAATAA GTTTGGAATC 1422360 
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AGCACAAAGA AGATTAGCCA ACTGAAGATA ATCGCAACAG TAATTTTCTG GAATTTATTA 1422420 

TTGATTATCT TCATCGTTGA GTACAACCTC CCAGCCTTCG TGCCATGTGA TACCTACGCG 14224 BO 

TTGTCCTATG CTATGATCCA TATGTGGATC ATCTTCATTA AAGAATTCAC TTACAAGGAC 1422540 

ACGCATTCCG TTATGATCAA ACTCTACCGT TGATTCTAAT GTCATTCCTT TATAAGTGCG 1422600 

GTCAATAATA TGACCGATAA TTGCTTTAGA ATGTTCATTT TCATCTAATT CTTCAATCAC 1422660 

AATATCTTCA GGGCGAAGGA GTACTTGAAG TTTTTGATCT TTTTCCACAG GCATATCCGT 1422720 

ATAAATATCA CAAATACGAC CTTCAACATT TGCCAGTACA ACTTGTTCTG ATTTTCGTTC 1422780 

AATCACAGTG GCTTCAAATA CGTTAATTTC GCCAATGAAA CGAGCAACGA ATAAGTTAGC 1422840 

TGGATCTTCA TAGATTTCAC GTGGAGAACC ATCCTGTGCG ATTTTACCTT TACGCAATAA 1422900 

TACAATACGA TCAGACATTG TAATCGCTTC TTCTTGATCG TGGGTGACGA AAATAAAGGT 1422960 

AATGCCAAGC TGACGTTGTA ACATTTTGAG TTCTTGCTGC ATTTGTTTAC GCAATTTGTA 1423 020 

ATCCAATGCA GATAAAGACT CATCAAGTAA CAACACTTTT GGTTTATTTA CTACGGCACG 1423080 

AGCGATGGCA ATACGTTGTT GTTGTCCGCC AGAAAGTTGA GTTGGCTTAC GATCCGCCAT 1423140 

TTCTTCTAGC TGTACCATAC GCAAGGCTTC TAAAACACGC GGTTTAATTT CCTCGTTTGG 1423200 

TACTTTTTGC ATACGCAAAC CGAAAGCCAC GTTCTCAAAA ATTGTCATAT GTGGAAATAG 1423260 

CGCATAGCTT TGGAATACCG TATTAATATG ACGTTTTTCC GCTGGCACAT TGGTGATATC 1423320 

TTCACCATCT AAAATAATGC TACCTGAATC CAATTCTTCT AAGCCTGCAA GTAAGCGTAA 1423 380 

AACTGTGGTC TTACCACAGC CTGAGGGGCC AAGAATAGTG ACAAACTCAC CGTTATTAAT 1423440 

TGTAAGATTG AAATCATTAA TAATGGTGTT AGAACCATAG GATTTTTTGA TTGAACGAAG 1423500 

CTCAATAATA GGCTTGTTTT GAAGCTGATT TTCCACTAGC TTTGGTTTTC TCCCTAATTT 1423560 

CACCAATGAT TTGGTACTGA GTAGAAATAA AACCTGCAAG ACTGCAGGGG CGACATATAA 1423620 

AAATAGACGC CTATGATATA GTGAATTGTT AATAATGAAA AGGACTTAAT GCCTTAGAAA 1423680 

GTAAAAAACT GCCGTTCATA AAAATAACGA GAAATTTAAC CGCACTTTCG ATGAATTTTA 1423 740 

CTTCGTTAAT TTTATAAATA TTGTTATATA TCAAGATGTT TTCTATTTTT CTCGTTAAAC 1423800 

TAAAAAAGAT ATTTTTAAAA GGAGCGAGAA TATGATTTCT CAAATAGATA AAACAGAACT 1423860 

TTTAGAACGA TTTTTACATT ATGTGTCTTT TCACACCCAA TCAAAACCTA ATGCGAAGCA 1423 920 

TTCCCCCAGC TCAGTCGGGC AAATGAAGTT AGCCATGCAG TTACAAAAAG AATTAATCCA 1423980 

ACTTGGTTTG GAGAATGTTG AAGTAAGTAA ATATGCAGTG GTAACAGCAT TTTTACCCGC 1424C40 
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TAATGATCCT AACTTAACGA AAACCATTGG TTTAGTTGCG CATCTTGATA CGTCTCCACA 1424100 
ATGTAGTGGT AAAAATGTAC GCCCAGAAGT GATAGAAGAA TATCGTGGCG GAGATATTGC 1424160 
ATTAGGTATT GGCGAGGAAT TTATTAGCCC TGTTTATTAT TCTTTTATGC AAAAATTAGT 14242^0 
CGGACAAACG CTTATTGTTA CTGATGGAAC CACTTTGCTT GGGGCTGACA ATAAAGCGGG 1424280 
AATTGCAGAA ATTATGACCG CACTTTCCAT TCTTCAAAAA GAGAATATTC CCCATTGCAA 1424340 
TATTCGTGTT GCTTTTACGC CTGATGAAGA AATTGGTTTG GGAATCCATT ATTTCCCAAT 1424400 
GGAAAAGTTT TCCTGTGATT GGGCATATAC CATTGATGGG GGAGAAGTAG GGGAATTAGA 1424460 
ATACGAAAAC TTTAATGCTG CAACAGCAAA AGTGCGGTTT TTCGGGCGAA ATATTCACAC 1424520 
AGGTTATGCA AAAGGAAAAA TGCTGAATGC* ACTGACTTTA GCTTGTGAAT TTCAGCAAGT 1424500 
TTTTCCTGTT GATGAAGTAC CAGAAAAAAC CGATGGGAAA GTGGGCTTTT ATCATTTAGA 1424640 
AGATTTTTCT GGCGATATTG AGCAAGTAGA GCTTACCTAT TTGATTCGTG ATTTTGACGA 1424 700 
ACAGAATTTC GCACAAAGAA AAGCTTTTAT TAAAAATCAG GTGGAAAAAT TTAATGCTAA 1424 760 
AAAAGGTTTG AAAAAGCCTA TAGAGTTAGA AATTCAAGAT AGCTACCAAA ATATGTATGA 1424820 
TGTGGTAAAA AACGTTCCTC AATCAATTGA ACTTGCTGAT CGTGCAATGA AAGCGGTGGG 1424880 
AATTAAACCA AATCATAAGC CGATTCGAGG CGGTACAGAT GGAGCATTTT TAGCCTCTAA 1424 94 0 
AGGTTTAGCA TGCCCAAATA TTTTTACTGG CGGCTATAAT TTCCATAGTA AACACGAGTT 1425000 
GGTTTCTTTA CAAGGCATGG AAAATACTGT CCAAGTAATT ATCGAAATGC TGAAATGTAA 1425060 
AGATTTGTAA AGAAATGTAA AGATTTTTCT TGCTATTCTT TAGATTGCTC AATATAATGG 1425120 
TGGCGTTTTA TCGAGATTTC TTTGATGAAG CTAAACTTTA GAGATTTTAT TCATAAATTC 1425180 
CTTTTTAATG CCCCTAATTA TTTAGGGGCC TTTTTTATCT AATTGGACAA GAAATAATAA 1425240 
AATAGCTAAC AAATTTAATA TTTCTTCATT TTAAATTATT TTTTATCCTA TTAATTTAAT 14253 00 
TCTAAATTCT CAAGAATATA TTTTATCAAC TAAAAAATAG TTAATAATCA CAATTTTTAA 1425360 
CGCGCTACAA TATTTATTTC TATAGATTTA TTTACTGATT TAAAAAAACG TTAAATTTAG 1425420 
TGGCTAAATT AGTTTAAAGA GATCACTGTA AATAATAGGT ATAAGAGTTT CCTTATATTC 1425480 
AGACTGAATT TGACATTCCT ATTCTAAATA GGAAACTCTT ACTTTTGAGG TAATTTGTTA 1425540 
GATCAAATTT GATCTTAGAC AAATTAAATT AATCTAACTT TATTGAGTTA GATTAATTGC 1425600 
AGGTTAGTTT TCGTTAGCGT TGAAATTTAT TCATTAATTA TGGCAAGTTT GGCAAGCTGC 1425660 
TTGGAACATC CATACTAATT TTTCTTGTTC TTTAATATAG TCACTCATTT GTGATGCAGT 1425720 
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TTTTAGACCT TGTAATGTGC CTGATAAACA TTCTTGTGCC TCACTTACTG CAATATCTTC 142584 0 
TTTAATTCGA GATATTTTTA AGTATTGGCT GTAAGCATTA TTTGGTGTGT AACCTAAAGT 1425900 
TAAAATACGT TCAGCCACCT CATCTACTCT AGCAACTAAA TTAGTATAAA TTTCTTCAAA 1425960 
TTTTGCGTGT AATGCAAAGA AGTTTACGCC TTTAATGTTC CAGTGGTAGC CCCGTACATT 1426020 
AGTATAGAAA ACTTGGTAGG TTGCAAGTAA TTCGTTAAGT TTATCGGCTA ATTCTGCTGA 1426080 
TTGAACTTTA TCTAGTCCGA TTGATGTTTT TGACATAATA ATTTCCTTTT TCTAGTTGAA 1426140 
TAATTGAGCT AATGCCCTCC CTTTGATATG GGTATTATAC GTTTCTATAA TTTGAAGTGA 142620 0 
AATTGTTCTA TTCAATATAA TTGATAGTCT TAGCCTTGTT TGTTAAGAAA TTGTAATAAA 1426260 
TAGAAGCTAT CAAATAAGTG ATCAAGATCA CAGTTTTAAT GAATATTTAA TCAAACTATC 142632 0 
GCGGCTAACA ATAAATTTTG ATTTAATAAG TACAGTTATA ATTTTnAATA TTTTTCCTAA 142638 0 
GGATATGTTA TGCAAGACCT TATTAAGCGC ACCTnGCCAC AAGATGATGC ACTTAATCAA 1426440 
GCTATTGTGA ATGAnCTTCG TTCACAAAAT TGGGCTGGTT TTTTAAATTA TTCCCAAGTG 1426500 
CAGCAGCTTT GTCATAATTT TGAACTTACC ACACTAAAAT TGGCTATGCA CTTGTnGCCA 1426560 
CTTGCTGCAA GTTATAGTCA TACTGCTATT TCTCATTTTA ATGTGGGGGC AATTGCTATT 1426620 
GGCGAACAAG GGGATTTTnA TTTCGGCGCG AATCAAGAAT TTGCTAATTC AGCCATTCAG 1426680 
CAAACGATTC ACGCGGAACA AAGTGCAATT TCTCACGCTT GGTTGCGTAA TGAACGCCGT 1426740 
ATTTCAGATA TGGTGGTCAA TTACACGCCG TGCGGACATT GTCGTCAATT TATGAATGAn 1426800 
TTGCACGGTG CTGAAAAAAT TTCAATTCAT TTGCCGCATA GCCAAAATAA TCCATTACAT 1426860 
TCTTATTTAC CGGATGCGTT TGGACCAAAA GATCTCGATA TTGCAGCGCA TCTTTTGGCG 1426920 
GAAGAAAATC ATGATTTAGT TGCTGATCAT CAAGATGATT TGGTTAATCA AGCTATTTTA 1426980 
GCGGCAAATC AATCTCATTG TCCTTATTCA AATAGCCCGC ACGGCATTGC GATTTTATTT 1427040 
AAAAATAGCG ATGTGGTGAC AGGACGTTAT GCAGAAAACG CCGCATTTAA TCCAAGTTTG 1427100 
CCAGCGTTGC AAACCGCACT TAATTTTGCG TATTTAAATG ATAAAAAATT GAGTGATATT 142716 0 
GAGCGAATTG TGATGGCTGA AAAAGCATTA AAATTGAGCC ATAAAACGAT GGCTGAAACC 1427220 
TTATTATCCA CATTAACTTC GGTAGAATTA GAGTATTATT CTTTGTAAAT ATGAAACGCG 1427280 
AGTAAAATAA AAAGGAAATA ATTTCCTTTT TTATTTATTT GCTAAAATTA CCGCTCTTTT 1427340 
CGGTGCTTGA TAACCTTCAA TGGTTTTACT GTGATCATTT GGATCTAAAA AATCAATCAG 1427400 
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GCTTTCATTT TCCAACCAAT CAGTTTTACG CTGTTCTTCT AATGTAGTTG TCGCTACATC 1427460 
AACACAACGT ACGTTGGTAA AGCCAACTTT TTCTAGCCAG TTAATTAGTG TGGCGACAGA 1427520 
GGGGATAAAA TAAACATTTT TCATTTTCGC ATAGCGATCT GCTGGTACGA GCACAGTATT 1427580 
TATATCGCCA TCCACTACTA ACGTTTCTAA TACCAATTCG CCACCTTTTA CCAATTGATT 142764 0 
TTTCAACTGG CTTAAATGAT CTAATGGGGA TTTACGATGA TAGAGTACGC CCATTGAAAA 1427700 
TACAGTGTCA AATGCCGCTA ATGGTTGCAT TTGCTCAATA CCTAGCGGGA TAAGATTTGC 1427760 
TCGACGATCA TTATTAAGCA GTTTGCGTAC GGCTTCAAAT TGGCAAAGGA AAAGCTCGGT 1427820 
AGGATCAATC CCGACCACCA TTTTTGCGCC TTCGCCTACC ATTCTCCACA TATGATAACC 1427880 
GCTGCCACAG CCCACATCTA AAATAGTGCG ACCTTGCAAG GGCGACAAGT GAGGAAGAAC 142794 0 
ACGATCCCAT TTAAAATCTG AACGCCATTC ACAATCTACA TGAATGCCGA AAAGATGATA 142800 0 
AGGCCCTTTT CGCCACGGCA TTAATTGTTT TAAATGATGG ATAATTCGTT GTTTTTCACC 1428060 
TTCTGAAAGG GGAGAAGTGC GGTCAGATTT CACCGCACTT TTGAGATCGA TTTCATCAGC 142812 0 
ATGCAAATTA GGTAGAAAAT CAACAATTTT GCTCCATTTC GCATAATCGC CATGAGTTTG 142 8 180 
AGTTTCCCAT TCTTTCAATT GGCACGGTAA GGTCTCTAAC CAGTCTGATA AATTTGTAGT 1428240 
AGCAATTTGT TGATAAAAAG GGCGAAAGTC GATCATTTTG CTTCCTTATA AGCCTTTTCT 1428300 
GCTTTATCAA AGGTATTAAG AATATCTTGT TCTGGTTTAT TGGAAAGTAA TGAAATAACA 1428360 
ATAATTGCAA GGCTGGCGAA AGCAAAGCCT GGGATCATTT CATATACTTT AAACCAATCA 1428420 
GTATCAGCTG GAACAACTTC TTTCCAAGCA AATACTGTCA CTGCACCTAC AAGCATACCC 1428480 
GCCATTGCAC CCGATGATGT CATTCGTTTC CAGAAAAGAG AGAAAAGTAC AACAGGGCCA 142B54 0 
AATGCACTAC CAAACCCCGC CCAAGCAAAT TCTACAAGTT TTAATACTTT GCTGTTTTCA 142B600 
TCTTGTGCGA TCCAGATAGC AAGTGCGGCA ATAACTAACA CCATAATTCT GCCAAGCCAT 142866 0 
ACGAGCTCTT TTTCAGATGC GTTAGGGCGA ATAAAACCTT TATAGAAATC TTCTGTGATT 1428720 
GAGCTAGAGG AAATTAACAA TTGCGCACTT AATGTACTCA TTACTGCTGC TAAAATAGCG 1428780 
GAAAGTAATA TGCCTGCGAT CCAAGGATTA AATAAAAGTT TAGCTAATTC AATAAAAACC 1428840 
TGTTCTGGTT CGCGATTAAC TGTGCCTGCA ATAGCTGGAT TTGCAAAGAA ATACGGAATA 142 8900 
GCGAATAAGC CAATGCCAAT TGCGCCTGCT AAGCAAAGCA CCATCCAACC CATACTAATA 1428960 
CGGCGTGCTT TGATAAGTGA TTTGACAGAA TCCGCAGCCA TAAAGCGTGC TAAAATATGC 1429020 
GGTTGCCCGA AATAGCCTAA TCCCCAAGCC GCAAGACTTA ATAAACCAAG TGGTGTGGTA 1429080 
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GAAGTAAATA AATCCGTGAA ATCTTTATTT ACGGCAGCCT CAGCTTGTTC TAGTACTGCG 142914 0 
GAAAATTGAG CGGTATCGGC GAAACTCAAT AACACAAAAA CAGGGGTTAA AATTAATGCA 1429200 
AAAATCATTA ATGTGGCTTG AATGGTATCT GTCCAGCTTA CCGCAAGGAA ACCTCCGATG 1429260 
AACGTGTAAG CAATGGTTGC CGCTGCGCCG TACCAAAGTG CGGTGGAATA TTCCACAGAA 1423320 
AATATATTTT GGAATAATTT TGCGCCAGCC ACGACACCAG AAGCACAATA AATAGTTAAA 1429380 
AACACTwAAA TAATAGTGGC AGAAACAAGT TTTAATAATT TGTGTGATGA ACCAAAACGA 1429440 
TTGTGAAAAT ATTCTGGGAG AGTGAGCGCA TTATTATTTA ATTCTGTATA AACACGCAAA 1429500 
CGACCAGCCA CTAAAAGCCA GTTAAAATAA GCCCCGATAG TTAAACCAAT AGCAATCCAG 1429560 
CCTTCAACTA AGCCTGATAA ATATACCGCA CCAGGTAAGC CCATTAAAAG CCAACCAGAC 1429620 
ATATCTGACG CACCTGCAGA CATTGCAGTA ACAAAACTGC CTAAACGACG TCCACCGAGA 1429680 
ATGTAATCTG ATAAATTATT CGTGTAATAA TAGGCGAGTA CGCCAATCAG CAACATCCCG 1429740 
AAAATATAAA TAGTAAAAGT AATAAGACTT GGGTCGAATC CAAACATTAT ATAAGTCCAA 1429800 
AATGGGTTAA AAATTTCAGA AAGGGTGCAT TTTACCTTAT TTCGGGCTAT TATTCTATTT 142 9860 
AGACTAAATA TTTGATGAAA TTTAAGAAAT TAGGAATATA AAATGGATGC TGTCGAGTTA 142992 0 
TTGATGAACG TAACGCCTAA CGAAACACGC ATTGCGCTAG TAGAAACAGG AATGTTGCGC 1429980 
GAAGTGCATA TTGAACGCCA AGCTAAACGA GGAATTGTCG GAAACATTTA TAAAGGTCGT 1430040 
GTCACTCGAG TGTTACCAGG AATGCAGTCG GCTTTTGTTG ATATTGGTTT GGAAAAAGCG 1430100 
GCTTTTTTAC ACGCTGCGGA CATTGTATCC CATACAGAAT GTGTAGATGA AAATGAACAA 1430160 
AAGCAATTTA AAGTTAAGAG CATTTCAGAA TTAGTACGAG AAGGGCAGGA TATTGTTGTA 143 0220 
CAAGTGGTGA AAGAGCCGCT AGGTACAAAA GGTGCACGTT TAACAACGGA TATCACATTG 1430280 
CCATCGCGTC ATCTTGTTTT TATGCCTGAA AATAGCCACG TAGGCGTTTC ACAACGCATT 1430340 
GAAAGCGAAG AAGAACGCGC CCGTTTAAAA GCATTAGTTG AACCTTTTTG TGATGAACTC 1430400 
GGCGGTTTTA TTATTCGTAC CGCCACAGAA GGGGCAAGCG AAGAAGAATT ACGTCAAGAC 14 30460 
GCTGAATTTT TAAAACGCTT ATGGCGTAAA GTTTTAGAAC GTAAATCTAA GTACCCAACC 1430520 
AAATCAAAAA TTTACGGCGA GCCAGCACTT CCACAACGTA TTTTGCGCGA TTTTATCGGC 143 0580 
ACAAACTTAG AAAAAATTCG TATCGACTCT AAACTTTGCT TTGGCGAAGT AAAAGAGTTT 1430640 
ACCGATGAAT TTATGCCTGA ATTAAGCGAT AAACTTGTTC TTTATTCTGG CAATCAACCT 1430700 
ATCTTTGATG TGTACGGGGT TGAAAATGCG ATCCAAACAG CCTTAGATAA ACGTGTTAAT 14 30760 
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ATTTACCCAA TGTACGATTT CACGCACTGT ATCTCTGATG CGATTGAGCG TATTACACAC 1432500 
TCAATCTGTA CATTAGAATT CCAAGATAAC CGTCGTTTAT ATGACTGGGT GTTGGAAAAT 1432560 
ATCAGTATTG AACGTCCATT ACCGCATCAA TATGAATTCT CACGTTTGAA TTTAGAAGGC 1432620 
ACTTTAACCT CTAAACGTAA ATTATTGAAA TTGGTAAATG ATGAAATCGT GGATGGTTGG 1432680 
AACGATCCAC GTATGCCAAC CATTTCAGGT TTACGCCGTC GTGGTTATAC ACCAGCTTCG 1432740 
TTACGTGAAT TTTGTCGTCG TATCGGTGTG ACTAAACAAG ATAACGTCGT AGAGTATTCA 14328 00 
GCACTTGAAG CCTGCATTCG TGAGGATTTA AATGAAAATG CACCACGCGC AATGGCAGTG 1432860 
ATTGATCCTG TTCGTGTGGT AATTGAAAAT TTTGAAAGCG AAGCGGTTTT AACTGCCCCA 1432920 
AATCATCCAA ATCGTCCTGA ATTAGGGGAA CGTCAATTGC CGTTCACGAA AGAACTTTAT 1432 980 
ATTGATCGAG CTGACTTCCG TGAAGAAGCG AACAAACAAT ATAAACGCTT AGTATTAGGC 1433040 
AAAGAAGTGC GTTTGCGTAA TGCTTATGTG ATTAAAGCTG AACGTGTAGA AAAAGATGCA 1433100 
AATGGTGAAA TCACCACGAT CTTCTGTACT TACGATCCTG AAACTTTAGG TnAAAATCCA 1433160 
GCAGATGGAC GTAAAGTGAA AGGTGTCATT CATTGGGTTT CTGCGGTTAA TAATCATCCA 1433220 
GCTGAATTCC GTTTGTATGA TCGCTTATTT ACTGTGCCAA ATCCAGGGGC TGAAGATGAT 1433280 
ATCGAAAGCG TGTTAAACCC AAATTCTTTA GTGATAAAAC AAGGTTTTGT AGAGCAAAGC 1433340 
CTCGCAAATG CAGAAGCAGA GAAAGGCTAC CAATTTGAAC GTGAGGGTTA TTTCTGTGCA 1433400 
GATAGTAAAG ATAGCCGACC TGAACATTTG GTATTTAACT TAACAGTAAG CTTAAAAGAA 14 33460 
GGCTTCTAAT TTTAATCAAC CAAGTGCGGT CAAAACAAAC GTGATTTTGA CCGCACTTTT 1433520 
TATTTGTATC AACTATGCAA TCCAATATGC AACTTGAACC CAATTTCTGG CAAACCAAAT 1433 5 BO 
CCCTGCTAGA AATGACTGAA TCTGAATGGG AAGCCTTATG TGATGGCTGC GGCAAATGCT 1433640 
GTTATCGCAA ATATATTCAA GGGCGAGGTA AACGCCAAAA ACTCTATTAC ACCCGAATTG 1433700 
CTTGTAATCT TTTAGATCTG GAAACAGGAA AGTGCGGTAA TTATTCAGAG CGTTTTAACA 1433760 
TTGAAACCGA TTGCACCAAA CTCACCAAAA AGAATTTACC TGATTTTCAT TGGCTGCCTG 1433 82 0 
ATACTTGTGC CTATCGTTTG CTTTATGAAG GAAAAACGCT ACCCGAATGG CATCCGCTTA 1433880 
TTTCTGGCTC TCCCCATTCT GTAAAAAATG CGGATATTTT GATTAAAAAT GGTATCCACG 14 33940 
AACGAGATGT GATTGATTGG TTTGAGTTTA TTATTGACGA AGATCACACT TTTAAATAAA 1434 000 
GCCAGTTGTC ATCACTTTCA GCTTAGCTAT AATCCCTAAC AAGAGTTATA CAGTTGTGAT 1434060 
GTGGTGTCTA TGCAAATCTC GGATTCTCTC AAACAAAAAG CAGAAAAATG CGGTATCGCG 1434120 
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CTTTCTCACT ATGATATTGA TGGACATCTT ATTTTCGCGG ATGAAAAGAC GGTTTCAACT 1434180 
TTTGTTGAGC TTTTGCAGCC TCCGCCAAAA GCGAAAGGAC AGTTTGACGA TGTACTGGCT 143424 0 
GCATTTGAAA ATGAACCGAT TGATTATCGA CTCAATCGTC TAGATTTGCC ACCATCTGCG 1434300 
GAATATCGTT ATCAGCTGAC TGATGAATCT AATGCTATTC TGTTAGAAAA AATACTTTCA 143436 0 
AATTTATCCG TACTTTCTTT GCCTCCACTT CCTTTTGGCT ATTATCAATT ATCTATTTTT 1434420 
TCCGATACTG AACAGTACCG AATTCGTTTA CTTATTTCTC CTAAAACAGC TTTTCAACCA 1434480 
CCCGTATTAG AAAATAAAAA AGTGTGGGGC GTAAATGTGC AACTTTACAG TTTACGCTCA 143454 0 
GAACAAAACT GGGGGATTGG CGATTTTGGC GATTTAGCCT ATTTGATTGA ACAAAGTGCA 1434600 
AAACAAGGGG CGGATTATGT GGGAATTAAT CCATTACATT TGCCATATCC TGCGGTGCCA 143466 0 
AACTGGGCTA GCCCTTATAG TTCATCCTCT CGTCGTTGGT TGAATTTCTT ATATTTGGAC 1434720 
ATTCCTGATT TACCCGAATT TAAGCGTTGC CGTTCAGTAC AAAATTGGTT TAAGCGTGAG 1434780 
GATATTCAAG CAAAAATTGC TGCTTTACGT GAAAGTGATT GCGTCGATTA TTCTTCAATT 143<ie4 0 
TTGGCTTTAA AATTAACCGC ACTTGAGCCC CTGTTTGATT TCTTTCAGCG TAGTCAATCC 1434900 
GTTGAAATTG TGACACGTCG AAAAATCTTT GCTGAGTATT TAAAAAACAA AGGTGAACCT 1434560 
TTGTTGTTAC AGGGTTTATT TAATGTCTTG GATTTGCAAG AACACGCCGA TCATCAAGCA 1435020 
GAAGAAAATA CCATAGGTTG GCTTGGCTGG CGTAAGGAAT GGCAACATTT AAGTGCGGCA 1435080 
AAAAGAAAAG CTCTATTAAA AACACAC CAT GAGAAAATCC AATTTTTTGC TTGGTTGCAA 143 5140 
TGGCTTACAG AAGAACAACT TTCCGCATTA CAAAATCTTT GTAAACAGTC TGGCATGAAG 1435200 
TTGGGTATTT ATGGCGATTT AGCCGTAAAT AGTTCTCGTG GCAGTGCTGA TGTATGGAGC 1435260 
GATCCTGATT TATATTGTGT AAATGCCTCT ATTGGTGCGC CGCCCGATCC GTTAGGCCCT 1435320 
GTAGGACAAA ATTGGAATTT GCCACCTTAT AATCCAACAG TGCTAAAAGC ACGTGGCTTT 1435380 
GCACCATTTA TCGATATGCT ATGTGCCAAT ATGCAATATT TCGGTGTGCT ACGCATCGAT 1435440 
CATGTTATGG GCTTATTTCG TTTGTGGTGG ATTCCAAAAG GAAAAACCGC GGCTGAGGGT 143 5500 
GCTTATGTGC ATTATCCTTT TGATGAATTA ATGGCGAnTC TTGCCATTGA AAGTGTTCGC 1435560 
AATGAATGTT TGATTATCGG TGAAGATCTC GGCACTGTGC CTGATGAAGT GCGGTGGAAA 1435620 
TTAAACGAGT TTCAAATTTT CTCTTATTTT GTGTTGTATT TTGCCCAACG AAATGGCGAA 14 35680 
TTTCCCCGTA TATCTGATTA TCCTCGAAAT GCTTATGCCA CTATTGGTAC ACATGATGTT 1435740 
CCCTCATTAC AAAGTTTTTG GCATTGTCGT GATTTAGAAT TATTTAATCA ACTCGGTATT 1435800 
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CTGAATGGGG AAGTGCTCAA GCAAAAATAT GATCAACGTG TCATGGATAA ACAAGCCTTA 1435860 
TTAAATAGTT TACATCGTGA TAATTATTTA CCGCCGCATT ATGAGGGCGA TGCGCTTTCT 1435920 
ATGGCGATGC ACGATTATTT AAATCGAATG ATCCATTATT ATTTAGCGGA AAGTAACAGC 1435980 
CGATTGATTG GTGTGCAATT AGAAAATTTA CTTAGCCAAG AAATCAGTTT TAATTTACCG 143604 0 
AGCACCTCAA ATGAATACCC AAACTGGTGC AAGAAACTTG CTCAACCGTT AGCGTTTATT 1436100 
TTTAGCAATG AAGCTTTAAA AACGTTCTTT GTGCAAATTA ACCAAGGGCG AAATGTATAA 1436160 
GGAGTAAATA TGACAACCGC AGTAACACAA GCAATTATTG ATGGTTTTTT TGATGCGAGC 1436220 
AATGGTGATC CTTTTGCTAC GCTTGGTATG CACGAAACCG AGCAAGGAAT TGAAATCCGT 1436280 
ACGTTATTGC CAGATGCCAA TCGAATGGTG GTGATTGAGC GTGAAAGTGG TAAAGAAATA 1436340 
ACGGAACTGG ATTGTGTCGA TGAGCGTGGA TTTTTTGTTG GTGTTATTCC AAATTGTCGT 1436400 
CAATTTTTTG CTTATCAATT ACAGGTTTTT TGGGGTAATG AAGCACAAAT TATCGAAGAT 1436460 
CCTTATCGTT TTCATCCAAT GATTGACGAT TTAGAACAAT GGCTACTTTC TGAAGGATCT 143652 0 
ATGCTTCGCC CATATGAAGT GCTTGGTGCG CATTTTATGG AATGTGATGG TGTGAGCGGG 1436580 
GTGAATTTCC GCTTGTGGGC ACCTAATGCA AGACGAGTTT CTATTGTAGG TGATTTCAAC 1436640 
TATTGGGATG GTCGTCGCCA CCCGATGCGT TTCCACTCGA AAAGTGGTGT TTGGGAGCTC 1436700 
TTTTTACCAA AAGCCAGTTT AGGACAGCTC TATAAGTTTG AATTAATTGA TTGCCATGGC 1436760 
AATCTTCGTT TGAAGGCCGA TCCATTTGCC TTTAGTTCGC AACTTCGCCC TGATACAGCT 1436820 
TCGCAAGTCA GTGCCTTGCC AAATGTAGTG GAAATGACTG AAGCACGCAA AAAAGCAAAC 1436880 
CAAGGCAACC AACCAATTTC TATTTATGAA GTGCATTTAG GATCTTGGCG TCGTAATTTA 1436940 
GAAAACAATT TTTGGCTAGA TTACGATCAA ATTGCTGATG AATTAATTCC TTATGTAAAA 1437000 
GAGATGGGCT TTACCCATAT AGAATTTTTA CCGCTTTCTG AATTTCCGTT TGATGGTTCT 1437060 
TGGGGTTATC AACCACTTGG GCTTTATTCG CCAACCAGTC GCTTTGGTTC ACCTGAAGCC 1437120 
TTCCGCCGTT TAGTAAAACG TGCTCACGAA GCAGGCATCA ACGTGATTTT AGATTGGGTG 1437180 
CCAGGGCATT TCCCAAGTGA TACGCATGGT TTAGTCGCAT TTGATGGCAC AGCTTTGTAT 1437240 
GAGCATGAAG ACCCTCGCGA AGGCTATCAT CAAGATTGGA ATACCTTGAT TTATAACTAT 1437300 
GGGCGTAATG AGGTCAAAAA T TT C TT ATCC AGTAATGCAC TGTATTGGCT TGAACGTTTT 143 7360 
GGCGTAGATG GTATTCGCGT GGATGCTGTG GCTTCCATGA TTTACCGTGA TTATAGCCGT 143742 0 
GCGGAGGGCG AGTGGATTCC AAACCAATAC GGCGGACGTG AAAATTTAGA AGCCATTGAG 143 7480 
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TTTTTAAAAC ACACCAACTG GAAAATTCAC AGCGAAATGG CGGGAGCAAT TTCTATTGCG 1437540 
GAGGAATCTA CCTCTTTTGC AGGCGTAACC CACCCAAGCG AAAACGGCGG CTTGGGCTTC 1437600 
AATTTCAAAT GGAATATGGG CTGGATGAAC GATACACTGG CTTATATGAA GCTTGACCCC 1437660 
ATTTACCGCC AATATCATCA CAACAAAATG ACCTTTGGAA TGGTGTATCA ATATAGCGAA 1437720 
AATTTTGTGC TACCACTTTC TCACGATGAA GTGGTTCACG GTAAATATTC ACTTCTTGGC 1437780 
AAGATGCCAG GTGATACGTG GCAAAAATTC GCTAACTTGC GTGCATATTA CGGTTATATG 1437840 
TGGGGCTACC CAGGCAAAAA ATTACTCTTT ATGGGGAATG AATTTGCTCA AGGCAGAGAA 1437900 
TGGAATTACG AAGAAAGTTT GGACTGGTTC TTGCTTGATG AAAATATTGG CGGAGGCTGG 1437960 
CATAAAGGCG TATTGAAGCT GGTTAAAGAC CTCAATCAAA TTTATCAAAA AAATCGACCG 1438020 
CTCTTTGAGC TCGACAACTC CCCAGAGGGT TTCGATTGGC TTGTCGTTGA TGATGCGGCA 1438080 
AATTCTGTGC TCGCCTTTGA ACGTCGCAGT TCAAACGGAG AACGTATTAT TGTCGTCAGT 143814 0 
AACTTTACCC CTGTGCCTCG CCACAATTAC CGCATCGGCG TGAATGTTGC AGGAAAATAC 1438200 
GAAGAAATTT TAAATACCGA TTCGATGTAT TACGAAGGTT CAAACGTGGG CAATTTTGGT 1438260 
TGTGTCGCAA GTGAACAAAT CGAAAGCCAC GGACGAGrAA ATTCGATTTC AGTGTCCATT 143832 0 
CCGCCGTTAG CAACAGTTTA TTTGAGATTG AAGACGAAAT AATCCGAATA GATAAATTGT 1438380 
AGGGGCGAAT TACATTCGCC TGATAAACCA CCGATGTTTT TGGGCAAATG TAATTTGCCT 1438440 
ACAAAATCGA TAAAAATATG TTCAAAATCT ACAACAACGG CAATCCTATT CCAATGGGAT 1433500 
ACTCACAAGC GGTCGAAAAC AACGTGCAAA TTACCAATTT CGCCCTGTTT TCCGCTGCGG 143856 0 
CAATAGGCGT AGAACTTTGC CTTTTTGACG AACAAAATCA AGAAACACGC TTGCCGATGG 1438620 
TGCGTACTGA AAATGTGTGG CATTTGGCGG TAACTGGCGT GAAAACTGGT ACGGAATATG 1438680 
CTTTTCGTAT TCACGGCGAA TTTGCCAATC CGCAGAAATT GATACTCGAT CCCTATGCGA 143874 0 
AAGCCGTGAA TGGTAAACCT GATTTAAGTA GCGAAGAAAG TCGTTCTTGG TTCTTGCTTT 1438800 
CGGATAATCG CGACAACGCG CATCTTGCCC CAAGAGCGGT TGTAATTTCA GAGGAATTTG 1438860 
ATTGGGAAAA TGACACTTCA CCCAATACGC CTTGGGCTGA AACCATTGTG TATGAATTAC 1438920 
ATGTTAAAGG GTTTAGCCAG TTAAACGAGA AAATCCCTGC GGCGTTGCGT GGTACTTATA 1438980 
CTGGATTAGC ACATGCTGTG AATTTGGCGT ATTTGAAAGA ATTAGGCGTA ACTGCGGTGG 1439040 
AGTTGCTGCC TGTAAATTTC CATATAAATG AACCGCACTT ACAGGCACGA GGCTTACAAA 1439100 
ATTATTGGGG ATACAATCCC TTAGCGATGT TTGCGGTAGA ACCTAAATAT GCGGCAACAA 1439160 
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ATAATCCATT GGCTGAATTT AAAACGATGG TAAAGGCATT TCACAAAGCA GGCATTGAAG 143 9220 
TTATTTTAGA CGTGGTATTT AACCATTCCG CAGAATCAGA GCAAACTTAC CCAACATTCA 143 9280 
GCCAGCGTGG TATTGATGAT CAAACTTACT ATTGGCGCAA CGATCAAGGG CGTTATATCA 1439340 
ATTGGACAGG CTGCGGCAAT ATGCTCAATT TATCCTCTGA TGTAGGGCGA AAATGGGTGG 143 9400 
TGGATTGCCT GCGTTATTGG GTGGAGCAAT GCCATATTGA TGGATTCCGT TTTGATTTAG 143 9460 
CCACTGTTTT AGGGCGTGAT ACACCTGATT TCAACTCGTC AGCTCAGCTT TTTACTGACA 143 9520 
TAAAAAATGA GCCAAGTTTA CAAAATATTA AATTGATTGC CGAGCCGTGG GATATTGGAC 143 9580 
ATTACGGTTA TCAAGTCGGC AATTTCCCAA GTTATTTTGC CGAATGGAAC GACCGATTCC 143 9640 
GTGATGATCT CTGCCGTTTC TGGCTATGGA AAAGTGGCGA AATTGGTGCA TTTGCAGAAC 143 9700 
GTTTTGCAGG TTCTAGCGAT TTATTTAAGA AAAATGACCG CTTGCCACAT ACTACACTTA 143 9760 
ATTTTATTAC CGCTCACGAT GGTTTTACGC TTAAAGATTT AGTGAGTTAT AACCAAAAAC 143 9820 
ATAACGAAAC GAATGGCGAA GAAAATCGTG ATGGTCGCAA TGAAAATTAC AGTTATAACC 14398 BO 
ATGGAGTAGA AGGTTCTACA GAATCCCTTT CTGAACCGCA AAAAAGTGCG GTGGAAAATA 1439940 
ACCGCACTTT TGCACAAAGT GGATTATTAA TGAGTTTATT GCTGGCGAAT GGTACACCTA 1440000 
TGTTGTTAGC TGGCGATGAG TTCGGCAACA CTCAATATGG TAACAATAAT GCTTATTGCC 144 0060 
AAGATAACGA GATTACTTGG CTGAAATGGG CAAATTTTAA CGAAGAATTA TTTGAACTGA 1440120 
CCAAACAAAC GATTGCACTT CGTAAGCAAA TTGGCAGTTT AAATAAAGAT CAATGGTGGT 1440180 
CGGATGAGAA TGTGCAATGG CTTAACATTG TAGGCGAACC GATGACAGTT GAAGATTGGC 144024 0 
AAAATCAACA AACCAAAGCA TTACAGGTGG TTTTAGACAA TCGTTGGCTT TTGTTGATTA 1440300 
ATGCCAAAGC CGAAGGTCAA ATGTTTCACT TGCCTAATAG GAAATGGAAG CCCCAAATCG 144 03 6 0 
GCACACATAA TGTAACCCTT GAAGCACAAC AAGCCGAACT TAGTTCAATG GGCTTTTGTA 1440420 
TGCTGAATGA CGAATAACAA TAAGACTATG GAGATCCTTA TGAAATCTGG CGACCTTAAC 144 0480 
AAATATGATT TAGTTAAAAA CGCTTTGGTA CTTGTTCTCG CAGGTGGACG TGGTTCACGT 144 054 0 
TTACACGAAT TGACAGATAA ACGTGCAAAA CCAGCGCTTT ATTTTGGTGG TAATCGTCGC 14406 00 
ATTATTGATT TTGCACTTTC TAATTGTATT AATTCAGATT TAAACCGAAT TGGGGTCGTG 1440660 
ACTCAATATG CGGCACACTC CTTGCTTCTT CATTTGCAAA CAGGCTGGTC TTTCTTACCG 1440720 
CAAGAGCGTG GCGAATTTGT CGATATGTTG CCAGCTCGTC AGCAAATTGA CGATTCTACT 1440760 
TGGTATCGTG GCACGGCGGA TGCGGTATAT CAAAATATGG CTATTATTAA AAATCACTAT 1440840 
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CGCCCGAAAT ATATTTTGAT CTTAGCGGGC GACCATATTT ACAAACAAGA TTACAGCGTG 144 0900 
ATGTTAATGG ATCACGTCAA TAGTGGGGCA AAATGTACTG TTGGTTGCAT TGAAGTGCCC 144 0960 
CGTTCTGAAG CACACGAATT TGGCGTAATG GCTGTAAACG AAAACTTGAA AGTAAAAGCT 1441020 
TTCGTGGAAA AACCAAAAGA TCCGCCAGCA ATGGTGGGTA AACCTGATGT TTCGCTTGCC 1441080 
TCAATGGGGA TTTATGTATT TGATGCGGAT TATCTTTATA AAATGCTTGA GCAGGAAGTT 1441140 
AATACCCCGC AAACTAGCCA TGATTTCGGT AAAGATGTAT TGCCAAAATG TTTAGAAGAA 1441200 
GGTGCGCTTT ATGCTCACCC ATTTAGCCGT TCTTGCATGG GACGCAACAC CGAGGGCGAA 1441260 
ATTTACTGGC GTGATGTAGG GACACTTGAT AGCTTCTGGC AATCTAATAT CGACTTAGTC 1441320 
TCTGAAAATC CACAATTAGA TATTTACGAC CAAAGCTGGC CAATTCGTGG TAATCCTATT 1441380 
CAGGCTTATC CATCAAAATT TTTCTACAAA CACTCTAATG TGCACCCTGT AGATAACTCA 1441440 
CTTATCGGCG GCGGTTGTGT GATTACCGAT GCGTCGATCA GCAATTCTGT ATTATTCGAC 1441500 
CACATTAAAA TTGATGCATT TTCAAAAGTG GATCACTGCG TGGTGCTACC ACAAGTTAAA 1441560 
ATCGGTAAAA ATTGCGTGTT GAAAAATTGT ATTATCGACC GCGAATGTGA AATTCCTGAT 1441620 
GGTATGCAAA TTGGTGTAGA TATGGAAGAA GATAAAAAAC GCTTCCGTAT TAGCTCTACA 1441680 
GGTAAAGTGA TTCTTGTGAC CTCGAAAATG TTAAAGATAC TTGAGGGACA CGAGATTGGC 1441740 
GAAGAAGGAC ATTTAGATTA GTTAGGAAAA GTGCGGTCAA AATTAACCGC ACTTTCTGAA 1441800 
CCTCCTCTTT AGCAAAGAGA GGAGTTGATC GAGCATTATT TATATTTATA GGGAAAATAA 1441860 
AAAACTCAAT GAAAATACTA CACGTTTGTT CGGAACTCTA TCCGCTCTTA AAAACAGGCG 1441920 
GGCTTGCCGA TGTTTTAGGG GCATTACCCC AAGCACAGAA CCAAATTGGG CTAGATGCCC 1441980 
GCTTTTTATT GCCTGCTTAT CCTGCAATTA CAACAGGTAT TCCGAATACT CAAGTGGTTG 1442040 
CTGAATTTGA CAACTTCGCT GGGCACGTGG TGTTGCGTTA TGGAGAATAT AATGGTGTCG 1442100 
GGATCTATTT GATTGACGCT CCGCACTTAT ACGGTCGCGA AGGCAATCCT TATCATGATG 1442160 
CCTATTACAA TGACTACGGC GACAACTACA AACGTTTTGC CTTGCTCGGT TGGGTGGGGG 1442220 
CAGAATTAGC CACAGGTTTA GATAGCTGGT GGCGTGCAGA AGTGGTACAC GCCCACGATT 1442280 
GGCACGCAGG TTTGTGTGTA GCATATCTGT TCAACAAAGG CAAGCCAGCA AAATCGGTGT 1442340 
TCACTATTCA TAACTTGGCG TATCAAGGTC AGTTTTCTTA TCATCATTTG TATGAAATCG 1442400 
GCTTGCCAAC AGGAATGTTC CACGTAGAAG GCTTGGAATT ATTTGGGCAG ATTTCTTACT 1442460 
TGAAATCAGG CTTGTTCTAT TCCGATGCAA GTACGGCGGT AAGTCCAACT TATGCCCAAG 144252 0 
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AAATCACGAC ACCAGAATTT GCCTACGGTT TGCAAGGCTT GCTTTCTGGC TTAAAAGCTC 1442580 
AAGGTCGTTT GGTGGGGATA TTAAACGGCG TGGACGAAAA TATTTGGCAT CCGAACGTGG 144264 0 
ATCAATACAT CCCACACCAT TACAAGCTGA AATATATGGC AGGTAAAAAG AAAAACAAAG 1442700 
CTGAACTGCA AGCCTATTTC AATTTGCCAC AAGATGAATC TGCTTTGGCA TTTGTGATGG 1442760 
TTACCCGTTT AACCGAGCAA AAAGGTGTTG ATTTATTAAT CGAAAGTGCA GACGAAATCG 1442820 
, TCAAACAAGG CGGGCAGTTG ATGATTTTAG GTTCAGGTGC ACCGCACTTG GAACAAGGTA 1442880 
TTCGTGAGCT TGCTGAACGT TATCCACAAA ATATTGCGGT AAAAATCGGC TATGATGAAG 1442940 
CCCTTTCGCA TTTAATGGTG GCAGGTGGTG ATGTGATTTT AGTGCCAAGC CGTTTCGAGC 1443000 
CTTGTGGCTT AACCCAACTT TATGGTTTGC AATATGGCAC ACTGCCACTT GTTCGTAAAA 1443060 
CAGGTGGTTT GGCAGATACG GTGGTGGATA GCACTTCAGA AAGCATCAAA GCTCGCACCG 1443120 
CAACAGGTTT TGTGTTTGAA AGTGCAACGC CTGAAGCTCT CCGCCATTGC TTGCAACGTG 1443180 
CCTTTGCCTT ATGGCAAAAA CCGCGTGCGT GGGCGATGGT TCGCACCGAT GCAATGGAAC 1443240 
AAGACTTCAG CTGGCGTAAG GCTGCAGAGC AATATAGAAC ACTTTATGAA CGCTTGTAGT 14433 00 
TTTATTCGTA AACTTTCTTA ACAATCCACC GCTTGTGAAA GAATATTTTG CAAGCGGTGT 1443360 
GATTGGGCTT G TTTTTT GCA AAGATAAGCA TAAAATTCGA ACTACTTTTG TAGGCTGTGT 1443420 
AAACAACATT CACGTACTCA AAGAGCGGTC AAATTTTGAT TGATTTTTGC AAACGTGCGT 14434 80 
AAATTTTGAA AATTCACACA CCCTACGTTA ATTATTTCTT AGCATTCTAA TAGAGGTTTT 1443540 
ACCTATGATA ATGGATAACT TTGATTCTCC ATTCCAATAT AATCGTCCTG AAATGACCGT 14436 00 
TGAAGCGATT AAAAAATCAA TCGTTTACAA ACTTATTTTC TTAATCGGTC GCTCTCCACG 1443660 
TGAAGCCAGC CAACGCGATT GGCTAAATGC AACACTCCAT GCTGTGCGTG ATTTAGTAAC 1443720 
AGAGGGTTGG ATCACCACTG CACGTCAAAC TCGAGCAGAA GATTCTCGCC GTGTTTACTA 1443780 
CCTTTCAATG GAATTTTTAA TCGGACGTAC CCTTTCTAAT GCGATGATTG CAGAAGGCAT 1443840 
TTATGGATTA GCACAAGAAG CTCTTTCTGA ATTAAATGTG GATTTAGAAG AAGTTTTAGA 1443900 
AAAAGAAGTA GATCCTGGCT TGGGCAATGG TGGTTTAGGT CGTTTAGCCG CTTGTTTTAT 1443960 
GGATTCTATT GCGACTCTTG GTTTACCAGG TATGGGTTAC GGTATTCGTT ATGAATATGG 1444C20 
TATGTTCCGC CAAAAAATTG AAAACGGTCA GCAAGTAGAA CGTCCTGATG CATGGCTTGA 1444080 
AAAAGGGGCA CCTTGGGAGT TTATTCGCCC ATCTAAACGC TTTACCGTAG AATTTGGTGG 1444140 
AAACATTCAT TTCGAGGGTA AAAAATGTAT TTGGCAAGAT ACCGAAAAAG TGACCGCACT 14442 00 
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TGCTTACGAC CAAATGATCC CAGGTTATCA AAATAATTCT GCTGCGACAT TACGTTTATG 1444260 
GTCGGCACAC GCAGGCGAAG TGTTTAACCT TGCCGACTTC AACCGTGGCG AACATTTAGC 1444320 
CGCATTAGAA GAGCACTCCG CAAATAAAAA TTTATCACGT GTACTTTACC CTGATGATTC 1444380 
TACTTGGAAT GGTCGCGAAT TACGTTTACG TCAAGAGTAT TTCTTAGTCT CTGCATCACT 1444440 
TCAAGATATT TTACGCCGTC ACAAACGCAC CCACAATAGC CTTGAAAACT TGGCGGATAA 14445 00 
AGTGGCGATC CACTTAAACG ATACCCACCC AGCTTTAGCG ATTCCTGAGT TAATGCGAAT 1444560 
TTTAGTGGAT GATGAAGGTT TTGAATGGAA AAAAGCGTGG GAGATGACGC GTAACATTTT 1444620 
CTCTTACACC TGCCATACTT TAATGTCCGA AGCGTTAGAA ACTTGGCCTG TGGAAATGAT 1444680 
GGCGAAAATC TTACCGCGTC ATTTACAGAT GATTTTTGAA ATCAATGATC ATTTCTTAGA 1444 740 
ATATGTCCGC ACTTATGTGA CAACTGACAA CGATTTTATC CGCCGTGTTT CTCTTATCGA 1444800 
AGAAGGCTAC CAACGCAAAG TGCGTATGGG CTGGTTGTCT GTTGTAGGTT CACACAAAAT 1444860 
CAACGGGGTT GCCGAAATCC ATTCCGATTT AATGGTAACA TCCACTTTCG CAGATTTTGC 1444 920 
TCGCATTTTC CCAGAACGCT TTACCAACGT AACAAACGGT ATTACGCCGC GTCGTTGGTT 1444980 
AGCCGTGGCG AATCCACAAT TAGCCGCATT GTTTGATAAA TATATCGGCT CAGAATGGCG 144504 0 
TTGCGATTTA AGCCAAATCG AAAAACTCAA ACCGTTCGCA CAAGnAAAAG CATTTAAAGA 1445100 
GGCTGTCGCT GATATTAAAT TTGCCAACAA AGTGAAATTG GCGGAATACG TGAAATCTGA 144516 0 
ATTAGGTGTT GAACTTGATC CACATGCGTT ATTTGATGTT CAAGTCAAAC GTATTCACGA 1445220 
ATACAAACGC CAAATGTTGA ACGTATTACA TATTATCGCT CGCTACAATG AAATGCTTAC 1445280 
CAACCCTGAA AAAGATTGGC AACCTCGCGT ATTTATTTTA GCAGGTAAAG CGGCTTCGGC 144 534 0 
TTATTATGCT GCGAAACAAA CCATTCACTT AATCAATGAT GTAGnAAATG TAATCAACAA 1445400 
CGATGAACGT TTGAAAGGTC GCTTGAAAGT AGTGTTTATC CCGAACTACA GTGTAAGCCT 14454 60 
TGCACAGCTT ATCATCCCAG CAGCAGATAT TTCTGAGCAA ATATCCCTTG CAGGCACAGA 1445520 
GGCTTCTGGA ACTAGTAATA TGAAATTTGC CCTTAACGGT GCATTGACAC TTGGTACGCT 144 5580 
TGATGGTGCA AACGTGGAGA TTTTGGAAAA CGTGGGAGAA GATAACATCT TTATTTTCGG 1445640 
TAACACAGTG GAACAAGTTG AACAACTTCG TCGAGAAGGG TATCGATCAT TTGAATACTA 1445700 
TCAAAACGAT GCTCAATTAC GCACAGTCGT GGATCAAATT ATTGAGGGTA AATTCTCACC 1445760 
AGAAGATCCT CAACGTTATC ATCAACTATT ACAAGGCTTG CAATACCACG ATTATTATCA 1445820 
AGCTTTTGCT GATTTCCGTA GTTATGTAGA AACCCAAAAA GCCGTAGATG AAAAATACAA 1445880 
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ACAACGCGAC CAATGGATTG AAAG C ACT AT TCAAAATATC GTGAATATGG GCTTCTTCTC 1445940 
GTCTGACCGC ACAATTAAAG AGTATGCGGA GAGAATTTGG AAAGTTGAGC CTGTTCAATT 1446000 
AGGTGATTAA TAATAAAATT AAAAGCACCA CAAGTTTTTT ACTTGCGGTG TTTTTTTATG 1446 06 0 
GAAAGTGCGG TAAATTTTTG AGATGTTTTT TATGTGGGAT TTTTCGTGAT CCCTATCACA 1446120 
ATATCTTGTA AAACCACTTA AAAACGTTAC CTATTTTCAT TCAATTAATG ATACATTTGC 1446180 
ATCCGTTTGA CTTTTTGTCA TTTTAACGAT GAATAGACGA AGGTTTGTTC ATTAATCTCA 1446240 
TCAACCCAAT CATCAATCAG AGGGAAACAG TATGTTAATT GGTGTACCTA GAGAGCTGCT 1446300 
TGAGAATGAG AGCCGTGTGG CGGCAACGCC GAAAACGGTT CAGCAAATAT TGAAATTGGG 1446 36 0 
CTTTGACGTG ATCGTGGAAC ACGATGCAGG TTTTAAAGCT AGTTTTGAAG ATCAAGCATT 144642 0 
TTTAGAAGCG GGCGCGAAGA TCGGTACGTC GGCTGAAATT TGGCAATCGG ATATTATCTT 1446480 
CAAAGTAAAT GCACCGACAG ATGAAGAAAT TGCTCAAATG AAGGAAGGGG CAGCTCTCGT 144654 0 
GAGCTTTATT TGGCGCATGC AAAATCCTGA GTTAATGAAA AAACTCACCG CGAAGAAAAT 1446600 
TAATGTGTTA GCAATGGATG CGGTGCCTCG TATTTCTCGT GCGCAAGCAT TGGATGCGCT 1446660 
TTCTTcTATG GCGAATATTT CTGGTTATCG TGCTGTCATT GAAGCTGCGC ATGAATTCGG 1446720 
TAGCTTCTTT ACTGGGCAAA TTACTGCAGC AGGTAAAGTT CCACCAGCAA AAGTGTTGGT 1446780 
TATTGGTGCG GGTGTGGCTG GTTTGGCGGC AATTGGTGCA GCAAATAGCC TTGGGGCGAT 1446840 
TGTTCGTGCT TTTGACTCTC GTCCTGAAGT GAAAGAGCAA GTTCAGAGTA TGGGCGCGAG 1446 900 
CTTCTTAGAA ATTGATTTCA AAGAAGAAGG TGGCAGTGGC GATGGTTATG CGAAAGTAAT 1446 960 
GTCGGAAGAA TTTAACCGTC GTGCGATGGA GCTTTACGCA GAACAAGCTA AAGAAGTCGA 1447020 
TATTATTATT ACTACGGCAG CCATTCCGGG TAAACCAGCT CCTCGTTTAA TCACCAAAGA 1447080 
AATGGTGGAT TCAATGAAAC CAGGTTCGGT GATTGTGGAT TTAGCGGCTG CAACTGGCGG 1447140 
TAACTGTGAA TATACGCAAG CAGGGAAAGT TGTTACAACT GAAAACCAAG TGAAAGTGAT 1447200 
TGGTTATACA GATTTCCCAA GCCGTTTACC AACGCAATCT TCTCAACTTT ATGGCACAAA 1447260 
CTTAGTCAAT TTATTAAAAC TTTTGTGCAA AGAGAAAGAT GGCAATATTA ATATTGATTT . 1447320 
TGAAGATGTG GTTCTTCGTG GTGTAACCGT TGTTCGTGAT GGGGAAGAAA TTCCACCAGC 1447380 
ACAAATTCAA GTGTCTGCAC AACCAAAACA AGAAaCCAAA GCTGCACCAG TGGCAGAGAA 144744 0 
AAaAGAATCT AAACCAACAG ATCCTCGTGT gAAATACGGT GTGATGGCTG GTGTTGgCGT 1447500 
GTTATtCCTT TGGTTAGCTT CTGTGGCGCC CGCTGCATTT TTATCACATT TCACCGTATT 1447560 
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TGTTTTAGCT TGTGTGGTGG GTTATTACGT GGTTTGGAAT GTTAGCCATG CACtTCACAC 144 7620 
ACCATTAATG GCAGTAACAA ATGCAATTTC AGGCATTATT ATTGTAGGTG CATTATTACA 1447680 
AATTCGTCAG CCaACAGGCA ATCTATTTAT CGATGCGTTA GcTTTTGTGG CGATTTTGGT 144774 0 
GGCAAGCATC AATATTTTTG GTGGTTTCCG TGTCACACaA CGTATGTTAG CAATGTTTAG 1447800 
AAAAGGTTAA GGAGCGCACA ATGTCTGAAG GTTTAGTACA GGCTGCGTAC ATTTTAGCAG 144 786 0 
CATTACTTTT CATTATGAGC TTGGCAGGAC TTTCTAAACA TGAAACTGCT AAAGCGGGTT 1447920 
GTTGGTTCGG TATTGTTGGT ATGACAATTG CCCTTATTGC AACCATTTTT GGCCCTCATT 144 7980 
CTGAAGGAAC ATTTTGGATC ATTATTGCGA TGATCATTGG TGGAGCAATC GGTGTTCAAC 144 804 0 
GTGCATTAAA AGTAGAAATG ACTGAAATGC CAGAaCTTGT GGCGATTCTT CACAGTTTTG 144 8100 
TTGGTTTAGC GGCTGTACTC GTTGGCTTTA ATAG CTATGG TTTACACCAC GAGGCGTTAA 144 8160 
TGCCAGAAGG ATTAGATGCA GCAGCACAAG CCGCATTTGT AGCTGAACAA GCGGTATTAA 1448220 
CGAATATTCA TAATGTCGAA GTCTTTTTAG GTATTTTTAT CGGTGCGGTA ACTTTCACTG 144 8280 
GTTCTGTTGT TGCATTTGGT AAATTAAGCG GAAAAATTAA TTCAAAAGCA TTAATGTTAC 1448340 
CGCATCGCCA TAAATTAAAT TTAGCCGCAC TTGTGGTATC TGCATTATTG ATGGTTGCAT 1448400 
TCTTGAATAA TCCAGAAAGC ATTTTCCCTG TGTTATTAAT GACAGCGATT GCGCTTGCAT 1448460 
TTGGATGGCA CTTAGTGGCA TCAATCGGTG GGGCAGATAT GCCAGTTGTA GTATCAATGC 144 8 52 0 
TTAACTCATA TTCTGGTTGG GCAGCAGCTG CAGCAGGTTT TATATTGAAT AATGATTTGC 1448580 
TCATCGTTAC TGGTGCGCTT GTTGGTTCTT CTGGTGCAAT TCTTTCTTAC ATTATGTGTA 1448640 
AAGCGATGAA CCGTTCATTT GTGAGCGTCA TTGCTGGTGG TTTTGGTAAC GATGTTCAAG 1448700 
TTTCTTCAAG CGAAGAACAA GGCGAACACC GTGAAACTAC AGCGGAAGAA GTGGCTGAAT 1448760 
TGTTGAAAAA TGCAAGTTCT GTGATTATCA CGCCGGGATA TGGTATGGCT GTTGCACAAG 1448820 
CACAATATCC AGTCGCTGAT ATTACGGCAA AATTGCGTGA ACGTGGTGTG AACGTTCGTT 144888 0 
TTGGTATTCA CCCTGTTGCA GGACGTTTAC CGGGCCACAT GAACGTGCTT TTAG CTGAAG 144 8 940 
CGAAAGTACC TTACGATGTC GTACTTGAAA TGGATGAAAT CAATGATGAT TTCGCTGATA 144 9000 
CCGATGTGGT ATTGGTTATA GGTGCGAACG ATACGGTAAA CCCAGCGGCG ATGGAAGATC 1449060 
CAAATAGCCC AATCGCGGGA ATGCCTGTGT TAGAAGTATG GAAAGCACAA AATGTGATTG 144 9120 
TGTTCAAACG TTCAATGGCA GTGGGTTACG CTGGCGTACA AAACCCATTA TTCTTCAAAG 1449180 
AGAATACGCA AATGCTCTTT GGTGATGCAA AAGATCGCGT TGAAGATATC TTAAAAGCAT 1449240 
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TATAAAAAAC 


ACGCATAAAA ATAACCGCAC 


TTTGGGTTGC 


TTAAGTGCGG 


TATTTTTATT 


1449300 


TATAGCATTT 


AAATATTATC TTCATGATTT 


TCCAAAATTT 


CTGAACACAA 


GCCCAATCCA 


1449360 


GATTAAAAAT 


TCAATGAAAT GCCCGTTACT TTTATTGGTA AATGTCTTCT 


GTTTGGATAG 


1449420 


ACCACATGAA 


TTTCTAATTT TTGTTGTTTA TATTCTGGCA ATATTTCAAT 


AAGCTCGCCT 


1449480 


TTTTCAAAGG 


CTCTACCTAA AATAAATTTT 


GGTAAATTAG 


CAATACCTAG 


TCCCGCTTTT 


1449540 


GCCATATTTA 


ATAAGGCAAA ACCGCTATTA 


CTTACTACTT 


TGGATTGGAT 


TTTGAAACGT 


1449600 


TGGGTTTGAT 


TTATACGTGA ACCAACCCAA 


TTTACCTGAT 


TCATTGCATT 


TTTATAAAGT 


1449660 


AAGCCATTGT 


GATGTTCTAA ATCATCAGGC 


GTTTGTGGAA 


TACCATTCGT 


TTCAAGATAA 


1449720 


TTAGGCGACG 


CTGCAAAATG AACAGTAGTA 


GTTCCTATTT 


TACGTGAAAC 


CAACGAGCTA 


1449780 


TCTTCCATAT 


AACCAATACG AAGAGCAAGA 


TCATAGCCTT 


CGGATAATAA 


ATCGATTTTC 


1449840 


TTATCATTAA 


ATTCAACTTC AATATGCAAA 


TGAGGATGCT 


TAGCCATAAA 


AGTGGGTAAA 


1449900 


TTTGGTGCAA 


TAAAAAGTAA ACCAAAATCA 


CGAGGAACGG 


AAATCAGTAA 


ATTTCCTTGT 


1449960 


AATGAACTGG 


TAAGCTGAGT AATGCTGGAA 


TCTGCTTCAT 


CTAAATCAAG 


CAAAATGCCT 


1450020 


TGACAGCGTT 


GATAATACAT CATTCCAGCT 


TCGGTAGGCA 


TAATTTTTCT 


GGTGGTACGT 


1450080 


TGTAACAATC 


GTGTTTTTAA ATGTTCTTCT AATTGTGAAA 


CTAATTTGCT 


TGCCATCGCC 


1450140 


ACAGAAATAT 


TTTGTTGCTT TGCTGCCAAA 


GTAAAACTTT 


GGGTTTCAAT 


GACTTTGCAG 


1450200 


AAAATAGAAA 


TCGCGTTGAG TTTATCCATT 


TATAGACCTT 


TTTTGAAAAA 


ATGCTTGATT 


1450260 


TTGCCAACAT 


AACTTTGCAC TATACCGCCA 


ATTTTACAAA 


ATTCTAGTAA 


TATTAGGTAA 


1450320 


TCAAATGAGT 


AAATCCTTGG TGATTGTGGA GTCGCCAGCA AAAGCAAAAA 


CTATTAATAA 


1450380 


GTATTTAGGT 


AGCCAATATG TCGTGAAATC 


GAGCGTGGGA 


CATATTCGTG 


ATTTGCCGAC 


1450440 


GGTTGGTTCT AGTACAGGTG AAAAAGCTAA ACCAATTTCA 


ACCAAAGGTA 


TGGATGCCGA 


1450500 


AGAAAAAGCA 


AAAATTAAGG CAGAAAAGGA ACGTAACGCC TTAGTTAAAC 


GTATGGGGAT 


1450560 


TGATCCTTAT 


CACGATTGGA AAGCAAATTA 


TCAGATTTTG 


CCTGGTAAAG 


AAAAAGTGGT 


1450620 


TTCCGAGTTA 


AAGTCGCTTG CTAAAAAAGC 


AGATCACATT 


TATCTCGCAA 


CCGACTTGGA 


1450680 


TAGAGAAGGG GAAGCGATTG CgTGGCATTT 


ACGTGAAGTG 


ATTGGTGGTA 


ACGATGATCG 


1450740 


TTTTAGTCGC 


GTGGTGTTTA ACGAAATCAC 


TAAAAATGCC 


ATTAAACAGG 


CTTTTGAAAA 


1450800 


GCCTGAACAA 


TTAAATATGG wTCGTGTTAA TGCTCAACAA ACTCGTCGTT 


TTTTAGATAG 


1450860 


AGTGGTGGGC 


TTTATGGTGT CGCCATTACT 


TTGGAAAAAA 


GTAGCTCGCG 


GGCTTTCTGC 


1450920 
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TGGTCGAGTT CAATCAGTTG CGGTTAAATT ATTAGTCGAA CGCGAGCGTG AAATTAAAGC 1450980 
GTTCCAGCCT GAAGAATATT- GGGAAGTTGC CGtCCTTACG AATAATCAAA ATAAACAAGC 145104 0 
TATACGTTTA GATGTTACGG ATTATAAAGG CAAGAAATTT GATCCAAAAA ATCAAAAAGA 1451100 
AGcACAAAGT GCGGTAGATT TTCTGAATGT TTCAGATTAC GTTGTCACAG ATTTGGAAAC 1451160 
TAAGCCAACA AGTTCTCGCC CTCGAGCACC ATTTATTACA TCAACACTTC AACAAACGGC 1451220 
AAGTACTCGC TTGGGATTTG GCGTTAAGAA GACAATGATG TTAGCCCAAC GTTTATATGA 1451280 
AGCGGGTTAC ATTACTTATA TGCGTACGGA TTCAACCAAT TTGAGTCAAG ATGCGCTTAA 1451340 
TATGGCGCGT AGCTATATTG AAAATCATTT TGGTGCACAA TATTTACCAG AAAAACCAAA 1451400 
TTTCTATTCT AGTAAAGAAA ATGCGCAAGA GGCACATGAG GCTATTCGTC CATCAGATAT 1451460 
TCGAGCATTG CCTGAATCTT TAGAGGGAAT GGAAAAAGAT GCGGTACGCC TTTATGATTT 1451520 
AATTTGGTGT CAATTCTTAG CATGTCAAAT GCCACCTGCA CAATATGATA GTAGCACGCT 1451580 
GACCGTTACC GCTGGCGATT ATACCTTGAA AGCAAAGGGC AGAATTTTAC GTTTTGATGG 1451640 
TTGGACAAAA GTATTGCCAC AGATAGGCAA AAATCCTGAA GATCAAGAAT TGCCTTCAGT 1451700 
TACTGTGTCA GAAAAACTTG CTTTAAAAGA AGTGCAACCA ACTCAACATT TTACTAAACC 1451760 
ACCTGCTCGT TTTACTGAAG CGGCTTTAGT AAAAGAaTTG GAAAAACGTG GTATTGGCAG 1451820 
ACCTTCCACT TATGCGGCAA TTATTTCCAC CATTCAAGAA CGAGGTTATG TTCGTACTGA 1451880 
AAATCGTCGT TTCTATGCAG AAAAGATGGG CGAAATTGTG ACTGATCGCC TCAATGAGTC 1451940 
TTTTGGTGAA TTAATGAATT ACGATTTCAC CGCGAATATG GAAGATACCT TAGATAAAAT 1452000 
TGCCTCTGGT TCAGTAAATT GGAAAACTGA ATTGAATCAA TTCTTTAAGG ATTTTtCTAG 1452060 
CCAGCTTTCT AAAGCTGAAT TAGATGAACT TGAAGGTGGT ATGCGCCCGA ATAGCCTTGT 1452120 
GGAAACAGAT ATTAAATGCC CAACCTGTGG CAGAAATATG GCAATTCGTA CGGCGAGTAC 1452180 
GGGGGTGTTT TTAGGATGTA CAGGTTATGC ATTACCACCA AAAGAGCGGT GTAAAACGAC 1452240 
GATTAATTTA ATTC CTGAAG CGGAATTATT GAATGTTTTA GATGAATCTT CAGAAACCAA 1452300 
AGCATTAATG GATCGTAAAC GTTGTACAAA ATGTGGAACG GCAATGGACA GCTATGTAAT 1452360 
CGATGCCCAT CGTAAAATCC ATATTTGCGG TAATAATCCA AATTGTGATG GATATTTAAT 1452420 
TGAAGAAGGC TCATTCAAAA TTAAAGGTTA TGATGGCCCT GTTGTTGAGT GTGATAAATG 1452480 
CGGTGCGGAT ATGCATCTAA AACTTGGTCG TTTTGGCAAG TATATGGGAT GTACAAATTG 1452540 
TGATAACACA CGCAAAATTT TGAAAAATGG CGAGGTCGCA CCACCGAAAG AAGAGCCAGT 1452600 
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ACATTTCCCT GAGTTAAAAT GCGAAAAATC TGATGCATAT TTTGTATTAC GTGATGGTGC 1452660 
GAGTGGTGTA TTTATGTCAG CCCATAACTT CCCTAAATCm CGCGAAACAC GCCCAGTTAA 145272 0 



TGCTCCACAA AAAGACCCAG AAGAGAATGA AGCGATTGTn CGTTTTAGTC GTAAAGAGAA 145284 0 

GAAACAATAT GTGACTTCTG AAAAAGAGGG AAAAGCGACG AAATGGATTG TTGATTTCAC 1452900 

CAATGGAAAA TGGGTTGAAC GAAAGAAATA AGAAAAAAAG TGCGGTAAAA TCACCGCACT 1452960 

✓ 

TTTTGTTTGT AATAAATTTT ATTATGTTTT GTAGATTATC TGAGGATTAA AGGGCTGCTA 145302 0 
CAATTTCATT AATTTTATTT TTTGCGGACG CTTGGGCTTT TTCAATCGCC TCTGGCCCGA 1453080 
ATCCAATGCC TTGTGCATAA ACAAATTGCA CGTCTGTGAT AC CG ATAAAA CCTAAAATTG 145314 0 
ATTTCATATA TTGTGTCACT AGATTTTCTT CATCATACAA TCCACCAAAT GCACATAACA 1453200 
AAATGGCTTT TTTGCCTTTT AATAAACCCT CAGAGCCGTT TGCTGTATAT TGGAAAGTAA 145326 0 
CGCGCGGACG TGCGATAAAA TCAAAATAGC TTTTTAATTG TGTTGGAACG TTTAAATTAT 145332 0 
ACATCGGCGC ACCAATTATC AATGTTTGTG CGTTTTTTAA TTCTTCGATT AGTTTATCAG 14533 BO 
ACAACGCCAG AAGTTGTTTT TCTTCCGTTG TTTTTGGTTC TCCACGCACA GCAATTGCAG 1453440 
CTGCGGTATC AAAATATGGA AGAGGTTGTT GGGATAAATC GCGTACTACA ATGTTATTAC 14 53500 
* CTTGTAATTT TTCGATAACA TAATCAGCTA ATTGATTAGT TTGCGAGTTA TTTCCTGAAA 1453560 
TGCTAGATTT TAATACTAAT ACGTTGCTCA TTTTTATTCC TTAACTGGGT ATTTAAAAGT 14 53620 
GCGGTTATTC TAGCCTTTAT TTTTAAGAGA TAAAGCCTTT AGTCAGAAAA ACATTATTTC 145168 0 
CTTTTTGTAA AATATGGG C A TTTATTTAAC AATACTTCAA GAAAGTGATA GAATTCGCCA 1453740 
CGCATTTTTT GCCTAATTTC GCTCGTTCAA TGGTAGGAAT GAAGCCAAGT AGGGCAAAAG 14 53800 
TGCGGTTAAT TTTTATAGAA TTTTAAATGA ACACGTCACC TTTCGTATGG GTGACCACTG 1453860 
TATAAGGAAA AAACAATGCC AATTATTACT TTACCTGACG GTTCCCAACG TCAATTCGAT 145392 0 
CGTCCTGTTT ctqttctCGA AGTCGCACAA GATATTGGTG CGGGTCTTGC TAAAGCCACT 14 53980 
ATCGCAGGCC GTGTAAACGG AGAACGTCGC GATGCGTGCT ATGTTATCGA GCAAGATGCA 14 54040 
ACGTTAGAAA TTATTACTGC AAAAGATGAA GACGGTTTAG AGATTATCCG CCATTCTTGC 1454100 
GCTCACTTGC TCGGACACGC TATTAAACAA TTATTCCCAG ATGTAAAAAT GGCAATTGGT .1454160 
CCAACTATTG. AAAACGGCTT CTATTATGAT GTAGATTTAG ATCGCTCTTT AACCCAAGAA 14 54220 
GATATTGATG CAATCGAAAA ACGTATGTtG GAATTGGCAA AAACAAATTA TGACGTCGTG 1454280 



AATCGCTGAA CTAGTGCAAT ATCGCGAGCG TTTACCTGAA 



AAATTAGCTT 



ATTTAGCCGA 



1452780 
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AAAAAACGTG TTACTTGGCA AGAAGCGCGT GATACCTTTG AAAAACGCGG CGAGCCATAC 1454340 
AAAATGGCAA TTTTAGATGA AAACATTGAA CGTACTGCAA CGCCTGCGTT ATATCATCAC 1454400 
TTAGAATATA TTGATATGTG CCGTGGACCA CACGTGCCAA ATATGCGTTT CTGTCAGCAT 1454460 
TTCAAATTAC AAAAAGTTGC TGGTGCGTAC TGGCGTGGCG ACAGTAAAAA CAAAATGTTA 1454520 
CAACGTATCT ATGGTACAGC TTGGGCGGAT AAAAAACAAC TTGCTGAATA TTTAACACGC 1454580 
TTAGAAGAAG CGGCAAAACG TGACCACCGT AAAATTGGTA AAGCATTAGA TTTATATCAT 1454640 
ATGCAAGAAG AAGCACCAGG TATGGTGTTC TGGCACAATG ATGGCTGGAC AATTTTCCGT 1454700 
GAGCTTGAAA CGTTCGTGCG TACTAAATTA AAACAATACG ATTATCAAGA AGTGAAAGGC 1454760 
CCATTTATGA TGGATCGCGT ATTGTGGGAA AAAACAGGTC ACTGGCAAAA TTACGCAGAT 1454820 
TTAATGTTTA CCACTCAATC TGAAAACCGT GAATACGCAA TTAAACCGAT GAACTGCCCA 1454 8 80 
GGCCACGTTC AAATTTTTAA TCAAGGTTTA AAATCTTACC GTGACTTACC AATCCGTATG 14 54 94 0 
GCGGAATTTG GTTCTTGCCA TCGTAATGAA CCATCAGGTT CTTTACACGG TTTAATGCGT 1455000 
GTTCGTGGCT TTACTCAAGA TGATGCTCAC ATTTTCTGTA CTGAAGATCA AATTGAGAGC 1455060 
GAAGTAACTA GCTGTATCAA AATGGTGTAC GACATTTATA GCACCTTTGG TTTCACTAAT 1455120 
ATCGCAGTAA AACTTTCTAC TCGCCCTGAA AATCGTATCG GTTCAGATGA AATGTGGGAT 1455180 
CGTGCGGAAG CAGGTCTTGC TGCAGCCTTA GCACACAACG GTCTTGAATA TGAAATTCAA 145524 0 
GAAGGTGAAG GTGCATTCTA TGGTCCAAAA ATTGAGTTTG CACTACGAGA TTGTTTAGGT 1455300 
CGTGAATGGC AATGTGGTAC CGTGCAATTA GACTTCGCAT TACCAGGTCG TTTAGATGCA 145536 0 
ACTTATGTAG CAGAAGATAA TAGCCGTAAA ACCCCTGTTA TGATTCACCG TGCGATTTTA 1455420 
GGTTCTATTG AGCGTTTCAT TGGTATTATT ACTGAAGAAT ATGCAGGTTT CTTCCCTGCA 14 55480 
TGGTTAGCAC CAACCCAAGC AGTTGTAATG AATATCACTG ATAGCCAAGC AGACTATGTA 1455540 
CAGAAAGTCG CAAAACAGCT TTCTGATGTA GGTTTACGCG TGAAAACTGA TTTACGTAAC 1455600 
GAAAAAGTGG GCTTCAAAAT TCGTGAACAT ACTTTACGCC GTGTGCCTTA TATGCTCGTT 14 55660 
TGTGGCGATA AAGAAATCGC AGAAGGCAAA GTGGCTGTAC GTACCCGTAA AGGTGCTGAT 1455720 
TTAGGCACAT TTACTGTGGA AGAATTTGCG GAAATCTTAA AAAATCAAGT AAGAAGCCGT 1455780 
GAATTAAAGT TATTGAATGA AGAATAATAC TTCTAGAAAA TAACCAATAT AATTTACTGT 14 55840 
TTAAATAGTG AGtTCAAACG GTGATCGTTT AAGCGATCAC CGccCTTTTT ATCTATTTCA 14 55900 
TATCTATTGA GATTTAATTT ATTTTCTAAT AAGAAGCTGC TTTTAATATG CTGACAAATC 1455960 
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TGCCTGATTT TTTTAGAGCT TTTTGCGCCA ACGCATCTAT TGTGGCTTTT GTCGCTAACT 1456020 
GATCTAAATG TTGATAGGTA TAAATGGCAT CTGGATTATC TTGTTGCCAG TAACTTTCTT 1456080 
CAATAATTGA AGCAATTGAA ACTAAAGAAT CAAATTCACG TCGAATCTGA GTATGTTGTT 1456140 
CCGCTAGTTT TTTACGTAAT AAGTTTTCAT CAATGCCATT TTTTATAATG TCATCTAGTA 1456200 
CCTGATTTGT AAGATACGTA AGTTCCTCCA CGCGCTTAGG GTCGCAACTA AATTCAATTT 1456260 
TCCCCTCAAT TTGTGGTGCA TAAACATCTT GCATAAACCA ACTATTTACA GAATAAATAC 1456320 
CAGAAACTTT TTCACGTAGA ATTAAGCGTA ATTTTTCTTG CACAATATCC GCAAGAATAT 1456380 
TGAATAAATA TTTTTGTTCT GTTCGCCAAG TATTATCTGC GGTAAGGTAT ATTTCTACAT 1456440 
CAGCTCTCGG TTCTTTCAAA CCATTCATAA TAAATGATTG AGTTGGTGTA TGAATAATAG 1456500 
TCGGGACAAA ATGGCGGATC TGAGTTTTTG ATTCAATAGA AGCTAAATAA CGTTCTGCCA 1456560 
ATTTCTTTAC TTGATTAAGT TCAATATCGC CAATAATaAA ATAGGTAAAA TCTGTTTTAT 1456620 
CTAAAATATA ATGTTGATAA GCGTTATTTA ATTGGTTTTT ATCAAATGAT AATTGTTGTG 1456680 
CTTGTTTTTG AGTATAGACG GTTTCAATAT TTGGAAAACG TAGtTTTGAA ACGGCTTGCA 1456740 
TAAATTGTGT TTCTAAATCA ATCTGTTTGA AATAATCACG GGTTTCACGT CGATATTTTT 1456800 
CTAAGGCAAG ATCGGATATA GGAGAAGAAC GTAATTTTAA GCGGAACAAT GTCAGTAAAT 1456 B60 
TTTCCAAATC CTTAGGTTTA GATACACCAG TAAAACCTTG TTTATCATCA TCAATCACAG 1456920 
TTGCAATCAC CAATGGATCG CGCGAAAAAA TTTGATTAAC CGCAGAAAGA GAAAGTTCTC 1456980 
CAACACCTGT TTCATCAACT ACACTAACGG CAGCACGTAA TAAGTGATAG TCCTTATTTG 1457040 
GGATAGAACG TAAACCACCT TGAGTAACAG CACGAAAATG TACTTGATTT GGAGTTTTGT 1457100 
CACTATAGTG GTAGATCAAT TTACTTCCAT TACTTAAACg AAATTCATAA ATATCGCCGC 1457160 
GATCCCAGTA TTTTTCTTGA GAAAGTGAGC CTGTGTTAAA TGTTAAGTGC GGTAATTTTt 1457220 
CGATTTGTTT TTTTTCATCC CATTGGTGTT GTTGCATTTC CATTACATTG TTCCAACGAG 1457280 
TTTCTATTTC TGCAACATCA AAAGGCAAGG CTTTTTGTGG CAAAGGTTGA GTGATTAATA 145 7340 
ATAATTTTnC TTTTAATGCT AAGGTTTGAT TTAACGTGCG TnGTAAATCA GCTAATGTAA 14574 00 
TTTGAGATAA AAAACGTTTA TTGAGTTCAT AACGATCATT TACGCTCAAT ACCACTTGCT 1457460 
TATTTGCCAC AGAAGTAATG AGATCATCGG CAATTTTTAA ACTACCAGAA CGAATATTTA 1457520 
ATTGTTTTTC ATTGAGTTGA GTTAAGCGTT TAATCTCACC GCTTAATTCA TTTTGAGTAA 1457580 
AACCTTGTTG TTTTATACTG GCAATAAAGG CAAATAATTT ATCTATCGTT TTTGAATATT 1457640 
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GTGTATCTAT AAGCTGGAGA GAAAAAATGC TTTGTAGTGT TTCTTTACCT AAaTGAGTGC 14 57700 
GATAAAAATT TGCAGAATCT ACGCCATTTt CTGTTTCCTT TTCCCATTGC TGTAAACGTA 1457760 
AGTnAAGCAA TCGAGTGGTA ATTTGCTGAA TTAATTCCTG TTTATAACTC GCTAATGTAT 1457e20 
TGGTTTCAAT TGTATTTtCA AAAAAACTTA ATTCAATACT CGGAATTGTT GTGCCTTGTT 1457880 
CAGAAATAGA ATCTAATCGC CATTTGTTGA TAAGAGGAAT ATTAAAATCA ATTTTTTCCA 1457940 
ATGTTGTTTT AGTAATTGGG TTTTCTTGAG ATAGATTTTG TTTTAATAGT TTTACTACTT 1458000 
GTTTTGTATC AATATCGCCT ACAATAATTA CTGACATATT ATCTGGTCGA TACCATTTGT 1458060 
GGTAAAAATC AGCGACGCGT TTAGCTGAAA TTGTTTTAAT AATATCCATA TCTCCAATAG 1458120 
GATCACGCAA CACATAACGA GAACCCGCCA TTTCAATAGC ACTTTTCTTA TTGCCAATAC 145818 0 
GTAGCATTGG GCTTAAACGT CTCCGCCATT CTTCTTGTAC TACGCCACGT TCGCCATCCA 145824 0 
CATCTTTAGG CAAAAAAGTA ATATTATTCA TCCATTCATT GATGACATCA AAAGCCAATT 1458300 
CTAATTTTTG CTGATTGTTG CTATCTAAAT TTAAAGTATA GACTGTATTT TCAAAATCGG 1458360 
TGAAAGCATT AATATCTCGT GCAAACTTCA TTCCAAGTTT TTCTAACGCA TTAATAATTT 1458420 
GATTTTCTGG ATATTTCTTT GAGCCATTAA ATGCCATATG TTCAACTAAA TGAGCAATGC 1458480 
CTTTTTGATC GTCATCTTCG TGCATAGATC CAGCATTGAT CACTAATCGA ATATAAACGC 1458540 
GTTCTTTGGG TTCAGTATTT TTTAATACAA AATATTGCAG ACCATTTGAT AGTTTACCGT 1458600 
GCTGAATATT TGGATCAAAA GGTAAATTAT TATTGGGCGA TAGTTCCAAT GATTGACAAG 1458660 
CAATTAGTGA AAAGATAAGT AAAAAAAGTG CGGTTGTTTT TTTCATTATT TTACCTAGAA 1458 720 
AAAAGAAAAC TCTACGCTAA GTAAAAATAA GCGTAGAGTA GGGCTAGTGG ATGTTTCAAA 14 58780 
AGCCCACAAG CCCTATACAT TGAAGAATAT TAGAATTGAT AGCCAACTTC TAGCCAAAAT 14 5884 0 
TCACGCCCAG GCGTATAAAC ACCGTATTCA TCGCTAGTGG AAATAGTAGT GACTTTATTT 1458900 
TTACGTGTTT TATTGAGCAC ATTTAAAATA TCTACTTGCA TATAAACGCT ATGTTTACCG 1458960 
CGAATGGTGG GTTGCCAACG GATACTACTG TCCCATTGTG TATGTCTGCC ATAGTGATAG 1459020 
CTACGGAAGC GTGAAATGCC ATCACCGTTA TCGCCATCAA GTTCCTCATA GCTACGAATT 1459080 
GGGGCTTTCA TATACACTTT ATTAGACCAA GTGATATTGT AATCTGGTAT CGTCATATCA 145914 0 
ATACCTAAAC GAGCAATCCA ATCTTCTGTA CTGCTATTAA CTTGTTGTAG CATTTGACTA 1459200 
CGAGTCATTA ATTTTCCATC TAAATAGACG GGTTCATTTG GATTAAATTC ATTACTTACA 1459260 
TCGGCTCGTT TTGTATTTAA CCAATCAAAA CCAAGTGACG TAGTCCAATA AGTTTTACCT 1459320 
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AGTTTCCAAG GTTCAATATT ATTAAGTTGG AAAG TAT AAA TATCAACACC AAACGGATGT 1459380 
CCATTGATAT AACTAGTTTT TCTTTCACCC TGTATAGGCT CTCGTTTCAA TATGATACGA 1459440 
TTCTTATTAT CACGATGAAT ATAACCAAGT TTTAGTGCGA AATTACCCAT ATTTTGATCA 1459500 
AAACTTAAAC TTAATTCATC TGCATAAGGG CTTTTTAGGG ATGAAAAATT TTGATGCTGA 14 59560 
CGTGTTGAAT CATTATTGAG CTTTAAAATA CCATTCGCTA ATTTTAACGA AGCAAAAGAA 1459620 
CGACCGTAAT AACGATTTAA ACCTAGTGTA AATCCTGTAT TATCCCAAGG GTGATAACGT 1459680 
GCAACAAAAC GCGGAGCAAT ATTATTGTTT TTTAAATAAT CATCACGTTC AATACGAATG 1459740 
CCAGGACGCA ATTCAAATTT ATTCCATTTT ATTAAATCTT CAGCATAAAT AGCGATATTT 1459800 
TGATAACTGG TTTTAACACG ACCTTTTGAT GTTGTATTTT CTGTAGAAGT TGGAGGTTCT 14 59860 
TCCATACTTC CATCACTTTT TAAAGTAGAT AATATTATTT TTGAATGAAC ATCTTGTGGA 1459920 
CGATAGAATT GATATTTAGT TGCCTGATAA ATTCCACCAA CAGAAATAGA ATGCTCCGTA 1459980 
GAAGCTAAAT AAAAAGGATC CATTACATAT TCAGTTGAAA AATGCAAATT ATCCTGAATT 1460040 
AATTGACTAT TGCCATACCC GCCTTTTTCG AAATTATAAA GTGGCTCATA ATATTCATCT 1460100 
AACACCGATG TTATTTCAAC ACTATTCGAG GATGATTTAC GCTTATCCTG AAAACGATCG 1460160 
TATGCTAAGG TATTTGTCCA GACGCCAGAG TTGAATGAAT GTACCCAAGC AAGCGTTGCT 1460220 
CCTAATGCTT GATGATAATC GCTTACGTTG TTATTTATAT TTnCCTTGAA ATATTTCAAT 14 60280 
TCCTTATAAT TTGAATAACG TAAACCAAAT TCAATTCGTT CTTTTTCTTG CGGTGTCCAA 1460340 
TTGAAATTTA ATAAAAGATT ATCGGAAAGC CGTTGATGAT TTTGTTTGTC TAACTGTGCT 1460400 
TTATTATTGG CATCTTTATC AAAGCCAATT AAACGATTTT GTTCAATAGA TGATGTTCTA 1460460 
CGGCTATAGC CAAAAACCAT TCCTAAATTA TCATTTAGCC TTTTTTCAGC CAAAATATTG 1460520 
AATGTTTGTT TATTGTATTT AGGTTGTAAC TCTGCCACTC CGACATCATC TGGACGTACC 1460580 
AACTTCAGTA TTTTTTGTAC TGAGTCTCCA GCTTCCATTT TTGCCCAAGA GGAATTTGTC 1460640 
GTGCGATATT TAAGTTTTAT GCTATCAGTG CCACTATATT GTTTCGTTTT AGCGATAACT 1460700 
GCCCCTCCCA TAAATCCCCC TAAGCTAGCA GAAATATTAC TATCTTGTAC TTCCACTTTA 1460760 
GAAAGCATAG TCGCATCAAA AAAATAAGCT TGAGTGTGAC TAATTCCTGG CACAACTTGC 1460820 
ATAGCACCGT CAAAAATACT GCTATCAATA GCAAGATCAT TATTTATATT GACATTATCA 1460880 
ACAAAGTAGG CGCTTTGATT TGGATCGGCG CCGTTAATTG AAATATTTTC AGGCTTGATT 1460940 
TCACCACGTT GAAAACCATT TTGGTCGCTA TTTTCATAAC GAATATGGGG ATTGGAACGA 1461000 
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ATGATTTATC CGGTATTTAT CCAGATTGGC AAGCAATTAA TAAACGTGGC GCAGAAGTGC 146442 0 
AAGCGCATGT GATTGATAAG TATTGATTTC GTGGCTTATT AAAAAACGAA TTTATAAAAT 146448 0 
GAGAAATTAA CCATGACAGA TATTCAAGAT GTAATTnCCC CAAAACTCGC TGTGGCGATT 1464540 
GCAAATCCAA TATTTCCAGC GGTGGATAGT TTATTGCGCT CGGGTCGCCA TATCAGCACG 1464600 
GAACATTTAG ATAATCACGC ATTTTTAATG GATTTCCAAA ATGAATTGGA CGGTTTTTAT 1464660 
CGTCGCTATA ACGTGGAACT AATTCGTGCG CCAGAAGGAT TCTTCTATCT TCGCCCGAAA 1464720 
GCAACGACAT TAATTGCGCG TTCAGTACTT TCTGAGTTGG AAATGCTTGT TGGTAAAGTG 1464780 
CTTTGTTATC TTTATTTAAG CCCAGAACGT TTAGCCCAAC AGGGCATTTT TAGTACGCAA 1464840 
GAAGTGTATG ATGAATTATT AAATCTTGCC GATGAAGGAA AATTATTAAA AGCAGTTAAT 1464 900 
CAGCGTTCAA GTGGTTCTGA CTTAGATAAA CAAAAATTGG CAGAAAAAGT GCGGGCTGCA 1464960 
ATTGGTCGTT TACGTCGTCT AGGTATGATT CAAACTGTTG GTGAACAAAA TAGTGGGAAA 146 5020 
TTTACGATTT CTGAATCTGT ATTTCGTTTT GGTGCGGAAG TACGTAGCGG AGATGATCCA 1465080 
TTAGAGTCCC AAGCTAGACT CATTCGTGAT GGGGAAGCCG CAACACCTGA TTCCTTAGCG 1465140 
TTGGAAAAAC AAGCGCAATT AATGGAAAAC GATACGAAAA GTGCGGATGA AATTGACGAA 1465200 
GAATTTGACG GAGAACAAGA ATAATGTCTG ATGTTTTTGA ATTAGAAAAT GAAATCGAAT 1465260 
TAGAGAGCGA TGAAGTCATT CTGGAAAATG AAAACGTCGA AGAAATCGTT GATGCACCTA 1465320 
TACCTTTTAG CATGACGACA AATAATGGTA TAGAGCGTGG TAAATTTCGT TCTTTAACCT 1465380 
TAATTAACTG GAATGGTTTT TTTGCCCGTa CTTTTGATTT AGACGAGTTA GTTACCACGC 1465440 
TTTCTGGTGG TAACGGTGCG GGGAAATCAA CCACAATGGC TGGATTTGTG ACCGCATTAA 1465500 
TTCCCGATTT AACCCTTTTA CATTTCCGTA ATACAACAGA GGCTGGTTCT ACAGGCGGTT 1465560 
CTCGCGATAA AGGTTTACAT GGTAAATTGC GTCCAGGTGT TTGTTACGCA GTATTAGATA 1465620 
CCATTAATTC ACGTCATCAA CGTATTCTTG TTGGTGTGCG TCTGCAACAA ATTGCAGGTC 1465680 
GTGATAAAAA GGTTGATTTA AAAACGTTCT CAATTCAAGG TGTTGAATTA TCTCAAAATC 1465740 
CAACCGCACT TTTCACTGAA ACAGTGGGCG AACATCAAGC ACGCGTCCTT AATTTAAACG 14 65800 
AACTCAAAGA TAAAATTGAA AATATCGGTG CGCAATTTAA ACAATATCAT TCCATTACCG 1465860 
ATTATCACGG CATGATGTTC GATCTCGGTA TTATTCCGAA ACGTTTACGT TCAGCATCAG 1465920 
ACCGAAGCAA ATTCTATAAA CTTATCGAAG CGTCTTTATA CGGTGGTATT TCCAGTGCAA 1465980 
TCACACGTTC TTTACGTGAC TATTTATTGC CAGAAAATTT AGGTGTACGT AAAGCTTTCC 1466040 
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AAGATATGGA AAGTGCATTG CGTGAGAACC GTATGACTTT AGAAGCGATT AAGGTCACGC 1466100 
AATCAGATCG TGATTTATTC AAACATTTAA TTACTGAAAC CACCAACTAT GTTGCTTCGG 1466160 
ATTATATGCG TAATGCGAAT GAACGCCGTG GCAATATTGA GGCTGCATTA GAATCTCGTC 1466220 
GTGAGTGGTA TAAAGCAAAA GCAGAGCAGA ATTTATCTCA ACATCGTTTA GTTGATTTAA 1466280 
GTCGAGAAGT GGCTGAATTG GCAGAAAGTG AACGTACTTT AGAAGTTGAT CACCAAAGTG 1466340 
CGGTTGATCA TCTTAATTTA GTGTTAAATG CTTTACGTCA TCAAGAAAAA ATCACGCGCT 14 66400 
ATCAAGAAGA TATTGCAGAA CTTACCGAGC GTTTAGAAGA ACAAAAAATG GTGGTTGAAG 1466460 
ATGCGAATGA TGCGTTAGAA GAAAGCCAAG CCCAATTTGA GCAAACTGAA ATTGAAATTG 146652 0 
ACGCTGTACG ATCCCAATTA GCTGACTATC AACAAGCATT AGATGCCCAA CAAACTCGCG 1466580 
CACTTCAATA TCAACAAGCC ATTGCAGCCC TTGAAAAAGC GAAAACATTA TGCGGTTTAG 1466640 
CGGATTTAAG TGTTAAAAAT GTAGAAGATT ATCACGCAGA ATTTGATGCG CATGCAGAAA 1466700 
GTTTGACTGA AACCGTACTT GAGCTTGAGC ACAAAATGTC TATTTCTGAA GCAGCGAAAT 1466760 
CTCAGTTCGA TAAAGCGTAC CAATTGGTAT GCAAAATTGC GGGTGAAATG CCTCGTTCTA 1466820 
CGGCGTGGGA AAGTGCTAAA GAATTATTAC GTGAATATCC AAGCCAAAAA TTGCAGGCAC 1466880 
AACAAACGCC ACAACTTCGC ACAAAATTAC ATGAACTTGA GCAACGTTAT GCACAACAAC 1466940 
AAAGTGCGGT CAAATTACTT AATGATTTTA ATCAACGTGC TAATTTAAGT TTACAAACGG 1467000 
CAGAAGAATT AGAGGATTAT CACGCCGAGC AAGAAGCGTT AATTGAAGAC ATTTCAGCAA 1467060 
GACTTTCAGA ACAAGTGGAA AACCGTTCTA CGCTTCGTCA AAAACGTGAA AATTTAACCG 146712 0 
CACTTTATGA TGAAAATGCG CGTAAAGCAC CAGCATGGCT GACGGCTCAA GCTGCATTGG 146718 0 
AACGTCTAGA ACAACAAAGT GGCGAGAGGT TTGAACATAG CCAAGATGTG ATGAATTTTA 146 724 0 
TGCAATCACA ACTTGTGAAA GAACGTGAAC TCACGATGCA GCGTGATCAA CTTGAACAAA 1467300 
AACGTTTGCA TTTAGATGAA CAAATTTCTC GTTTAAGTCA GCCAGATGGT TCAGAAGATC 1467360 
CACGCTTAAA TATGCTGGCA GAACGTTTTG GTGGAGTACT GCTTTCAGAG CTTTACGATG 1467420 
ATGTAACAAT TGAAGATGCA CCTTATTTCT CCGCACTTTA CGGGCCTTCG CGTCATGCTA 1467480 
TTGTTGTGCG TGATCTCAAT GCTGTGCGTG AACAACTTGC GCAATTAGAA GATTGCCCCG 146754 0 
ATGATTTGTA TTTAATTGAA GGCGATCCTA CCGCATTTGA CGACAGCGTA TTATCCGCAC 1467600 
AAGAACTTGA GCTAGGTGTT GTCGTGCAAG TTTCAGATCG TGAATTACGC TATTCAAGAT 1467660 
TCCCTGAAAT CCCATTATTT GGGTGTGCAG CACGTGAAAA ACGTTTAGAA GAATTACAAA 1467720 
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CTGATGGTTG GTTACGTGCA GAAAGTGGCG CGCTTTCTAC GGGTGAAGCT ATTGGTACAG 1469460 
GTATGTCAAT TCTCTTAATG GTTGTTCAAA GTTGGGAAGA AGAAAGCCGT CGAATTCGTG 1469520 
GTAAAGATAT TGTGCCTTGT CGCTTGTTGT TCTTAGATGA AGCGGCGCGT TTAGACGGTA 1469580 
AATCTATTTC TACCTTATTC GAACTTTGCG AACGTTTAGA TATGCAGTTA CTTATCGCTG 1469640 
CGCCAGAAAA TATTAGCCCG GAAAAAGGTA CAACCTATAA ACTCGTACGT AAAATCGCAG 1469700 
GCAACCAAGA GTACGTACAC GTTGTTGGTT TACGCGGATT CGGTGCGACA GAATaAAAAA 1469760 
TAGAAGGGAA GTGCGGTTGA AAACTTCGGT GTTTTTGACC GnACTTAAGC CTTTAAGGAA 1469820 
GGAATAATGA AAATCTTTAC ATCAAAAAAA GGACAATTAT CACAGCTGAA GCAGCAAAAA 1469880 
TTTAAGCTGG AAAAGGATAT TCAGCGTTTA TTTGAAGAAA ATCTTACCTT ATTAAGTGGC 1469940 
TATATTTTTA TTCGTTCGGA ATTTTCTATT AAAAATTCAC GTATTGATAC CTTAGCTTTT 1470000 
GATCCTGAAA CTCAAGCCTT TGTCATTATT GAATATAAAA GACAACAAAA TTCTAGTGTG 1470060 
GTTGATCAAG GGATTTCTTA TCTTAATTTG ATGCTTGAAT ATAAAGCTGA TTTTATTGTG 1470120 
GAATATAATG AAAAGCAAAA AGTCCCACTT AAAAGAAATG ATGTGGATTG GTCACAATCT 1470180 
AAGGTGATTT TTGTTTCACC TGCTTTTAAT GATTTCCAAA TTCAAGCCAC GAATTTTAAA 1470240 
GATTTACCTA TTGAATTATG GGAAGTTAAT CGCTTTGATA ATGATATTAT TACGCTCAAT 1470300 
ATTATTAATA AATCAAAATC AGCACCGAAT ATTAAAGCTG TTTCTAATGA AAAGAGAGAA 1470360 
GAATTCTCAA TATTAAAAGA AATAAAAGTT TATCAAGAAT CTGATCACTT AGCTGATAAA 147042 0 
ACTGATTTTA TTCAAGAACT ATACGAAGAT TTTAAACAAG GCATTTTAAA TTTAGAtCCT 1470480 
GATATCGAAA TTAATACCAG AAAACTTTAC ATTGCATTCA AAAAAGATCG AAATATTGCA 1470540 
GATATTCGTA TCCAACAAAA GAATTTAAAA ATTTGGATTA ATCTTCCTTA TGGAGAGTTA 1470600 
GACGATCCTA AAAATTTAGC AAAAAATGTA TCTAATACTG GTCACTGGGG GAATGGAGAT 1470660 
TATGAAATCA CCATTGAAAG CACCCAATAT CTTGAATACA TTATGAGTTT AATTAAACAA 1470720 
GCCATTAAGG ATTAAAAATG CACAATCTTA TTTTTGCCAT TCTTTGCAGC GTAGCAGTTT 1470780 
CAGTTTTACT GAAAATTGCC CGTAAAAAAA ATATCATTAT TGAACAAGCT ATCGCATTCA 1470840 
ACTACATTAC AGCCATCACT TTCAGTTATT TCTTACTTAA ACCTGATTTT AAAGGTTTAG 1470900 
AATTTACTGA TTACATTGCA CAAAGCGAAA ATTCACCCAT TTTTTTAGCA CTAGGTTTAT 1470960 
TGCTACCTAG CGTATTTATT ATTATGTCAA AAGCAGTGGA GTTTGCTGGA ATTGTACGTT 1471020 
CAGATGCAGC GCAACGTCTT TCGTTATTTC TTCCCATTTT AGCAGCGTTT TTAATTTTTC 1471080 
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ATGAAACACT AAGCCAATCT AAAATCATTG GCGTTGTATT AGCCTTTATT GGTTTGTTTT 1471140 
GTTTATTAAC TAAGCCAACT CAAGGGCAAA GTGCGGTGAA TTTTAAAGGT GTTTTAGGAT 1471200 
TAATCGGCGT CTGGTTTGGT TACGGCATCA TTGATATTTT ATTCAAGCAA GTGGCGAAAA 1471260 
GCGGCGGTGC ATTTCCTGCA ACATTGTTTA TTTCCTTCTC GCTGGCAGCC TGCGTTATGT 1471320 
TTATCTATTT ATTCTTAAAA CGTGTGCAAT GGACATCATC AAGTGTAATT GGCGGTATCG 1471380 
TTTTAGGTGT ATTGAATTTC TTTAATATTT TATTCTATAT AAAAGCACAT CAAAGTTTTn 1471440 
CTGGAAATCC AACGCTTGTT TTCGCTGGAA TGAACATTGG CGTGATTTGT TTAGGCACGA 1471500 
TAACTGGTGC ATTAGTTTTT AAAGAAAGAA TTAGCAAGCT AAATTGGCTA GGTATTATTT 1471560 
TCAGTTTGTC GGCTATTTTC TGCCTATATT ATTTAGATAA AATTATCGCG TAAAAGAGAG 1471620 
TAGTCATGGT AAAAGATTTC AGCTTTTTTA TTTACGATTA TGAAAGTTTT GGTGTAAATC 1471680 
CAGCAACAGA TCGCCCTGCG CAATTTGCGG GTATTCGTAC AGATGCTGAT TTTAATATCA 147174 0 
TTGGCGAACC AATAATGTTT TATTGTAAAC AAACCAACGA TTATTTACCG GCTCCTGAAG 1471800 
CCGTAATGGT AACAGGAATT ACACCACAAG AATGTAATGA AAAGGGGCTT TCAGAGCCTG 1471860 
AATTCGCCGC AAATATCTTA GCAGAATTTT CCCAACCCAA TACTTGTGTC ATGGGTTATA 1471920 
ACAATATTCG CTACGATGAT GAAATGACGC GTTATACGTT TTATCGTAAT TTCATTGAAC 1471980 
CTTATGAATA CAGCTGGAAA AACGGAAATT CACGCTGGGA TTTGTTAGAT TTAGTACGGG 147204 0 
CCTGTTATGC CTTGCGTCCA GAAGGAATTA ATTGGGCTTA TGACGATGAT GGAATGCCAA 1472100 
GTTTCCGCTT AGAAAAACTC ACTAAAGCAA ATAGTATTGA GCATGAAAAT GCTCACGATG 1472160 
CCATGGCGGA TGTATATGCA ACTATTGCTA TGGCGAAATT AATTAAAGAA AAACAGCCTA 1472220 
AATTATTCCA ATATTTCTTT GAAAATCGCG GTAAAAAAGA AATCGAAAAA TTAGTTGATA 1472280 
CAGGCGCAAT GACACCTTTA GTGCATGTTT CTGGAATGCT AGGGAATTAT CGAGGAAATT 1472340 
GCACTTGGGT TGCACCTTTA GCTTGGCATC CGACAAACCA AAACGCATTA ATTGTGTGTG 1472400 
ATTTAACTGG TGATATCGAT AATTTATTAG CCAAAAGTGC GGATGAATTA CGAGCAGATT 1472460 
TATATACAAA AAAATTGGAA TTAGAAGAAA GGGGAGTTTC ATCCGTTCCG TTAAAACTTG 1472520 
TGCATATCAA TAAATGTCCT ATTTTAGCAC CAGCTAAAAC TTTGTTACCA GAAACAGCAA 1472580 
ATCGATTGGG TATTGATCGT CAATTATGCT TGGATAATCT TGCAAAATTA CGAGCATCTT 1472640 
TTGATATTCG TGAAAAAGTG GCGGATATTT TTAATGAAGA ACGTCAATTT GCATCGAATG 1472700 
ATAATGTAGA AACTGAGTTA TACAATGGCT TTTTTAGCAA TGCTGATAAA AATAATATGG 1472760 
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TAAGTAAATG AATCATATCT GTAATATCTC GAGCGATAAC TAAAATCATA TGAgAATTAT 14745 00 
AAGCGTGCGA CTGCACCTCA ATATAACGTT GATTATAAGT TAATAGTACT AACGGTCGTC 1474560 
TTTTTTTTGG ACTGAAAAAA TAATGTTTAA ATTGTyCATA AAAAATAACA TCAAAAATAT 1474620 
TTTCCTGGAC TTTTTTATCC CAACAAAAAT CAAACATCTG TGGCGCAATT GAmTTACACC 1474680 
AAGAAATATT ACCATTATGC TGACAGATAA TAATTGCATC TGGTAAATAC TTAATATTTy 1474740 
TATTTATTkG AGATAACAAA CGTAAACTkG CACATTTTyC TTkgTAAATT kGATGACGAT 1474800 
GGTAGGCTyC AGTTkGAGAG AATGTyCCTA ATTGTAATAA aGAGAATTTA TTATCTTGCT 14 74 860 
TTAAATTGAG ATATTTGAGT AAACGATATT CATTAATATG ATGCCAAGCT AAAATTAATA 1474 92 0 
AAAGTATTAT TGCAAACCAA AGAATAAAAT CAGAAGTAAA TAAGGAAATA ATGATTGCCA 1474980 
AATTTATTTC AACAATAAAA TTCAATATTT TTTTCATTGT TTATCTCGTA AATAACTAGA 14 7504 0 
AAATCGATAA CCAGATCCTC GAACTGTTTG GATGTAATGT TCACATTGAA AAGGGGCTAA 1475100 
ATTACGGCGT AAACGGCGAA TATAGCTATC AACAGTGCGA TATTCAACTT CTAGATCATT 1475160 
ATGCCAAATA CGATTTAACA ATTGTTCTCT AGAATAAACT TTTTCAGGGT GCCTCATAAA 147522 0 
AAAATGTAAC AATTTAAATT CTGTrCTACT TAAATTAATT TCCTGCTGTT GGAAAAACAC 1475280 
TCTCTGAGCA TTTTCATCAA TGGAAAGTTC ' ATCGATTTGT ATAAATTGAC TTTGTTGTTC 1475340 
ATAAATTCTC CTCCATACTG CCTCAATGCG AGCTAATAAA ATTTGAGGTG AAAAGGGTTT 1475400 
AGTGATGTAG TCATCAGCCC CTGCATTTAA ACAGGCAATA CAATCTTCTT CTGTACTTTT 1475460 
AGCTGTGAGC ATAATAATGG GAATCGCAGC ATAGCTTTCT TGCTTTTTAA TATACTGTAT 14 75520 
AAATgGTATA CCTGAACGAC CAGGTAGCAT CCAATCCAAT AATATTAGTT TAGGATTTTC 14 75580 
TTTTATCTTG TTTATCGCTG TTTTGAAATC GCTCGCTTCA ATCACATCAT AGTATTTTTG 1475640 
AGATAAAAAC AGTGCGATCA TTTCACGGAT TGCACATTCA TCTTCAACTA TCAGAATTTT 1475700 
TCTCGTCATA ATACTCCTTC ATTTGATTTA TGGCATAAAA GTGAAGTGAG AAATAATACA 1475760 
TTCTCACCAA ACTTTTACTT TTTAATAAGA GAACTCAAAA TAACTACCCC ATTTTACCGC 1475820 
GAATATAATC TTCTGTACGT TGTATCTTGG GTCTATCAAA AATTTGTTGT GTTTGACCAA 1475880 
ATTCAACTAA TTCACCCAAA TACATAAATG CCGTATAGTC GGaGCAACGT GTAGCTTGTn 1475940 
GCATATTATG AGTTACTATA ACCACAGTAT AATCnnGTnT TAACTCCCGT AATGAGTTCT 1476000 
TCAATTTTCA TAGTCGAAAT AGGATCTAAT GCCGAACAAG GTTCATCTAA CAACAACACA 14 76060 
CTAGGTTTAA TAGCAATCCC TCGAGCAATG CACAAGCGTT GCTGTTGTCC GCCAGATAAA 1476120 
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CTATCTCCGC TTTTATGTAA TTTATCTTTC ACTTCATTCC AAAGAGCGGC CTTAGTCAAT 1476180 
GCCCATTCTA CTCGTTCATT CATCTTTTCT TTTGATAATT TTTCAAACAA ACGAACACCG 1476240 
AATGCAATAT TATCATAAAT CGACATTGGA AATGGCGTTG GTTTTTGGAA AACCATACCA 1476300 
ACCTTAGCAC GAATCAGAGA AATATCCATC TTTGTTGTGA GTAAATTTTC ACCGTCTAAA 1476360 
TTAATTTCAC CAGTAGCTTT TTGATTTGGA TATAGTTCAA ACATCCGATT AAAACTCCGC 1476420 
AATAAAGTAG ATTTACCGCA ACCTGAAGGA CCAATAAAGG CGGTCACTTT ATTCTTAGCG 14764 80 
ATACGTAAAT TAATGTTTTT TAATGCATGA AAATCCTCAT AGTAGAAATT TAGATTTTGC 1476540 
ACAGCTATTT TGGTTTCTTG TAGACTAATC ATATTGCCTC ATTATTTTTT ATGTTGAAAG 14 76600 
AAGAGTCGAG TGAAAATGTT TAAGCAAAGC ACAAATAATG TTATTAGAGC TGCACCTGCC 1476660 
CAAGCTAGAT TATTCCAATC TGTAAAAGGA CTTGCTGCAT ATTGATAAAT AACTACAGGT 14 7672 0 
AAATTTGCGA TAGGTTCATT CATATTCCAA GATAGAAATT GATTAGACAG AGCGGTAAAT 1476780 
AATAGCGGTG CAGTTTCTCC TGAAATTCGG GCAACTGCTA ATAGCACGCC AGTTAAAATC 1476840 
CCTGATTTAG CTGCTCGATA ACAAATCATC ATAATAACTT GCCATTGAGA GCAACCAAGA 1476900 
GCTGCCGCTG CTTCACGTAA ATTATTTGGT ACAAGTAATA ACATATTGTC CGTAGTGCGT 1476960 
ACCACGATAG GaATAAGCAA TAAAGCTAAT GCGAATGCTC CAGCCCACCC TGAAAAATGC 1477020 
TCGATTTTTG ATACATATAA GCTGTAAACA AACAAACCAA TAATAATAGA rGGGGCAGAA 1477080 
AGAAGAATAT CATTArGAAA ACGGGTAATT TGTGCGAAAC GGCTATAACG ACCATATTCT 147714 0 
GCCAAATACG TTCCTGCCAA TACCCCTATA GGCGTGCCTA TCAATGTACC CGCACCGACA 1477200 
ATAAAAAACG AACCAATCAG TGCATTTAAC AACCCCCCTT TTTCATTAGG GGCAGGGGTA 1477260 
GATTGTGTGA ATAAATCAAT TGATAAAGCT GGAATGCCTT TGGTAATTAG AGTGAATAAT 1477320 
ATCCAACACA AC C AAAATAA GCCGATAATG ACTGAAATAT AGGAAAGCCC TAACATTAAT 1477380 
TTATTGTGTG TTTTACGCCA ATAAAAACGC AAGTTTTGAT TAGTTTTCAT CTTATTTCCC 147744 0 
TTTTGTTTGT TGCATTTTTG TAATCATTAA TCTTGATAAA ATCAATACCA TAGTTGTGAT 14 77500 
AACAAAGAGA AGTAATCCTA ATTCCATCAA TGCAGATTTT TGTAATCCAC CTGCTTCATT 14 77560 
AAATTCGTTA GCAATAGCAG ATGCGATTGA GGTAGAAGGT GAAAATAAGG AATTAGGCAA 147762 0 
TTGAAACGAA TTACCTATAA TAAAAGTGAT AGCCATTGTT TCGCCCAATG CTCTTCCCAA 1477680 
TCCTAGCATC ACACTCCCAA CAAGCCCTAT TCTAGTGTGT GGTACAATCA CTTGTCGAAC 14 77740 
CACTTCCCAA GTGGTTGCAC CTAATCCATA AGCACCTTCT TTTAACATTG GTGGTACTAT 1477800 
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ACTAAAGACA TCCCGCATTA CGGATGCAAT AAAAGGAATG ATCATTATGG CAAGCACTAA 1477860 
TCCTGCCGTA AATAAACCAA CACCAAAAGG TACGCCAGAA AAAAATAATT CTAATCCAGG 1477920 
TAAATTCCCC AAATTGTCAA TTAGTACTGG CTGAATATGT TCTTGAAATA ATGGAACGAA 1477980 
AACAAACAAC CCCCACATTC CGTAAATAAT AGAAGGAATT GCAGCTAGCA TTTCAATTGC 1478040 
AATGCTTATA GGACGTTTTA GCCAATTGGG AGCTAGCTCC GTTAAAAAAA TAGCAATACC 1478100 
AAATGAAATG GGTACTGCGA TAAATAATGC GATACCCGCC GTAATAAGCG TACCTAAAAT 1478160 
AGGAATAATT GCCCCATATT GTTCTTGTAC AGGATCCCAA TATGTTTCTA ATAGAAAACT 1478220 
CCCACCAAAA CGTTTAATAC TTTCCCAGCT TCCTATGACT AAAGAAATTA AAATAGCAGC 1478280 
AAGTAAAATA AACACAAGCA AAGCAAACAA TGCCGTAGTC TGTTTGAATA ATGATTCAAT 147834 0 
CCATGTTTGA TTAAAATATT TCCGACTTTT TGTGAGCATA AGTATTTTCC AAAATTATTT 1478400 
AAGATAACCG CACTTTATTA ATGTTAAGTG CTAGGTTTTG TATAAAGTGC GGTATAAAAT 1478460 
AAAGAGATTT TATTGTTTTA GCTCTGTTTT CCATTGACTT TTAATGGTAG ATACCACATC 14 78520 
AGCTGGAATT GGCACATAAT CTAATTCAGT TGCCGCATCT TGCCCTCTTG AGAATGCCCA 1478580 
ATCAAAAAAG GCTAATACAT TTTTAGTTGT TTCAGGATTG TCAGAATATT TATTTAATAA 1478640 
AATAAAACTC GCTGCCGTAA TTGGCCAAGA TTTTTCCCCC GTTTGATTGG TTAATATAAC 1478700 
ACCCATTCCC GCCTTTTCGT GCCATTTTGC GTGACTTGCA GCTGCCATGA AACTTTCATT 1478760 
AGAAGGCTGT ACAAATTGCC CTGCTTGATT TTGTAATGAA ATCCAAGCAA GCTGATTTTG 1478820 
TTTGGCATAG GCATACTCTA CATAACCAAT GCTGTATTTC ATTTGGCGAA CATAAGAAGC 1478880 
AACTCCCTCA TTCCCCTTTC CACCTTGACC TGTTAACCAC TTCACTGATT TACCTTCACC 1478940 
AACTTGATTT TTCCAATCGT TCGAAATTTT AGATAGATAA TTAGTGAAGC CAAATGTTGT 1479000 
TCCAGAGCCG TCTGAACGAT GAATCACAAT AATGTTTTTA TTTGGTAAAG GAAGCGTTGG 1479060 
ATTTAATGCA ACTAAGTCAG GATCGTTCCA TTTTTTAATC TTACCAAGGA AGATTTCTGC 1479120 
TAACAGCTTA CCTGATAACT TTAATTTACC AGGTTTAATT TCAGGCAAAT TAACAACAGG 1479180 
CACTATACCA CCGATAACCG CAGGGAATTG GACTAGTTGG TGTTGTTGTA ATAATTCGGA 1479240 
TTTCATTGGA TCGTCAGAGG CACCAAAATC AACCGTTTTT GCAATAATTT GCTGTTGTCC 1479300 
GCCGCCCGAA CCGATGGATT GATAATTAAC TTTATTCCCA GTTTCTTTCT CATATAAAGA 1479360 
TGCCCACTTC GCATAAATTG GATAAGGGAA AGACGCTCCA GCACCAGTGA TGCTATTAGC 1479420 
TTGAGCAAAA GGTAACGTAC CTAAGGTTAA AACGTAATAA GATTTTTTTT CATTTTATGC 1479480 
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ATAAACATAA CAAATTCTCC TTGAGTGTTA TTTAGATTGC GTAGCGAAGT GTAGAAAATA 14 79540 
ATTGTGACAG TTTGATGACA ATATGAAAAA TTTTAAATGG ATAATCAAAA GAAAGTAGTT 14 79600 
ATAAGAAAAG TACAGGTAAA TTTGACCGTG TTTTTCTAGC AGAAGGATAT TACATTTGTC 1479660 
AATTAATTGA TAACGATCTT TAGGTTTAAT AAAAGTTGGT AAGTTTTCAT GTTTACTCGA 1479720 
TAATCTAAAT TTTATCCAAA TCTAAGGAGG AAAATAAAGA CATATCTAAT ACTAATTTAA 14 79780 
AATTTGTTAG TTTTATTGTG ACAACGTCAT ATTTAATTTA TAGAATTATG TAAATGATAA 14 7984 0 
TAATTGTTTT TTATTTTTCT TTTTAAAATT AATTAGTTAT ATCAAAATTT TTGATAAAAA 1479900 
AACTTGCAAT TATCATTTGT GAATTTAAAA TGATTGCCGC AAATTATGCT TTATTGCATT 1479960 
TTATCAATCA AAATGGAAAG GAATTAGTTA TGCTTAATCA AATAATCATA AACAAGCTGA 1480020 
ACGACCAAAT TAACTTAGAG TTCTACTCTT CTAATGTTTA TTTACAAATG AGTGCATGGT 1480080 
GTTCAAAACA CGGTTATGAG GGGGCTGCTA CCTTCTTACT TCGTCATGCT GATGAAGAAT 148014 0 
TAGAACATAT GCAAAAACTG TTTAATTATG TAAGTGAAAC TAGTGGTATG CCTATTTTAG 14 8 0200 
GAAAAATTGA TGCACCTAAA CATGATTATT CTTCATTAAG AGAAGTTTTT GAAATAACTT 1480260 
TAGAACATGA AAAATTAGTC ACGTCAAAAA TCAATGAATT AGTTGAAGTT ACTTTTGAAA 1480320 
GCAAAGACTA CTCTACTTTT AACTTCCTGC AGTGGTATGT AGCAGAACAG CATGAAGAAG 1480380 
AAAAATTATT TAGTGGAATT ATTGATAGAT TTAATCTTGT TGGCGAAGAT GGTAAAGGAT 1480440 
TATTCTTTAT TGATCGTGAA CTCGCAACTT TGGAATAGAT AGGAGAAAAT AGTATGTTAT 1480500 
CAGAAAATGT AGTAAAACTA TTAAACGATC AAATGAATTT AGAGTTTTAT TCTTCTAATT 1480560 
TATATTTACA AATGAGTGCT TGGTGCGATC AGCAAGGCTT TGAAGGCACT GCAAAATTTT 1480620 
TATCAGTTCA TGCTGCTGAA GAAATGCAAC ATATGCGTAA ATTATTTACT TATTTAAATG 1480680 
AAACTGGCTC ACTTGCTGTA ATTTCTGCAA TTGAAGCACC TGCACATGAA TATAAATCAT 1480740 
TAAAAGAAGT AATTGAAACG ACCTATGAGC ATGAAAAATT AATTACCAGT AAAATCAATG 1480800 
AATTAGTAGG TAAAACCTTT GAAGAAAAAG ACTACTCTGC ATTTAATTTC TTACAATGGT 1480860 
ATGTGGAAGA ACAACATGAA GAAGAAAAAT TATTTAGTAG TATTTTAGAT AAATTAAATT 14 80920 
TTCTTGGAGA AGATGGCAAA GGCTTGTTCC TAATTGATAA GGATTTAGGT AATCTCTCTA 1480980 
CTAAAGCCTA ATTATAGATT ATCAAATCTG GCAGATCTTT TATTTAAAAT AATGTGTCTG 1481040 
CCAGATTATT TTATTCCAAA TTTTCCAAAA ATATTTTCTA TTGCATAATT ACATCTCGTA 14 81100 
ATCTTATTTC TAATCTTATC AAAACATATT TTGCCTTATA TTAAGTATAT TTTGAGTTAA 1481160 
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TCAAGGTATT ATAAAAATGA AAAGGATCTA TACTGATGAA CCAACCAACC AACCAACCAA 14B1220 
CCAACCAACC AACCAACCAA CCAACCAACC AACCAACCAA CCAAAATAAT AAAACCGTTG 14 81280 
CGGTAGTGAC TTCAACAATT GGTCGTCCAG AATTATCTTT GGCTATTAAA AGCGTACAAA 1481340 
ATCAAACTTA TCCATGTAAG CATTATGTAT TTATTGATGG CAATATTTTC TGGGATAAAG 1481400 
CCAAATCTAT ATTGGAATAC AAAAAGCGAT ATTTTCGTAG ATGTTAAAAT AGAAGATATT 1481460 
CAACAACAAC TCCATTTTAC TTTTAATGAA GTTAATGGAC ATATTGATAC TAATTGTTAC 148152 0 
GCCGTACCTC GTGAGATTGC ACAAAAAACT TCATATAGTT GGAACACGTC ATTAATTGGT 1481580 
GATCGCAGCT TTTTATCTGC CTTAAAAAGT TTGGGGTTAA TAGGTCAAAC TTCAGGnAAA 148164 0 
TATACCGTTA AATATAGGGC AGATTTCAAT AAACTAATTG CTGTTCGTCG TGTTTTTCCT 1481700 
CAATTATCCT TGTCAGATGA AGATAACAAT AATATTTCTG CAAAAATATT " AGAAGTGATA 1481760 
AATCAGCAAA ATATAGAATA TTATGGAGGT CGCCCTTGGG CAAAGGAATA AAAAATACAA 1481820 
TTTTTAATCA AAAAGTATAA AAAATAAAAA TCAGGCTTGA CTTATTCCTT TTGCACTAGT 1481880 
TTAATAGTAC AAAATTTTCC AAAAGGATAA ATAAATATGA ACATTCAAAC TCAAGCCTTT 1481940 
ATTGCGGTGA CAGCTCAACC CATTCCCTAT TATGCTGACA CCACCGCTAT TTTTAATACA 1482000 
CTTTGTCAAT CCAATTCAAA TTCTCTTCTA CTCGACTCTG CCGAAATCGG TAGTAAAAAC 1482060 
AGTTTACAAA GCCTTATCTT AGTCAATGCT GCGGTTAAAA TAACGTGCTT AGGTCACAAC 1482120 
GTCACATTTA AAGCTTTAAA TAATAATGGA AAACAAGTTT TAAAAGAAAT TCATCCAAAA 1482180 
TTAACCGCAC TTGGAAAAGT AAGTGCGGTC AATTTTGAAG ACGAATTTTC TGTACAATTT 1482240 
TTGCCACTTG ATAATCAACT TGATGAAGAT AGTAAATTAC AGTCTGCCAC TATTTTTGAT 1482300 
GGGTTGCGTG TTATTTCTAG TCTTTATCAA CATAGCCAAA CGCCTATTTT CTTAGGCGGA 1482360 
TTATTTGCTT ACGATCTCGT CGCAAATTTT ATTCCAATGG ATGGCATTAC ATTAAAAAAT 1482420 
GATGGTATCA ACTGCCCTGA TTACAGTTTC TATCTTGCCG AACACCTCAT TACTATCGAC 1482480 
CATCAAAATC AACAAGCAAC ACTGAAAAGT TTCTGTTTTG CTCAAGAAGA ACAAGTTAAT 1482540 
ATTGCGAAAA CCTCCCTTTC CATCGCACAA AAACTAAAAA ATATTGATCA CGTTCTTTCT 14B26 00 
ATTAAAgCGG CAAGTGATGA AGTTAAAACA AACTTTGACG ATCCTGAATT TACTGGTATC 14 82660 
GTAAAAGCCT TAAAACACCA TATTAATATT GGAGATGTTT TCCAAATTGT GCCTTCTCGC 1482720 
CGTTTCTCCC TTGCTTGCCC GAATACATTA GCCAGTTACG CTCAACTCAA ACAAAATAAT 14 82 7 BO 
CCAAGCCCTT ATATGTTCTA TATGAACGAT GAAGACTTTA TTTTGTTTGG TGCATCGCCA 1482840 
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GAAAGTGCGC TGAAATACGC GCCAGAAAAT CGTCAGCTAG AAATTTACCC TATCGCAGGT 14 8 2900 
TCACGCCCTC GTGGTTTTGA TGCTCACGGC AACATTGATC CTGAATTGGA TGCGCGTTTA 1482960 
GAACTAGAAC TTCGCCTTGA TCATAAAGAA CAAGCAGAAC ATTTAATGTT AGTTGATTTA 1483020 
GCGCGTAACG ACATTGCTCG AGTTTGCCAA AGTGGCACCC GTAAAGTGGC AGAATTAATG 148 3080 
CAAGTGGATC GCTATTCTCA CATCATGCAT TTAGTGTCTC GTGTGGTGGG TAAATTACGC 1483140 
CCTGAATTAG ATGCACTTCA CGCCTATCAA GCCTGTATGA ATATGGGCAC ATTAACTGGT 1483200 
GCGCCTAAAA TTAAAGCGAT GCAGCTTATT TATCAATTTG AGCAGCAAAA ACGCCATAGT 1483260 
TACGGTGGTG CAGTGGGTTA TCTCACGTCC GATGGACATT TTGATACCTG TATCGTGATC 1483320 
CGTTCTGCTT TTGTACAAAA TGGAATGGCC CATGTACAAG CAGGTTGCGG CGAAGTGTTG 14833 80 
GATTCTGATC CACAAATGGA AGCTGATGAA ACACGCCACA AAGCCGCGGC TGTCTTAAAA 1483440 
GCAATTCGTC AAGTTAATAC ACAAGCAAAA TAAGGAAGAA TTATTATGGC TAATATTTTA 14 B 3500 
TTTTTAGATA ACTTCGATTC CTTCACTTAC AATCTTGTGG ATCAATTTCG TGTGTTGGGT 1483560 
CACAACGTCA CAATTTACCG CAATGACTGC GACTTAGAAA AACTGGTAGA AACCGCACTC 1483620 
AATACACCTG ATACCATTCT TGGCACTTTC TCCAGGGCCA GGAACGCCAT CAGAAGCTGG 1483680 
GATTTTGCTA CCATTAATCG AACGCTTAAA AAATCAAGTG CCGATTATTG GAGTTTGTTT 148 374 0 
AGGTCATCAA GCGTTGATTC AAGCCTTTGG TGGTAAGGTT GTTCACGCTG GCGAAGTGTT 148 3800 
GCATGGTAAA GTTTCTCGTA TATCCCATGA TAACGAAGCT ATGTTTAAAG ATCTTGCAAA 1483860 
TCCAATGCCT GTGGCGCGTT ATCATTCTTT AATGGGACAA GATTTACCAA AAGAATTTAT 148 3920 
CGTCAATGCG GAATATAATG GCATTATAAT GGCAATTCGT CATCGCGATT TACCCATTTG 14 83980 
CGCATTCCAA TTTCACCCTG AAAGTATTTT AACTGTGCAA GGTTCGCAAT TATTACAACA 1484040 
ATCAATTGAA TGGTTGTTAA ATAGATAAGA CATCAAAAAG TGCGGTAATT TTTAACCGCA 1484100 
CTTTAAAGGA GAAAAAATGA TCACTGTATT CGGACTTAAA TCCAAACTCG CACCACGTCG 1484160 
TGAAAAACTC GCGGAAGTAA TTTATAACAG TCTTCATCTC GGATTAGACA TTCCAAAAGG 14 84220 
CAAGCATGCG ATTCGCTTTT TGTGTTTAGA AAAAGAAGAT TTTTACTACC CTTTTGATCG 14 84280 
TAGCGATGAT TACACCGTCA TCGAAATTAA CCTGATGGCT GGCCGTATGG AAGGCACAAA 1484340 
AAAACGCTTG ATAAAAATGT TGTTTAGCGA ATTAGAGTAC AAACTCGGCA TTCGAGCTCA 1484400 
CGATGTGGAA ATTACGATTA AAGAACAGCC TGCCCATTGC TGGGGTTTCC GAGGAATGAC 1484460 
AGGTGATGAG GCGCGCGATT TAGATTACGA TATTTATGTT TAATAAAATA TAGAAAATTA 1484 520 
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TGCACGATTT AACAGTAGAT TTAAATCGTG TTGTTGAACT CACTAAAAAA TACGCCGACT 1486260 
GTATTCCTGC TGATGTACGT ATTATTAGCG AATCAGGCAT TTACAATCAC AAGCAAATTC 148632 0 
ATCAATTACA AAAGGTGGCG CATGGTTTCT TAATTGGGAG TAGCTTAATG GGCAACCAAG 1486380 
ATTTGAATAA TGCGGTTCGC TCAGTGATTT TTGGAGAAAA TAAAGTATGC GGTTTAACGC 148644 0 
GCGCGCAAGA TGTCAAAATC GTTTACGAAA ACGGGGCACT TTACGGCGGA TTAATCTTCG 1486500 
CAGAACATTC AAAACGCAGT GTGAGTTTAC GCCAAGCGCA AGAATTAGTA ACCGCTGCGC 1486560 
CACTTCGATT TGTTGGTGTT TTTCAGAATC AAGAAATTGA CTTTATCGTC AAAATAGCCA 1486620 
GCCAGTTGCA GCTTTATGCG GTGCAATTAC ATGGTGCAGA AACTGAAGCA TTTATTACTG 1486680 
CACTTCGCCA GCAACTACCA AAAAACACGC AAATCTGGAA AGCGATTTCG GTCAATACTG 1486740 
AAGCCCAAAG TGCGGTCGAT TTTACAGATG ATTTGAATGT GGATCGTTAT ATTTTTGATA 1486800 
GCCAAACAGC GAACCAACAA GGTGGCACGG GTAAAACCTT TGATTGGTCA TTAATTCCTG 14868 60 
AAAATCTTAA ACACAAGATT ATTTTAGCTG GAGGTATCTC ACCAAATAAT GTGGAACAAG 1486920 
CCATTGCGCA AGGTTGCTTA GGTTTAGATC TTAATTCTGG GGTGGAAAGT TCTGCGGGCG 1486980 
TCAAAGATCA AGAAAAAGTG CGGTTAGTTT TTAATAATAT TTATTAATTT TAATAACATA 1487040 
GAAATCACTA AATTTCAGCT TAAATACTAA TAGGAGTAAA AATATTATGT GTTTAGGCGT 1487100 
TCCGATCAAA TTGTCAAAAT TGATGAAAAT TCTCTTCAAC TTGCCACAGT AGATGTATGT 1487160 
GGCGTACAAC GTGAAGTAAA TATTTCACTA GTCTGCACGG GAAATCCAGC CGATTTACTT 1487220 
GGCAAATGGG TGCTTGTTCA TGTGGGCTTT ACAATGAGTG TTATTGATGA AGATGAAGCT 1487280 
AAGAAAATCC AAGAGGCTCT GATCACAATG AGCCAACTCG AACATGAAGT TGGAGATTTT 148 734 0 
TTAGGACTAA ATCAAAAATA AAAAGTAGGC ATAATGCCTA CTTTTTATGT TTTGTTACAA 148 7400 
CGCCTCAATC GCTTTATACT GCTCTTGGAT TTTTTCTAAT CCAGATTGGT ATTCCGCTTG 1487460 
TTTTTCGCGT TCTTTCGCAA TAACCGCTTC AGGTGCTTTA GCCACGAAAG CTTCATTGCT 1487520 
AAGTTTGTTT TCGATGCGTT TCACTTCGTT TTGATATTTT TCAATCTCTT TGGTTAAACG 1487580 
GGCAAGCTCT GCTTCTTTAT TGATAAAGCC AGCCATTGGC ACAAGCAATT CAGCATTGCC 1487640 
CACGAGTTTC GCTACCGCAA GTGGTGCTGT TTCGTTTGTG GCTAACACTT GAACGTTGTC 1487700 
TAACTTCGCC ATGGCTTTTA AAAGAGCGGT CTGTTTTTCG AGAATTTTTG CATTTTCTGC 1487760 
ACTTAAATTA CGGAATAACA GATCTAAACC TTTACTTGGT GCGATGTTGC TTTCTGCACG 1487B20 
AATATTACGC ACCGCAACGA TCACTTCTTT TAACCACTCA ATTTCAGCTT CTGCTTCTGG 14 8 78 BO 
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ATCAAAGCCG CTCTCTTCCA CTTGTGGGAA AGGTTGTAAC ATAATGCTGT CAGCAGTAAT 148 7940 
GCCGACAAAT CCTTTCACTT TTTGCCAAAT TTCTTCGGTA ATAAATGGAA TAAGCGGATG 14 88000 
CGCTAAACGT AATAATTTTT CTAACACGTG AACCAAGGTT TGGCTTGCCG CACGGATTTG 1488060 
TGCTGCGTTG CCGTTTGCAA ATACTGGTTT AGTTAATTCT AAATACCAGT CACAGAATTG 1488120 
GTTCCAGGTA AACTCATAAA TCGCATTGGC ACAAAGGTCG AAACGATATT GGCTTAATGA 1488180 
GCTACGGAAA GTTTCCACTG TGCGATTGAA TTCCGATTGA ATCCAACGAT CCGCTAATGA 1488240 
GAATTCGATC TCGCCTTGGC TTAAATCTAA TTTTTCATTT GTTAAGACGA AACGGCTTGC 14 88300 
ATTCCATAAT TTGTTACAGA AATTACGGTA GCCCTCTAAA CGTTTCATAT CCCAGTTAAT 1488360 
GTCACGACCG TTTGAAGCCA ATGCAGCTAA TGTGAAACGC AATGCATCTG TACCGTGAGC 1488420 
CGCAATACCT TCAGCAAATT CTTTGCGAGT CGCTTTAGCA ATTTTTTCTG CTAATTGCGG 1488480 
CTGCATCATG TTGCCAGTAC GTTTTTCAAG TAAATCTTCA AGGCTAATAC CGTCAATCAT 1488540 
ATCGATTGGG TCAAGCACGT TACCTTTCGA TTTCGACATT TTTTGACCTT GTTCATCACG 1488600 
GATCAAGCCT GTTACATACA CGGTTTTGAA TGGCACTTGT GGTTTGCCGT TTTCATCTTT 1488660 
TACGAAGTGC ATCGTAAACA TTATCATACG TGCAACCCAG AAGAAGATGA TATCAAAACC 1488720 
TGTGATTAAC ACATCCGTTG GGTGGAACAT TTTGAGCTCT TTAGTTTGCT CTGGCCAACC 1488780 
TAAGGTAGAG AACGTCCATA AGCCTGATGA GAACCACGTA TCTAACACGT CTTCATCTTG 1488840 
TTTGAGTTCA ACCGCAGAAT CTAAGTTATA TTTTGACCGC ACTTCTTCTT CGTTACGTGC 1488900 
GACATAAACA TTGCCTTCCG CGTCATACCA CGCTGGAATG CGGTGTCCCC ACCAAAGTTG 1483960 
GCGAGAAATA CACCAATCTT GAATATCACG- CATCCAAGAG AAGTAAAGGT TTTCGTATTG 1489020 
TTTCGGCACG AATTGGATTT CGCCATCTTC CACCGCTTTA ATTGCCACAT CAGCAAGTGG 1489080 
TTTTACGCTT ACATACCATT GGTCAGTTAG CATCGGCTCA ATTGGCACAC CGCCACGGTC 148914 0 
GCCATAAGGC ACTTTCAAAT CGTGTGGTTT AATTTCGTCT AATAAACCCA GTGCTTCAAA 14 89200 
ATCTGCGACA ATTTTCTTAC GCGCAGcAaA ACGTTCTAAG ' CCACGGTAAT CCGCAGGAAT 1489260 
AGTCGCTTCA TAGCCAGCAA GTGGTTTGCC GTCAGTACCG ATAATTTCCG CTTCATCACG 14 B 932 0 
AATATTTGCG TTCAGCGTCA ATACATTTAC CATTGGTAAA TTATGACGTT TACCCACTTC 14 89380 
ATAGTCGTTG AAATCGTGTG CTGGGGTGAT TTTCACGACA CCTGTACCGA ATTCACGATC 1489440 
CACATATTCA TCGGCAATAA TCGGAATTTC ACGGTTAGCC AGTGGTAGAA CAACAGTTTT 1489500 
ACCAATTAAA GATTGGTAAC GCTCATCTTC AGGATGTACC GCCACCGCCG TATCGCCCAA 148 9560 
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CATAGTTTCT GGACGTGTGG TTGCCACCAC TAAATAATCT TTACCATCTG CCGTTTTTGC 1489620 
ATCGTTTGCT AACGGATAAC GGAAATGCCA AAGGGAGCCT TTGCTTTCTT TATTTTCAAC 1489680 
TTCTAAATCA GAAATTGCGG TGTGAAGTTT TGGATCCCAG TTTACCAAGC GTTTGCCACG 1489740 
GTAAATCAAC CCTTCTTCGT GCAAACGAAC AAACACTTCT TTTACTGCAT TCGATAAACC 1489800 
ATCGTCCATC GTGAAACGCT CACGTTCCCA GTCGATTGAG TTCCCTAAAC GGCGCATTTG 1489860 
TTGGCTGATT GTGCCACCTG AATAGGCTTT CCAATCCCAA ATTTTATTGA TGAACGCTTC 1489920 
GCGACCATAA TCGTGGCGAG TTTTGCCTTC TTCAGCCGCA ATTTTACGTT CCACCACCAT 1489980 
TTGGGTCGCA ATACCCGCGT GGTCTGTCCC CGTTTGCCAT AAGGTGTTAT GCCCTTCCAT 1490040 
ACGGTTAAAA CGGATTAAGG TATCCATTAA GGTTTGTTGG AAAGCATGCC CCATGTGTAG 14 90100 
AGAACCTGTT ACGTTCGGCG GCGGAATTGC AATGCAATAG CTCGGCGCAT TTTCATTTTC 1490160 
AGACGGTTTA AAATAACCGC TCTCTTCCCA ACGTTGATAA AGGGCTTGTT CTACCGCAGA 1490220 
CGGATTAAAA CGGTCTGCCA TTTCGAATTT TTGTGTCATT TATTTTTTCT CTTTATTATA 1490280 
AAAGCAGTTA TTTTTTTCTA TCCCTAAACG ATTAACTGCA ATATTATATA TTCCATTATT 1490340 
TTTTTCATAT CCAATGAAAT GTCTATTTAA TTCTTTAGCT GCTAATAATG TAGTACCACT 1490400 
• ACCAGCAAAA GGATCTAATA CAATTTGTTC TTCTTTTGTT ACTAAATCAA TAAGCAATTT 1490460 
CATTAGATTA AGTGGTTTTT GAGCAACATG ATAACCTTTA TCCTCAGAAG TTATTCTTAC 1490520 
TTTTAGTATA TTAGAATGAT TTAAAGCTCC TTGTTGTATA TTCCAATGAG TTAACGAATT 1490580 
TTCATTCCAA GCTCCAACTT CATGTTTGAT TAAATTATCA GCTAATGTAC TGCCAGTTTT 149064 0 
ATATGGTTTT TGAAACCATA AAATAGGCTC AAATAAAGGT CGTAAATTAG CAACTCTCCA 1490700 
ACCAACCCAT TTATTAGTAT TAGCAATATC ACCTCGACGT TCAAACACAC AAGAAATTCT 1490760 
TTGTGCTCTA TGTGGAGCTT TGTCTTTTTC CCAACTCAAC ATATCTTTGA AAGTAAAACC 1490820 
ACTATTTTCA AACGCAACAA CAACTCTGTG TGCAAATTGT CTTCCTGnAA AAACAAAGAC 1490880 
TGAACTTCCT GACTTTAATA CTCTAAACCA TTCATTAGAC CAACTTTCAA CCCACTCTTG 1490940 
ATACTCTTGC GGTCTTTTCT TATCAGCCTC TGACCAACCA TTTAATGGTT TACCTCTTCG 1491000 
TTTAAACAAT GATGTTTTGT GTTGAGCTGA AGATGTTCCT CCTAATGCAC TATTAGTATT 1491060 
GGAATGCAAT ATATCCCAAT CATCATAATC AATTCCATAA GGAATATCAG AGATAATTGC 14 91120 
ATGAATAGAA TTACTATCCA ATTTTTTTAT TTCAnAAATA GAATCAGAAT TATAAATACA 1491180 
GTCTATCATT ACTTTTTATC CCTTTAATAA AACTATCAAT AGTTTCTATT TTTGAAGACA 1491240 
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TATTTATATC TTTCAATAAT GCTTCTATGG CTTCTTCTCT TGTAAAATTT TTTATAATAT 1491300 
TTATTTGTTT TTTCCAATAT TCCTTTTCTA TCAAGGATCT TTCTTCAATA AAATTGATCT 1491360 
CTTTTTGAAG AAGTTGATTT AAAGTATCTT TATCTATTTT AAATAAATCC ATAAAGTATT 149142 0 
TATTAAAATC TCTCATAAAA TTATTTTCAG CATCAGATAC AGATGTTTTT TTACTTTGCT 14 91480 
TTTTGGGAAA GTTCCATAAT TGCTCAAAAG rAAAAATATT AGTTTCCTCT AAATCTAACT 1491540 
GTAATAATAT AGCTAAATGT TCCCAACTAA ATAACAAAAC ATTTTCATCT AACGATTGCT 14 91600 
TAAAAATTTG ACTTTTAGTT GTAGGATATT GAAAAAATGG TGCTGTTAAT ACTGCATAAT 1491660 
CCTTATCTTC TCGCCATTCA CTTAACGCTT TTACTTTAAA ATCTTTTTGA TTTTTAGCAG 14 91720 
TACGACTAAG TCGAAAAGAT TTAGCATCAG CAACTAAGCC GTAATTAAAT TCTTTAGAGA 1491780 
GTGCTATCAC ATCTCCAGCA TTACCTCTCT GTTCTAATGG TTTTGAGTTC AGATTAAGTA 1491840 
ATTGAAAAGC TTTAG CTAAT ACAATATCTC CTGCTTTTGA GAATAATTTC TCTTGTGTAG 1491900 
AACTTGGTTT TATTGCCTCA GGAAGTATTC CAATAGATCT AACCAATTCA ATAACCTCAT 1491960 
TTCTATTCAA TTTATAAATA AATGAGATTA AACTATTAGT tGCCTGTTTA AATTCTTGAT 1492020 
TAGTTAAATT TTCTATCAGT GATAATAATT TCTCTAACGC ACTTTTCTTC ATTAAAATAC 1492080 
TCCTTTAAGC TAAATTGAAT TACCCAAAAG ATAATCTCAT TCGGATAAAT CCCCCGAATC 1492140 
ACTTCTTTCA ACTCATCCAA CCCCATATTC TCCTGCTTCG CATGTGGTTG TGTCAGTTCA 14 92200 
TCAAGGGTAA TCGGCGACAC ACTTAACACT TCAATGTTGC AGAAATATTG ATTATCTTCA 1492260 
AACCGCCCCA CACGTAAAAT ATCGCCTGCT TTAAAATGGC TTTCGGAGTC ATCCCGAATG 1492320 
CTAATCGTTT TATGCCCAGC GAGAATATCG GCTTCAAAAC GTTGGTAAAA AGTGATGTCA 1492380 
TTTGGTTGCA TTTTGATCCT TAAAGAGCGG TTAGGTTTTA GAAAGTTTTT ACAAATCCTA 149244 0 
GATTTATCAA TTGATTTAAT ACTTTTTTAC ACCAGCTTGG TAAAAATTCA CTAAATTGAG 1492500 
TAATGCAGTT ATCTTTTAGT TGAAAAATCA ATTCAAGCGC AATGCCAGAG TTATCATAAA 1492560 
TAAAAATTTC ATCACAATAT GACAAAACAA GAAATAAATT ATCTAAACTT ATTTAATAAC 1492620 
GATATTTTAC AATATCTTCA GCAATAAAAT GACCACCACT TTTTACTCTn GCCTTAATCC 1492680 
GTGCAAGATT TATTTCAACG CGATTAATAC CAATATAATT TAAATGTACA TAAAAGCCAT 149274 0 
TTTCTTTCGC CGTTTTCATT CTTTGAATAA TTGAATTACC TGAAAGTGTC GATTCCATAG 1492800 
GAAAACCAAT ATGTTGCTTA ATAGCAAAAT GAAATAGCCC TATCGCTTTT CTGCCTGCAT 1492860 
CAATATCAGC AAGTCTTGGA TTTTGAGGAT TAATCTGCAT TGCAATATGA TCAGAATCAA 1492920 
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CATTGGGTGG AACTGCGGTT GGCACAGGTT TGAACACGCC GAAAGnTAAT GATTTGAAAG 14 94 66 0 
TGGCAGATTA CATTGCAAAA TTCACCGCAC TTCCGTTTGT CACAGCAGAT AATAAATTTG 1494720 
AnGCATTAGC CGCTCATGAT GCGATTGTTG AAACTCACGG TGCATTACGT CAATTAGCAA 1494780 
TGAGTTTATT TAAAATTGCG AACGATATTC GTCTATTAGC ATCTGGCCCT CGTTCGGGAA 1494840 
TTGGCGAAAT TTTAATTCCT GAAAATGAAC CAGGTTCTTC AATTATGCCA GGTAAAGTAA 1494900 
ACCCAACTCA ATGCGAAssG ATGACAATGG TCTGTGCACA AGTATTTGGT AACGACACCA 1494960 
CCATCGCATT TGTGGGTTCA CAAGGTCACT TCCAATTAAA TGTGTTCAAC CCTGTGATGA 1495020 
TTGCAAACTT CTTACAATCT GCTCAATTAT TGGGCGATGC TTGCGTATCT TTCGATGAAC 1495080 
ACTGTGCAGT GGGTATTGAG CCAAACTATC CACGCATTAA ACAACAACTT GAAAATTCAT 149514 0 
TGATGTTGGT GACCGCACTT AATACGCATA TCGGTTATGA AAATGCAGCT AAAATTGCAA 14952 00 
AAACCGCACA TAAAAATGGC ACCACATTAC GTGAAGAAGC GATTAATTTA GGTTTAGTGT 14 9526 0 
CTGCCGAAGA TTTTGATAAA TGGGTTCGCC CAGAAGATAT GGTGGGTAGC TTAAAATAAT 1495320 
TCATCGCACA AATTAACATT ACAACGATCA AAGGCGAGTA AAATTACTCG CCTTTTTACT 14 953 8 0 
GATTTCTAAT TTGCTTTTTG ATGCGGTTTG TTATAATCAA CAAAATTTTA TTCACGGCTA 149544 0 
TTTATTATGA AAATGAAATC CCTTTTTGTG GCAATGATAA CGT TTTTTT C TGCCGCACCT 1495500 
TTTGCTCATT GGCAACCCAT CGGAAATGCC GAATACACTT GGGGGCCGTT CCATGTTTAT 1495560 
ACCATTGGTT TGTTTTCTGA AACTGGCACT TATCAAGAAA ATGAACGTCC ATTAATGCTC 1495620 
TCTTTCAAAT ATGAAAAACC CATTGAAGGA AAAAATTTTG CGATTACGCT CATTAAAGAA 1495680 
ATCGAAACCT TAAAACTTAA TGATGGCGAT ACTCAAAGCT GGCTTAAAGA AATGCAAGCG 149574 0 
ACCTTTCCTG ATTTCTCACC AAACGATATT TTGAACTATA TTGCCTTACC CGATAGAGGC 14 95800 
TACTTCGTCT TAAATGATAC AGTTTTAGAA CACGATTTTG ATGCTAAATT TAATCAAGCA 14 95860 
TTTATCGGCA TTTGGCTTGC ACCGAATAGT ACTTTTGTAA AACTTCAGCC ACAATTATTA 1495920 
GGCAAAACGA AAAGCAATCA TGAAGCGACA GAGTTTTATC TCAAACCTGA AATTGAATCC 14959B0 
TTTGATGAAC AAGATTCTAC ACCTGAATTA CCGCCAAATT ATTTATTAGA TAGTCAGAAA 14 9604 0 
AAATCTCAAG GATAAATTCA GTTTTTTATA TTTTGCACCA TAAAAAATAC CTGTTTCCGA 14 96100 
ATAAATTATT ATCAAGGAAA CAGGTATTTA TTATTTGAAC ATTCTCTATC TGACTAAAAT 1496160 
TTTTCCCAAA CTGGGATAAC GCTATCAACT AAATCTAAAT TTTTTCCTAA CTCAATCCAG 1496220 
CCACAAGGGA AATGAAAATC GGAGCCAACG GATCCCTGCA GATCAAATTC TTTTGCCCAA 1496280 
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CGAGCAAGCA TTTGACGCTG ATCTTTTGTT TGACCACAAT CCGCCATTTC CATTCCATCA 1496340 
CCGCCCCAAG CCTTAAAATC GACTATCAGC TTACGCACCC ATTTCCCCGT CATGTTATAA 14964 00 
CGTAATGGAT GCGCAATAAT AGCTATACCA CCTGCGGCAT GGATTGTCTC AATCGCTGTG 1496460 
GGAATATCAG CCCATTCAGC TTTAACAAAT GCCGATTTTC CTTGCCCTAA ATAGCGTTTA 1496520 
AAGGCCTGAC CATCATTAGA TACCTTACCA ATCTGCACCA AATAACGTGC ATAATGAGCA 1496580 
CGCGTCACTT CGCCATCGGC TAAGGCTTTT GCTCCGTCAT AAGCATTAGG AATGCCTGCT 1496640 
TTTTCTAATT TATCGCCAAT TTCCACCGCT CTTTTTTCCC GTAATGCTTT TTGACTTTGC 1496700 
AAAAGTGCGG TCATTTTTGG ATGAGTTTTA TCGAAGTTTA ATCCTACAAT ATGGATCCCT 1496760 
CGCCCTTCCC AATTTGTCGA AATTTCTACT CCAGTAATCA ATTCAATGCC TACTTCTTTC 1496820 
GCTGCAATCT CAGCTTCATC AATGCCCGCA ATCGTATCGT GATCGCATAA TGCCAGCACG 1496880 
TTCACGCCTT GCGCATAAGC ACGATGCACT AATTCGGTTG GACTCAACAC TCCATCTGAT 1496940 
GCGGTACTAT GACAATGTAA GTCGTATTTT TTTGTCATTA TTTAATATTT TTTACTAATT 1497000 
CTTTTACTAA TTTTGGACCG TGATAAATCA ATCCTGAATA AACTTGCAAC AACTCTGCAC 1497060 
CAGCCTCAAT TTTCTCTTGT GCATTTTGCA ACCCATCAAT GCCACCGCTA CCAATAATGG 1497120 
GAATCTGACC TTTCAGTTCT TGATGTAATC GCTTAATAAT CTCCGTGCTT TTATGCTGCA 1497180 
ACGGCTTTCC ACTTAATCCG CCTTGCTGTT CGGCATTTTT CATCCCCGTA ACCGTATCAC 1497240 
GAGAAATTGT AGTATTCGTT GCAATAACGC CATCCATTTT ATGACGAACC AATGTATCCG 14973 00 
CAATTTGCAC TAATTCACTT TCCGTTAAAT CTGGTGCAAT TTTTACCGCA ATCGGCACAT 14 97360 
ATTTATTGTA TTGGTTTGCC AAAATAGCCT GACGATCCTT AATGCTTCGC AATAAATCAT 149 7420 
CGAAATAATC ACCATATTGT AATTGACGCA AATCTGGTGT ATTGGGAGAT GAAATATTCA 1497480 
CCGTAATATA ACCTGCGTAG TTATAGGCTT TGTTCAAACA GAAAATATAA TCATCTTTGC 1497540 
CTTGTTCCAA AGATGTAAAT TTATTCTTAC CAATATTGAT GCCTATCACA CCTTTATAAC 1497600 
GGGCG T TTTT CACATTTTCT ATAAGATAGT CAATACCATT ATTATTAAAA CCATTACGGT 1497660 
TAATAATGCC TTCAGCTTCA ATCAAACGAA ACTGACGTGG CTTTGCATTC CCATCTTGTG 1497720 
CAACGGGCGT GACAGTTCCC AGTTCTAAAA AACCAAAACC CAATGCACCA AAGCCGTCAA 1497780 
TCGCATCGCC ATTTTTATCC GCTCCTGCCG CCAATCCAAT GGGATTAGGG AAATTCACAC 1497840 
CCATTACCGT TTTCGGAAAG CCTTTGGGAG CATGAATAAG AGATTTTAAG ATCGGTTGAA 1497900 
ATAAAGGATT ACCAGCTAAT TTCAAGCATT GAATCGTGAA ATTATGAGCC TTTTCAGCAT 1497960 
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CCATTTGGAA AATGCCGTGA CGGAATAATT GATACATACT CGTTTATCTC TCGGGATAGT 14 98 02 0 
. TTACTGTAAG AAAGTGCGGT CAATTTTCAC CGCACTTTAA AGGTAAGGTT GGTCGTATTC 14 98080 
TACGAGGAAC AAAAATGATG TGCAAATAAT AAAGAAATAA TTAATGGAAA ATATTGTAAA 14 9814 0 
ATTAAGCTCT ACACGATCAT TAATACATTT TAATTATGTA TAAAAAACGG CTAGTTTTAT 1498200 
TTTTATGGTG CCTAGGGTCT TTCTCTTTAT GTTGGGAATT GCCATTGTTC AATCTCCTGT 1498260 
TCAAGTGCGG TTAATTCTTC GGGGGGGTTA AATGTCAGTA AGCGGTCTTC AAATGCTTGA 1498320 
CGTTGCCCGA TAATGATGCC AATCACGACG GCAAACTGAG CGGATTTTTC AATCACTTTT 14983 80 
TCTACCAATA TTTCAAACGG CACACCACGA TTTCGGGCAA TTTGTGTGAG CATTGAGGTT 14 98440 
TCTGTTGAAT TATCCGCCTG CCACGCTAAC GCTTCTTTCT CTTGGCGGTA AAAACTTTCA 1498500 
ATTTCCGTTT GTGGATAGCC TGCCAGCAAT CCATTTTTAG GTAGATTTTT TGGCGTTTGT 1498560 
AGGTTAAATC GCCGTTAGCG TGCATACGAA GTGTGCCAAT CTCTTGGTTG CTTAATTTAT 1498620 
ATTCGAACCA ACAATCGCCA TTGTTTGCCC CGATATTTAA ATAGTCTCCG CGTGAAGCAT 1498680 
AATGCGGGCT GTCTGAAATA CGGATATTTC TTTTT GCCAC AATACGATTT TCAAAGGTTT 1498740 
TCTCGCCATT AATGCTTTCG TTACCATTTA AACCAACCTT TCCATCTGCG GTAGTTTTGG 1498800 
CTTCTACTGC TTTGTCATAG GCGGTTTTCA CGG CTTTTG A TGTTGCAGCT TCGGTTTCGC 1498860 
TGTCGCTGTT AGTGGCTGAG CTTAGTTGCA CGATCCCATA TTGTTGTAAC GTTGCCCGTG 1498920 
CAATTTCATT TAAGGCAAAT TCCCCATCCA CGCAATAAGT CAGGGAAATT ATCAACTTCG 1498980 
CCTCGTTTTG CAGATGATGC AAAAATGCTT TCATCTGGCG TATTTACTAA TGCCATATAT 1499040 
GACCTCTTAT GTTAAGTTGA AAAGATATTG CACACCTGCT TGGCGTGGCA ATATATCTAA 1499100 
ATGATTGATT GCGAATTTCT TAAAATCAGA TGTGCTCGCA CTTGGAACAG AGATAGAGAC 1499160- 
GGTCATATCG TAGTTATCGA CAATGTGACA ACCTTCTCCG AAAATAAATA GGCATGCCTC 1499220 
AATTAAGTTT GGTAGCGTGC CTATTTGGTA GTTTTTAAGG ATTCTGCATT TAATCAGGAA 1499280 
CCGATAATCA TCATCGGATA ATCTGACGGA ATCAGACAGC GAGTCTCGTT TACGATACCA 1499340 
TTCACACCGC CTAGTCTTTT TTGGCTAAAT CCCAGTGCAT TGGGCGAATT GCGGAAACCA 1499400 
AAAAATTTAC GTAATTGATA GCCATTAATA ACCCGAAATT GCCCGACGTG TACCTACTTC 1499460 
GCCTGCACGA GCAGGCGCTT GTtCGTAAGC ATAACTCATT TCATTATTCT CCTAACTGTT 1499520 
GTAAGTTTTG TTGAAATCTA TTTTTGGTGC AGCTTTAGGC TCCGCATCAC CAAGCAAAAT 1499580 
ATTACCGAGT GATTTACGTT CATCCGCTAA TTTCGCCACA ACCACTTTTG CTGTTTGATA 1499640 
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TGCACCCGAA ATTTCCTCAT CGGATAATTT GGCTGCCTCA TCTTTAGTAA AAATGCCCTG 1499700 
CGCAACTACC GCACTTTCTT GGATTTCACG CACAGTCGCG TTATCCGCAA AATTGACTTC 1499760 
TTTAAATGCA GTTTTAGCAT CAGCCAACAC GGCAGCTTGT TTTACTTCTG CGTCACGTTT 1499820 
TGCTTGTGCA TCTTTTAGCT GTTGAATTTC TTCATCTTTA GCTTTAAGGC TTTTTTCAAG 1499880 
CTCTTCTTTT TCCACGTCAT CTTCCTTTTT ATTTTCAGGT TCAGATTTTT TTTCTTTTGG 14 9994 0 
TTTGGTTGGT TGTTCGCCTT TTGGCTCTTT ACCTTCTTCA CTACCAGACT TTTCTTCGTC 1500000 
CTCAATTTGT TTTTTCTGTT CGTCCGACAA CTTGATGCCG AACGCACCTA AAAACGCATC 1500060 
GAGAATTTTT GCGGTTTTCC CCATAATGGT TTTATCCTCA TCGGCAAGTT TTACACTTCC 1500120 
ACCGCAGCGA CCCTTTGCCA CAATCGCTAC GTGGTTGCCG ATCATCGGCG ACATCTCAAA" 1500180 
ATCTGCATCT TGTACCGTGG ATGGCTTAAT ATCGCAGTCA TATCCGCAAG ATAATTGTTC 1500240 
CACACCGTGC TCCTGTACGG TTTTAATGGC TTGTTCATCA TAAATCCAAG CCTCGGCTGT 1500300 
GAGTTCATCG GCCACTCGCT TAACATTACG CACGACACCG ACAGAAAGCT GTTTCCAGTT 1500360 
TTTCGCATTC ACCCCATCTT TAAGATGACC AACGGTTAAT GTTGCATTTT CAAAACTCTT 1500420 
AATCGTTTCA TCGCTAAACA AAGATTTCTC GGTGCGAGCA ACTTTTTTAA TACCGTCTTC 1500480 
TTTTAGCCCA AGTTCTGTAG CGAGGTAATC AAATACCCCA ACTTTAGAAA TGGTTGCGGG 1500540 
CACAACTAAA AAACCATCTT TAGTGATGGT TCTTTGTGTG TCTGCTTGAG TAGTTTTGTC 1500600 
TGTAAATTTC ATTTATTTAC CCCAATAAAA AACCCGACCA TTTCTGATCG GGTTATTTGT 1500660 
TTTTTTGCAA TATCACGCCA ACATTTGGCT AATTATTGTT TGTGCTACTT GTTTTATCGC 1500720 
ATCAAGTGAT AAATCAAGGC TTTTGCTTTT TATCGTAGTT TTTAAGCTAT TCCAGACAGT 1500780 
ATCGTTGCGG ATTTTGTCTA AGAGTTCATG ACCTTGCCAA GTCAGCAACC GAGCGATAAG 1500840 
ACTCATCTCA TTTAGAGAAG AATAATCTAT CGCTTCAATC AGCCCTGCAC TTTGCAATAA 1500900 
CTTAAAATGA TAAGATACAG TTTCTGAATC GAAACCAGTA AATCCATCAG GTAATAAACT 1500960 
CCCTCTAGCC TCTGACTGAC TTTCCAATTT AAGCAATATA GAGCGAATTA AATCCCAATT 1501020 
ACGTTTCATT CTTTGTTATC TCTTGGCCAA AGCATATCCA CAATCTCATC ATAAGATGAT 1501080 
GTTTAGGCTG TTTAACATTT GAACTAATAG TGGTAAAATA AGCTAAACCG TAGATTGAGC 150114 0 
TTGGGAACGT TTTGGACGTA TGCGGATGCG AGTTAATAAA CTAGGAATTA CGCACCAAAC 1501200 
TATTCTGCGG TTATTTTTTT GATTTCCGCC TATAAACAAC CCAATCGAAA TGATTGGGTT 150126 0 
GTTTGAATGG CTGAATTTAA TTTAGAGCCA TCATTTGATG GTAAGCATTA CGCTTGCTTT 1501320 
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CTCGCAAGGA TTGTATTTCT GACTTCGTCA GGTGTCTTAC GTGAATTAAT GATGAATCTT 1501380 
GCTTCCCATT CTGTAAACCG CGAGAAGTCG TAGCCAAATT CTTTTTTCCA CCAACTTTCA 1501440 
AGTTCGCCAT ATTTACTCCG TAATTCTGCT AATGTGTGTT TAGATAGCCT TAATTGTACA 1501500 
GAATATTGTT TGCCGGTTAA AGCATAAGAT GCAATAACTT TTCCTTTATT ATATAGCCTT 1501560 
TTAGACTAGC CAATGTACCG CCTTGTGTTT GTGTGTCATC TAAAATAATA GCATATTTAT 1501620 
CTTTTGGAAC TATGCCATCA AAAGCTGGAG AATAAACCAA TCGATGCCAT CCATCTCCCC 1501S80 
CAGTTCTAGA TACTTTTGTT GCTTGAACAA TTGATAAATC AACAGGAATA TGGAGTTTTT 1501740 
TAGATAATAC AGTAGCAATA GCTACAGGAA TCATATTTTG ACCAACGGCT TCTTCTGCAT 15018 00 
GAACAGGAAT TAGAATTGCA TTTTTATTGC CAACCAATTG CTTCAATTTA TTTACCGCAT 1501860 
CATCTGTAAC TAAATCTTTA GCAAGTTGAT AAGCATCTTC AATACTACCC TTTTTAGCAT 1501920 
TTTCATATAG CGGATGTGAT GTTGCATCTC CTAATTTCCT ATCAATGATA GTATCAGGGA 1501980 
AATCATCAGA CCATTCTGAG CGCATTTGTT GTTTTTCCTG TTGGCTAACT ATTGGGCTAT 1502040 
TTTTCACTAT CTGCTCGTTA TTATCAAGCA CTGGAATCTG AACACACCGA CAATTAAAAT 1502100 
CATGACCAGG ATGATCAGTA TCAGCAGGCG GATTGGCATA TTCAAATATC TGCCCATCTT 1502160 
TTTCCGCATG GCTTTCGCGT ACACGCTCAT CAAGCGATGC TGACCACATA TATTTTTTTA 1502220 
TGCCAACCTC TTCATGTCTC GCTTGCGTTA AGGCGGCATT TAATTTTGAG GACTGGTCTC 1502280 
GCGCAATAAA CATTGCTCGT TTTTCGGTTG TTTTACCCAA GTCTTTTATT TGTGCTGCAA 150234 0 
GGTCTTTATT TAAAGAACCT CGAACCATTG CTTGCATGAC GGCATTTTGC ACTTTATCAA 1502400 
GATATTGTGA GCGAATAGAC TTAATTAACT GGATATTACC AGCGGTCAAT GCATTCACTT 15024 SO 
TCTCAGTAAT ATTTGGACTA TTGCGTAAAT AGGCGGATAA ATCGATGCCA GTTTGATTTT 1502520 
TTAGATTGGT TGATACTTCA GCATGGTTTT GCGCATCACC ACGACTAACA AAGCCATTGG 1502580 
CGATATTTTC GGCCTGTGAA GTGCGGTCTG ATTTTTCGTA CTTTTCTAAT ACTTTCATCA 1502640 
GTGCTTTCGC ACTAATCGCT TGAAATCCTT TTGCATCATC CATAAAAAAA GAGCCTTGCG 1502700 
GTTGTTGCAG GGCTCTTTCT ACATCATTGG TCATCATTTT GACGAACTGC TTAAGCTGTT 1502760 
GTCTATACCA AAGCTCCGTT CTCTTACTCA TCTTCACTGG CTTGAACTTG CGTGCTCTCG 1502820 
CCTTCTGGTT CTTCAAAATT TCTGGCAAGT TCATTAGCAT TTTTCATTTC CTCAATGTCA 1502880 
TCAGCAGAGA TATTGGCAAA TAAACCACTT TCTCGGAGTT CGTTTGCTAC TTGATATTCA 1502940 
TTTACTACGC CATTTTGAAT TAACGTATTT GCCGCTGTAG CAAAGGTATT AAGCATATTG 1503000 
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ACTTGTTGTT CTTGTTTAAC CACCGTCAAT GGTAAAAACT CAAACCACCA GTCATCAGGT 1503060 
TGCCCACCAA ATAATTCATT GCATAGCAGT GTATCAAGCA CnTCAAGCAC AGGACGCAAT 1503120 
CTTGTTTCTT GCAATCGATG AATGGATTCG TGGTAGTTTT GAATATCCTC ATCTCCACTT 1503180 
GCCAATCCCG AAACAGATTG CCCAAACAAA ATGGTGACTG GCATATCTGC CGCACCTGCC 1503240 
ACCGCATTGC GAAACTCTGT CAATAAATCT TTTAACCCAC CAAAAGATAA TTCTTTTCGG 1503300 
TCGTACTCAT TTTCCGCATC AAGCAACAGA CTATTGGTTG CTGATTTAAT CGACTGCACC 1503360 
GCTGAAATAA CGTGAGCCAC ATCATTTTCT AAGCCAGCTG AAATCTTGTC AGATAACCCT 1503420 
GCAATTTTGA AAATATCGAT TTTACTTTCA AAAATAAGGT CGCCGACATT CGCTGAGGCA 1503480 
CTATCAAAGC GTTTAAGTAC ATCAATAATC TTTTCAAGGT CTGATACACC CCAAATATCG 1503540 
TTATCAGATA ATGGCGCATC ATTGGCATTG ATGATTAATA AGCGTGAATG ATGCACTGAA 1503600 
ACAGATTGTG TGCCGCCAGT AATGGTATAT TCACTGTATC GACCAAAGTT TGGCGAAAAT 1503660 
ACATCGTCAT CTCGTTGTCC TGTCGGTGAG ATTTTCCATT TAGGTAAGAT AATTAATCGT 1503720 
TTTAATCGTT CTGTAGGCTG CAATGGCGAA GTGATGTTAA TTGTGTCAGT GACAACCAAT 1503780 
AAACCCACCG CCCCATACAA ACTAGACCAT TGCAACGCTT TAGTTAATGT CTCACGCAGT 1503840 
TTTAATCTAC GTTCAAGCTT AGTGAACTCG TCTAGCTGTT CAGATTTCAA GTCATTCGAG 1503900 
AAAATATCAC GCCAATTACG CACCATATCT TCCGAACGTT TAATACAAAC CTTATTTGCA 1503960 
ATCCAGTTAT CACGCCATAA TGCTTCGATT TGCATTAAGT CATCGGTTAA ACTAAGCCCA 1504020 
CGAGCATAAT ATGTCTGGTC TTGTTTGCTA CCTAACTTTA GCGCAAGTGA TTTGATGCCA 1504080 
TCTAAAATAT TCATCTTATA AATCCAGTAG TGATTTAGGT TTTGTCGGGG CGTAGCACAT 1504140 
AACTAAAGCA TCCGCCATAT TTGGAGAAGG TATGCCACGT TTTTTCATAT CCTTTTTGCT 1504200 
TTCAACCTTT ACCCGCCCGT TATTGTCATA ATCAACACGA GGACGTGATA ATTCTGCTTT 1504260 
CAAATACTCA AGCTCTTTGA TTTTGCTCGA TAGGCTTATC AGTTCATCGT CAGGATAAAC 1504320 
ATCCCCATAC TTTACTGCTC GATAGGTTTT ATAGAATCTA TCTCTCAACG CCCACCAAGA 1504380 
TTGGGCTTTA ATGTTCGAAA ACATATCTTG ATTCTTTTTT CCTTTGATAT ATTCACGCTC 1504440 
GGGATAAGCA ACTGCACCAC CAGCATTAAA TCCTTCCACT TGTAAAGATT TTGGCAAGCG 1504500 
TTTAAAGTGA GCTTTTACTC CCGCCCCCAC GCCAATACTA TCGAATATAA TCAAATCAGC 1504560 
TTTAAATTTG ACCGCACTTT GATTTGTTCG GTTGGCGGAA TCAATCACAT CGCCATTTTT 1504620 
CCAAACTTCA ATGTCAAGCA CCACAGAACC GTGAACAAAT GCATTAGCGT TACTATCCGC 1504680 
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ACCCTCATCA GCCACATCAA AGCCAACTTT CTTCATTCCT TTAGCGGTAA AACCGAGCTT 150474 0 
GAGATGCGCA TCTACCGCAT ATTCAATCCA TACAGGCTTA ATAATCGCCA AATCACTGTC 1504B00 
TGCAACAGGC TCGCCCTCAT AAACGTGACG ATAAAGCTCG TAATCACGCT CACGCATCTG 1504860 
CTCCATATCT TCCATTAATT CTTTCGGAAA ATATGGGTTG TCTTGCCAAT TCACTAAGAC 1504920 
CGATTTACAC CGCTCAGGCG GATGAATCAC AAAACGTTGA TAGGTGTCAT CAAGAATATT 1504980 
CTTCGGGTTA AAGCTCACAA TAATCTGCGA ACCGTCTTCA CGAATGGTTG GAATCAATAT 1505040 
ATCCCAACTT TCTTTTGAAA CATTCTCGCC TTCTTCTACC CAAACTACAT CAATGCCTGT 1505100 
CATCGACTTA ATCGAAGTAA TGTTAGTTTT CAGCCCCGCA AACGTGAAGC GTGAACCGTT 1505160 
TTGCCCGATA ATTTGCGTTT TCTGAACATC AAAAAAGGCT TGCAAGCTAA GCATTTCAAT 1505220 
CTGATCTGCC AACATCTGAA TCACAGAATC AGAAATCGAT TTCTGAATTT CACGGaACAC 1505280 
AAAACTCGAA CAGGCGATTG ATAGGCTCGC AATACTAATG CTCTAGCGAT ACTAAAACTT 150534 0 
TTACCTGAAC CTCGCCCACC GTAGAAAATA ATAAACCGCC AAATAGATTC AAAGAGCGGT 1505400 
TTGAATTTTG TCGGAAATTG AATATTAAGC TGGCTCATCG CTAAATGTCA CATTAATCAC 1505460 
AGTAGGTAAG GGCTTGCCAT CAGTTGTTAC ATCAACTTTA TTGGTAAACA . TCCCTAAATG 1505520 
CTTCCCAAGC AATTCAAGGG CTTTATTTGC ACCTGTCGGT TCAAAAACGA AACATTCGGT 150558 0 
ATTAACGCTT TGTGCCGTTC CTTCTTGAGC ATTTTTTACC ACAGTGGTAA TAGTAAGTGG 150564 0 
CTTTCTTCCC ATACAAATAT CACGATACTC TTGCAAGTCC GCAATGATAT TATCTAGGGT 1505700 
AAGATTATGG CGTTGTTGAT GGGCTTGTCT TAGTTCTTCA ACCCTTACCG TAATCTTACC 150576 0 
GTTCTTATTA AGTAACTCAC TTGCCTTAAC ATTGATAACT TCAGTTGTCA TTTTTGAGCA 150582 0 
ATCATAACTC TGCCGATATG CTTCACTGGC ATTCCCCAGC TCAATATAAA GCTGGCAAAA 1505880 
TTTTTCTTGT TTAGGTGTTA ATCCACGACC AGACGTAGAT TTTCCTTTCA CGTCTGACAT 1505940 
AGGAAATCCT TACTTAATAG GCAGTTCAAT CTGCATCTTA TCTTCAAAAA GTTTTAAAGT 1506000 
TGCTTCTAGC ACAGGCTTAT CGCCCTTCCA TTCCCTCAAC CCTTTACCAC ATAAACTCGC 1506060 
AAATGCTTTC TTCGCTTTAT GCTCAATGCA CAATTCGTTA TATTTATGCA TCAAGCTATA 1506120 
ACCTTCTTGC TGTAATTTCT CACGCATAAA ATCAAAGGCT TTAATAAACT CTACTTTGAA 1506180 
TTTCATTGCT TTTTGGGTTC TATATCCCAT TACCAAAAGC AAAAATCCAT TTTTAGTCAT 1506240 
TTGATACATG GGTTGTTTTC TGCCCCATTC ATCGAAATAT GAGGTCTCCT CAAAATTGAG 1506300 
GAGAGCAAAC TCACCGCAAT CTTGTTCAAT AACTAATGCT TTGATATCAC GGATGATGTT 1506360 
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ATCGTGACGT TTACCAAACA CCGTGGCAAT ATGCCGAGAA TTTGTCACAA TACGTTGCTT 1506420 
GTCATTTACC TTTAAGAATT GTTCAAAGTT TTCAATTGTT TGTAGGTTCA TTTTGGACTT 1506480 
CCATTAAATT TTAGATAATA AAAAACCCGA CCATTTCTGA TCGGGTTATT TAGTCCTAAC 1506540 
AAAACTACCT AGAAGGCTTG GTTTCTACCA ATTTAAAGAT GTTAGACATT AGTCGTGGTT 1506600 
ATTTACCGCC TTTTGCTTGA TTAATCCACT TATTAAGATG ATCTACTTGG CTTGCGCACT 1506660 
TATCTCGCTC TGCGGTTACC TTAACTAACT GTATGACTAC ATCGCCGTAT GTTTCCCCAG 1506720 
TAAATGCTGT TTTGACACAA GGTGCAGTAT AGGCTTGAGG CGGATAAATA TATTCTGGTT 1506780 
TAGTCGTGAT TTTATTCGTG CAAGCGGTCA AGAACAGACT GAGGCAAACG AGTGTGAGCA 1506840 
CAAGGTTGAG TCTTAATGAT TGTTTTAACT GATTCAGCAT TTTCTGTTGC TATCCTTTCT 1506900 
ATTTCATCAT TACGCTCTTG TTGTAACGCA AGACTTAATG ATTTGTTAGT ATCTTCTTGT 1506960 
TGCTTTGTCG TTATTTCCAA CTCATCTATA ACGCTAGATT GGTAACGCAA TGCACCAAAC 1507020 
AAAACCACGA CAACACCCAC TAACGCTATG TAAATGTACT TAGTCATTAT CCGTTACCAT 1507080 
TAATGCTCGA TAGAGCTTGC AACGCTCATC AATGCCATTT AGTCCACCAT TAATTCTTCG 1507140 
CGTGACTTTT TCGACAGAAT TAAGCTCAGC CAACTCATAG CACTTCCAAT ACCACACTGC 1507200 
AGTTTTAACA GATAAATCTA AATTCCCTGC CACATCTTCT GGCTCAATAT CTCTACCTAA 1507260 
CCATTTTCTA AATGCGGCAT AATTATCCTT ACCTGTAATC TGAATCAGTC CACGACCACG 1507320 
ATACTTCCAA CCATCTCCAC TTTTCTCATC GCCATTACCC AAACGATTAG CATAAATACG 1507380 
ATTGGCTATT AGCTCAGGTT TGCGCTCATA TTTCTTCGCT GTAAGAGGGT CTGGGAAATA 1507440 
TTTACGGAAA GTTTGAGAAA GCCCARGCCA AGAATAATTT AAATTTTCTT TAAATCTTAT 1507500 
AAATCCGCCA CTTTCATGTC CACATTGAGC CAAAAACATC GCTTGCTGCA TCTTATTCAC 1507560 
ACAACCTGCT TTTTCTATCT GCGCCGAAAT AGCTTGATAA ACACCTTTAA CTGCGTGTGG 1507620 
AAAAATTTTA TTAAATGTCA CTTCGGAAAT CATCATTGTC ATCTTTTTCA ATTCTCCGAT 1507680 
TAATGAATTT AAATAAAAAC TCGCGAATTT TTTCAGTACC AACAAAACCA ATCATCGTAC 1507740 
CGAGAAATGA AGAATATTCT GTATGCCCAA ATAAATGCGT ACAAATTGGC ACCGCAACAC 1507800 
CCGCAATAGA GGCACACATA GCCGCATCAA TTAAAACATA ACGAATAGCT GGCTTTTTAC 1507860 
GCATAAACCC AAATCTTAAA AGAGAAATAA ATAACGCCCA AAAAGCACTC TGTGCTGAGC 1507920 
TAGAACTAAG ATTTGTTTGC AACCAAGACC ATATTAACGC CCACACATCA GGCTCTTTAA 1507980 
TTGGCATATA TTTTCTCCCG CCTGTTCTTT AGGCAATAAA AAAGCCCCGA CCGTTTCCGA 1508040 
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TCAGGGCTGT AAAATTCTTT CTTGCGTTTG CTATGCGCTA AAACCGCAAT ATAGTACATA 1508100 
TAATACACTT TTAGTGTGCA CTGTCAAGCG GTTTATGAAG TGCGCTAATT AGTGATGACG 1508160 
TGTCGCAAAT ATACCCATCG CAATCTTGGT TTAAATTGAG TTCGTATGCT GCCCATAACA 1508220 
ACGCCACCGC AAAGAGAATT CTGAACATAA TTTATCCTTT TTCGTGAATT TGAGGTGTAA 1508280 
AAATCCGCCA CACGGTAAAG TGCGGTCGGA TTTTCCGTTG TTTTTAGAAG TCGATTTTGA 1508340 
CTGCTTTTGG ATTAAAGCCT CGCAAGTGTT TTAATACACG CCAATTTGTC ATTGGGTCGA 1508400 
TGTTAAACTC TTGTGTAATA CGGTTTAAGA TTTGGTTTGT TGAGCGTAGA CGCTTAAATA 1508460 
TTCGTAAGCC TGTCCATATA TATCTCCGCT CATATTTGAG CCTAGCGCCT TAAAGGCTTT 1508520 
TTCGATATGT TGGAATGTGA CGATGCCACG CATGAAAGCG AACCACAACC AAACAAGCTG 1508580 
TTGAAGTTCA TACTCGGTAA ATTCAAAACT GAATTTCTTT TCGGGTTCTG GCAAGGCGAG 150864 0 
CTGTTGCGGT TGAAGTTGAT ATTTTCCTGT TTTACGAATT TGCGGGAGAA CTTCTTCAAA 1508700 
TACCCACGCC TCGAATGGTT CGGCTTCTGG TTTACGGGAT TTGATGATCA GACGGTAAAG 1508760 
ATTTGGTTCG TTGATGAATG TCATTTCCTG ATCTGCACTT TTTGTAGGGG TGTAACGTTT 1508820 
CGTTACGCCC CCTTGTTTGC AATGATCTTG TAATGCTTTT CTTGAATTTG TATATCCGAG 1508880 
AATGTGGCAA ACATCCGTAC CACAAAACCA AAATTCACCT TTTGGATCTA AAATCACGCG 1508940 
AACAGGAAGA TCTTTAAAAT TAAATGTTGA GAATTGAATT TGATTTTTCA TTGTGTATTT 1509000 
CCTTTTTGAG AGGATTGATA ATTTACCCAT AATTGGGCGA CCAACGGCTC AAAACCAGTA 1509060 
CACAATCTGG CGGAGTTATT CCCTTTCGGT ATTGTATTCC TCGCACCGTC GGTCATTGAT 15 09120 
TCTTTGAGAA TTTTATAATG GCGGTAAAAC TCTCAAATTT TAGATACAAA AAAATCACGC 1509180 
TGACGGGGTG AATGAATTCC GTTGTGTAAA AGGTTTTTGA GACCTTGAAT AAAATAGTAG 1509240 
AGGAAAATTT GGAGAATGTA AAGCATGAAA ATTATATTTT ATTGTGAACC ATACTTGACA 15093 00 
CCCTGCGAAA ATTATCTAAA ATAACGJCAA AGCAATCGAT AAGGATTAAT AATGACAATC 1509360 
CAAATCAAAA CCACTCTGAC ATTTGATTCT TGGTTAAGCA AACTAAAAAA CTTGCGTGCC 1509420 
AAAGCGAAAA TAAACGCACG AATTAAACGC TTACAGTTCG GCAACTTTGG TGATATCAAA 15094 BO 
AGCGTGAATG ATGGGATTTT TGAATTACGG ATTGATGAAG GTCAAGGTTA TCGAGTTTAT 1509540 
CTTAAAAACC AGAATGGCGT ATTAGTGATT TTACTTTGTG GCGGAGATAA ATCCACACAA 1509600 
GATAAAGATA TTAAACAAGC AAAACTTCTC GCACAGGAGC TAGGATTATG ACTGAACAAT 1509660 
TAAAAGACTT TGATGTGGCA GAACACCTCA CTTCTGAAGA AGAAATTCAA CTTTACCTTA 1509720 
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ATGAAATTCT ACAAGAAGAT AATATTGAGC TTATTTTATC GGCCCTTGGC GACATAGCCC 1509780 
GTGCGCGTAA CATGAGCCAA ATCGCACGTG ATGCAGGAAT AAGCCGAGAA GGTCTTTATA 150984 0 
AAGC CTTATC TGGCACGGGC AATCCTACTT TTGCTACTGT AATGAAAGTA ATGAAAGCCT 1509900 
TAAATTTACA ATTCCAAGTG CAACAATCTC GATTCGCCTA AAAGAAATGC GGTCAAAATC 150996 0 
GACCGCACTT TTCAGGCAAT AAATAAATAT TGCTTGCCTT CTGTTGATAA TAGCAATAAA 151002 0 
AGTGATGTTT TTACCGTTTT CAATCGATTG AAATATTCAC GCCGTGAAAT ATGTAAATAT 1510080 
CGCCAAATTC CTTGTTTTTC CCATCTCTTG ATATAAGTCA GAACGAATAC ATCATAAAGT 1510140 
TCTGGTGTGA CTTTTCTAAT TACACCAAGG TAGCCATCAA TTTCCATGCC TAATTCATCG 1510200 
CTTATAGGAC GCATACGATA TTTTTCAGCA TAACGAGCAT CACATTTCAT CTCTGCAAAC 1510260 
CCTGCGGCTA CACGTGGAAA TTCAGTCTCG AAAGATCCGC CGTTTTGCTC TAAGTACGGT 1510320 
ACTGCGAATC CTATTCAGTT CATCACCAAC TATTCGCAGT GGTTCGTGAT * GAGTTTTAAA 15103 80 
ACTTAACTTA GAATACATCA CAATGACACA CTTAAACTTA ATTCCTGTTT TTAATGGCTT 1510440 
AATCCAAAAT CAACCCGTTC AACTTTGCAA CGCTCGTGAA CTTCACGCAT TCGTAGAAAG 1510500 
CAAACAGCAA TACACTGATT GGATCAAAAA CCGCATCAAC GAATATGGCT TCATCCAAGA 1510560 
TGAAGACTAC CTCGTCATTA CCGAACGCAC CAACGGACGC CCACGCAAGG AATATCACAT 1510620 
CACCCTCGAT ATGGGCAAAG AACTCGGTAT GGTCGAAAGA AACGAACGAG GCAGACAAAT 1510680 
CCGCCAATAT TTCATCCGTT GCGAAAGAAC ATTAAAAGCC TTGCAACAAC CGCAACAACT 151074 0 
TGCCTTGCCA GAACCTGAGA AATTCACGCA CGAATTCACC GAATTTGAAA TAGAAACGCT 1510800 
CGTTTGGCTC CTTATCGGAC ATCACCAAAT GAACACCCTA CTCGGACAAC TCGAAAAGCC 1510B60 
ACTTGACGCC ATCGGCAGCA ATCTACACCC CGCTGTGTAC AGCTACTGGA AAGAATATGG 151092 0 
CCGCCAATAC AAAGATGCAC TCCCAACCAT TAAACGCTTA ATGGCACCCT TCAAATAATC 1510980 
AAACCGTTTG AATTGGGCAC GTGCACAACA CCTTATAAAC CAATAAAACA CCACAAAATC 1511040 
CGACCGCACT TTTTTTACTG CGGCGGATTA TCACACTTAA AATCCGATAA AAGGAACAGA 1511100 
AAATGAACAA ATTAATCATT ACGCTCGTGT GTGCATTTGT AGTGTATATG GTGCACGCCC 1511160 
TAAATCTTAA TCAAGACTGT GACGGCAAAA TCTGTCACAC CGAACAGACA CAACAATATT 1511220 
AACAAACCAC CGCTCTTATG GGCGGTTTTT TATTGGAGGA AATATGGAAT CAATTAAACT 1511280 
TTCGCAGAAA GCCGAAGAAG AAATTGTGAA TGCGGCAAGA ATGGCAGCGT TATCCAATTT 1511340 
GACTGAAAAA AGCCAAAATT TAATTACGCT TGAGGATATC GCAATATATT TTGGGCGACA 1511400 
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CTATCAAACC GTTGCCAAGA TTATTTCAAA ACTGCCTAAT TTCCCAAAAC CCGTTACACC 1511460 
CGTTACAGTC GATCAACAAA ATTCTCGCCC ACGCTATATC GCAGGCGAAG TTGTTCGTTG 1511520 
GGGGCGGATC AATGCTAAAC CGTATTAGCT AATCAAGTAA TTCCGCCACC TCCGCCATAT 1511580 
CAGGGGCATA ATAGACATTT TGTAAAATCG AAATATCTTT ATGCCCAGAT ATTTTGGCTA 1511640 
ATGTCATCAC ATCTACTTTT TTAGATAGCC TAGTTAATGC CTCACGCCGC GTATCGTGGA 1511700 
AATGCAAATA TTCTCGCTCG GCAAGTTTTT TGAGTTTTCG GAATGTTGCA TCAAGCACAC 1511760 
TAGACTTAAT- ATCAAAACAC AATCCAGCAT CCCCTATCTC GACTTTTAAC CGTTCTAAAA 1511820 
TAGCGATTGC ATTTTTAGTC AATGGCACGG TTCTTGATGT ACCGTTTTTT GTCATAGGCA 1511880 
AAAATGCAGT ACGTTTCTCA AAATTTACAT TACCCCAACT AAGACTACAA ATCTTCCCTG 1511940 
CTCTCATTGC GGTTTCAACA GCAAACAATA TTGCCGCAGC CGTTCTCGCT TTTGCAGTTT 1512000 
TGAGCGTATC AACATATTCA CTGATAGCCA CAATAGCATT AATATTTTCT TCCGTTACTC 1512060 
GCTGAGTTCG AGGTTTCCCT TTTTCGGGTA ATTGTATGCC GACCATAGGG CT TTT T T GTA 1512120 
TATACCCCCA TCGCTCAAGG GCAATTTTGA ATATATGACC TATCGTAGAT AATTCACGGC 1512180 
GCACACTTTC ACTTTTTACT GATTCCAATC GCTCCGCAAT CCAATCCTCA ATATCTCTCC 1512240 
GACTAACATC AGATATATAT TTATCCGTAA CTGGATGGCG CAAAAAGCGA TTCAGCCGAT 1512300 
TAAATTCGTG CTTTTCTCCA CGCTTTGTTG GCGTAATTTT GTTCAAATAC CGCTTAATAA 1512360 
CATCAGAAAA TAATGTATCA GGTTGCAATC CTTGTGCTTG CAATTCTATT TTCTTTTCCT 1512420 
CTTCCGCACC CCATTTCATG TTGCATTGGC GTAATCGATG CATAAAAATA CTTAAAAAAT 1512480 
GGCAATATTT GAGGTTGGAA TTAATGAGGG GTTTATGGCT GATGTGAACG TAACGTATTG 1512540 
ATTTTACTGG TTGAAATGCA TAAAAGAAAA AAACCTGACC AACGGTCAAG GGTTTGTATG 1512600 
TGGTGCCTAG GGTCGGACTC GAACCGACAC GTTTATTCAA CGGCGGATTT TGAATCCGCT 1512660 
GCGTCTACCA ATTTCGCCAC CCAGGCTTAA TGGGGTTGAA TTATACGTAT ATATAACAAT 151272 0 
GTGACAAGCA AAATTTATTG GAAATAATTC ATTTGTTTTA AAAATAAGCA AGAATTTTCT 151278 0 
GTTTTCTAAA AATATCGCCA AACAAATGCA ATAATTAAAA TGCACAACAT AATTAAAATT 151284 0 
TGAGCTAAAC GTTTTTTTGT TAATTTTTCA GCTGCCATAA TGCTTTACTC TTCTTAATCT 1512900 
• GACTAAACTA ATTAGTGGTA GAATATTTGC GTTAGATCAA TTTTACACTA TTTTTTTCAA 1512960 
TATTTGAGGC GTACATGAAA AATTTCGTTG CAGGAGCTCA ATCAGGGCGC AAAATTCAAT 1513020 
CAGGCGGTTG TGCGATTCAT TGTCAGGATT GCAGTATTAG TCAGCTTTGT ATTCCTTTTA 1513080 
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CCTTAAATGA ACAAGAATTA GATCAGCTTG ATAATATCAT AGAGAGAAAA AAACCGATTC 1513140 
AAAAGTCTCA AGTATTATTT AAAGCAGGAG ATTCTCTCAA TTCAATTTAT GCTATTCGTT 1513200 
CTGGCACAAT AAAAAGCTAT ACGATTAGTG AATCTGGCGA AGAACAAATT ACTTCATTTC 1513260 
ATTTGCCCGG TGACCTAGTT GGTTTTGATG CCATTACTCA AATGCAACAC CCTAGTTTTG 1513320 
CACAAGCTCT AGAAACGGCT ATGGTATGTG AAATTCCTTT TGATATTTTA GATGATTTGG 151338 0 
CAGGAAAAAT GCCAAAACTA CGCCAGCAAA TTTTACGTTT GATGAGCAGT GAAATTAAAA 151344 0 
GTGATCAAGA GATGATTTTA TTGCTATCTA AAATGAATGC AGAAGAACGT TTGGCTGCTT 1513500 
TTATTCATAA TCTTTCTAAA CGCTATTCTG CTCGAGGTTT TTCAGCAAGA GAATTTCGTT 1513560 
TAACAATGAC ACGTGGCGAT ATTGGTAATT ATCTAGGTTT AACAGTAGAA ACCATCAGCC 1513620 
GCTTATTAGG CCGCTTTCAA AAACTCGGCG TGATTAGCGT ACAAGGCAAA TATATTACAA 1513680 
TCAATGATTT AAATGGTTTA ATTGAATTAA CTGGTACGAA TAAAACAAAA ATTACATTAG 1513740 
TTAAATAAAT TTAAGCGTGA ATATCACGCC TTTTTGTGCT TGATAAAAAT AAATTTATCC 1513800 
AAATTAATCT TGTACCTTGC CATTTTTGCT ATTCTTTTTT ATCCTATGCC TCAATTTTGG 1513860 
AGG CT ATT AT GAAATTTAAA AATATTCTCG TTGTACTTAA TCCCAGTAAT GAAAAACAGT 1513920 
ACGCCCTAGC TCGTGCAGTG CGTTTAGTTG AAGAACAAAA AAATGAAACT AAGGTAAAAA 1513980 
TCACCGCACT TTTATCAGTC TATGATTTAT CTTATGAAAT GTCAGCTTTA CTTTCTTCCG 151404 0 
AAGAACGTTC AGAAATGCAT CAACAAGTAA TTGAAAAACA CCGTCACGCT GTTCAATATT 1514100 
ACTTAGATAA ATATGCAAAT CCAGAAATTG AATTACAATC TCATATTGTG TGGAATAGCA 151416 0 
ATGAAGCTGA TGCAATTAAC GAAGAAGTAG AAAATAATAA TTACGATCTC GTCGTAAAAT 1514220 
ATACCAAAGA CGAAGAAAAA CTTACGTCTC TAATCTTTAC TCCCATTGAT TGGCAACTTC 1514280 
TTCGTAAATG CCCTATTCCT GTCTTAATGG TTCGTGATGG CGATTGGAAA CATCCACGCC 1514340 
GTATTCTTGT GGCTGTTAAT GTATCTGGAG AGCAAGAATA TCAAGATGAA TTTAATCAAG 1514400 
AGCTGGTAGA AACTGGTATT TCACTCGCGG AAAATCTAAA TCGTGGTAAT GTCCATTTGG 1514460 
TGGCAGCCTA CCCTTCCGCG CCAATCAATA TGGCGATTGA TTTGCCTGAA TTTAATACTT 1514520 
CAGGTTATGA AAACGGTATT CGAGGTCAGC ATCTCATTAA TATGAAAGCG TTACGTCAGA 1514580 
AGTTTGGGAT TGATGAAGAT CATACTCACG TACGCGAAGG TTTCCCAGAG GAAGTTATTC 1514640 
CTGAAGTGGC GAAAGAAATT GAAGCTGAAT TAGTGATTTT AGGCACAGTG GGACGCACAG 1514700 
GTTTATCTGC CGCATTATTA GGCAATACTG CAGnACATGT AATTAGTAAA TTAAGTTGTA 1514760 
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ATTTATTAGG CATTAAACCA TCGAAAAAAG ACGATTAAAA CATTTTCCTC AATTTATAAG 1514820 
ACGCCCTAAA TATTTTGTAT TTAGGGCGTT TTTATACTAT TTCTTATGGT ATTTTTCATT 1514880 
TTGTGATCTC GATCACAAAT CTTAAAATTT TATTTAAATA GCTATTTAAA TGATAGCTAT 1514940 
TTTCATTTAG TATTTTGCAC TCATTTTTTA ACTCCCCCAT TCTTATTAAG GAAATATATG 1515000 
AAAAAGACAT TAATTACAAG CTTATTGGTT TTATCTGGCA TAGCACAAGC TCACGAAGTT 1515060 
TGGGTTCAAG CACCGACGAA ATTAGCATCA GGTTCTGTAT TAAAAGCAGA ATTAGCTTAT 1515120 
GGGGATTACC CTTATGTAGA AAAAATTCCT GAAGCACGCT TAAAAATTTT TGCGCCAATG 1515180 
GAAATTATTC ATCAAAATGG AGAAAAACAA ACCTTAATCC AAAAAGGCGA AAACTATCAA 1515240 
TATCAATCAG AGAAAGCACT GTCTGATGGT TCTTATTGGG TAACAGCCAC TTATAAACCA 1515300 
ACATTTTGGT CACAAAATGC TGAAGGTTGG AAAATGGATA ATTTGAAAGG ATTAGAAAAC 1515360 
CCAACTTATT GCGAACAAAC TCAAATGTTT GGCAAAAGTC TCGTTACCGT TGGTAAAAAA 1515420 
CCATTAAATG CAGAAATGGC AATGACAAGA GTTGGTTTAC CGCTAGAAAT TGTTCCTTTG 1515480 
CGTGATCCAA GCAAAGCGAA ATCAGGCGAA CCGTTCCCTG TTCAAATTTT CTACCAAGAT 1515540 
CAGCCATTAG CAGGCGAAAC TGTCATTGCA ACAGCTGATA CTATTATCGT GAAAGATCTT 1515600 
GAAGCAAGTA CAGGTCATCG TGAACCACAA GGTTTTTCAG GTAAAACAGA TAGTCAAGGA 1515660 
CGTGTGAATA TCATTCCATT AATTGATGGA ATTTGGAAAA TTAAAGTTAT TCATAAAACA 1515720 
CCATTTGCAG ATCAACAAAT TTGTCAGCAA TCTGCAAGCT ATAGCACATT AATTTTACCG 1515780 
GTTGGTAAAG GATTAGCTAA ACTACCTCCA AAACCAGAAC ACCATCATCA CTAATTTTAA 1515840 
AAGTGCGGTA AAATTTCACC GCACTTTTTA CATCCTAATT AAATAAAAAA TACAGAAATA 1515900 
GTCTGTCTAA ATTCTAAGTT ATTCATTTGC ATATCCAGAT TTTGGCAGAG CTTTCCCATC 1515960 
TAAATATGCC AAATTATCTT TAAGTCTTAA CCGCCCTTCG GTAAACCATT TAATCACAAG 1516020 
CGGATAAATT TGATATTCTT GCTCACGGGT TCTAGCCTCC ACTTCTTCGA TGCTATCTTC 1516080 
AGGGAAGATT GGCACTTTTG CTTGTAAGAC AATCGCACCA CCATCTACTT CTTCATTGAC 1516140 
AAAATGAACG GTTGTGCCGT GTTCATTGTC GCCTGCTTCA ATCGCACGTT GGTAGGTGTT 1516200 
TAAGCCTGCG TATTTAGGAA GAAGAGAAGG ATGGATATTT AAAATTTTCC CTGCAAAACG 1516260 
TTGGGTAAAT TTTGGGGTAA GAATTTTCAT ATAACCAGCA AGGACGATCA AATCTACAGC 1516320 
TAGGCTTTGC AAATAATCGC CAATTGCGTC GTCCATTTCA AGGTTATTGG AAAAATTTTT 1516380 
GCGAAGAAAG ACCGCTTGCG GAATCTGTGC TTGTTTGGCT CGAACTAAGC CGTAAGCATC 1516440 
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TGCTTTGTTA CTTATCACAC 
AATAATAGTT TGTAAATTTG 
CTTCCTTATA GAAATCAGCC 
CTCAACCTGT GCCTCGCTTT 
GCCCGATTGT TCAAGCAATG 
CATACCTACG CCACAGTTAA 
TTGTAACCAG TTGAAGATCG 
ATTGTCAGGT AATACACGCG 
GGCGTGAACT TCGGTCTGCT 
GGCTAAAAGA TGCTCGCTAA 
TACTTCAAGC ACTTTGCGAA 
TGCGATAAGC GTGTCGCCTG 
CACGCCTACG CAGAAACCCG 
GGCGGTTTCG CCACCCACTA 
GATCACACTT GCTGCCACAT 
AAGCGGTTCT GCCCCTTGTA 
GATGGTATCG TGTTTTTTCA 
ACCAGAAACT AAAATTGGCT 
ACCCAATCCG CCCATAACTT 
GACTAATTCA TTTCCAGTGT 
GCTCACGATT AACCTCGATC 
CGTTTGCGAT ATTGTTAAAT 
CTTGCAATCA AAATTTATTT 
AAAAAATGAA AACTACTACT 

4 

TCTGTAAAAA ATTGATCGAA 
GATTAGCAGA AATCCATTCA 
GTGATGAACA AGCCACAATT 
ATTTATTAGT GAATAATGCA 



PCIYUS96/05320 

AAGCAATTTT GGCGGGAATA TCGCCTGAAT GGCAGGCATC 1516500 
TTCCTTGACC AGAAATAAGG ACGGCAATTT TTTTCATTTT 1516560 
CAAAAGGGCT GAATTTAAAT TTAAGATTTT ATTATTGAAT 1516620 
CGCCAAGATG TTCAATTTTG CCGATAACCC ACGCTTTTTC 1516680 
CAAGAGCGGT TTCAACCTCT TTTTCTGGTA ATGCAATTAC 1516740 
AGGTGCGATA CATTTCATAA CGGCTGATAT TGC CTTTTT C 1516800 
CAGGCCATTG CCAGCTTGAT TCATCAATCA CTGCTTTAGT 1516860 
GGATATTTTC CCAGAAACCA CCACCTGTTA AGTGAGCAAT 1516920 
TGATCAACTG TAAAATCGAT TTTACATAGA TTTTGGTTGG 1516980 
GCGGTTTGCC TTCTAATAAA TCCGTTGGAT TTGCACCACT 1517040 
TTAACGAATA ACCGTTTGAG TGTGCACCGC TTGAGCCGAG 1517100 
TTTTCACTGC TGTGCCGTCA ATAATCTCTG ATTTTTCAAC 1517160 
CCAAATCATA GTCCCCTTCG TGATACATTC CTGGCATTTC 1517220 
ACGCACAGCC AGACATTTCA CAACCATCTG CAATACCTTT 1517280 
CAACGTCTAA TTTCCCTGTA GCATAGTAAT CTAAGAAGAA 1517340 
CGATTAAGTC GTTTACACAC ATTGCCACTA AATCTTGACC 1517400 
AGTCAATCGC AAGTCGTAAT TTTGTGCCAA CGCCATCTGT 1517460 
CTTTATATTT GGTGGGTAAA GCACATAATG CGCCGAAACC 1517520 
CAGAGCGGCG AGTGCGTTTT ACATCGCCTT TGATACGTTC 1517580 
GAATATCGAC GCCAGCATCT TTATAGCTCA GTTGTGTGTT 1517640 
AATTGAAATA AAAATTGGGC AGATTATATC ATCAAGCAAA 1517700 
TAATTCATTT AATGACATTT TTAAAATTAA AATGAAATTG 1517760 
GTACTACTTT AATAGTACAA ATAAGCTCAA GATTTAGGAG 1517 820 
GCATTAGTAA CAGGTGCAAC CGCAGGCTTT GGCTTGGCAA 1517880 
GCAGGCTATA AAGTGATTGG CACGGGCAGA CGTGCAGATC 1517940 
CAATTGGGCA ATAATTTTCT ACCGCTTGCC TTTGACATTC 1518000 
AACGCTCTAA ATACCCTTCC TGAAGGCTGG CAAGCGGTCG 1518060 
GGTTTAGCCT TGGGATTAGA GCCGGCACAT AAAGCGGATT 1518120 
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TACAAGATTG GTATCAGATG ATTGATACCA ACATCAAAGG ATTGGTTACT ATCACTCGCC 1518180 
TTGTGTTGCC AAATATGGTG GCTCGTAATT ACGGGCAGAT TATCAATTTG AGTTCAATTG 151824 0 
CAGGTACTTA TCCTTATGCA GGCAGTAATG TATATGGTGG AACTAAAGCT TTTGTCACAC 15133 00 
AATTTAGCTT AAATTTACGA GCCGATCTGG CAGGCACAAA AATTCGAGTA AGCAATGTTG 1518360 
AACCGGGTTT ATGTGGCGGT ACGGAGTTCT CTAATGTGCG TTTTCACGGC GATGATGAAA 1518420 
GAGCCGCAAA AGTCTATGAA AACGTGCAAT CGGTTCAGCC TGAAGATATT GCGAACATTG 15184 80 
TATTATGGCT TCATCAACAA CCTGAACACG TGAACATTAA TCGTATTGAA GTAATGCCAA 1518540 
CCGCTCAATC TTTTGCAGGA ATGAGCGTTT CAAAAGAAAA ATAAAATAAT AGGAAAAAAT 1518600 
ATGTCAGACA CACTTCTTAA CCCTTATTTT GGCGAATTTG GCGGAATGTA TGTACCCGAA 1518660 
ATTTTAGTGC CTGTTTTAAA GCAATTAGAA CAAGCCTTTG TGGAGGCTCA AAATGATCCT 1518720 
ACATTCCAAG CAGAATTTGC TGATTTACTC AAAAATTATG CGGGCAGACC GACCGCACTT 1518780 
ACTCTTTGTC GTAACTTAAc CAAAGGTACA AAAACTAAAC TTTATCTTAA ACGTGAAGAT 1518840 
TTATTACACG GTGGTGCACA CAAAACAAAC CAAGTGTTAG GGCAAATTTT ATTGGCTAAA 1518900 
CGTATGGGCA AAACGCGTAT TATTGCCGAA ACAGGTGCAG GGCAACACGG CGTGGCAACA 1518960 
GCCCTAGCTT GTGCTATGTT AGATATGCCG TGCCGTGTTT ATATGGGGGC AAAAGATGTT 1519020 
GAGCGTCAAT CACCAAACGT GTTCCGTATG CGTTTAATGG GCGCGGAAGT GATTCCTGTA 1519080 
CAAAAAGGCT CTTGTTCTTT AAAAGATGCC TGTTGTGAAG CGATGCGTGA TTGGTCAGCA 1519140 
AATTATGAAA CCACCCATTA TTTACTTGGA ACCGCTGCAG GCCCTCACCC CTTCCCGACG 1519200 
ATTGTGAGAG AATTTCAAAA AATGATTGGC GAAGAAACCA AACGTCAAAT TCTCGAACGG 151926 0 
GAAGGTCGTT TACCTGATAC AGTCATTGCT GCTGTTGGCG GTGGCTCGAA TGCAATTGGT 151932 0 
ATGTTTGCTG ATTTTATTGA TGAATCAAAT GTGCGTTTAA TTGGTGTTGA GCCTGCGGGT 1519380 
AAAGGTATTG AAACGGGCGA ACACGGTGCA CCGCTCAAGC ACGGCACAAC AGGCATCTAC 151944 0 
TTCGGAATGA AATCGCCAAT TATGCAAGAT AAAGATGGAC AAATTGAGGA ATCCTATTCC 151950 0 
ATTTCTGCAG GGTTAGATTT TCCCTCTGTC GGGCCGCAAC ATGCTTATTT AAATGAGATT 151956 0 
GGTCGTGCTG ATTATGTATC GATTACCGAT GAAGAAGCTC TCAACGCATT CCAAGAATTG 1519620 
GCAAAACATG AAGGCATTAT CCCTGCATTA GAAAGCTCAC ACGCCTTGGC TTATGCCTTG 1519680 
AAATTGATTA AACAAAATCC TGAAAAAGAA CAACTTTTAG TGGTTAATCT TTCAGGACGA 1519740 
GGCGATAAAG ATATTTTTAC CGTTGATAAA ATTTTAAATG GAGGAGCAAA CTAATGAGCC 151980 0 
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GTTTTGAAAC GCAATTTGCG 
TTACCCTTTG CGACCCTACT 
ACGGTGCAGA TGCTTTAGAA 
TTATTCAAGC CGCGAATAAT 
AACTATTGGA AAAAGTGCGG 
CCAATTTAAT TTTTGCTAAA 
TTGATGCTGT ACTTGTAGCA 
CTAAAAAACA CGGTATTCAA 
TCCAAGGCGT AGCGAAAAAT 
CCAGTGCTGA AAATCAAGCT 
CCCACAATGC CCCACCAATT 
AAGCGTTGTC TTTGGGCACT 
AGCGAAATTT AGATAATCAC 
TGAAAGCTGC AACAAAATAA 
AGAAAATTAA AAATTTAATA 
AAATAGAATA TTTTGCATGT 
CTTCCAACAA TTTCACTGAA 
AAAATTCTAC GCCATTTTCT 
CGCCATTTTC TTGTTCTCCA 
GCTCGCTATT TTGAGGCTGA 
CCAATCCATA AAATACAGGT 
AAATTCGTTG TAATTGATTC 
AGCGCGTTTC TTCTTCATCC 
GTTTAGTCAC GGTTTCCGCA 
GATTAAGATT CGTTTCTTGT 
GATCAGGCAA GCTAACAATG 
TTGGAACAAC AACAGGCACA 
TACAGCCCTG CTCTGCTGCT 
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ACAGTTAACG CAAAAAATGA AGGGGCCTTC GTGCCGTTCG 1519860 
TTCGACCGCT CTTTTGAGAT CATTTGCACA CTTGTGGATA 1519920 
CTCGGTTTTC CTTTTTCCGA TCCGCTACTC GATGGCCCAG 1519980 
CGTGCTTTAA CTGCAGGTCA TAGCAGCGAA GATAGCTTGA 1520040 
TCAAAATATC CAGAGATTCC GATTAGCTTA TTACTTTGTG 1520100 
GGTTTAGATG CTTTTTATCA ACGTTGTGCA GAAGTTGGTG 1520160 
GATATTCCGT TACTGGCAAA AGGAGATTAT GTACAAACAG 152 022 0 
CCCGTCTTTA TTTGCCCACC AAATGCGGAC GAGAAAACGA 1520280 
AGCGAAGGCT ATACCTATTT AGTCTCACGT GCAGGCGTAA 152034 0 
CACGCAGCAA ATTTAGATAC CCTTGTAGAA AAGCTTAAAG 1520400 
TTACAAGGCT TCGGCATTGC TCAACCAGAG CAAGTTAAAG 1520460 
GCGGGTGCAA TTTCAGGTTC GGCAACGGTG AAAATTATTG 1520520 
GAGCAATGTT TAGCTGAATT AGCTGAATTT GTTCAAACGA 1520580 
GCAAAAAAGA ACCCGCACTT GTGGCGGGTT TCTTTTATCG 1520640 
CTTTCAGCTT CCATCCACCA TAAGGGGCTG AATGGATTAT 1520700 
TATTCTCCTT AATTTCATTA ATAACCTTGC TGATAAATTC 1520760 
AGTAAGGCGA GATTAAAGCG TTGTTCATCT GCCACAGACC 1520820 
ACCGCACTTA TTTGACTTAA ATGAAGTTTT ACTGATTCTT 15208B0 
TTAAGCACAG GCGTAATTAA GGTTTCTTCT AAAGCGATAA 1520940 
TAGTCGAAAT CATAATCTGA AAGTGCGGTG ACTTTTTGTG 1521000 
ACTTGGATTG CATGAAATGT AGCACGATCT AATTGCGGAA 1521060 
GATAAATTAG GTGTTTGATA CGGATAAACA TCAAAGGCTA 1521120 
AATGGAATAC CATTTAATAA ACGGGCTGTT TGTCCCGCAA 1521180 
TCCGTATAAG AAGCCGGCAA TAAAGAGGTG ACAAACACTT 152124 0 
AAAATCGGGG CAAGCGTTAA AGCAAGTTGG CTTACTTGTG 1521300 
TTACGTTGTC TCAATTCAAG TAATTGTGAT TCATTTACCG 152136 0 
TCCGAAAGTG CACTGCAAAC GCCTAACATA TCAATGACAA 1521420 
TGCGCAATAT GGGAAACTTG CTCAAGTTTT CCTGCAAAAA 1521480 
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AGACATAATT AAAATCAGC C CACTCTACTT CATtTGGCGA AAGTTGTTCA ACGCCTTTAT 1521540 
TTCGAAAACG AATATTTTGT TCTTCTTCAA AAGGTATTAT TTCAACAATA GAAACTTTGC 1521600 
TAATTTCAAG CGCACTTTGT TCTAAACGCT CTACAATTTT ' TTCACTTAAT TCAAATTCTG 1521660 
CTGCTATCGC AATATTTAAG GTTGCGTCCA TTTTTCTCTC CGCTGTAAAA TAATCAGCAT 1521720 
TATTTTACAC CAAAACCAGG AACGAAATAA TGACACCCGC AATTGATTTA CTTAAAAAAC 1521780 
AAAAAATTCC TTTTATCTTG CACACTTATG ATCATGATCC GAATAATCAA CATTTTGGTG 1521840 
ATGAGG CAGC CGAAAAATTA GGCATTGATC CTAACCGCTC TTTTAAAACC TTACTTGTGG 1521900 
CGGAAAATGG CGATCAGAAA AAACTTGCTT GTTTTGTGCT TGCAACGGCC AATATGCTGA 1521960 
ATTTAAAGAA AGCAGCAAAA TCTATCGGTG TGAAAAAAGT GGAAATGGCG GATAAAGATG 1522020 
CAGCACAAAA AAGTACAGGC TATCTTGTAG GTGGAATTAG CCCGCTAGGT CAAAAGAAAC 15220B0 
GCGTGAAAAC CGTGATAAAA TCAACCGCAC TTGAGTTTGA AACGATTTAT GTTTCAGGCG 1522140 
GAAAACGTGG GCTAAGCGTA GAAATTGCGC CACAAGATTT AGCnAAAGTA TTAGGTGCAG 1522200 
AATTTACTGA TATTGTTGAT GAATAAGTGA TGGACTTATA AATTTAAAGG CGGATTTATT 1522260 
ATTTAATACG AACTAAAAGG ACTAAGCTTT TTTTAATCAC AAAGCTTAGT CCnTTACTGA 1522320 
CTTTCTAACT TTTAATTCTT GTCTTTTAAG TTAGGATTAA TAGnAAAAAT TTAGGGTATT 1522380 
TATTATTCTT GAGTATCCGC AATTGGGATT ATTTTTGTGG CGTGAGATCC TTTATCGCTG 1522440 
TGGAGAACTT CAAATTGTAC TTTTTGACCC GGTTTTAATG AACGATAGCC GTCCATTTCA 1522500 
ATCACTGAAT AATGTGCAAA AATATCGGCA TCTACACCTT CTGCGGAAAT GAAACCAAAT 1522560 
CCTTTTGCAT TATTGAACCA TTTTACAATA CCAATTTCCA TnAAAGnCCT CTCTAGGCTT 1522620 
CGGCCTATTA AmACAATAAA TCAACAAGAC TCTCGCCTTA TTACCTACTA ATTAGGTTCG 1522680 
CTATGTTTAA ATATTkTGAr CGGTTATGCA ACGAGCAATA TTCAAAAATG ATAAGTAGAT 1522740 
CACAAAAAAT TTAATTTTCT GGAGTTTTTT TATCATTTTT ATGAATTTCT CGTAGTGCTT 1522800 
TCGCCACTAT TTGAATCGCT TCTCCACTAC TAATTCCTTk TGCCATAAGT TCTTGAATTT 1522860 
GCTCAACTGC TTTTTGTTGC TGTTCGTGTG TTAAGTTAAT ATCAAACATT TTCCCATCCA 1522920 
AATTGATTCA TTAATTGCTG CCATTGTTCA TCTAAACCTG CTGTAATTGT TATTTGCTCT 1522980 
TTCGTTATTG GATGAATAAA AGACAAACTA TCAGAATGTA AAAATAATCG AGAACAACCT 1523040 
AAATGTGACA TTAATGCACG ATTTTGATGT AAGTCACCAT ATTGCGTATC CCCTmAAATT 1523100 
GGGTGAAAAA CATGTTTCAT ATGsCGACGT AAkTGGTGTT TTCTGCCCTG TATGAGGGAt 1523160 
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ZT G ™ ATAACGCCCA GCAGGA T .AG ^ 

cg,™ lmsc 

-^CG ATOMlm TAGTGGATAA ICT4TCCOCT ^ ^ 



CCAAATAAGA 


TTTCTGAACG 


TACTTTTGTT 


CAAACTGTTC 


1523400 


CACTGCTCAA 


TGCAAATAAC 


AACACGCCAG 


ATGTCGGTCG 


1523460 


ATACGTGCTG 


ACCAATCTGA 


TCTCGTAAAG 


TTTGCATCAC 


1523520 


CTAACCAaCT 


GCGATGAACC 


AGCATACCTG 


CAGGCTTATT 


1523580 


CTTGATATAA 


AATTTCTAGC 


ATTCGTTATT 


GTTCAmAAGT 


1523640 



CATTAAATTC CTTCATTGCT 1523700 

TCTTCAATAT AAGGAGAAAT ar^^ 

"°" n, » ™*CAAGG CTGAnCCACT TTCTAACAAT 35.3,60 
GCCTOCATGC GTGGAATAAA TA(V-™,r~~ 1523760 
<*«TAAA TACCCACTGT AGCCAGTCTT GGGCAGACAT CGTATCAATT 33336,0 

— CTTCACTTAA AAACGCC^ GCAGCAGGOG GCATCGTTTG CCATAAATTA 3S3.60 
A^CA ^aa™ 

_ TTAATGAATG 3^ ^ 

~ — — 

AA3CCXACCA A.^ AAAGTTT33TA GAACGGCATT ^CG, ^ 

catotgtacc ^a^aaa, ™a T croiTTmc ataicouim is24ieo 

-™ ACAGAAATTG CCCOA^ CACGACTGCT 152<2 „ 

GTTCTGCAAT =3^ 

GAAAATTAAA ATGCCCTTCT TCTTTAAGAA TCTTTTCACG AACCGCTTTA 'ATCQTAGGAT 1524360 
"~ r CACGCCACAA AA^ „ to 

™3A T OGCGA^ TGTTCTTTAT CA3„ TAAOGGACGC AATACTAAGG 3= 2448 „ 
CA3« TTCATCAATC AAGCGTAAAT TGG3TAAAGT TTGGCTAGAA AC^CCCTA 36,< M0 
.TGGCCCCG TOTCACAATT GCTTCAATAT 3GAAAC,™ AGCGACTTTA C^O* 152 ,600 
GCACCATCAT CCGTTTTAAT ACAACGCCCA TTTOGCCGTT ATCGACTTTC TCTAAAATCT 36,6660 
GACCAACAAC TCCCTCAAAG TTTAATCGCA ATAAAGCGTA CTTTATGTGA AGAGCTATAG 152<720 
GGTTGCCAAA TATCATAAGC CATTTGTTTA ACGCCAA3TT CATGGACTGT GCCACCAAGA 3S3.3.0 
TTAAAGAAAC AATAATGAAC TCGGGAACCA CGACGAATCA ACATATAACT CGATACGCCT „„„ 



-77.909- 

SUBSTITUTE SHEET (RULE 26) 



WO 9MJ3276 PCT/US96/05320 

GAATCAAATC CCCCCGAAAT TAAAGAAAGC ACATCCTCTT GAGTCCCAAT CGGATAACCG 1524 900 
CCAATCCCAG CGTGACGTGC TTTAACTAAC ATCATTTTGT CATCTTCAAT ATCAATACGA 1524960 
ACAGTTACAT CTGGATTTTT CAACCGCACT TTTGCGCTTT CAATATATTG ATTTAATCCA 1525020 
CCGCCGATAT AACGTTCTGC TTCAATTGAA CTAAATTTAT GTTTTCCTTT ACGTTTTACT 1525080 
CGAACGCAAA AGGTTTTGTC TTGAAGTTGT TGTGCGACAT CAGCAAGCGT CAATTCAAAA 152514 0 
ATATGATGTA AATCGGTAAA TGGTTTTTCT TCAACTTCTA AAAAATGATG AATACCAGGA 1525200 
ATACGTTGTA ACAAGGCGAT TAATTCTTCA CGATTTTCTT CATTTTTTGA CCGCACTTCA 1525260 
ATGTAATCCC AGTGGCGTAC AACTGCGGTT TCTTCATCAT ATTTCTGTAA AATATTGCGG 1525320 
ATATTAGAGG TTAAAATTTT TGCGAAACGT TTACGCACAG TTTCGCTCTT AATCATGATT 1525380 
TCAGGAAAAA GTTTAACGAT AAATTTCATA TAAATAGCTT AGGTATTTCT TGGGGATTTA 1525440 
AAGTGGCGAG TATTTTACGC AAAGATAGTG AAAAGTCCAC TGGTCCTAGC TTGAAATAAT 1525500 
TTTTTAACAA CTCAAGTAAA ATACAGTACA ATGGCAAACA ATTTTTACCG TGAATAAAGG 1525560 
ATAATTCCAT GGCGCGTAAA CCCGCATCTT CACAAGATTT TGAAACAACG TTAGTGCAGT 152562 0 
TAGAAAATAT TGTTACACAT TTAGAAAATG GCGATCTACC GTTAGAAGAA GCGTTAAAAG 1525680 
AATTTGAACA AGGTGTGCAA TTAGCTAAGT TAGGGCAAGA ACGTTTACAA CAAGCAGAAC 1525740 
AACGTATTCA GATCTTATTG CAAAAAACAG AAGACGCGCC ACTGAATGAT TATAAAGGGA 1525800 
ATGATTATGA AGGGAATGCT TAATGGGTCA CTTTTCTGAA GAATTACAAC AGGTTCAAAC 1525860 
TCGTATCAAT CGCTTTTTAG AAGCTCAATT TGAAGGCATT GAAAGTCATA ATGCGCCTTT 1525920 
GCTTGAGGCG ATGAAATACG CATTATTACT TGGCGGTAAG CGAGTTCGCC CTTTCTTAGT 1525980 
TTACGCAACA GGTCAAATGC TTGGCGCAGA GAAACAAACC TTAGATTACG CTGCTGCTGC 1526040 
CATTGAAGCC ATTCACGCCT ATTCCTTAAT TCACGATGAT TTACCTGCAA TGGATGATGA 1526100 
CAATTTACGC CGTGGACATC CTACTTGTCA TATCCAATTT GATGAAGCTA CAGCTATTCT 1526160 
TGCGGGCGAT GCACTGCAAA GTTTCGCATT TGAAATATTA ACCAAAACAC CGAATATTTC 1526220 
TACTGAACAA AAACTGGCTT TAATTCAAAT TTTAGCGCAA GGCGCTGGTG TGCAAGGAAT 1526280 
GTGTTTAGGG CAAAGTTTAG -ATCTTATTTC TGAGCATAAA CAGATTAGTT TAAGTGAATT 1526340 
AGAATTAATT CATCGTAACA AAACGGGTGC ATTGCTAATT GCCGCATTGA AATTAGGTTT 1526400 
CATTTGTTCT CCGCATTTTA CCGACAAAAG GTTAGAACAA TCCTTAACAC AATATGCGGA 152646 0 
AGCCATTGGT TTAGCCTTTC AAGTTCAAGA CGATATTTTA GATATTGAAG GCGATAGTGC 1526520 
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™««C AAACAGGTGG OTCCCGATCT TGATTtAGAT AAAAGTACAT „ CCA4MIT 

AGTGGTGCAA AACAAAAAGC GCAAGATCTA «„. 
ATTAGAAAAA ATTCCTTTTG ATACAACCGT rcGTGC.™ GCTOaams ^ 
AAAAAOTTAA ATACCCACAA AAGTOCGG7C AAAATTTATC . ACGTTTTTAA AATGACTAAC 
AATATGAACA ATTATCCTCT TTTATCOTTA ATTAATTCTC CAGAAGATTT , GCGTCITTTA 1526820 
AATAAAGATC AGCTACCACA ACTCTGTCAA GAATTACGTO CTTATCTTTT AGAATCTGTT a526880 
AGTCAAACTA GCGGACATTT AGCGTCA6GT TTAGGCACTG TAQAGCTAAC CGTTGCGCTG 1526940 
CATTATGTAT ATAAGACGCC ATT7GATCAG TTAA1TTGGG ATGTGGGACA TCAAGCTTAT l5270 o„ 
CCACATAAAA TCCTAACGGG TCGCCGAGAG CAAATGTCCA CAATTCGCCA AAAAGACGGT W. 
ATTCATCCTT TTCCTTGGCG TGAAGAAAGT GAATTTGATG TATTAAGTGT TOGrGACTCC 
TCTACGTCTA rTAG^CGGG ATTAGGCATT GCCGTTGCCG CAGAACGAGA AAATGCAGGT 1M7110 
AGAAAAACAG TATCCGTAAT CGGTGATGGC GCAATTACTG CGGGAATGGC ATTTGAGGCA 152724 0 
TTAAATCACG CGGGGGCATT GCATACAGAT ATGTTAGTTA TTTTAAATCA TAACGAAATG 152 „C0 

tgta™ aaaacgttgg tgcattaaat aatcatcttg cgcgtatttt ctctssctct a52726 „ 

CTTTACTCTA CGCTTCGTGA TGGCAGTAAA AAAATCCTTC ATAAAGTTCC TCCAATCAAA 
AATTTTATGA AAAAAAGCGA AGAACATATG AAAGGTGTAA TGTTTTCGCC AGAAAGTACA 1527 « 8 „ 
TTATTTCAAG AACTCGGTTT TAACTATATT GGCCCAGTGG ATGGGCATAA CATTGATGAA 15J754 „ 
TTAGTGGCTA CGCTTACGAA TATGCGTAAT CTCAAAGGCC CACAAT™ GCATA.AAAA 15276 „„ 
ACGAAAAAAG GTAAAGGATA CGCACCCGCA GAAAAAGATC CGATTGGTTT CGACGGTGTA l527860 
ggtaaat™ atccaatcag tggcgaato cccaaaaaca ATAGTAAAGC aacttattcg 2527720 
maatttttg gcgatogct atgtgaaatg gcagaaaaag atgccaaaat tataggtatc 1527780 

ACACCTGCAA TUCGTGAGGG TTCAGGTATG GTAGAATTTT CCCAACGCTT CCCAAAACAA a527810 
TATTTTCACG TAGCGATTGC AGAACAGCAC GCTGTCACGT TTOCCACAGG ACTTGCAATT l5279 „0 
GGCGGATATA AACCTQTCGT CGCAATTTAC TCGACATTTT TACAAGGTGG TTACGATCAA 1S 27S6 „ 
TTAATTCACG ATGTTGCCAT TCAAAATCTC CCTGTGCTAT TTGCAATTGA TCGAGCAGGG 1528 „ 20 
ATAGTTGGTG CAGATGGGGC TACACATCAA GGTGCATTCG ATATTAGCTT TATGCGTTGC 1S„ 0 .0 
ATTCCAAATA TGATCATTAT GACGCCGAGT GATGAAAATG AA^CCGTCA AATGCTCTAT l5282) „ 
ACAGGTTATC AATGTGGAAA ACCTGCGGCA GTGCGCTACC CTCGCGGAAA TGCCGTTGGT 15282 00 
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GTAAAACTTA CTCCTTTAGA AATGCTTCCT ATTGGTAAAT CACGTTTAAT TCGAAAAGGT 1528260 
CAAAAAATTG CGATTTTAAA TTTTGGTACT CTATTACCAT CCGCTTTAGA GTTATCAGAA 152832 0 
AAACTCAATG CAACGGTTGT CGATATGCGT TTTGTGAAAC CGATTGATAT TGAAATGATT 1528380 
AATGTGCTTG CACAAACTCA CGATTATTTG GTCACATTGG AAGAAAATGC AATTCAAGGT 1528440 
GGAGCGGGAT CTGCTGTTGC GGAAGTACTA AATTCATCAG GAAAATCAAC CGCACTTTTA 1528500 
CAACTTGGCT TGCCAGATTA TTTTATTCCA CAAGCGACAC AGCAAGAAGC ATTGGCAGAT 1528560 
TTAGGATTGG ATACAAAAGG CATTGAAGnA AAAATTCTCA ACTTTATTGC AAAACAAGGT 1528620 
AATTTATAAA AATAAACGCG ATGATAATTT CATCGCGTTT TTTCTTAATC CACAATTCTT 1528680 
AAATGGGAAA CTGATTTTGT TTTCTTTTTT TCTTCTCGTT TTTTAGGCTT ATCTACTGCT 1528740 
TCATAAAAAC CTGTTGGTTG TTCAGTATCT GGCTCAATGT TAAGTTCATC ATAAATTTCC 1528800 
TCAGGTTCAA ACATCACGCC ATCGCCATTC TCACGAGCAT AGATCGCAAG GgCTGCGCCC 1528860 
ATTGGAATAT ACAGTTCACG AGAGACGCCT TTAAAACGCG CATTAAACTG GATGAAATCA 1528920 
TTTGTAAGTT GTAAATTGCC CGTAGCACTG GCAGACAAGT TTAATACAAT CTGTCCATCT 1528980 
TTTACATATT CGACAGGaAC ATTCACACCT AAGTAAGTCG CATCAACAAC TAAATAAGGC 1529040 
GTAAAACTAT TATCTACTAG CCAATCATAA TAGGCGCGTA ATAAATAAGG GCGTTTAGGA 152 9100 
GAAGATTTAT ATTCCATTAT TTATCATCCA TTAAATTTTT TGGTGCAGCT TCACCTACAG 1529160 
ATTGCAAAAA AGAATCACGT GTAAACACAC GTTCCATATA AGCTTTAATC GCTTTACTTC 1529220 
CTGTGCCTGT AAATTCCACA CCTAAATGTT TTAATTTCCA TAATAATGGT GCAACATAGC 1529280 
AATCAACCAA ACCAAATTCT TCATTCATAA AATAAGGCAT CTGTTGAAAA ATTGGTGCAA 152 9340 
TCCCTAATAG TTCTTCTTTT AACTGTTTTA ATGCTGAAGT TTTTTCTTTT TCTGTGCCAT 1529400 
TTTCTGCTTT TGCAAGGGTT GGATACCAAT CTTGTTCAAT ACGTAACATT AAAAGTCGAT 1529460 
CTTTAGCACG AGAAACAGGA TACACTTGCA TTAATGGAGG ATGTGGAAAA CGTTCATCAA 1529520 
GATATTCCAT TATGATGCGT GAATTAAATA ATACGAGATC ACG ATCAACC AACGTAGGCA 1529580 
CAGTGCCGTA TGGATTTAAT TCCATTAAAT CTTCTGGTAG AGCTTGCAAA TCAACTTCTG 1529640 
CGTTTTCATA AAGCACACCT TTTTCTGCCA AAACAATTTT TACCTGATGG CAATAAATAT 1529700 
CATCTTTATT TGAAAAAAGG GTCATTACTG AACGTTTACT TGATGCGCTG GACATTTATT 1529760 
CCTCCGAAGA TCCAAAAATA TTCTAGGTTT TTAAGGGGCA ACATTTTACC ATAAAG C ATT 1529820 
ACCTATTTGC CAATATAATC TTTTTTATTG TTTTATAATC AATAAGTTAG AGTAACTCAA 1529880 
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ATAATAAAAA AGCAGAGATT TCTCTCTGCT TTTCTTTTGG AAACGAAAAT AAAAATTAAC 152994 0 
GTTTTGAGTA TTGTGGACGA CGACGTGCTT TGTGTAAACC CACTTTTTTA CGTTCAACGC 1530000 
GACGTGCGTC ACGAGTAACG AAACCAGCTG CACGAAGTGC TGGGCGTAAT GTTTCATCGT 1530060 
ATTCCATTAA TGCACGAGTG ATACCGTGAC GGATTGCACC CGCTTGACCA GAAATACCAC 1530120 
CACCTTTAAC TGTGATGTAT AAATCTAACT TATCAGTTAA wTCAACCAAC TCTAATGGCT 1530180 
GACGTACTAC CATACGTGCT GTTTCGCGAC CAAAGTAAAC ATCTAATTCA CGTTGGTTGA 1530240 
TAGTGATTTT ACCACTGCCC GGTTTGATAA ATACACGAGC TGAAGAGCTT TTGCGGCGGC 1530300 
CTGTGCCGTA GTTTTGATTC TCTGCCATTT TCTAAACCTC GTGATTAAAT ATCTAATACT 1530360 
TGTGGTTGTT GTGCTGCGTG TTGGTGTTCT CCACCTGCAT ACACTTTTAA TTTACGGAAC 1530420 
ATTGCACGGC CTAATGGACC TTTTGGCAAC ATACCTTTAA CCGCAATTTC AATCACTGCT 1530480 
TCAGGACGGC GAGCGATCAT TTCTTTGAAA GTCGCTTGTT TAATACCACC TACATAGCCA 1530540 
GTGTGCCAGT AGTAAAGTTT ATCTGTTTCT TTACGACCAG TTACTGCCAC TTTGTCTGCk 1530600 
TTGATAACGA TGATGTAATC ACCAGTATCT ACGTGTGGAG TGTACTCAGC CTTGTGTTTA 1530660 
CCACGAAGAC GACGTGCTAA TTCAGTCGCT AAACGACCTA AAGTTTTACC TGTcGCATCT 1530720 
ACTACGTACC AGTCGCGTTT AACCGTTTCT GGTTTTGCTA CAAAAGTTTT CATTAATTAA 1530780 
TTACCAAAAA TTAGTTTGAT ACCCAGTGTT CTTATGAACA CAACCATTAA TCTTAATCGC 1530840 
CACCCCtTCG AGTGCGATCT CGATAAAATA ATGTACGATG GGAATTCGCA CATTTACAGG 1530900 
GTCGGCGTAT TATACTCGTT TTTTCATAAA ATGCTAATTT TTTGCGCTAA AAAACAAATC 1530960 
TATTGTATTT ATTTAACACG CATTTATCTT TCTATAAAAA TACACAAAAA ATTACCGCAC 1531020 
TTTCTTTTTC GTTGTAAAAT GGGGTAAATC ATTGCTAACA AAAGTGCGGT AGTTTTGAGT 1531080 
ATGTGTTGAT CTAAAAATTA GTTATTATTG AACAATAATT ATCCATTTAT TGAATTATTA 1531140 
ATAATAATCA TACTTTTAAT GAATAAATTG AAATTGACTC ATATTAAAAC CTATTTTATT 1531200 
GTACAAATAC TATTTTAGAA TCCTAAAGGA AGCCTTATGA GCTACGCGAA AGAAATTGAT 1531260 
ACATTAAATC AACATATTGC AGATTTTAAT AAAAAAATTA ATGTCTCCTT TGAATTTTTT 153132 0 
CCACCTAAAA ACGAAAAAAT GGAAACCCTT CTATGGGATT CAATTCATCG TTTAAAAGTA 1531380 
TTAAAGCCTA AATTTGTGTC AGTCACTTAC GGTGCAAATT CGGGAGAACG TGACCGCACT 153144 0 
CACGGCATTG TGAAAGCCAT TAAACAAGAA ACTGGCTTAG AAGCCGCACC ACATTTAACT 153150 0 
GGAATTGATG CCACACCTGA AGAATTAAAA CAAATTGCGA GAGATTATTG GGATAGTGGT 1531560 
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ATTCGCCGTA TTGTTGCGTT ACGCGGTGAC GAACCTAAAG GTTACGCGAA AAAAC CATTT 1531620 
TATGCGTCAG ATCTTGTGGA ATTACTCCGT TCTGTCGCTG ATTTTGATAT TTCTGTAGCC 153168 0 
GCTTATCCCG AAGTTCATCC AGAAGCAAAA TCCGCACAAG CAGACTTAAT TAATTTAAAA 1531740 
CGTAAAATTG ATGCAGGTGC AAACCACGTC ATTACACAAT TTTnCTTTGA TATTGAAAAC 1531800 
TACCTACGTT TTCGTGATCG TTGTGCATCA ATTGGTATTG ATACTGAAAT CGTACCCGGT 1531860 
ATTTTACCTG TnACTAATTT TAAACAACTC CAAAAAATGG CATCATTCAC TAATGTGAAA 1531920 
ATTCCAGCGT GGTTAGTTAA AGCCTATGAT GGTTTGGATA ATGATCCAAC TACACGTAAT 1531980 
CTTGTGGCAG CAAGTGTTGC AATGGATATG GTAAAAATTT TATCTCGCGA AGGCGTGAAT 153204 0 
GACTTCCACT TTTATACATT AAATCGTAGT GAATTAACTT ATGCTATCTG TCATATGTTA 1532100 
GGTGTAAGAC CTTAATTATC ACAATAATAT ATTncTTTTC AAACACAAAA TAAGGGCGAT 1532160 
ATTTCGCCCT TATACAAAAC TAAAAAAATT CAACCGCACT TTATTATTTT ATGAACTCTG 1532220 
TTTGCATATA CATTAATCGA TCTATATTCG TTAAATAATG CCCTAATTCT TGTTCTTCGG 15322 80 
GTTTATGTAA ATAAGGAATT TTACCTAAAA GCGGCGCATC AATATGTTCA ACAAGTAAAT 1532340 
CAACAATTTC TGCATAATGG CTTAATAATG GATTAATTCG ATTTGCTATC CAACCTAATA 1532400 
ACGGCACACC TAACTGTTGG ATAACCTTTA CCGTCAATAA AGCGTGATTT ACGCAACCAT 1532460 
CTTTAATTCC AACTACAAGT ACTACTGGCA TTTTTTGTTG AGCAATCCAA TCAGCAAAAC 1532520 
TTTTTCCTTC TGC CATTGGT GTCATTAAAC CAAAAGATCC TTCCACCACA ACAGATTGAT 1532580 
AAGTTTGATT CAAACGCGTT AAATCACAAT TAATTTTATC TAATTTAATC CGCATTTTAT 1532640 
CTTGTGTGAG CATGGGTGCA CAGTGGCTAA AAGTATAACT ATTAATATCC TGATAAGACA 1532700 
CATTTTCTTT TGTTGAATGC ATCAGCGTTA ATACATCAGC ATTTACGAAA TGATCATAAT 153276 0 
CAGATGTATT TTCTGATTGC GCGACAGGAT AAATACTCTC TTCTCCACAA CAAGCAATAG 1532820 
GTTTATAGCC GACAACTTGC ACTCCCTGCC CTTGCAAGGC TTGAATCATT GCGCGCGCTG 1532880 
CTGTTGTTTT CCCTACATTC GTATCTGTCC CTGCGACAAA AAAGCTACTC ATTTTTTTCT 1532 940 
CCTTTAAAAA GTGCGGTGGA TTTTAAAGGA ATTTTTTATT TAATAATTTG AGATAACGCA 1533000 
' AATTTTCACT TTTTTTATCT TATAAATAGA CAAATTATTT GATCTCACTC AAGCTATTAA 1533060 
ATAAACCATC ATCTTGTTTT GCTATTTGTA AGTAAAATCC TTGGCGTTTA ATTGTTTCCA 1533120 
ATACTTCATT ACAATCTACA TTGTGTAGTG CTTTACGCCC AAG C AG ATT A AACATCATCA 1533180 
CTAATTCTGG TTTACCAAAA TGTTCGAGTA AAACGCTGGG CACTGAAGAA AAATCCTCTC 1533240 
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-m-CMC A_AA CTTCCTAACT TCTTTTTACT TTTATJVAATG GCACATAGCA 15 333„ 0 
TATTTAATTT CCCGAAATAA AAATCCGCAC A^AC^ CGGATTACAA 1533360 
CCTAT™ AAC, OT » 0CT AAAAA^ .ACOA^C TCT A TOTCT AAGAATACGC l5 33«„ 
CACCATAAGC AQATGTCACA GTATAACTAT TCGTATCTCT AATACCACGC GC^GACAC 35 3 318 0 
AGAAATGGGT GGG^GAGA TATACCGCCA CATCATCGGT CTCAAGAATC GTTTGAAAIG 3S33M0 
CTGTCAAAAG ™„ AAGCG^ gAACG^GG AGG^GGG, AAAAAGGAGA Uu ... 
™„ AATTTTAGAA AGACCAATCA CCCAATCTTT TGGATAGTAT GGGAGAGAAA 3S33„0 
GTTTACCATC AATCGTCACA AAATGATGTT CACAAGTGCT TGTTAGCGTA ATGTCATTCA 3S33,30 
CTTGTACCAT TTCGCTGACT TTCATTTGAT „«„ ^ 

CATAATCCAT TCCACTAAAA ATCTCATCAA TAAACATTTT AGCTAAAGGA TT7GGCGTTT 35 33 8 ,0 
CTTCTAAACT ATCATGTCGC AAATCTAATC CTATCAGCTT CATTACTTCA TGCATGTGTT 15 33 S „0 
TTGCAATGCT TTCTCGACGT T GA TTOTM GC*^ ATGAATCA TO GC^TGTGAA 3S33 S£0 
TACCTTTTTC AATCAAGGCA TTTCTTACAT TCAGTGCATC CAGTGAAATT TTGCTCATAA 353*0,0 
TAGTCTTTCC TAAAAAAATA ATCGGCTATT CTAGCAAAGG ATAATAGGAT GGTAAAATGA XS3.0SO 
GAAAAATTGC AAATTTGAAT GAATTAGGCT TTAGATATAG A»„G AAATTTTATC 3S3„,„ 
AAATAAGGAT TTTCTATCCT TAGAT.GGAT CAAGCTCGCT CGAAAATGCT TGAACAGCTT 3S3.00 
CCCTTCCCGA CTCAAACTGA ATACCTAAAT TTACAAGAAG CCGCCAATCG AATTTGTOCA 15 3« 6 „ 
GAAGATATTA TTTCGCCTAT CAATGTTCCG TCTTTCGATA ACTCAGCAAT GGA^T 153432 0 
iGGTGTACGTT „ ITT AGAAGAATGT ^AAGGG^ GAG^GGAGG GAAATCT3TT 1M .„ 0 
GCAGGTAATC CATTCCAAGA GGAATGGCCA TCAAAAAGTG CGGTCAGAAT TATGACTGGT WM40 
GCGATGATTC CTGAAGGCAC AGATGCAGTG ATAATGCAAG AGCAAGTAAG ACTCAATGAA 35 3,S0C 
GACGGCACCA TCACTTTTAG TGAATTACCT AAGCCGAATC AAAACATCCG TCGTATTGGT 1S 3 456 0 
GAAGATGTAA AAAAAGGGGA ^A™ GAAGAAGGGG GAGAGGTGAC GGGAG TOC G lS34620 
TTGCCATTAT TCGCCTC7GT AGGCATTGCA GAAGTAAAAT GCTATCGTCA ATTAAAAGTC 153468C , 
GGTGTACTCT CAACTGGCGA TGAACTTGTG GAAG1GGGCA AACCATTACA AAGCGGACAA 1SMT40 
ATCTATGACA CTAACCGTTT GAGGGTAAAA TTACTGCTAG AAAAACTACA CTGTGAAGTC 3 S3„0 0 
ATTGATTTAG GACTATTAOG TGATAAGGAA GG^AA^G AAAAAGCA^T TA TO GGG=A 3S3, 96 „ 
GAAAGCGAAG GCGATTTAGT GATTAGTAGT GGCGGTGTTT CCGTTGGTGA AGCGGATTTC 1S 3„ 2 „ 
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ACTAAAGCGG TATTGGAAAA AGTAGGTCAA GTAAATTTCT GGAAAATTGC AATCAAACCG 1534980 
GGCAAACCAT TCGCTTTTGG TAAATTAGAA AATGCTTGGT TCTGTGGTTT ACCCGGCAAT 1535040 
CCTGTTTCTG CATTAGTAAC ATTTTATCAA CTTGTTCAGC CATTAATCGC TAAACTTCAA 1535100 
GGCCAAAAAC AATGGAAAAA ACCACCGCAC TTTTCAGCCA TTGCTACAAT GAATTTGAAA 1535160 
AAAGCAGTGG GACGTTTAGA CTTCCAACGG GGTTTTTATT ACATCAATGA ACAAGGCCAA 1535220 
ATTGAAGTGC AATCAGTAGG TTTCCAAGGT TCTCATCTCT TTAGTGCTTT TGTAAAAAGC 1535280 
AATTGTTTTA TCGTTTTAGA ACAAGAACGT GGCAATGTCT CTGCGGGCGA AACAGTGACA 1535340 
ATTGAGCCTT TCAATCATTT ATTAGGATAA AAAATGATCG AACTTAGTCA CGAAGAAGAA 1535400 
TTGCGTTATA ACCGTCAAAT TATTCTTAAG AGCGTAGATT TTGACGGGCA AGAAAAACTT 1535460 
AAAGCAAGCA AAATGCTGAT CGTTGGGCTT GGTGGCTTAG GCTGTGCAGC CAGCCAATAT 1535520 
CTCGCAGCAG CAGGTGTTGG AAATTTAACG CTGTTGGATT TCGATACAGT TTCTCTTTCG 1535580 
AATCTTCAAC GCCAAGTCTT GCACTGCGAT GCTCGCTTGA ATATGCCAAA AGTGGAATCC 1535640 
GCTAAAATTG CACTGGAACA AATCAATCCA CATATAAACA TAGAGACGAT TAATGCGAAG 1535700 
TTAGACGAAG AAAAACTCGC AGAAATCATT CCGCACTTTG ATATTGTTTT AGATTGTACA 1535760 
GACAATGTGG AAATCCGTAA TCAATTGGAT CGCCAATGTA ATCATATGAA AGTCCCTCTT 1535820 
ATTTCTGGCG CAGCGATTCG GATGGAAGGT CAGGTTTCCG TTTTCACTTA TGAACCAAAT 1535880 
ACGCCTACTT ATCGTGATCT CAGCAAATTA TTTAGACAAA ATGTATTAAG CTGTGTGGAA 1535940 
GCTGGCGTGC TTGCACCAAT CGTCGGTATT GTGGGCTGCA TTCAAGCCTT AGAAGCAATT 1536000 
AAAGTGCGGT TAAAAATCGG TAAGAATTTG TGTGGCCGCC TATTGATGAT TGACGGTTTT 1536060 
TCGATGAATA TCCGAGAAAT TAAACTTCCA ACCAATATGG AATAAAACGC TTCAAAAGAG 1536120 
AAAAAAATTT AACCGCACTT TTATGAACCA TAACCTTTAC GACAAAACAC TATGACAACA 1536180 
GAAATTAAAA AACTTGATCC CGATACAGCC ATTGATATTG CTTACGATAT TTTCTTAGAA 1536240 
ATGGCTGGAG AAAATTTAGA TCCTGCTGAT ATTCTTTTAT TCAACCTACA ATTTGAAGAA 1536300 
CGCGGCGGCG TGGAATTTGT TGAAACCGCC GATGATTGGG AAGAAGAAAT TGGTGTACTA 1536360 
ATTGATCCAG AAGAATACGC TGAAGTATGG GTGGGCTTAG TCAATGAGCA AGATGAAATG 1536420 
GATGATGTCT TTGCTAAATT CTTAATTTCT CACCGAGAAG AAGATCGCGA ATTTCACGTT 1536480 
ATTTGGAAAA AGTAACGATA ACGTAAAAAT AAGGGAAATC ATCTGATTTC CCTTTTTCTT 1536540 
TTCGCTTAAA ATTAACAAGC CATCAAATTG GAAAACTTGA GAAAAAAACT AACAACAACG 1536600 
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GCGGTAATAA ATTTGTCACC ATACCAAAAG AAATGGCGAT AGGCGTCACT TCAATTCCAC 1536660 

CTGATTTTTG AATAATCGGC AATGTACAAT CTAATGCCGT TGCGCCTGTA ATCTCAATAG 1536720 

CTGTAGAGCG ATAATGTTGC ATAAACAATG GAATTAAAAA TAAACTCAAA ATTTCACGCG 153 6760 

ATAAATCATT GAAAAAGGCA ATACTGCCCT GCATCGGCCC CCAAGCATTT GTCAGCACAA 1536840 

CACTTGATAA AGAATACCAA CCAAATCCCG ATGAAAAGGC TAAACCTTGA GTAATCGGCA 1536900 

TACTTAGAAA AAATGCTGAA ATAACGCCCC CAATTAAAGA ACTTAGGGTA AAAATTGCCC 1536960 

CCATCATTAA ACCCTGCTTA TTTAGCAAGA CTTCTTTCAA GGAAATGCCA TTGTTACGAA 1537020 

GCTGAATCCC AACAAAAAAG ATCAACGTAA TAAGCACGTA AAGATTGGAA CCATTTGGAA 1537080 

AATGCAACCA ATCTTTGCAC AGCCAACCTA AAACGATGCC AATAATTACC GCACTTAATA 1537140 

ATTCTTCCAT TGTTGTCCTT TTTTGTAGAT CACTGCACTT TATTTAATTT TCAAAGGTAA 1537200 

TTTGAATAAA TATTACAGTA AAAATAAAAA ACTATTATAC AAGCAATAAA ATCATACCGC 1537260 

TTATAATATA GTTTTTTATC AATCTACCAA ATGCTCAATG TTCAAATGCC AATCTTAGAT 1537320 

ACTTTGTCTC TTTACTCTGT AAAAATGGAA TATAAAAAGC GGCTTAAAAA TAAGCCGCTT 1537380 

GTCATCGTTA TTTTTCAGCA AACACTCGAA TTTGCTCTGC ACCTAAATGT CCTGGTACGG 1537440 

TTTTTTTCAG GTTTAAATCA CTATCTAAAA AGAGATTAAA CGGATAGCCA CGCACTCTTG 1537500 

CTTTATCAAT GATTTCGCCT TTTTCATCTA AAAGCACCGT GATATTTTTA TATTCTAATC 1537560 

CCTTGTACCA CTCAATAAAA TCAGCGGTGT CTTTTTCGCC TTTGTGATCG GGCGAAACAA 153 762 0 

TGGTAATCAC TTCAAAATTG CGATCTTTTT CCGCACTTAA ATCATCAATT TCAGCTAATC 1537680 

CTGCCAAACA AATTGGACAC CAAGATGCCC ACATTTTTAC ATACACGGGT TTGCCTTTAT 1537740 

ATTGGCTTAA AGTAACTGGC TGATTGTTTA AATCTTTGAG TTGCACATCC GCCAAATTAG 1537800 

TTTGTGCAAA AG CGTTTAGG CTGAATGCCA TTAGAAATAT TGATAGTAGT TTTTTCATTG 1537860 

CTTTTTCCTT TTATAAATTT CTTTTGTTGA GGTTATGTTT TACGAAAAAT TATTCGTAAT 1537920 

CAATAAAATA CCCATCACGA TAATTAAAAT TCCGCCACCA ATTTTAAATT TGTCTAAGTG 1537980 

TTTATTTAAC CCTTTGGCAC GTTTTAG C AA GCTGTCTGAG AAGAATGAAA ATAATACAAA 153 8 04 0 

CGGCGTTGCC AAGCCTAAAA CATAAACGAA CATCATTGAT GCACCGTAAA GTGCAGATCC 153 8100 

TTCATCGCCT GATAAAGCTA ACACGGAAGC CAAAATCGGG CCAATACAAG GTGTCCAACC 15 3 8160 

AAGACTAAAG GTTAAACCAA GGACAAATGC CTCAAGTGCG GTTGATTTTC CTGATGTTTT 1538220 

TATTTCCACC AATTTTGTGC GTTCCAACAA ACCAATTTTG AAAATGCCAA GTTGATGAAT 153 82 BO 
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ACCCAAAATA ATCACAATAA CGCCAGCGAT AATGCGGGTG GTGTTACTAA ATAAAATATT 153834 0 
CCCTAAAAAA CCAAAACTAA AGCCTAAACT GACAAATGTA AGGGAAAGCC CTAAAATAAA 1538400 
TAAAAAAGTA TTTAGGACTT TTTTACCGCC TTTACTCAAA ATACCAAAAT AAATTGGAAT 1538460 
AATCGGGAAA ATACAAGGCG AAAGAAAAGA AGCAAGCCCC GCTAAAAATA CAGTTCCAAT 1538520 
AAGGAGTTGT TGATCTAACA TCCTACATCT CCTTATTTTT TAATGGATTG AATCAAATAT 1538580 
CCATATCCTG CCTTTTCCAT TTCTGCTAAC GGAATAAATT TAATTGATGC ACTGTTAATG 1538640 
CAATAACGCA AACCACCTTT ATCTTTCGGA CCGTCATCAA AAACGTGACC CAAATGGGCA 1538 700 
TTGCCCGCAC GACTTAACAC TTCGGTACGT TGCATATTGA AGCTGTTATC GGTTTCATAA 1538 76 0 
TGCACTACAT CTTTAATGAT CGGTTTCGTA AAACTTGGCC AGCCACAACC TGATTCAAAT 1538820 
TTATCATTTG AAGAGAAAAC AGGCTCGCCT GTAGTGATAT CAACATAAAT ACCAGGTTGG 1538 880 
AAGTTATCCC AATATTCGTT ACTGAAAGAG CGTTCAGTAT GTTTATTTTG AGTAACGGAA 1538 94 0 
TATTGCAACG GTGTCAATTT CGCTTTGAGT TCTGCATCAC TCGGTTTCGG ATAATCTTTC 1539000 
TCGTCAATCA CAGGTTCATC AGCTTTGGTA ATATCAATAT GGCAGTAGCC ATTTGGATTT 153 9060 
TTCTTCAAAT AATCCTGATG ATATTCTTCT GCTACGATGT AATTTTTAAG TGGTTGCACC 1539120 
TCAATTTGTA CTGGTTTTTT ATATTTGGTT TGAAGCTGGG CGAGTGCTTG TCCGATCACC 153 91 BO 
GCTTTATCTG CTCCATCTTG ATAATAAATC CCTGTGCGAT ATTGTCTGCC ACGGTCGTTA 1539240 
CCTTGTTTAT TTACGCTGGT TGGATCAATC ACTTT AAAAT AATATTTAAG CAATTTATCT 1539300 
•AACGAAATTT GGTTTGCATC GTAAGTAACT TTTACCGTTT CTGCGTGATC GGTTAGCCCA 1539360 
ATCATCTGAT AACTGGTTTT CTCCGTATTA CCATTTGCAT AGCCAGAAAT CGCATCTTTC 1539420 
ACGCCGTGAA TACGCTCCAT ATATGCTTCC ATACCCCAAA AACAGCCGCC AGCAAGATAA 1539480 
ATTTCTCGAA TGTTTTGTGT ATTTTCCATT GCCATTTTTT GTTCTCCAGA TGATGATGTT 153954 0 
GAATTTTGTA TTGCTAAAGT TGGTGTAGCA CAGCAAAGTG CGGTAATAAA TAGAAATGTT 153 9600 
TTTGATAGTT TCATTGTTTT TCCTTATGAT GTGAAAATTA ACGTTACATA AGGTTAGACG 153 966 0 
GCGGATAATC CGATTTCTTA CAGATTTTTT TACTTAAGTT TGAAATGTGG TAGAAAATAA 153 972 0 
GAGGGGAATT TTAAATAAAA AAGACTAAGT CTAAATTAAA TATAGACTTA GTCTTGTTTA 153 9780 
AATAAAATGA TGTTGTTAGA GCAGAATTTT AATGACTTAC TGCCATATTT AGTTTAGAAA 153 984 0 
TAGCCTTCTT ACCTTCTTCT TCAGAAACTT GTTCTAAATT TGCACCGCCT ACAAATACAC 153 9900 
CAAATTTAGT ATATTGACGA ATAAAATAGT TTTTACCACT TTCAGTTTTA ATGTTTAAAT 153 9960 
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CACTATTGCT GAATTCGGAT TCAGTTGAAA TTTTATGCTC TCCCGCTTTA ATGGTTTTAT 1540020 
AAAAAAATAC ATCAGGAGCA GACTCACCTA TAAATTTATC GTCAATATAG AGATCTTTCT 1540080 
TTAAAGCTTT TCCTATAAAA GAATCACGGT AGATATATAA TCCTGAATTT CCTTTTTCGG 1540140 
GAGATCTGAA TTGTTTGGCG GTATTACTTT CTTCAACAGA AGCCATAGGA ACGGTTGCAC 1540200 
AAGCTGAAAG TAATAACGCT ACCCCTATAA TTGATGCTCT TGCAAATAAC TGTTTCACAA 1540260 
AATATCCATT AGAAACTAAA ACGTAAACCA GCCTTAACGC CCACATCAGA AACATTTGAG 154 0320 
GCTAAACGGT TATATTCAAT ATTAGTATTA AGTGCCACGT TATCAGTTAA TTTATATTGA 1540380 
ACACCAGCTA ATGCACCAAT GCCTATTCTC GTTTCGGTTG CAAAAGCTTC TATGCGATAA 154 0440 
TATCTTGCAT TTGCAGTTAC ATCTGCTCCA TTGGTAGATA CACGGACACC AACATAAGGT 1540500 
TTGAAATCGG CTAAGTCAAA ATCATAAAAA CCAGTGAGGC CTAATGATTT ACCTTTAAGA 1540560 
GATACATCTA CAACATCAGC ATAATTTGCA GTTACTTTTC CGTAGTTTGT ATAATCTACG 1540620 
GCTAAACGAA AGTTCTTATC AAAAGCATAG CCAACACTAA TTCGTTGGGT AAAAGATGGA 1540680 
CTGTTTGAAC TATTTACATG AGTAATATCA ATTTTTGAAG CACCTAAATC GCCTTGAACA 1540740 
TACCATTGAG CTTGAGCTGA TAGTGCTAAA GTAAATAACA TAGTTACAAT AAGTAATTTT 1540800 
TTCATAGATT AAGACCTCTA AATGTGTGAA AATACATCAG TTGCATAAGT AAATGCGGGT 1540860 
AAATTTTATG GAAGTTTAAC CATTAAAAAC AACAACAAAA AGGACAAAAT AGCACCTAAT 1540920 
TTCGGCAAAA ATTGCTCAAT TTCGAAAGGA TTAAATTTAG ATGGGAATGC ACGATAAAAT 1540980 
TCGTATGATG AGAGAGCTTC GTCAATTATC GCAAGAAGAT ATGGCTGAGA AAATGAATAT 1541040 
GTCGCCAAGT GGTTATGCCA AGATTGAACG AGGTGAACTC GCCTACAATA CGATAAATTA 1541100 
GTGCAAATTG CTCAGATATT TAATATGAAT TTGTCTGAAC TAGTGGATGA GAATAGAGGA 1541160 
ATTATATTTT TATTAAATGA AAATGGAAAT AATACATCAA CTAACTATTA TGGAAATAAC 154122 0 
GACTCTTTAA TAATTGAAAT TGAAAAATTA AAATTAACAC TTTTTCATAA AAATGAATTA 1541280 
TTAGAGCAGA AAGAAAAAGA ATTAGAAACG CTTAGAAAAA TGATTTCATT ATTAGAAAAG 1541340 
TGAAATAAAG TATTTTTAAC AATAAACGGT TGAAGTTGTA AAATATTTTG CAAATTCAAC 1541400 
CGCTTATTTT TTGCTACCTA TCAGTTAATT CTATAGATGG TTCGGCATCC CTAAATTGCT 1541460 
TCATCATCTC GCTTAAGGTT TTGCAATTTC TTTGAAAACG ACGACAATGT GGG CAGGTAA 1541520 
CTAAATGAAC TCTTAACCCA ACTTTTTCTT GTATATCTAA TGAACGTTCG TGCGATTCGG 154158 0 
AAATCATTCG AGTGGCTTGG TGACAACGCA TAATTTTCTC CTAAAGTTTT TTTGAAAGAC 154164 0 
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AGTTTTGCAA CTGTAAACGA GCCCGATAAA GGGTGGTATG TAAATTAGAC GAAGTTAAAT 1541700 
GTGTTTCTTG ACAAATTTCT TCAGATQAAA GCTCTAAAAA CTCTCGCATC ATAAAAATTT 1541760 
TTGCCTGTTT AGCAGGTAAA CAATTCAAAC AAGTTTCAAA AATCAGCCAA AATTCATCGG 1541820 
AATAAACCGT TTCTTCTTCG CCTTGTAATT CACTCGGGTG ATATTCTGGT TTCCAATGCC 1541880 
CCTTTTCATC AAAAAATGAA TTATTAGTAT TTTCATCTTC AAGTTCACTT TCTAAAACAA 1541940 
ACCGCCCTTT CTGACGTAAA TAATCAATAA TCTTATTTTT AAGAATCGCA AAAATCCAAG 1542000 
TCTTAAATGC AGATTGACGC TTAAAATTAG CGAGATTTTT GAATGCACTT AAAAAAGCTT 1542C60 
CTTGTACTAA ATCTTCAGCA AGATCGGCTT GATTTACTTG CAATTGTGCA AATGTCAGCA 1542120 
TTTGAGTGCG AATTTGCTGA AGCTCAAGAT CAGAAATAAC ATTCATTTTA ATTCCTTTAA 1542180 
AACTTATGTA AGAAATGAAA CTCACTTCTT TTAACAAACT AAGGTAG CTA TTTT T ACACT 1542240 
CAAAAAAGGA AATTTAAAAT GAAAAATTTT ATATTGAATC TATTTTGCGA AGTTAGGAAA 15423 00 
AAATCAGGTG TTTAAGAAAA GAATAATTGA TACCGCTTTT TAACGTGATA TTTGCTTGGT 1542360 
GTGTAGCCGA CACCAATTGC CATCGCATTA CAAACCGCCC ACCGCAGCAG AAAAACTCGC 1542420 
TTTTCCAACG ACTTGAGGTA ACACTAAACC AGAAAGGGCG TTAGCCGCCA CTAAACCACG 1542480 
TTCTAATTTG CTGTCCAATT TCCCTAATTT GCCATTTAAC TCGTTAAAGC CTGATTGGAA 1542540 
ATTATTCATT TGAGTTTGTA ACGTGCCTAA TTTGAGATCG GTATATTGAT TTGCAGTTTG 1542600 
TAAAGTTTGT GTATCGCCAT CTTCCATTTG TTTTTTATTT ACTGCATCAG TGTCTTTTTC 1542660 
GGCTGTTTTT ACATTAGCAA CATATCTTTC TTTACCTTCT CTACCAAAAG AAACTTCATT 1542720 
TTCTCTTGTA GTTTCTGAAC TATATCCTAC AGCAATAGAG TTGTTATATT TAGCTTTTGC 1542780 
TTTGTTACCT AGAGCAATAG CATTTTCTAC TTCATTAGTA CCAGTTTCAT TTTTAGCTTC 1542840 
ACTTTCATAA CCTATAGCAA TGTTATATGA ACCTTCAACC TTATTTGCCC CCCCAATACT 1542900 
GTATTATATA TACCATCTTT GTAAGTCCTA AAGTCTTCGG CTTTTTTACT ATTAATTGTA 1542960 
TTATTCTTTA AATTACCAAT GATCAGGCTA TACGCCCCAA ACTCTTTAAT GCCGTAATTC 1543 020 
GTACTAATTG AATTTTCACT CGCCGCAAAG GCTTGAGAAG AGATCAGCAA ACTGCTGATA 1543080 
AGTTAAGCTG TCGTGGTTAG CTTGACAGAT GAAAAGAAAA GATTAGCATT GCTTGCTTGC 1543140 
TTGCTTGCTT GCTTGCTTGC TTGCTTGCTT GCTTGCTTGC TTGCTTGCTT GCTTGCTTGC 1543200 
TTGCTTGCTT GCTTGCTTGC TTGCTTGCAG AATTGTAATA AAACATATTA TATCCTCCTA 1543260 
GGATAAAACA AAAAAGAAGC GTGACTTTAC GTTAAATAAA TTGATGTAAA GGAAATACAA 1543 32 0 
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ATTTTTTCGT GCAAATTCCA ATATTTAACT TTAAAATACT TGCCTCTGAA CAAACATTCA 1543380 
TTATAAATAA AAGTCACAAT ATTTATTTTA TAAATAAAAA AGTGCGGTTA AAATCATCCG 154 344 0 
CACTTTTTAG TTCGTAGAAA GGAAAATTCA ATGTTTAAAA TGAAAAATAT CACGCTTGCT 1543500 
TTGTTGATGT CTGGTGCATT GGTGGGATGT GCCAATATTG GCGATTCTTA TCAAGCAAGC 1543560 
CTTGAAGATT ACAAGCAATA TGAAGAAATT ACCAAGCAAT ATAATGTAAA AGAAAATTGG 1543620 
TGGTCGTTAT ATGATGATGC GCAATTAAAT CGCGTAGTAG GACAAGCATT AATAAACAAC 1543680 
AAAGATTTAG CTAAAGCTGC TGTAGCGGTA AACCGTGCAC TTTATAGTGC AAATTTAGTG 1543740 
GGTGCAAATT TAGTGCCTGC ATTTAATGGT TCAACTTCAT CAGCAGCACA ACGCCGAGTT 1543800 
GATATCAGTA CAAACTCTGC CATTTCACAC AAAGGTTCTT TAAATGTGAG CTATACATTA 1543860 
GATCTGTGGC AACGTTTGGC CAATACCGTT GATGCGGCGG AATGGTCGCA CAAAGCAACT 154 3 920 
GCAGAAGATA TGGAATCGGC TCGTTTATCA TTAATCAATT CTGTAGTAAC AACTTATTAT 1543980 
CAAATTGCTT ATTTAAATGA TGCAATTAGC ACAACCAACG AAACGATCAA ATATTACACG 1544040 
GATATTGGCA ATATTATGCA AACGCGTTTA GTGCAAGGCG TGGCTGATGC AGCCAGCGTT 1544100 
GATCAAGCAC AACAAGCCAT ATTAACGGCA CGTAATAACA AATTAAATTT TGAAACCCAA 1544160 
CGCAAAACAG CAGAACAAAC ACTGCGTAAT CTTCTCAACC TAAAACCAAA TGAAGCATTA 1544220 
AATATCACGT TCCCACATAT TATGAATGTG AAAACAGCAG GCGTAAACTT AAACGTGCCT 1544280 
GTGTCTGTAA TTGCAAATCG TCCTGATGTA AAAGCAGCAC AATTCCGTTT AAGCAGTGCA 1544340 
TTCAAAAATG CCAAAGCAAC TCAAAAAAGT TGGTTCCCAG AGGTTAATTT AGGTGCAAGC 1544400 
CTTTCTTCAA CAGCAAGCAC GGTTGGTACG GCGTTACATA ACCCTGTGGC TGCTGGCACA 1544460 
GTAGGAATTA GCCTACCGTT CTTAAATTGG AACACCGTAA AATGGAACGT TAAAATTTCT 1544520 
GAAGCTGACT ATGAAACAGC TCGTTTAAAT TACGAACAAC GTATTACCAC CGCTCTCAAT 1544580 
AATGTGGATA CCAACTATTT CGCATTTACC CAAGCGCAAA GTACATTAAG TAATTTACAG 1544640 
CAAACCCATA GTTACAATCA GCGTATCACA CAATATTATC GAAACCGCTA TAATGCGGGC 1544700 
GTATCCGAAT TGCGCGAATG GTTAGTTGCA GCCAATACGG AAAAATCATC ACAACTTGCG 1544760 
ATTTTGAATG CAAAATATCA AGTGCTGCAA AGTGAAAATG CGGTATATAG CTCAATGGCG 1544820 
GGATATTATT TGTAAAAATC AAATTGGATT AATCTATGAA AAATCCCTGT TAAATTTCTT 1544880 
TAACAGGGAT TTTGTTATTT AAATTAAACC TATTATTTTG TCGCTTCTTT CACTGCATCT 1544940 
ACTGCTTGAG TTGCTTTTTC TGAAACCGCC TCTTTCATTT CACTTGCTTT TTCTGATGCT 1545000 
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GCTTCTTTCA TTTCGCCTAC TTTTTCTGAC GCTGCTTCTG TTGCTGATTT AATTAGTTCT 1545C60 
TTCGCATCTT CCACTTTCTC TGCTACTTTA TTTTTCACGT CTGTAGAAAG CTGCTGTGCT 1545120 
TTTTCCTTTA CTTCAGTCAT TGTATTAGCT GCAGCATCTT TTGTTTCTGA TGCGACTGAT 1545180 
GCTACAGTTT GCTTCGTATC CTCAACTTTT TGTTTTGCTT CTTGCTTATC AAAACAACCT 1545240 
GTCACGACTA AAGCTGAACC TAAAACCAAT GCTAATGTTA ATTTTTTCAT TATTTTCTCC 1545300 
ATAGAATAAT TTGATTGTnA CAAAGCCCTA TTACTTTGAT GCAGTTTAGT TTACGGGAAT 1545360 
TTTCATAAAA AGAAAAACAG TAATAGTAAA ACTTTACCTT TCTTTAAAAA GATTACTTTA 1545420 
TAAAAAAACA TCTAAGATAT TGATTTTTAA TAGATTATAA AAAACCAATA AAAATTTTAT 1545480 
TTTTTGTAAA AAAAAAGAAT AGTTTATTTT AAATAAATTA CAGGAGATGC TTGATGCATC 1545540 
AATATTTCTG ATTTATTACC ATCCCATAAT AATTGAGCAA TAGTTGCAGG ATAAAATGAT 1545600 
ATTGGATTTC GTTTTCCATA CAGTTCAGCA ACAATTTCTC CCACTAAGGG CAAATGGGAA 1545660 
ACAATTAATA CAGATTTAAC GCCCTCGTCT TTTAGCACTT CTAAATAATC AATGACTGAA 1545720 
TGCGCATGGC CATAAGGCGT AATCCCCTCC CAAATTTCAA ATTTATTTTC TAACTCCAAA 154 5780 
TCAAACGCTT GATTAACTTG ATGAAAGGTT TCTTGAGCTC TGACATAAGG GCTCACTAAA 1545840 
ATACGGTCTA GTGAATTAAT TACTAGCGTG CTTAAATGCT GTTTTAACCA CTGCCCTTGT 1545900 
AAAAAAGCCT GTTTAGAACC ATAAACAGTT AAATGGCGAG CTTTATCACT ATTAGCCATT 1545960 
ACTTCCGCTT CGCCGTGACG CATAATAAAA ATGTTCATTT TGCTTTCCTA AAAACTTTAT 1546020 
AAAAATAAAC CGCACTTTAC TAAGTGCGGT CAAAAATTAA TTAATTTTTT TCACGGCTTC 1546080 
TGCAATTTCT TCTGCACATT GTTGTGCAAG TTCAGCATCT TGGCATTCCA CCATAACGCG 1546140 
AATAAGTGGT TCCGTACCCG ATTTACGCAA TAAAATACGA CCTTTACCTT CTAAACGTTT 1546200 
TTCAACCTCT GCGGCAACAG ATTTTACAGC ATCACTTTCA AGTGGATTTT CCCCACCCGC 1546260 
AAAACGTACA TTGATTAACA CTTGAGGGAA TAATTTAACC GCACTTGCTA ATTCATTTAA 1546320 
TGATAATTTA TGCTGTGCCA TCGCCGCCAA TACAGCCAAT GACGCAACAA TGCCATCACC 15463 80 
CGTTGTATTC TTATCCGCAA TGATAATATG TCCAGAATTC TCCCCCCCAA GCGTCCAATC 154644 0 
ATTTTCAACC ATTTTTTCCA ATACATAACG GTCTCCCACG TTTGCACGTA AGAAGGGAAC 1546500 
ACCAAGCATT TTCAACGCAA TCTCTAAGCT CATATTACTC ATTAAGGTGC CAACGACACC 1546560 
GCCTTTTAAT TGACCTGAGC GCAATGCTTC ACGCGCAATA ATAAAGAGAA TTTGGTCGCC 1546620 
ATCGACTTTA TTTCCTAAAT GATCCACCAT CATAATGCGG TCACCATCGC CATCATAAGC 154668 0 
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CAAACCAACA TCAGCTTTCG TTTCAACAAC TTTAGCTTGC AATGCAGTCA CATCAGTTGC 1546740 
GCCACATTTT TCATTAATGT TTAAACCATT TGGATCCGTA CCAATTTCAA TAACTTCCGC 1546800 
ACCAAGTTCT CTTAGTACAT TAGGGGCAAT ATGGTAAGTT GCACCATTTG CACAATCTAC 1546860 
CACGATCTTA TAACCTTCCA AGCCTAAATG AGCGGGGAAT GTACCTTTAC AAAACTCAAT 1546920 
GTAGCGTCCT GCTGCATCAT TAATACGGCT GGCTTTACCT AATTCAGCAG ATTCCACACA 1546980 
ATCCATCGGT TGCTCTAACA TTGCTTCAAT AGCTTCTTCA ATTTCATCAG GTAATTTAGT 1547040 
GCCTTTTGCT GAAAAGAATT TAATCCCATT ATCATAATAA GGATTATGAG AGGCTGAGAT 1547100 
CACGATACCT GCTTCAGCTC GGAAAGTTCT GGTTAAATAA GCAATTGCAG GTGTCGGCAT 1547160 
AGGGCCGGTA AATGCAGCAG ATAACCCCGC AGCAGCCAAA CCTGCTTCAA GGGCTGATTC 1547220 
CAACATGTAT CCAGAAATTC GGGTGTCTTT ACCAATTAAA ACCATTTTCG AACCTTGAGA 1547280 
AGCCAACACT TTTCCCGCAG CCCAACCTAA TTTTAATGCG AAATCTGGTG TAATTGGGTA 1547340 
AGCACCTACT TTTCCACGTA CACCATCTGT TCCAAAATAT TTACGATTTG CCATAATAAA 1547400 
ATTCCTTTAA TTTTTTATCG TTATAAAACC ATCAGGCATT TGCTGTTGCC TGCCAAACTT 154 7460 
TGAGCATATC TGATGTTGCA GCAACATCAT GTACGCGTAA AATTTTTGCA CCTTTTTGCA 1547520 
CTGCAATAAG CGCACCTGCC GCACTGCCAA TTATTCTTTG ATCAACAGGT TTATCAAGCA 1547580 
CTGCGCCAAT CATTGATTTG CGAGATAACC CTGCTAATAC GGGATAACCT ATCTGACAAA 154 7640 
ATTCATTCAG ATTTTGTAAT AATTGATAAT TATGCTGTAC AGATTTGCCA AAGCCAAAGC 1547700 
CCATATCCCA AATTAAATTT TCTTTTTTAA TGCCAGCAGA AAGGCATTCA TTAGTACGTT 154 7760 
- TTTGTAAAAA AGCCAATACA TCTTGCACGA CATTTTCATA ATAAGGATTT GCTTGCATCG 1547820 
TGCGAGGTTG CCCTTGCATA TGCATAATAC AAACAGGTAA AGCCAGTTTT ACCGCCGTTT 1547B80 
CTAACGCATT CGGCTCTTGC AAAGCACGAA TATCATTAAT CAAATCCATT CCAACATTTG 1547940 
CCGCTTCACG CATCACAACA GCTTTTGAGG AATCAACAGA AATCCAGCAA TCAAAACGGT 1548000 
TTCGCACCGC CTCCACTACT GGCACAACAC GATGCAATTC CTCTTGTTCA GAAACTTCAT 1548060 
CCGCATTCGG ACGAGTGGAT TCTCCACCAA TATCAATAAT TGTCGCCCCC TCTTCTAGCA 1548120 
TTTTTTCAAC TTGAAAAAGT GCTTTATCTA GACTAAAAAA CTGTCCGCTA TCAGAAAAAG 1548180 
AATCAGGCGT AAAATTAAGA ATCCCCATAA TTTGAGGCAC GCTTAAATCA AGACATTTAT 1548240 
TATTTGCGTA AAGTTTCATA AAATGCGGTT AATTTTTAGA GTGATTTTGG TGGGCGATTA 1548300 
TAGCGAAATA CATCCAAGAA CAAAATCATT AGGAAAAAAT AAAGCCTTTC CGAAGAAAGG 1548360 
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CTTTGATGAG TTAAACATTA AAATCATCGG TATTTTCTAC CGCACTTTCG GGCTTTGTAT 154 842 0 
CATTCGTTGT TGAATTTGCA TAAGCAGCCT GCTGAGTTTT CGGCTCTCCC CAACCTGATG 15484 8 0 
GCGGTGTGAC AGGTTCGCGA TTCATCAATT GTTTAATTTG TTCTTCTTCA ATAGTTTCAT 154854 0 
ATTTGACTAA TGCATCTTTC ATCGCATGAA GAATATCCAT ATTGTCGATC AAAATCTCTC 1548600 
TTGCTCTCGC ATAGTTACGA TTTACAATTG CACGCACTTC TTCATCAATC GAATGCGCAG 154866 0 
TTTCATCTGA CATATGTTTC GCTTTCGCCA TTGAACGACC TAAGAAAACC TCGCCCTCAT 1548720 
CTTCCGTATA AAGAATCGGA CCTAACTTTT CAGAGAATCC CCATTGCGTT ACCATATTAC 154 878 0 
GCGCAATATT AGTTGCGACT TTAATATCAT TTGATGCACC TGTTGAGATA TTTTCTTCGC 154 884 0 
CGTAAATCAA ATCTTCCGCT AAACGACCCG CATACAAGGT AGAAAGCTTA CTTTCTAATT 154 890 0 
GTTTTTGGCT AATACTAATT TGATCGCCCT CAGGTAAGAA GAATGTCACA CCCAAGGCAC 1548960 
GTCCTCGAGG AATAATGGTC ACTTTGTGAA CAGGATCGTG TTCAGGCACT AAATACCCCA 154 9020 
CAATCGCATG ACCAGCTTCA TGATAAGCAG TGGATTCTTT TTGCTTATCC GTCATAATCA 1549080 
TAGTGCGACG CTCTGGCCCC ATATTGATTT TATCTTTCGC TTTTTCAAAC TCAAGCATGG 1549140 
TTACCGTACG TTTATTCACT CGAGCAGCAA ACAAAGCCGC CTCATTGACT AAATTTGCTA 154 9200 
AATCTGCACC AGAATAGCCC GGCGTACCAC GCGCTAACGT CATTGCATCA ACATCTTGCG 154 9260 
CAACAGACAC TTTACGCATA TGCACTTTTA AGATTTGCTC ACGACCTTTC ACATCAGGTA 1549320 
AGCCAACAAC TACTTGCCGG TCAAAACGGC CTGGACGGGT TAAAGCTGGA TCAAGCACAT 154 9380 
CTGGACGGTT AGTTGCTGCA ATAACAATTA CACCGTCATT ACCGCTAAAG CCATCCATTT 154944 0 
CAACTAGCAT TTGGTTTAAG GTTTGTTCAC GCTCATCGTG TCCGCCACCT AAGCCCGCAC 154 9500 
CACGTTGGCG ACCCACTGCA TCGATTTCAT CATAATACCA TTGATTAATG TAATAGACAT 1549560 
TAAATGATAA TGATTTTCAT TTCTTAATTT GTTGTATTTT TTTTATACTT GTAACCTTTT 154 9620 
TTTAACCTAG ATTTAACTTT TGGGAAGCAA TTTATGAATT TTAAATTAAG CTTAGTTTAC 154 9680 
ACCGCACTTT TTGCTGGGAT TTCTGTTTCT GCGTTAGCAG AAACGCGACA TAAAGCTAAT 154 974 0 
ACTGAAACGA TTGAACAAAT TAATGTTCAA GATACAGGTA TTAAACAAAA TGGTTATCAA 154 9800 
ACAACAGGGA CATCTGTCGT ATCAAAAGCT GAAGTGCCAG TATTCGACAC GCCAAACACA 1549860 
GTAAATATTC TTTCAACTAA ACTACTAGAA GATCGCAAAC CTGAATCACT CATTGATGCG 154 992 0 
CTTTATAACG TCAGTGGTGT GAGTCAAGCG AATACGTTAG GTGGTATGTT TGATGCTATC 154 9980 
CAAAAACGTG GTTTTGGTAG AAACCGTGAC AACTCAATTA TGCGTAACGG TTTACAAGCT 1550040 
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GGCCCAGCTA AAAACTTTAG CGCGACAACT GAAACCGTTG AAGTTTTAAA AGGACCTGCA 1550100 
TCTGTACTTT ATGGTATTCA AGATCCAGGT GGTGTAGAGT TAATATCATT ACTAAAAAAC 1550160 
CACAACAAAC GCCACGTTAT GTCGTTGGTG GAACCTTAGG TAATCATAGC CTGTGGGGAA 1550220 
CGCAATTAGA TTTTACTGAT GGTTTAGGAA ATGGTTTTGC TTACCGCTTT ATCTATGATA 1550280 
AACAAGAAAA AGATTACTGG CGTAATTTTG GAAAAATCAA AAGTACAACT TATGCACCAT 1550340 
CTCTTTCTTG GGAAAATGAT AAAACTAAAG TAGCTCTTTC TTATGAACAC AAAGATATTC 1550400 
TTGAGCCATT TGATCGTGGT ACAAATCTTT TAACGGCAAC TAATGCATTA CCTAATATTC 1550460 
CTGTTTCTCG TCGTTTAGAT GAACCAAATA ACGAAACAAC TGCAAAAACA GATAATATTG 1550520 
ATTTTAAAGT TGAGCACAAA TTAAGTGACT GTTGGAAATT AAATTTTGGC TATAGCTACG 1550580 
CACGTTATAA ACATTTCTAT AATCAAGCCC GAATTAAAGA TATTAATGTA TCAAACATTA 1550640 
ATCAACCAAA AAAACCAATA AAACACTTGG ATTAACTGCT CGTAGCGCAA CTCGAGATAT 1550700 
TGAGCAACAA ACTGGAGAGC AACGTATCCA TAGTGTTTCT TTAAACACAG TCGGGGAATT 155076 0 
TGCTATTGGA GATATTGCGA ATCGCTTTGT TGTGGGCACA GATCTTATGA GAAATAAAAT 155082 0 
GGATTTAGGA CCAATTTATA ATACTAGAGA CATAAATGAT GGTAAGGTTA TTAATATTGA 1550880 
CAACCCAAAT TATACCAATC CAGTGGCAAT AAAGnAAAAT GAAAATAACA ATGCCTACCA 155094 0 
ATTTAATCAC TTAAAAACTT TAGGTCTTTA TATTCAAAAT ACCACTTATT TTACAGATAA 1551000 
CTTTATTATA ACGGGAGGAC TTCGTTATGA ATATTTTGAT CAAGTTGTTG GTCGATCAAC 1551060 
ATTAAAGAAT ATTAGAAGTG GATATCTGGC TCAAAAAGAC GGGAAACTTC TCTATCAGTT 1551120 
AGGTAGTGTT TATAAATTTA CTCCAAATAT TGCAACATTT TTTAACCATG CAGAATCATT 1551180 
CCGTCCACAA AATAATAGAA CGCTTATTAT TAATGGCGAA CTTCCTGCTG AACAGGGTAA 1551240 
ATCTTTTGAA ACAGGTCTAA AATATGAGAA TGCATATTTA AATGCAACTG TAGCTTTATT 1551300 
TAATATAAAC AAACGTAATG TTGCAGAAAC AGTTAATGTT AATGGCACAA ATGAACTACA 1551360 
AATTGTTGGA AAACAGCGTT CTCGTGGCAT TGAGTTTGAT CTAAATGGAC AACTTACTGA 1551420 
TAATTTAAGT ATTGCAGCAA ACTATACTTA CACAAAAGTA AAAAACCTAG AAAATCACAA 1551480 
CAATAAATTA GCTGTTGGTA AACAACTTTC TGGCGTACCA AAACATCAAG CATCATTATT 155154 0 
CTTAGCCTAT AATATCGGCG AATTTGATTT TGGTAATATT CGTGTCGGTG GAGGTGCGCG 1551600 
TTATTTAGGT TCTTGGTATG CCTATAATAA TACTTATACA AAAGCGTATA AACTTCCACA 1551660 
GGCTATTGTT TATGATACAT TTATTGCCTA TGACACAAAA ATTTCAGGGA AAAAAGTATC 1551720 
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CTTTCAGTTA AATGGTAAAA ACTTATCTAA TAAAGTTTAC TCCCCATCAA CTTCAGGGAA 155.1780 
TGCAAGCAGA ACGCTTATTC CTGTTGCGTT AGGTTATGCT CGTGAAGTTA TATTAAACAC 155184 0 
TAAAATTGAA TTTTAATTAG TCATTAAAAC CTAGGGCAAA CTGGCTTCGC TCTTTTTCTA 1551900 
TTTATGGAAA ACTAATGAAC TGGCAAACCG AACTTAATAA TAGTTTAAAC TGGATTTTAA 1551960 
CCGCACTTTT TTGGGTGGTA TTGTGCTTTA GCGTAACAAT GTTAGCCTTA AAACAAACTA 155202 0 
CTTTCGGCAA AAAATTCTGG TGTATTGTCT CTCCATCAAT GGATAAAAAA ACAAGCATTA 1552080 
AACTAATTTT AATGTTGTTA GTACTATTTA TAATGATATT GTTGGAAGTA CGATTTAGTG 1552140 
TACTTAATTC ATTTTTTTAC AATGGATTGT ATAGCTCAAT GCAAGAATTA AATATTGAGA 1552200 
AATTTTGGTT CTTTGCAAAA CTAAATGCTC TCCTTGTGGT AGCACAAGTT ATACATGCCA 1552260 
TTGCTGATTA CTTCTTTCAA CAAGTATTTG AAATTCGTTG GTTGGAAAGC TTTAATGCAA 1552320 
CACTTGTTAA ACGCTGGCTA AATAAGAAAA AATACTATCG CCTAAAATAT GAACGAGATT 1552380 
TACCGGATAA TATCGATCAA CGTATCGAAC AAGATGCGAG AGAATTTATT ACCAGTACAG 1552440 
TACAAATTGT GCGAGGCGTG ATTAACTCGG TGCTCACGAC CATTGAATTT ACGATTATTT 1552500 
TATGGTCACT TTCCGGCGTA TTAACTTTAT TCGGATTTAA TATCGAAAAA GGCGTTGTTT 1552560 
TCTTCATTTA TGCCTTTATT ATTTTTGCAA CACTCATGTC TGTTTGGATT GGTCGCCCTC 1552620 
TAATTAAGCT AAATTTTACA AAAGAGAAAC TCAATGGCGA TTATCGTTAT TCCTTAATCC 1552680 
GTGTACGAGA CAATGCAGAA AGCATTGCTT TTTATAATGG CGAGCCAAAA GAACAAACTT 1552740 
TCTTACAACA TCAATTCCGT CAAATTATTC ATAACCGTTG GTCCATTGTA TTAAAAATGT 1552800 
TGGGCTTAAA TAGTTTCAAC TCTGGAGTAA CTCGCGTGGC CAAATTATTG CCTTTAATGT 155286 0 
TACAAGCACC ACGTTTTTTT TCTGGTCAGA TAAAACTAGG AGATATGCAT CAAACAGTCC 1552920 
AAGCATTTAA CCGATTAATG ACCGCACTTT CATTCTTCCG CTTGTTCTAT GAGCAATTCA 1552980 
CACTCTATCA AGCTCGGTTA AATCGTCTTT ATGGTTTTAT AACAAAAATG GATGAATTAG 1553040 
ATAAACAAAA CGTTCATCAT CCTTTTCATT GCTCTCATCG TGTCGCCTTA AAAAATTTCG 1553100 
GTATTAAAGA TGAACAAGGT CATGTACTAC TCAATAATTT AAATATTAAT TTAGAAAATG 1553160 
GAGATGCCCT ATTGATTCAA GGTGCATCTG GAACAGGAAA AACATCGCTA CTAAAAG CAA 1553220 
TTGCAGGAAT CTATCCTTTT GAAACCATAG GTATTGCAGA GCATCCATGC ATGGGAAGTT 1553280 
TATTCCTGCC ACAACGACCT TATATGCCGC AGGGTACTTT ACGAGAAGCA ATTTGTTATC 1553340 
CAAATATCAA TCCAAGTCAC GCAGAATTGG AACAAACCAT GAAGGATTGT GCGCTAGGAA 1553400 
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AATATATACA CGCACTTAAT GTAAAAAATG ACTGGCAAGC GATTTTATCG CCCGGTGAAC 1553460 
TTCAAAGAGT GGCGTTTATT CGTATTTTAC TCACAAAACC AGATGTCGTA TTTCTCGATG 1553520 
AAACGACTTC AGCATTGGAT GAAACAACCG AGAATTTACT CTACCAAACA ATTAAAGAGC 1553580 
GTTTGCCCGA AATGATCATT CTCAGCGTAG GTCATCGTAG CACATTACAG CAATTTCATA 1553640 
ACAAACAACT AAAATTAGAT GTATGTTTAT TATGTGAAAA TTAGAAAATA GCAAGTTAAT 1553700 
ATATCAGCCA AATATTTTAT TTATTTTGAT GCTAGTCTGA AGAGCGCCTA TAAAATTAAA 1553760 
ATAAAACTAT AAAAAAAGCC TCGATATTCG AGGGCTTGAT TTTTTACTAT CGTAATAAAA 1553820 
ATTAGCGACG TAAACCTAAA CGAGCGATAG TGCTTTGGTA TAAAGCAAGA TCAGTACGTT 1553880 
TTAAGTAGTC TAAAAGTTTA CGACGACGAG AAACCATACG TAATAAACCA CGACGACCAT 1553940 
GGTGGTCTTT TTTGTGCTCT GCGAAGTGAG TTTGTAAGTG GTTGATTTGT GCAGTTAATA 1554000 
ATGCGATTTG AACTTCAGAA GAACCAGTAT CTTTCGCATC ACGACCAAAT TCAGCAACGA 1554060 
TTGCTGCTTT TTTTTCAGTA CTTAGAGACA TTTTTTACTC CTAAAAAAGA GCGATCAAAT 1554120 
AGCAATTCAA AAATGGATTT ATGACGGAAG TGTTCTAAAT TTAACGTAGT TAATGCTAAT 1554180 
TGATTAAAGG CTATCGTTAA TTTTTGATAA ATTTTTTTAG AATCAGCTAA TTGAAGCACA 1554240 
TTTCCAGGAT TTGCACTAAT AAAAATATCA CCTCTATTCC CTTGCTCAAT TTGTTGACGC 1554300 
AAGATTCCGG CTGGACCACA AAATG CTTTA ATCTCTATAT GATGAATTTG TCGAAAAATA 1554360 
TCAGATAATT CTTGCAGAGC ATAACAAAAA CTACCTGCGC TAAAAACAGT AATTGATTCC 1554420 
ACAAGTTTTC CTTACTTTAA TAACGTTTTA TACAAGGGAA CAAAATGCGT AAAAAAAGAT 1554480 
TCTTTATATT GAGCTTGTTG TTCAAACATC GGTAAATGAA AAAGTGCGGT CAAATTTTCT 1554540 
GAGGTTAAAA TATTCCTTGT TTCGCCAAAT TTAAAATTTT GTTTATTTAA CAATAAAGTT 1554600 
TTATTGGCTA TCGCTACAAC TTGATTAGGT TGATGTGTTG TGAATACGAC AGTCATGTTC 1554660 
TGTGATTGTG CCAAATCGAT AAGTAAAGAC AGTACAATAT CTTGATTTGC AAGATCTAAT 1554720 
GCTGAAGTTG GCTCATCCAA CAGTATCAAT TTGCATTCTG AAGCAATGGC TCTCGCAATT 1554780 
AAAATTAGTT GTCGCTGCCC GCCCGAAAGC GAAGTAAATT CGCGCTTTGC CAAATGGGTC 1554840 
AAGTTCAAAT AATCCAGTGC CTGCATGGCG ACTTGATAAT CATGCGATTT CGGTTTGGCA 1554900 
AAAGTATTAA TATGGGTTGA GCGCCCCATC AACACGATAT CCAATACGGA ATAAGCAAAA 1554960 
GGCGAAGAAA AGAATTGCGG CACAAAACCG ATAGATTGAT ACACCTCAAT CTTGCCCTGA 1555020 
ATCGGGCGAT GAATGCCAAG CAACAAATCC AACAAGGTAC TTTTCCCGCA ACCGTTTTGC 1555060 
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CCTAAAACCG CCAGAATATC TCCTTTATTC AAATCAAAAT TCAGTTGCTG AAACAGGAAG 1555140 
TTTTCCGCTT GGTAATAAAA ACCTAGATTT TCCACGGAGA GCGCTTTATT CATTCATGCC 1555200 
TCCGCGTTTT AGTTTATATA CCAATACACC AAACAACGGT GCACCAATAA GTGCGGTCAA 1555260 
AATACTGATT GGAATTTCGG CATCGGATAG GGAACGCGCA ACATTGTCCA CAAGCAACAT 1555320 
ATAAGTCGCC CCAACAAGCA TGGTGCAAGG CAATAAACTT TGATGATTGG CACCTACCAG 1555380 
CATACGGCTA AGATGAGGAA TGATCAGCCC GACCCAGCCG ATACTGCCGC TAATTGCCAC 1555440 
CTGGCATGCC ACTAACGAAC CGCTTAAAAA GATCACTAAC CAACGTAATG GGGCCATTTT 1555500 
CACGCCCAAA GCCTTGGCTT CTTTCTCATC TAAAGACAGT AAATTCAAGC GCCAACTTAA 1555560 
GCTGAGCAAA ATCGAGCTAC ACAGCAAAAA CGGGACAAAG AAAAAGAGGA GTTTTTCCCA 1555620 
GTTAGAGGTG GCAAAACTCC CCATCAACCA AAACACAATG CTTGGCAATT TTTCTTCTGT 1555680 
ATCGGAAATG TATTGCAATA GGCTCACTAG GGCTGAAAAA AGTCCGCTTA AAATCATGCC 1555740 
GATAAGAATA AGCATCAACA AGCTGCGTTG ATTAAATTTG AAGCTAAATA GAAAAACCAA 1555800 
GGCAAGCGTG CCGAAGCCGA ATAAAATAGT GCTGGTAAAT AAGCCGTATA AACTGAATCC 1555860 
AAAGAAAATT GCCAAGGTGC CACCGAAGGC TGAACCGGAG GTCACGCCGA TAATATGCGG 1555920 
ATTCACTAAC GGGTTACGAA AAATGCCTTG CAATACCACA CCACTCAATG CCAAACCGGC 1555980 
ACCCACGCAA AGTGCGGTTA AAATTCGAGG TAAACGCACT TGAAAAATCA CCTGTTGCTG 1556040 
CACTGGATCG ATCTCAAGTG CGGTCGCTTT TGCCCACAGA ATTTGACCAA TTTGCGGTAC 15S610O 
AGACAAAGAA TACCGCCCTA TTCCCAAAGA AATCACGGCG GTAATCACAA GCAACAGCGT 1556160 
TAAGCCAAAG AGAATTTTAG GGTAACTATC TGGCTGCATT GTCGGGTTTG TAAGAAGTGC 1556220 
GGTAGAATTT TTGGTAATAA TCGTTCACCA TTTTATCCAA ATCCACGTCT TGGAAACGTT 1556280 
GCGGATAAAG GGCTTTAGCC AACCATACTT CGCCCAATGC TAAGGCTTCC GGCATCGGGT 1556340 
ATCCCCAGGC TTTAGCATAT TCCGGCATCA AAAAAACTTT TTTATCTTTC AGTGCCTGAA 1556400 
TATTCGCCCA ACCTTGATCG TTCAAAATTT GTGGTACTAC ATCAGGATAA CGATCTTGCA 1556460 
CCAAAATCAC CGCAGGATTC CATTCCAACA CATTTTCTAG AGAAACCTGT TTGAAACCTT 1556520 
TAATGGTTGC CGCTGCGACG TTATAAGCGC CCGCATGTTC CATCATAAGC CCCGTATATT 1556580 
TACCGGAACC ATAAGTGCCT AAATCCGGAT TTGCCATATA AGTGCGCACA CGTTTATCGG 1556640 
CAGAAACGTC GCCTAGGCGA TCTGCCAACA ACTTACGATT AGCAAAGGCA GCTTTCACTA 1556 700 
ACTCATCACC TTGTTGTTTT TTCTCAAACA CCTCGGCAAT CAGTTCAATG CCCTGTTTTA 1556760 
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AGCCGTCATT ATAAGCTTTA TCTTCGTCAG TTAAGGTTGG ATTAAGTTTA CCTTTTTCGC IS 5 68 20 
CCACTTCACC AGTACGCAAG GAAATGGCTA CCACAGGGAT ATTCACGTCA CTGATTTGCT 1556880 
TGATCATTTC AGACGGTGCG TAGTTAGTCA CAAACACCAC ATCCGGTTTT AACGCCAACA 1556940 
AACTTTCAAT ATTAACGGAA TTCAAATCGC CCGGCATCGC CATGTTTTCC AGTTCCGGTG 1557000 
CAAGGCGAAC ATAGTTTTTG CCTAGTTGTT TCTTCCAGTT GGAAAGCACT CCCACAATCT 1557060 
GTTTTGTGGC ATCCAACTGC ACGGCAATAT TCAAAGTTTG GTGCTGTAAC ACCACGGCTC 1557120 
GGTTAATGTG ATCGGGAATT GTCACTTTGC GATCGAGTTG GTCCGTAATA ATGCGATCAG 1557180 
CTAATGCTGA AAAAGAAAGG GAACTGAGCA AGCAGGCAAT TAACAATGAT TTAAGTTTCA 1557240 
TCGCACATCC TTATTTTAAG TAAGAAAATA TCATTATACA CATATTTATA TAATGATAAA 1557300 
CTATGTACTC ATATCTTTTC AATCACCACC TTTATATCTT CTGGCGGTAC ATAATAAGGT 1557360 
GCAGAAGTGA TAAATAAACG AATACCCAAT TTGGCGTAAT CTGATACATT ATTTTTATTT 1557420 
ACTCCTCCAG CGACAGAAAG CAGAATATCT TTCTGTTTTG ATTGAAGTAG ATCTAAAGCC 15574 80 
TTTTTCACAT CCTCCAATAA CCATTTATCA AGTTGAATAA TGTCGGGTTC AGCCATATAC 1557540 
ATTTGCTCAA ATTGAGCATA ATTATCTGCT TCTAAAGTAA TTTTATTTTC AGGTGCTTCT 1557600 
TGACGTAATC TATCCACAAT TTTCGTCCAA TCATTTGGAT CAGAAAGTAA GTTTCGATGA 1557660 
TTAGTAAAAA CCAAAAGAGT TTCGCTAACG CCTTGTCGAT GAATATGCCC ACCAGCGGCT 1557720 
AATACAGCAT TCGTCGCAAG TTTACGCGTA TTAGGAATAC TTTTACGCGT GCAAGCCACA 1557780 
ACAGCAGTTG GATTAACCGA TTTGGCATTG GCAATCATTT CTGCAGTATA TTGAGCAACC 1557840 
CCACATGACC ATTCAAGCAC CAATTGCACC ACTTTCCAAG CTTGATGTAA TTGTTCAGAC 1557900 
ATTCCTTCCG CACTGATCAA CAAAGCACCT GATTCAACCC ACTCCCCTTC TTTTACATAT 1557S60 
AAGTGCGGTT GAATATCCAG TTTTTTTAAT AATTTTTCCG CAACAGAAAC ACCCGCCACA 1558020 
ACCCCTGCAT TTTTACGCTT AAACAGAATT TTTGCCGGAA TATTTTCAAT ACTAAGGGCA 1558080 
TGAGTGGTTA AATCACCACC ATAAATGTCC TCAAGCAATA AATCATCCAA TTCTTTATCT 1558140 
GAAAAATAAA TCATCGTAAC TCCTTAAATT AATTGACCCT GATATAACTG AATCTGCTTA 1558200 
CCTGAAAAAT ACTCgGCTTC TTTTGGCTCA TGCGTTACTA AAATTGTTGT AATTTCATTT 1558260 
GTTTGAATTA AATTTTTTAA CACTTTCCAA ATATCTTTAC GGGAAGACCA ATCTAAAGAA 1558320 
GAAAAAGGCT CATCTAAAAG TAATAAATCA GGACGATAAA TTAGTGCCCT TGCTAAAGCT 155B380 
ACACGCTGTT GTTCTCCACC GGACAACTGA TGAGGATAGC GATTAATAAG ATGATCTATT 15 58440 
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TTTAATTCAG ATAATAATAT CTGTTGTTCA GCATCAGATG CTGATGGATT AGCAAGTATT 1558500 
AAATTTCCTC GTACCGTTTT ATGAGGAAAC AAATAAAGTC GTTGATTTAA ATAACGAAAA 1558560 
TTTCTCTTCG ACGGAGGATT ATTTTCTAGA ACTTGGTTAT TCCATAAAAT AGAGCCAGAA 1558620 
TAATCAATAT AACCAGCAAT CGCATTTAAT AAAGTCGTTT TTCCGCTACC TGATTCACCA 1558680 
ACAACAGAAA GGCATTCACT TTTTTCAATT GAAAAAGAAA TAGATTTTAA AATATTAGTT 1558740 
TGAAGATTCT GAACTATTAA CATACTAAAC AGCCCTATTA ATCATCCGTA AAACTAGCAA 1558800 
CAAACATGAA GATATAAATA AAAGCCATAA TGATGCGCCA ATAGCGATTT CAAAATCACC 1558860 
ACTTGAAATA TTCAAATAGA CTGCCATAGG TAAAGTTTCG GTTTTAAATC GCGTTGCCCC 1558 920 
TGCCAACATT AATGTGGCTC CGAACTCCCC TATTGCGCGA GACCAAGCTA AAACTGAAGC 1558980 
ACAAACCAAA GGCTTCCAAC ACATAGGAAT CTCTATTTTT ATTAAAGTCT TAAACGGTGA 1559040 
TAACTCAAGA GTATAAGATG CAAATCGATA ACCTGATTCA AAGGAAGAAA AAATACCGCG 1559100 
AGTGCTACGC ATGTTAAAAA CCACCAAAAC AAAGAAAACA AAAGAAATAG GAATTTGGCG 155916 0 
AAATTTTACG GACGTAAGTG GGCGGGAATT ATTGAAAACA GGGGCTTTGG CGGTGCATTG 1559220 
CCCCTTTTTT TATTCTTAGG GAAAGAAAAC TAAGAAAAAA TCAGATCTTT GGTTGATTTA 1559280 
GTCAAAATGA ACCAGAAAAA CTAAGAATTT AAACAAAAAA GAAAACGCCC GTTTAAATGG 1559340 
CGTTTAAATC TTTAAATCAG GCTATGCCCG ATATGCACTA CTTGCCCGAT GATTTGTAGG 1559400 
TTTTGAGCAT TTTCGCCTGT AATGCTGATT GGCGGGTATT CCTCTTTGTT ATCGCTGATA 1559460 
AGCGAAATGC CGTCCCATTC CATCTTCACA CGCTTAACCC ACACACTTTC GCCGTTTTGA 155952 0 
ACAAGGTAAA TGCGGTCGCC TTGAATTTCT TTGCGGCTTA AATCTACTAA CATCTGATCG 1559580 
TAGTTATTGA TAGTTGGCAG CATTGAATTG CCGTTTGCCC AGAATACGGC GCAGTTATCT 155964 0 
GCTTTTACGC CTAGGCTTGT TAGCAATTCG TCTGAATACG GCTCTTGTCC ATCAGGCTGG 1559700 
GTGATACCCT CGTTAAAACT CCCAAATCCT GCAGAAACGT TGATGGAGCT ATAACTATCA 155 9760 
ATCATACTCA CCCCTTCCTC TAACATGGCT TGCATTCTTT CAAATGCACG GCTAACAAGG 155982 0 
CTTCCTGCAG GCTTTTCTTC TGTTGTCTTT TCTTCTTTTA TTTTACCGGT CGCAAGCCAT 1559880 
TCAATGCTTA CTCCTGTAAC TTCTGCAATT TTTACAAGGT TGGAACGAGA TGGATCGGCT 1559940 
TCACCTTTTC GCCATCTTGT AATTGTAGAA AGTGTTACGC CTGTTTTTCG AGCAAATTCG 1560000 
CTTGGGCCAT TCAGTTTATC TACTAGATAT TCAATCCTTT CTGGGAAATT GTCTTGATTT 156 0060 
TGGTACTGCA TACTAACCTC TTTAGTCGTA ATAGTTGAAT AATTACAACT ATTACgGGAT 1560120 
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TAAAAACTAA ATTATTACCC GTAATAGAAC TAATTAAGTC ATTGTTTTTA TTCGAAATAG 1560180 
TAAAACAATA GATTAAAATA TAGCCAAATG AAACTATTAC GGTGTATTTT ATAGTTGCAA 1560240 
CATGCAACTA TTACGGATAA TATACACCAC ATAAGGTACA GCAAAAAAGG TGTATTAAAT 1560300 
GAGTGTATTA GAAAAACCAA AAAAAACCGC AGAACAGGAT TGGCACCGCG CCGATATTCT 1560360 
TGCGGAATTA AAAAAGAATG GTTGnGCTTC GCTCTTTAGC AAAAGAGGGG CAAGTCAGCT 1560420 
ACAACACATT AAAAACAGTT TTGGATAAAT CTTATCCAAA GATGGAGCGT TTAGTTGCAA 1560480 
ATGCAATTGG TGTTCCACCT GAAGTTATCT GGGCTGGTCG TTTTGCTGAA CGAAATAAAA 1560540 
GACCAACATT ACAACATAAG TACTGATTTT AACCGTAAAA GTTATAAAAA GGAACATTTA 1560600 
TGGATAATCA AAGCTTAAAA ACGCACTATT CAGTGTATGA ATTAGCAAAC TTAAAGCTAA 156066 0 
AAACACTACC TTCAGCCCCC AAAAACATTT GGGAACAAGC CAAGCGAGAA AACTGGAAAT 1560720 
CTCAAAAACG CCAAGGGCGT GGTGGCGGGC TGGAATATGA ATTAGCCAGT TTGCCAATCG 1560780 
AAGTGCAAAA CGAGCTTCTG CTCAAAACTA CCCCAGAGCA AACGGCGGTA GCTTTGCAAA 1560840 
AAATAGAAGA AACTCGACCG CTTGCAAGCA ATGAAGTCTG GCAATTATGG GACGAAGCAA 1560900 
GTGCAAAAGC CCAAGAGCAA GCAAAAATCA AACTTGGCAC GATGTTTGCA GTAGCAAATT 1560960 
TAGTGGAAAG CGGTGTGAAC GTGTTAGATG CCTTCCGGCT TGTCTGTGGC AAAGAAAATG 1561020 
CCGAACGGCT GAAAAATAAC GAAAAATTAC TCTCAGTTGG TTCTTTAAAA AATTGGTGGT 1561080 
ATCGGGTCAA AGACGCCCCA CGGCAAGATT GGCTGCCCTT GATGCTCAAC AACAGCGGCA 156114 0 
AGAGTAGCAA AAACGTGGCA GAAATAGATG AAGCTGCTTG GCAGTTCTTC AAAAATTTCT 1561200 
ACTACAGTCG TGAAAAACCC TCACTGGCTC ACAGCTATGA GGTATTAAAA CAAGCCGCAC 1S6126 0 
AATACAACGG TTGGCGCATT CCCTCTCGCT CTTCGCTAAA ACGCAAAATG GAACGAGATG 1561320 
TACCAAAAAC CGAAGAAGTG TTCCGTCGTG AAGG CCAATA CGCATTAAGT CGGCTTTATC 1561380 
CCTCACAGGT TCGCACCGTG GCAATGTTAC AAGCGATGGA GTGGATCAAC GGCGACGGTT 156144 0 
ATCAACACAA CGTTTGGGTG CGATTCCCTG ATGGCGAAAT TAAACGCCCG AAAACATGGC 1561500 
TTTGGCAAGA TGTTCGCACC CGAAAAGTGC TGGCCGCTAG AACCGATAAA TCGGAAAACA 1561560 
CCGACACCAT ACGCCTCAGT CTGCTTGATG TGATTAGTCG CTACGGTTTG CCGAAACACT 1561620 
TAACCATCGA CAACACCCGA GCGGCAGCCA ACAAGAAAAT GACGGGCGGG GTAAAAAACC 1561680 
GCTACCGCTA TCAAGTAAAC GAAAACGAAG TGCAAGGCAT TATTCCGGCA CTCGGTATCG 1561740 
AACTGCACTG GACGTCGATT CAATTCGGCA AGGGGCGCGG GCAAGCCAAA CCAATTGAGC 1561800 
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GTGCCTTCTC TCACGGCGGT TTGGGAGATT ATGTCGATAA GCACCTGTTA TTACGCGGGG 1561860 
CTTATGCAGG GGCGAATGCC TACGAAAAGC CCGACTATGA CGGCAAAAAC GGCGCAGAAC 1561920 
AGCCTGTCGA TTACGCCACA TTCTTAATGG CATTAGAGCA AGGCATTCAG CAATGGAACA 1S61980 
ACGTGGGCAA CCGCCTCACC GAAATTTGTG CAGGCAAAAG CAGTTATGCC GAAGCCTTTG 1562040 
AGCGAGATTG GGCTGTTGCC GAAAAACGCC CGATTAGCCA AAGCCAAATG CGGTTGTTGC 1562100 
TTACCCTGCA TGAGGAAGTT CGCCTTAACC AAGACGGTAC CTTCTACCTA AACGCAGGCA 1562160 
AAATCGGTAC GAACAAAAAC CGCTATGAGT nACTGGCGCT TATCGGTACC TCACACAAAC 1562220 
GCGTTGTGGT GCGCTACGAC CCAGCCAATC TGCACGACAA AGTGTGGGTT TATGCCTTnA 1562280 
CGGGCGAATA CTTGGCGGAA GCGGAAATCA CCGAAAAAGC AGGCTTTGGC GACCAAATGG 1562340 
CAGGACGCGA ACACAACAAA GCAATGCGCA ACTGGGTAAA ACATACCGAA AAAGCGGCGA 1562400 
AAGAACGCGC TAAAGCGGAA GAAATGGAAC TCAGCAATTA CGCCCCGGCG GTCGAATTTG 1562460 
AAGAGCGGTT CTTGGAAATG TTGCCAGAGC CGGTAAAAGC CCCTCAAACG CAAGCAGAAG 1562520 
AGGTGGAATA TGAAGAAGTG CTAGATTTCA ACACCGTGCG AAAAGTACCG AAAGCAGTGG 1562580 
AAGTAGAAGC CGAAGAAATC AGCGAATTTA ATCGTGATTG GGAAAAGGGT TTAGAGCTTT 1562640 
TAAAGAAAAG TAAAGGGCGT TAAACCAACC GCCTTTAAAC CAGATTTAAA CAGGGTTTAA 1562700 
ACGCCCTAAG GAGAACAAGA TGAGCAATAT CACATTAAAC GAAAACGCAA TGCTTTATTT 1562760 
AAAAGCAGAC TATTATCGCC CTGAAATGCC CACTTTTAAA GCCTGCTATT TCCGATTAAG 1562 820 
CAAAATTGCC CAAGAACAAG GCTGGGGAAC ATTGCCGAAT TTAGCCCAAA CCAAAGCCCT 1562880 
GTTTAAAGCG GCAGTCCCTG AGATTATTTG GACGAGAGAG GCGTTTAAGC GTGCCAATAC 1562 940 
TCAAAAGAAA CACGCACATA AGGCAACGCC TTATCTTGAA CAAGTAATGT AATTCGAGCA 1563000 
GCAAAACTCT CAGGTAACAG CACATAAAAC GGAGCTGGCA AGTTAGATAA ATCAAGTGGT 1563 060 
TCAGAGCCTA TTTTGTTCAA CTCTAACACT TGAAGATGGC GAGATTTCAA TTTTGCGATT 1563120 
AGTTGATGAA GAAATGCTGA ACGTGAATTA CCCACCACAG CTTGTAACGC ATCATCAAGA 1563180 
TTAAGCCAAG AGGCAGAACC GTGAGCAGGC AAGGCTTGAG CAAATTTTAA AAACTGCTTA 1563240 
TG C CAATTTT CTTCAGAAAG CAATGAGGTT GGCTCTTTTT GTACAGAATG TTCAAGTTTA 1563300 
GTAATCACTT CTGAAAATTC GTGAAAAAGT GTTGCCACGG AGTAGAGCTT AACAGGTTGG 1563360 
CGAAC CATTT TTAACAGTAA ATCAGTTTCA GACATAACGC CCCCAAAGGT AAAAACAGGA 1563420 
AACCCATTAT GACACTAATC AACAAACTCA AACAACACTT AAGCGACAGC CAAATCACCC 1563480 
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AAGCCCAGCT TGCCCGCGAA GCAGGCGTAA ATGCAGGTGC ATTGTCGGCA TACCTTAACG 1563540 
ATAACTACAA AGGCAATATT GCAGATGTGG AAGCAAAACT GGCAGCTTAC CTTGAGAAAA 1563600 
AAGCGGTGCA AGCCCGCGAG TTTGTAGAGG CACCAGCCTT TATCGAAACA GCGACTTCTC 1563660 
GTCAAATTTT CAAAACGCTG GAATTTGCCC AAATCGCCAA CTGCTTAGCG ACTGTTTACG 1563720 
GCATGAGTGG CGTAGGTAAA ACCAAAGCGA TCCAAGAGTT CGCCAAAAGT CACGCTAACG 1563780 
TGTGGCTGGT AACTGCAAGC CCTAGTCGTT CAAGTTTAAG CGAAATTTTG TATGAAATCG 156384 0 
CCCTTGAGTT AGGCATCAGC GACGCACCAC GCAGAAAAGG CACACTCTCA CGCCTGATTG 1563900 
CTCGCAAAAT CAAAGGCACA GAGGGCTTGC TGATTGTGGA TGAAGCCGAC CACCTTCCTT 1563960 
ATGAGGCACT CGAAGAACTC CGTATTATGC AAGAAGAAGC CGGTATTGGC TTAGTGTTGG 1564020 
TAGGCAACGA CAAAGTCTAT ACCCGAATGA AAGGCGGTAT TAGCCCAAGC CACGAATATG 1564080 
CAAGATTGTG GTCGCGCGTG GCAAAAAACA CCAGCATTCA GAAAACTAAA AAAGCAGACA 1564140 
CGCAAGCAGT CGCTCAAGCG TGGGGGTTAG AAACCGACGA AGAAGCCTTA AAAGTGATGC 1564200 
AAAGCATTAC CGAAACAGGC GGTGGTTTGC GAATTTTAAC CCAAACCTAC GCTTGCAGGA 1564260 
ATGGTAGCAA AAGGATCTGG CAAGTTGATT GATGCCGACT TAATCATTAA AGCTCGCCAA 1564320 
GAGTTATTAG GAAAAGGCGA ATAGGAAGAT TTATGCAAAA AGTCTACAAC AAAATGGCAG 1564380 
GCGAAATGAT GAGCCCTCGC AATGCCGTTA TCCATAACCA ATTAGCTATG CTTGAACTTG 156444 0 
CCACACTTGA GTGCGAAGCA TTAGGCATTG AAGTGGAAAC CGTCGAATGG TTCGATATTG 1564500 
GTAAACCCCG CCTTGTCGTA AAAGATTGCT CAGCTTTGCG CCATTTAATT AAGACTGGTA 1564560 
AAGCCTTTAA TTATGGCTCA GAAGTGAAAA ACGGCATCCG TATTTACCTA AATCAAATGA 1564620 
TGGTAAAAGG CGTAAAAtTT ATTTGGAAAT CAGATGTAAC TAAACATTAA CCACAGGAGA .1564680 
AACTATGGCA ACGAAAGTAA AAAGCCAAGC GAAATTACGC TTTGTAAGCG TAGAACAGGT 1564740 
G.CAAAGTGCG ATTAAAGAAA TTGGCGATTT AAGCCGTGAA CATACCCGCC TTGCGACCGA 1564800 
GATGAACGAC AAGATTGGGG CAACAAGTGA ACACTATGCT CCGAAATTGA AAGCCTTAAA 156486 0 
AGAAGAGATT GAGCCATTGC AAAAGGCGGT GCAGGAATAC TGCGAGGCAA ACCGTGATGA 1564920 
GCTGACCGAG TTCGGCAAAA CCAAAACGGC GAATTTTGTG ACAGGTGAAG TGCAATGGCG 1564980 
ACAACGCCCA CCTTCAGTCG CTATTCGTGG GGCGGAAGCT GTGATGGAAT TCTTGCAACG 1565040 
TATGGGCTTC GACCGCTTTa' TTCGCACCAG GCAAGAAATC AACAAGGAAG CGTTGCTCAA 1565100 
TGAGCCAGAA GTGGCAAAAG GGATTGCCGG CGTGACAATT AAACAAGGGC TAGAAGATTT 1565160 
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TGTGATCAAA CCATTTGAGC AGGATGCGAG ATGATGGACG ATTTACAAGA TGTAAGCAGA 1565220 
TTAAGAGAAG CATATCAGTT TTATCAAAAA GCAAAACAAG ATGAAGATTC GATTGTTTGC 156528 0 
GGTTGTTTAA ATGATGCGTA TGAATGGCTC TTCAGTGAAT TGAAGGCACT GTTTGATGAG 1565340 
GAGGAAGAAT AGTGAAACTA AAACAGAAAC TTTTAACGTT TCCAAACGTA TGTTTATTGC 15654 00 
TTCTTGTAAT TTGTAGCACG CTAGGTTTAG CACTGGTTTG GTTTATTCCA TTTGTTGGTC 1565460 
AAGCCTTAAT TTGGAATTCC CTCGTTTTTC TATGCTGGGT GGTTTATTTC GAGGTTCGTG 1565520 
GCTTAAAAGA TTGGGGCGAA CACAATCTTG AGCAATTAGT AAAGATGGCT GAAGTTTCCG 1565580 
CAGCAGCAGC TTACAAAATT AGCAGCATGG TGGCAAAGTG ATAATGAATG GTAAGGAGAT 1565640 
GTAATGAGTG CCTCTGTAAT TTGCTTAATC GTTGCCAGCG TACTATCGCT TATCGTGCTG 1565700 
TATTTAGAAC AAGATTAAAG CCTATTTAAA AGCCCTTTAA AAATCTCCCC TACCCCCTCT 1565760 
TTGCAAAAGA GGGAGACGGA TTGAGGGGCT TTCAAAATAT GTTTTAACCC ACAGGAGAAA 1565820 
CCGATGAAAA CCAAACGACC ACACGCCAAA AGCGTGGAAA ACTTCAACCG CTACCGCTTT 1565880 
TATGCGGAGA AAGCGGCAAA AGAAGAACAA GCCGGCAACT ACGAAGAAGC CGAAACTCAT 1565940 
TGGGATTTAG CAATGCTTTC TGCCAGCCCC GAAAACAAAG AATGGGCAAT CCGCCGACGC 1566000 
GATTTTTGTC AACGTATGCA TCAAAGACCA TTTGAGGGGG AATAATGATG ACTGAAACCC 1566060 
GTAAAAACGA GCTAGAAAAC CAGCTAAACC AAATGATTGT GATGCTAAAA GAAGCTCAAA 1566120 
AATCTTTGTT TAAAGGGCAA TACACCCACG CAGCTATTTT TGTGGGGAAT GTGTCGGATC 1566180 
AGTTGCCAAA TATGCGAATG ATGTTAGCGA GGGGGTAAAG ATGAATGCAA TCCAATTTAG 156624 0 
ATATTTTAAA GGCGTTATGA CTAAAGAGCC TCTAAAAACG ATTATCGACA CTTGGTACAA 1566300 
ATTAAGAG CT GAACGAGATA AAAAGCTAAC CAACATATTT AATACTATCC CTTTTTATGA 1566360 
AAGCTGGTTA GGTGATGAAA CTTCTATTTT TGGAATAGTT TGCAGTTATG ACAATCCAGC 1566420 
TCGTGATGAG GCAGTATTAA CAAAAGGATA CAGAACTGAA GATTATAAAG GAAAATGTGT 1566480 
GGTTAAACCT GATAGACGTT ATAAGGTTGG CAAGGATTTT GACAAAAAAC TACAGGCTAT 1566540 
TCGACAAATT TTAAAGGAAG CCCCTGATTT CTCAAGTTAT TCGCTAAAAG AGCTGGGTAT 1566600 
GTATTTGTTA GTTGGTAATT TTAGCCGACT TTATTTCTCA GTATCTGGGG TTCAAGATGA 1566660 
TATTTATATC GCAAAAATTC CAGTTAAAGA GCAAGGTAAT TTTGGTGATG ATTTTTTAGA 1566720 
AATCCACGAA TGCTTAACTG AAATAAAAGA GAGTGAATTT CTTTCTATTC AAGGCTTATA 1566 78 0 
ACAAGGAGGC AACTATGTAA CCGCACAATA ACCGCTGCCC ACACCATTCC ATCTAGGTTG 1566840 
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TTATAACTCG GTGTGGGCAA GTTTAAAGGG TGTTTAAATT TTAAAGTAAA TCGTTTAAAG 1566900 
CCTGTTTAAA TCAGCTTTAA GCCAGTTTTA AAGGATTGAC TAAGAGGACA CACAATGAGC 1566960 
GAAAAAGCCA AACTAATCCA GCTGATCCAT ATTGGCAAAC AGCAG CTTAA TATGGACGAA 156 7020 
TTCAGCTACC GCGAAATGGT CAAGCGACTG ACCAATAAAA CCAGCTCCAC CAAATGCACG 1567080 
GTGGTGGAAC TGCTCAAAAT TCTGCACGAA ATGCAGCAAA AAGGGGCTAA AGTGAAACAC 1567140 
TTTGCAAAAC GTGGGACAAA ACCAACCGCT TACAGTCCTG CTACAGGCGA AGTTAAGGTG 1567200 
AAAAGTGAAA TTGCTCATAA AATCCGAGCT GTCTGGATTC AGATGGGTAA GCACGGATTT 1567260 
TTAGCTGACC CAAGCGnAAA AGCCTTAAAC AGTTATATGC GAAAAGTGAT GAACAAAGGA 1567320 
AAAAGTGTGC TTGCACTCAA TGTAGGGGCG TTAAACAGCA ACGATGCCAG CAGATTTTTG 1567380 
GAAATTCTCA AAAAGTGGCA TAAGCGGGTA ATGCTTAAAC GTCTTGCTGA AAAATATGGG 156 7440 
TGCATTACAA GTGCTGAAAC AGGCTATGAT GAACTTTGTT TAGTATTTAA AAATTATCAG 156 7500 
GGGGTAGCAT GAAACTCTGT CGTTGCCCTA TTTGCCACAG TGATATTCAC TTGGAAGCCC 156 7560 
TTATTGAAGA TGATGCCGGT CGTGAATTAT TAGGCAAAAT TAGTCAACTT ACCCACGGTT 1567620 
GTGCCCAACC GATGGTTGGT TACTTAGGCT TATTTAAGCC AGCCAAAAGC AACCTCAACA 156 7680 
ACGCCCGAGC TTTGAAGATA TTGAGCGAAG TGTTAGATCT CTACCCTTGC TCGCTGCTTT 1567740 
TGGCTCAAGC CCTCAGCGAA ACGGTGGCAA GCCTGCGCAA AAAACGCCAA CAAGCCTTGC 1567800 
AAACTGGGCA GAAAATTGAA CCGCTAACGA ACCATAATTA TTTAAAATCG GTGTATGAGA 1567860 
CTCAAAAACC ACACTTTGCT GTGATTCGCT CCGGCAAAAA TCAGTCAGAA ACCGTCAAAG 1567920 
CCCAACAAGC GGAAGACAAA AAAGTGCAAG ATGCGATTTT ATATGTCGAA CGGTTCGTAC 1567980 
AATTAGGGCA AGAAGAGTTT GTGAAAAACA GCCCTGAATA TCAAATCTGG CTGAATCATA 1568040 
AGGCACAAAA ACAAGCCCTT TAATTCTCCC TCAAGGCGGT CATTACCGCC TTTTTTCTTG 1568100 
CCTTAAACTC ACCCTTTTAG A CT T T TTTAT TTCTCGCCAG TCCTTTCTAT ATCAGCTTTA 1568160 
AGCCACTTTT CGGCTTGTAT TAAGAAAAAT TGTGCTAGTG GGAAATTTTA GGTTTTGTAC 1568220 
AATAGGCACA TTGATAAATT GAATTGGGTA AGCTATGTCG CAAACATTAC AACAAACAGG 1563280 
ATTATTTGAT GATGAACACG CTGATATTGG TGCATTGTTC GACCATTTAG ACCAAATCCC 1568340 
CAGCGTAGAG TTAGAAAAAC GTTGGCCATC GCTATTGGTG GAGGTAATAG AGGTAATGCA 1568400 
AGCGGAGtAT TGCGCCAAAA TTTTG CAGAA GATAAAGCAA AAAAGACCGC TTCGAAGCTC 1568460 
GTGGGCGTAA TGGCTCACTA TTTTGGCGGT AAGTCGTTTT ATCTGCCCGC AGGTGATAAA 1568520 
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ATCAAAGAAG CCTTACGAGA TGCACAAATT TATCAAGAAT TCAACGGTAA GAATGTACCT 1568580 
GACCTAATAA AAAAATACCG ATTGTCAGAA AGCACAATTT ATGCGATCTT ACGCAATCAA 1568640 
CGAACGCTTC AAAGAAAGCG ACATCAGATG GATTTTAATT TTAGTTAGGT GGTCTTATGA 1568700 
AATTACTCAA AGCATTAGCT GTATTAAGTT TAGCGACAAT TTCCTCTCAC TCATTTGCCG 1568760 
TAGATGGGTT TCAAAACGTA AAATTCGGGG CATCTAAAAC CGAAGTAAGA AATGCGTACC 1568820 
AGAAATGCCA ATGGCAGAAA GATGAATACG ATCTTTTTTG CCCAAATTTT ACATTAGGTG 1568880 
CGATAAAAGA TACTGGAGCA TATTTTTATT TTATTGATGA TAAATTTGAA CGTATTGCTA 1568940 
TTAACATTCC AAATGTGAAC ATTGATGGCA TCGGACAAGC TCTAAGTGAA AAATATACTC 1569000 
TTTCATCTCA ACCGACACAG AGAGAATTAG CCAATCCAAA ACCGAATAAT GTGTATGACT 1569060 
TTGGATTTGA TAAAGATACC ATCTTAATCC GATATACATA TGACAACGAT ATGACTGAAG 1569120 
AGATTTTTCT CATTTATACT ACACCTGATT TTAACAACAA ATTACAAACA AAGGACGCCC 1569180 
AATCAGTTAA AGATCAACTC TAGTGTGATG ACTCACAAAC TCACCCCATA ACTCAATCCC 1569240 
CTAAACTCCA GTTATTAAAT AATCCTTAAT AACTGGAGTT TTTTATGTCT TTACCTATCA 1569300 
CCAAAATTGT TGTGCATTGC TCGGCAACTC GCAACGGCAA ATCCATTAAA CAACCAGGCA 1569360 
AAAATGCCGC ACAAGTGATT GACGGCTGGC ACAAGCAACG TGGCTTTAAA CGTCAGCTTT 1569420 
CATCACAACG TGCATTTAAT CCGCACCTAT CTTCGATTGt tATCACTTtG TCATTGATGT 1569480 
GGACGGCTCA GTCGGAACCG GTCGCCAAGT GGGCGAAATT GGTGCACACG TTAAGGGGCA 1569540 
CAACCAAAAT TCAGTGGGGA TTTGCTTAGT TGGCGGTATT ACCGCAAGCG GGAAAAATCA 1569600 
CGGCGAATAC ACCGAAGCCC AATGGCAATC CCTGTACAAA CTCTTGCAAG AACTGGAAGC 1569660 
AGAACACCCG AAAGCGCTTA TTTGTGGTCA TCGTGATTTA TCACCAGACC TTAACGGCGA 1569720 
TGGGGTCATT ACCCCTAAAG AGTGGCTGAA AGATTGCCCG TGCTTTGATG TGTGGAGCTG 1569780 
GTTGGATAGC GAGCAAGTGG TCAATCTTGA CCATCTTTAC AAGGAGTAAC AAGCGGTGGG 1569840 
ATTTTCTGAA C TTTTTACTA ATGCAGATGG ACGACTTTCC ACTACTGCCA GCmTTCAATT 1569900 
TTGGGGCTTC GTTGCTGCCA CTGGTGTGCT GTTGTACTCG GTTTATTTAG ATAAGCCCTA 1569960 
TGTGCCGGAA ATGTTCAGCA CCTTTTTATT TGCCTGTGTT GGCACTGCTG CCACCAAAGG 1570020 
TGTGgCAAAT GCCCTTTCAC AACGGAGAGA ACAAGGAAAA GAGCAAGGGA GAGAGCAAGG 157008 0 
GAGAGAGCAA GAATGATGAA TTTAATTTTA GCCTTTTCTG GTGTGATTGC TTTATATGGT 1570140 
GGGTATCTCT ACCTACGTTT ACGTCAAAGC CAAAAGCAAG CAGCCACTTT ACAAAAAGAA 1570200 
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AAAGAACAGT TGnAAACTCA AAAAACTGTT GCCGAAACTA AAGTTnAAAA TTACCAAGTG 157026 0 
AAACAGnAAA ATGAAGAAAA CCTTATTAGC CGTAGCCGTA CTAGCCTGCT TGAGCGGATG 1570320 
CACAACGATG GCGACCTCCG TGATTAACCC CAGTTGCGCG GGTTTTAGCT TAATCAAAGC 1570380 
CAGCAGACAA GATACCACTG AAACCCTGCG ACAGGTTGCT GTGCATAACG CCACCTATCG 1570440 
. CCAAATTTGT GAAGAACAAC CCTAATGGCA GATGTATTAG ACCAATTAAA TGAGCGAGAA 1570500 
GAAGCCCTCT TACAAAACAT TCTCGCCCCA CATTTAGATA CCGAATTGAG CGATGATGAA 1570560 
GTGGACGCAA TTGCCGAAGC TGGTCGCCAA TGTAGCGAAT GTGGCTTGCC CATTCCCACT 1570620 
ACACGCTTGC GTGCGAATCC ATTCGCTCAC CGCTGTGTAA GTTGCCAGCA AGATTGGGAG 1570680 
GAAGGACGAT GATTAGCGAA TTTTGGGAAT TTGTGCGATC CAATTTTGGT GTCATTTCGA 1570740 
CCCTGATTGC GATTTTTATC GGGGCATTTT GGCTCAAACT CGACAGCAAA TACGCTAAAA 1570800 
AGCACGATTT AAGCCAACTT GCCGACATTG CCCGCAGCCA CGATAACCGC CTAGCAACAC 1570860 
TGGAAAGCAA GGTGGAAAAT TTGCCGACCG CAGTCGATGT AGAACGCCTA AAAACCTTAT 1570920 
TAACCGATGT GAAAGGCGAC ACCAAAGCCA CTTCACGCCA AGTAGATGCA ATGAGTCACC 15 7 09 BO 
AAGTGGGCTT GTTATTAGAA GCAAAATTAA AGGAATGATG AAATGTCGTT TAAAGAATTG 1571040 
ATTACTCAAG ACCAACGCCT TGTGGTATTA CGCGTACTTT CCGAAGCCGG CTATGATGCC 1571100 
AACGAGTCGA TTATTAATGA TGGCTTGGAT TTATACGGTC ACGATATTAG CCGCGATTTA 1571160 
GTCCGTACCC ATTTGAGCTG GTTAGAAGAG CAAGGCTTAC TCACTATTGA ACGCCTAAAA 1571220 
GATGGCTATA TGGTGGCAAG TATTACCCAA CGGTGGCTTA GATGTAGCAC AAGGTCGTGT 1571280 
GGCAGTGGAA GGCGTAAAAC GCCCCCGCCC GAAAATTTAA ACACCGTTTA AAGGAGGTTT 1571340 
AAATGAATGA CAAAACCACC CGAGGGCGTG CCAGCAAGGT TGATTTATTG CCGCCAAACA 15714 00 
TCAAATCCAC CCTCACGATG ATGTTGCGTG ATAAGCAATA CTCACAAGCC GAAATTCTGG 1571460 
AAGAAATTAA CAACATCATT GCAGACAGTG GCTTAGATGA ATCAATGCAG CTTTCCAAAA 1571520 
CCGGCTTAAA CCGTTTTGCA TCCAAAATGG AACGTTTTGG CAAGAAAATT CGTGAAGCCC 157158 0 
GTGAAGTGGC AGAGGTCTGG ACAAAACAGT TAGTCGAAGC CCCACAAAGC GACATTGGCA 1571640 
AACTGCTGAT GGAAGCGGTG AAAACCATGG CATTCGACTT AACCCTCAAT GCCGATGAAG 1571700 
CCGTGGCAAA CGACCCGAAA TTTTTAAATC AGCTTGCCCT GATAGCCAAC CGCATTGAGC 1571760 
AAGCCCAAAG TATTAGTGAA GAGCGAGAGC GCAAAGTGCG CAAAGAAGTC GCCCAACAAG 1571820 
CTGCTGATAC CGCAGAAAAA GTGATTAGTC AAGCAGGCTT ATCTGCCGAT rCGGTCGCCC 1571880 
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AAATCaAGCA ACAAATTTTA GGAATTGCCT AATGCAAACC TTACCCGATT TAATCCCCTT 1571940 
TGACCCAAAT GCCTTACTGC TCGGCTATCA AAAACGCTGG GTGGCAGATA CCAGTCAGCT 1572000 
CAAAATCGCC GAAAAATCCC GACGCACCGG TTTAACCTGG GCTGAAGCGG CAGATGATGT 1572060 
GATGATTGCC AGTCTTGCCA AATCAGAGGG CGGTTCAGAT GTGTTTTATA TCGGCTCTAA 1572120 
TAAAGAAATG GCACGCGAGT TTATTGACGC CTGTGCGATG TGGGCAGCCC AATTTAACCG 157218 0 
TGCAGCAGGG . CAAATCCAAG AAGAACTCTT TAACGACGAA GATAAAGACA TTCTCACCTA 1572240 
CGTGATCTAC TTTGCTTCCG GTTTTAAGAT TAAAGCCCTT TCTTCCAACC CGAAAAACTT 1572300 
ACGCGGTATG CAAGGCGTCG TTTGTATTGA TGAAGCGGCG TTTCACGAGA AATTGGCTG A 1572360 
AGTGCTAAAA GCGGCACTCG CTCTCACGAT GTGGGGTGCA AAAGTGCGGT TGATTTCCAC 1572420 
CCATAATGGC GTAGATAACC TGTTTAATCA GTTGATTCAA GACAGCCGTG CGGGGCGTAA 1572480 
AAGCTATTCG GTGCATACCA TCACCCTTGA TGATGCTTGT GCGGAGGGCT TATATCAACG 1572540 
TATTTGCCAA GTCAGCAAAC AGCTGTGGAC GCCTGAAAAA GAAGCTGCGT GGAAAGCTGG 1572600 
TCTGTTGCGT GAAACCGCTA CCGAAGACGA TGCACTGGAA GAATACTACT GCGTGCCAAA 1572660 
AGCCAGTTCT GGGGCGTATA TTCCCGGCCC AATGATTGAG CGTGCAGCGA CCGAAGgCAA 1572720 
GGCCAAACTG CGTTTTGAGT GCGATGCCAA ATTTATGGAA TGGACGGAAG ACGAACGCAC 15 72780 
AGTCATCACC AGTGAATTTT GTCTTACfcCA ACTATTACCG CACCTGCAAG CCCTCAACCC 1572840 
TGACCGTCGA CACGCCTTTG GGGTGGATTT TGCCCGCAGT GCTGACTTAA GCGTTTATGC 1572 900 
CGTCTGTGCC GTACAACCCG ACACCGCACG CCATTTTGAC TTAACGCTGG AAATCAAAAA 1572 960 
CTGCCCATAC AACCAACAAA AACAAATAAT GCTGTTTATG TTGGCAAATC TGCCACGCCT 1573 020 
TATTGGTGCT GCCTTCGATG CCACCGGCAA CGGCGGCTAT TTAGCGGAAG CAGCTTTAAT 1573 080 
TCGCTACGGC AGCAGTATGG TCGAAGCCGT GCAACTGAAT GAAAAATGGT ATCGGGAGTG 1573140 
GATGCCGAAA TATAAAGCCT TGTATGAATC AGGTTATATT CAAATTCCGA AAGATGAAGA 1573 200 
AATCATCTTA QACCACGGGC ATATACAGGT GATTAACGGT GTGCCAAAAA TTGACAAATC 1573260 
ACGCTCAAAA GATAAATCAG GCAAACGCCA CGGCGATAGT GCAGTGGCGT ATTGTATGGC 1573320 
GGTGCGTGCC AGTTATATGA CAGGTGGAGA GATTGATTTC ATACCTCTGC CCGATAAACA 1573380 
TTCAGACCGC AG CG AAAATG ATGAATTTGA TGACTTTATA TCCAACTGGG ACTGGTAAGG 1573440 
ATAACGAAAA TGCAAAGTAG AATTTTAGAT ATTCACGGCA ACCCCTTCCG CTTTGAAGCT 1573500 
GATATGCAAA CCGAAAGCGA AAGCCGCTTA ATGCCGCTGC AATACCATTA CAGCGACCAC 1573560 
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CCAGCCAGTG GGCTAACCCC TGCTAAAGCC GCACGCATTT TACGAGCAGC CGAGCAAGGC 1573620 
GATTTAGTCG CACAGGCAGA ACTCGCTGAA GATATGGAAG AGAAAGACAC CCATATTCTT 1573680 
TCAGAACTTA GCAAGCGACG TGGCGCAATT ACCGCCGTAG ATTGGCAGAT TAAGCCCCCA 1573740 
CGCAATGCCA CGCCAGAAGA ACAGCGTGAT GCGGAAATGT TGCAAGAAAT TTTAGAAGAT 1573800 
GCAGTGTGGT TAGACGATTG CATTTTTGAT GCCACTGACG CCATTCTCAA GGGCTTTTCC 1573860 
AGCCAAGAAA TTGAGTGGGA GCAAGGCTTA GTCGGCGGCT TAAAACTGAT TAAAAACGTG 1573920 
CATTGGCGTG ATCCTGCGTG GTTTATGACC CCAGCTTACC AACGCAACAG CCTCCGTCTG 1573980 
CGTGATGGCA CGCCCGAAGG GGCTGAAATG CAACAATTCG GTTGGGTCAA ACACGTTGCC 1574040 
CGCGCCAAAA CGGGCTATTT AAGCCGTATC GGTTTAGTTC GCACTTTAGT CTGGCCATTC 1574100 
ATCTTTAAAA ACTATTCCGT GCGGGATTTT GCCGAGTTTT TGGAAATCTA CGGCTTGCCG 1574160 
TTGCGTTTGG GTAAATATCC CGAAGGGGCA ACCGACAAAG AGAAACAAAC CTTACTGCGT 1574220 
GCGGTGATGA GTATTGGACA CAACGCAGGC GGCATTATTC CGCGTGGTAT GGAACTCGAA 1574280 
TTTGAAAAAG CGGCAGATGG CTCAGACAGC ACCTTTATGG CAATGATTGA ATGGGCGGAA 1574340 
AAATCAGCCA GTAAAGCCAT TTTAGGCGGC ACACTCACCA GCCAAGCAGA CGGGGCAACC 1574400 
AGCACTAACG CACTCGGCAA TGTGCATAAT GATGTGCGTT TAGAAATTCG CAATGCCGAC 1574460 
CTAAAACGCC TTGCAGCCAC CCTTACCCGT GATTTGGTCT ATCCACTTTA TGCTCTCAAC 1574520 
TGCAAATCAT TTAATGACGC CCGTCGCATC CCGCGCTTTG AATTTGATGT GGCAGAAAGT 1574 580 
GAGGATTTAA ACGCTTTTGC CGATGGGCTA AACAAGCTGG TCGATATTGG CTTCCGCATT 1574640 
«CCGAAGCAAT GGGCGCACGA TAAATTGCAA GTGCCAATCG CTACTGAAAA TGAAGAGGTT 1574 700 
TTGGCAAAAT CTTTTCAAAA TCCGACCGCT TATATGCACA GCAAAGCTGA CGGAAAAATG 1574760 
GCAGTATTAT CGGTGCAACC CGACCCAGAG GATTTGCTGG ATAACTTAGA ACCCACGGCG 1574 82 0 
GAAGATTACC AAGCCGTTAT CGATCCGCTA TTGAAACCCG TGGTCGAAGC CTTGCAAAAA 1574 880 
GGCGGCTATG AATTTGCACA GGAAAAACTA GCTATCCTTT ATGCTGAAAT GAATGATGAA 1574940 
GAGCTGGAAA CTTTGCTTAC TCGTGCGATT TTTGTCAGCG ACTTATTAGG ACGTGCCAAT 1575000 
GCCAAACGAT AACAACACGC CACCCGATGG CAACGACATT GATATGGGCT ATGTCTACGC 1575060 
CTAGAGCCAA AACTGGCTGT CGATTACCTC AAATCAAAAG GCGTGAATAT TACTTGGAAC 1575120 
TGGTACGAAC AGTTAGAAAG TGCGCACGCC CGTGCATTTA CCGTAGCAAA AGCCACTAAA 1575180 
GCGGAAGTGT TAGATACCAT CCGCTGGGCA ACGGAACAAG CGATTGCCAA CGGCACCGGT 1575240 
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GAGCGGGAAT ATATCAAAAA ACTTGAGCCA ATGCTCAAGG AATTGGGCTG GTGGGGCAAA 1575300 
GCCAAAGATG AAAATGGCAA CGAAGTGCAA CTCGGTAGCC CTCGTCGCTT ACGCACCATT 1575360 
TTACGCACCA ATAAAATCAC CGCTTACCAC GCTGCACGTT ACGCTCAACA AATGGAAAAC 1575420 
GTGGACGAAC AGCCTTATTG GCGCTATGTA GCCGTCAATG ACAGCCGCAC CCGAGCCAGC 1573480 
CACTTAGCCC TGCACGGTAA AATTTATCGT GCAGACGACC CCATTTGGCA GACAATGTAT 1575540 
CCGCCGAATG ATTGGGGTTG CCGTTGCCGT GTGGAAGCCC TGAGTGAATA TGCCGTACAA 1575600 
AGTCGTGGGC TTAAAATTTC AAGCAGCGAT GGCGAAATGG AAATGGAAGA AGCGGTGGTC 1575660 
GGCATTGATA AAGACACTGG CGAAGAAATT CGCACCACGG TGAGCAAAAT CAAAACCGAC 1575720 
CAAGGCGAAA TGAAAGTGGG CGCTGGTTGG AACTATAACG TGGGTTCTGC CGCCTTTGGC 1575780 
ACTGATGTGG CCGTGTTGCG TAAATTGCAA CAGGTGAAAA ATCGGGAGTT AAGACAGCAG 1575840 
ACTATTCAGG CGATTAACAA CAGCGAAGCA CGCCATAAAG CCTTTGCCGA TTGGGTGTTG 1575900 
GCAAATTTGG GCAAGCGAGG GGCAAGTGCA AGATATATGT CGGCTGGGTT AGTGACGACA 1575960 
GAAATTGCGG AAGCTGTAAC AGAAATAACC CAAGGCGGAA AAAATGCAGA ATTGGTTTTA 1576020 
GTAATGTCAG AAAAACGTTT GGCCCACGCA AATAGTGATA AACATCACGA AGGCGGTGTC 15 76080 
GGACTAACAG CTGAAGAGTA TGCGTCTATT TCTCGCATTG TTGCAAATCC AAGCCTTGTT 1576140 
TTATGGGATA CCCTAGAGGG GCATAATAAT TTGATTTACA TCAATCAAGA ACGAACTATT 15762 00 
CAGGTAATTG TTGATGTGCC AAATAAACAC TCAATTAAAC CTAAGGAAAA AGTAGATGCA 1576260 
ATCATCAATG CTTATAAAGT TGATATGAAC AACGTGAAAA GACAGCTTTC AGGTGGGAAT 1576320 
TATGTATTGC TTAAAGGAAA ACTGTAAGTG TTATGGTGGG GGTTGAACCC ACGATATACA 1576380 
TATGCCATTA AAGAATGGGA ATGCCGCGTT ACCATTTCGC CACATAACAC TCACAGTTTT 1576440 
AGTTCTGTTC AATTTACGCC CAAATATCAG GAAAGTCAAA TTATATGCAC ATTGAATATA 1576500 
AATTCGATAC CAGCACTATT CAGCAGAAAT TTAAAAAGCT AGCGCAGGTG ATGGACGGGC 1576560 
GAGATATTAC TCGCAAAGTG GCTGGCGTAT TACGCCAAGA AGCCGAGAAA TTCTTTGATC 1576620 
TAGAGCAAGC CCCCACGGGT GAAAAATGGG AAGACCTAGA TGAAGATTAC AAAAAATATC 1576680 
GATACGCAGC AGGTCACACT GGCAAAATTT TACAAATCAG AGGCGGAAGA GGTTTGGCTG 157674 0 
GTAGTTTAAG TTTAGATTAT GGTGATAATT ATGCTTTAAT TGGTGCTGCT GAAGAGTATG 1576800 
GTGGTTTCCA TCAACTCGGA ACAACATTTA TGCCGGCACG TCCATTCTTA GGGCTAGGCA 1576B60 
AAGACGGCGT CAGCGAAATT AAAGCGATTT TAAACCGAGA GTTGTCGGAA TTAACTCAAG 1576920 
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AATAGGCTAA AATCGGAAAT ATCGCCACAG AATCACGCTA AGGGCGTTTG AAAATCAATT 157698 0 
TATATCATTT TACGTCTCAA AAAATTTAAA CGTGCTTAAA CGCATTTAAA CGGCATTTAA 157704 0 
ACGCTATTCT AATTTAAACC TTTCTCTAAT TTTCCACCGC TGACTTTCAG CGTTTTATTT 1577100 
TAGGCTGATA TATCACAAAT CCGCCCTTCC CTCCCTTTAC CGCAAAATAG CGGTTATGAA 1577160 
AGCAGAAAAA ACCTCTTTAG CGGTACTCAC CGCCCAACTT ACCAGCCCCG ACGGTTGGCA 1577220 
GCAACTTCTC CCCAAGGGCG AATTTCGCTC ACGGGACGGC TCGCCCACCG ACGTGGCGCA 1577280 
TTGGTTTATT GATGGAACGA TTGCCCAAAA CCTTATCCAC AAAGCCCGAC AGCTTAATCA 1577340 
AGATTTACTC GTGGACTACG ACCACGAAAC GATTTTGAAA GCGAAAAAAG GCATTGACGC 1577400 
AGGCAACGTG GTGGCAGCGG GTTGGTTTAA TGCCGATGAA ATCCAATGGT TCGATGATGA 1577460 
AACACGGCAA GGCTTGTACA TCAAACCCCG TTGGACGCCA AAAGCCTATC AACAAATCAA 1577520 
AGATGGTGAA TTTGCTTTTT TAAGTGCGGT TTTCCCCTAT GACGAAAACG GCACGCCTCT 1577580 
TGAACTCCGA ATGGCAGCCC TAACCAATGA CCCAGGCATT ACTGGTATGC AACGGTTAGC 1577640 
CGTGCTTTCG GCAACCCTTA ACCCACAGGA GAACGTCAAA ATGCCTGAAT CCTTACGCAA 1577700 
ATTACTGGCA AAACTGGGTG TAGAAATCGC AGAAGGTGTA GAGCTAACCG AAGAGCAAGC 1577760 
CAACACCGCT TTAAATGCCC TTGAAACCTT GCAAACCGAC AAAACCAAAG CCGATGAGCA 1577B20 
AGTGGCAACT TTAAGTGCAA AAAATACTGA AGTGGATCTT TCCCAATATG TGCCAAAAGC 1577880 
GACTTATGAC GCGGTAATGA GCCAAGTGGC GGTGTTATCA GCAAAAACCG ATGATGTAGA 1577940 
AATCGACAAC CACATTTCCA AAGCCCGTAA CGAAGGGCGT GCAGTGGAAG CCGAAGTGGA 1578000 
ATACCTCAAA CAATTTGGCA AACAACAAGG TGTGGCAGCT TTGTCTGCAA TGTTGGAAAA 1578060 
ACGCCCACAA ATTGCCGTGC TATCGGCGCA ACAAACCCAA ACCACCAAGG TGGAAAAGCC 1578120 
TGTTGAAAAA GGCACTGCCG TGTTAAGTGC TGCCGATAAA GAAGCAGCGA AATTATTGGG 1578180 
TATTTCTGAA CAAGATTACG CAAAAGAACT GGAGGCGAAA TAATGGCAAA CGTAACCCCT 157824 0 
GATTTAGTCA AAGCCCTGTT TGTCGGTTTT GGTAAAAACT TTAAAGACGG GTTGGCAAAA 1578300 
GCCCCGAGCC AATATACTGA AATTGCCACA GTCGTGAAAT CCACTACCGC AAGCAATACT 1578360 
TATGCGTGGC TTGGTCAAAT GCCAGGGCTG ACAGAATGGA TTGGCGACCG CACCTTAACC 1578420 
GCGATTCAAA GCCACGGCTA TTCTATCGTC AATAAAAAAT GGGCAAACGG TGTAGAAATC 1578480 
CAACGCACCG ATATTGAAGA CGACAACGTT GGCGTATATA GCCCATTGAT TGAAGAATTA 1578540 
GGTCGTGCTG CAGGTGAAAA AGCCGATGAA TTAGTCTTCG GTGCATTAAC GGCAGGCTTT 1578600 
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AAAACAGCGT GCTACGACGG TCAATACTTC 
GTCGATGGTA CTAACGAGAA ATCGGTGAGC 
GAAGCTAATG CGTGGTATCT CTTAGACTGT 
GAACGCAAAG CCCCAACACC GGCACAGATT 
AAAGACGTGT TTACTTACGG TGTGGATTCT 
ATGGCACACG CGGTGAAAGG CAAGCTGACT 
ATGCGAGCGG TGCGTGGTGA TGGCGATAAA 
GTGCCACCTT CTCTTGCGCA AGCAGCAACC 
GATGGTGTAG CAGTCGATAA CGAGTTCAAA 
TACCTCTAAT CAACTACAAG CGGTCAGATT 
TTAAACCTGA TTTAAAGAGG ATTTAAATGC 
AAACCGGATT AAAGAAGGCT ATCGCCGTGC 
GCTTGCAGCT GTGTCAGAAA GCCAGCTCGC 
ACAAATCACC GAAACAGGCA GTCAAGAAGG 
AGTGACGAAC AGAAACAACT TCGTGCTGAT 
GTGGAACAGT TAAAAGCCCA ACTCACCGAA 
AAAGCGGAAT TGATTGCGTT ATTTGCTCCC 
TGGTGTTATA TGCCAACCGT GAAAGCCTGA 
AAATCGCTTG GCTACCCGAA GsGCAATCGC 
AAGACGCCAG TCAaACCATC GACAGTTATT 
CTGTACCAGC AGTGTTAGAA CGCCATTGTT 
ATCGCGCTAC CGACCAGGCC CGTCAGGACT 
TCGCCAGTGG TGCGATTTCT CTCGGTTTAT 
ATGGCGCAAT GATGGAAAGT GCTGGCAGCG 
TCTAATGAGT GTCATTGCTG AAACCAACGA 
TGGGGATTAT CTGCGTGAAG TCGATACCCA 
CCGTTTAGTG CGTAATCCGC CTGCCGTTTA 
TAATCCCCAC ACAGTGACCG CCCGTTGGGG 
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TTCGATACCG ACCACCCTGT GGGTGCGAAT 1578660 
AACATTACCG ATGACAGTAC AGGCGTAACA 1578720. 
TCTCGCAGTT TAAAACCGAT TATCTACCAA 1578780 
ACCGATGCCA ACGATGAAAA AGTCTTTATG 1578840 
CGCTCAAATG TAGGCTATGG CTTCTGGCAA 1578900 
GCGGAAAATC TCTGGAAAGC GATTGAAGCG 1578960 
CGCTTGGCAA TTCGTCCAAC GCACATTGTT 1579020 
AAGTTGCTTG AACGCGAATT GCGTG CCGAA 1579080 
CGTATGAACT TGAAATTGAT TGTGGGCGAC 1579140 
TGCCAAATAT TTTACAAATT TGACCGCACT 1579200 
GATGGATAAA ACATTTTGTG TTGTGGTGCA 1579260 
TGGTTTCAGT TTCCACCTTG GGGACAATTC 1579320 
CCAGCTCAAA GCCGACCCAC GCTTGGTGGT 1579380 
TGGCGAAGGG TTATCAAAAG AGCTGCGGGT 1579440 
CCACCATCAA CCGATTTAAA CACTTTCACA 1579500 
CGTGGGATCA CCTTTAAACA AAGTGCCACT 1579560 
GCCGATGGTG AAAAAAGTGA GGCATAACGA 1579620 
TTAArCGTTA CACTCTCAAG GTGCTTGAGC 1579680 
TGGACGAAGC CAAAGTGCAA GAAGCCTTAG 1579740 
TGGGTGGTCG TTATGTGTTA CCACTCAAAA 1579800 
GCTATATCGC TCGATACTTT TTAGAGAAAA 1579860 
ATGAAGACAC AATCCGTTTT CTGGAAAAAG 1579920 
CAGACGATGA TGAAACGGTA GAAAGCGAAA 1579980 
TATGGGGGCG CAATACCTCA AAAGGGTTTA 158004 0 
GGCACTACTT GCTAAAATCA AAGCCCTGTG 1580100 
CCCAGGACAA TGGGATGACA GTTCAGTCCG 1580160 
TGTGGCGTGG TTGGGGCAAC AGCCCAACAA 1580220 
GGTGTTTGTG GTGGCTGAAG TGTTAAACGG 1580280 
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GCAACGTCGC AATGCCGTCG GTATTTACCA AATTGTGGAA ACCCTCACCG CAGGGCTACA 158 034 0 
TAAGCAACGC ATTGCGCCCA GCGGTATGTT TGAATTGCAA ACGGTGCAAA ACCTGTGGTC 1580400 
AGATACCCAA AGCGGAATGG GTGTTGCGGT TTATGGTATG TACTTTAACG CCGTGCAACC 1580460 
TTTGCCGGAT ATGACAAGCG ATGACACCTT GTGTGATTTT AAAATTTATG ATCACACCTT 1580520 
CAACCAAGAT AAAGATGAAC ACACGATTGA CGGCAAAACC CGCCTCACAG TGGAATTGCC 1580580 
AACGCAATCA GATTAAACAG GGGGCAATAT GCCAACATTT AAAATTAAGC CTAAAACAGG 15 B 064 0 
ATTGCTGATT CGAGACCCAG AGACCTTTGA GTTGTTAAGC GAAAGCGGTG AAGATAAGGC 1580700 
CAAAATCAGC TACTGGCTCA ATCATCTTAA AAATGGCGAT GTGGAGCTGG TCACAGAAAC 1580760 
CACCACAAAA GCCAAAAATA GCAACAAGGA GCAAGCCTAA TGTCTATTTC TTTCAATAAT 1580820 
ATTCCGTCCG CTTTGCGTGT GCCTTTAACT TACATTGAGT TTGACAATAC TAAAGCCGTG 1580880 
AGTGGTCCCC CCACCGCCTT GCACAAAGTG TTGATGTTAG GCACAAAACT TGCCACAGGC 1580 94 0 
TCAGCTAAAG CTGGTGAAGC GGTGCGCGTG TCAGCGTATG CACAAGCCAA AACCCTATTT 1581000 
GGGCGTGGTT CACAACTGGC TGAAATGGTT AAAACCTTTA AAGCCCACAA CAGCACACTT 1581060 
GATTTATGGG TACTCCCTCT TGATGAAGCG CCAAGTGGGG CAAAAGCCAC AGGTTCTGTG 158112 0 
CAAATTACCG GCACCGCAAC TCAAGCTGGC ACTTTTAGCC TGATGATTGC AGGTAACAAC 158118 0 
TACAAAACCG CTGTGACCAG TGGCGATACA GCAGATGTGG TCGCAGGCAA ACTGCAAAAA 158124 0 
CTGATTGCCG CAGACCAAGA TGTGCCAGTG GTAGCAACCG TCGCAGGCAA CACCATTACG 1581300 
CTCACTTGCC GTTTTAAAGG CGAAACCGGC AATGAGATTG ATCTGCGCTG CAATTACTAC 158136 0 
TCAGGCGAAG CCTTCCCTGA AGGATTAAAA GCCACTATCA CTGATATGAA AAACGGTGCA 1581420 
GTCAATCCGG ATATGTCAGT GGCAATTACT GGTTTAGGCG CAGAATGGTG GAACTACATC 158148 0 
ATTAACCCGT TCACCGATAC CGAAAGCCTG AATTTACTGC GTGCCGACTT GGTAAAGCGC 1581540 
TGGGGACCAT TAAAACAAAT TGACGGCATC TGCTTTATGG CAAAACGTGG TACACACGCA 1581600 
GAAGTCACCA CCTTTGCTGA GCAACGCAAT GACTATTTGT TCAGCTTGCT TGCTACCCAT 158166 0 
AAAGCCCCAC AGCCTGCCTA TCTTTGGGCA AGTGCTTATG CTGCCGTGGT TGCAGGCTCG 1581720 
CTTGCTATCG ACCCTGCTCG TCCTGTGCAA ACCTTGGTGA TGGATTTACT GCCACCGAGT 1581780 
ATGTCAGACC GCTGGGACTT ACCGGAGCGC AACACGCTTT TGTATAGCGG TGTTAGCACC 1581840 
TATACGGTCA ATGCAGGCAG TCAGCCACAA GTGGAAGCAG CAATCACGAT GTATCGTAAA 1581900 
AATGCCTTTG GCGATAACGA TGAAAGCTAT CTCTATGTGG AAACCATAGC CACCTTGAGT 158196 0 
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TATTTACGCT ACGCCATTCG CAGCCGTATT ACCCAGAAAT TCCCACGCCA TAAATTGGCG 1582020 
AATGACGGCA CACGCATTGG ACCGGGGCAA GCAATTGTTA CGCCAAAAAT TATTCGTAAT 1582080 
GAACTGTTGG CATTGTTCAC TGAGCTAGAA TTTGCCGGCT TAGTCGAAGA CTTTGAGCAG 1582140 
TTTAACCAAA CCCTCTTTGT AGAACGTGAT AGCAATAATC CGTGCCGCGT GAATGTGTTA 1582200 
TCCAACGAAA ACCTGGTTAA CCAGTTCCGC ATTTATGCAC ACGCCATTCA ATTTATTTTG 1582260 
TAAGGAGCAA CAATGGCAAC ACAATTTCAA GGCTCAGCAA TTATTCGCCT CAATGGGAAA 1582320 
GAATGGCCGT CCGACAACGA CGGTACGCTC ACCCCAGGTG GCAAAGAGCG CGAAACCGTC 1582380 
AAAGGTTCGC GTGTCTATGG CTTTTCTGAA AAACCTACTG AAGCAATGGT GGAATGTACC 158244 0 
GTGTTTAACT GTGCCGAAAC CGATGTGATG GAATTACAAA ATATCACCAA CGCCACAGTG 1582500 
GAGTTTGAAA CTGACATTGG TCAAGTTTAT TTGCTCCCTG GTGCATGGAC AGTAGAGACC 1582560 
GGCACGTTAA GTGCGGACGG CAAAATCAAG CTCAAAATGG CTTCGATTGA ATGTAAACGT 1582620 
GTGCAATAAG GGGGAATCAA AATGAAATTG ATGTTAGAAA CCGGCTTAAT GTTTGGTGAA 1582680 
GAAGCCCAAT TAGAAGTAAC AATGCGTGAA CTTACCACGG GTGATTTACT CGATGCTGAA 1582740 
ATGGCAGCAG AACGTTTAGT GATGACCCCC GAGGGCGAGG CAGTGTTAGC CAAATCCCCT 1582800 
GCGTTATTCG GCTATGAGCT ssTCCGCCGT CAAATCGCTT CAGTAGGCAA AATTAACGGC 1582860 
CCGATTTCGA TGCGTCAGTT ACGTTCGCTC ACGACCGAAG ATTTAAACCG CATCAGCCTT 158292 0 
TATGCGCAAA GCTGGGAGTC GGCCAAAGCA GAACAGGTGG TCTCGCGGGG GCGATTGGAT 1582980 
ACAGCAGATC AGGAAACTGG AAAAGACCTG TCTGCTGTTA GCTAAGCATT ATCAGTGCAA 158304 0 
CCCTGTGTGG TTGCTTTCTC AACCTATCTT TAACTTGCCA CGCTATATTG GCTACATAGG 1583100 
AGGCAATGAT GGCAAATAAC TCTACCTCGT TTTTTGTCAA TCTAGCGGGC AACGTCTCAC 1583160 
AACAAGCGGC ACGATTTAGC AATTCGATTG CCAATATGGC AAACAAAAAC GTGAGCAGCC 158322 0 
TGAACAAGGT CAGTCGTGCT ATTTCTGCGG TTTCCAAGGG CTTTAATGGG CTGGGAAACA 158328 0 
TCACTATCCC TATCATTGGT GTCGGAGCAG CAGCTGGTGC GACCATGGTC GGGAAATCAA 158334 0 
TGTTGCGTAC CGCCGCTGAT TTCGAGATGG CAAAAATCCG AATGAAGCAG ACCTTTGGTG 1583400 
AGCAAGGTGA GGCTGCCGAT GCGTGGCTTA AAAAATTCGC TACTGATACC CCAATGGCAT 1583460 
TTGCCGACAC CCAAGATGCA ATGATGCGTC TGAAAACCGC TGGCATTGAC CCGATGAACG 1583520 
GTTCATTGCA AGCCCTTGTG GATTATAACG CCAAAGTGGG CGGCGATAAG GCAAACCTAG 1583580 
ACGGCTATAT CTCGGCCATC AGTAAAGGTT TTATCAAAGG CAAGCTTTCC ATGGAAGAAA 1583640 
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gc^aagg, ttMKMM TiraauT ^ 

OTAAATACAC ATOCMMM ^ 

ct™ m „ omj ^ 

— en. ggacgg™ g^tctaagg ttgaagatag ATeaaGac ^ 

«™» ACAGGGrGGT TTTGATGCCT _ 0 , i5ejs<o 

-™«» — TTGATQATTT ^ 

«»™ AGCCCTAAAA AAGG..AAAG 

— TCOO CTCGGTCATG i584ijo 

gggAGGG^A Tsmj atjmgioct occtmcmc AAAGTCCAAA lSM1S0 

cgctaggggg ™ggg CIGC Tc „ a mtogmtia imcasmtc TOMc ^ ^ 

AAAAAGGCGG GGCAGG^ g^GGCAGG GCTACCGTAG 158 „00 

CO™ TGTTTATGTA «CCA« OT CC GGA^ ^ 
GTTATGGTTA COAX^ „ m ^ 

ACAAACCACC AAGACCAAAA CGAGGACGTG QTAGTGTGCG ^ 
CAGCTTCTGC GGCXGGGG.G CCTAAGGTTG CTGCACCTGT TAGGAGXGCG TCAAGCGGTG ^0 
TGGCACGTTG CGTGGGCAAT GGCGTGAAAT CTTTAGGGCG AGGGGCATGA AAAGCCGTAC 158 «00 
CTTACCTAGG AACAGGTTTG GCAGTGGCAG AAGGTGTCAC CGTGTTGATG GACGATACCA 15S46£0 
CCAACACCAA AGAGAAATCT GAGGCGATTG GTTCTATCGC AGGTGCCACT GCTGGGGCGA 1588 , 2 „ 
TAGTCGGACA AGCCCTGATT CCAATTCCTG TAGTTGGAGC TGCAGTAGGC ^AG ^ 
GTGGTTGGCT CGGCGAATGG TTAGGCTCCG AAGTCGGAGA GTATCTTTCT GATCCTGAAC 158l640 
CGATTAAAAA CGAGCTAAAC GGCACAATTA ACATTGCGGT GAAAGCCTCT GACCAACTCA 1581S „ 0 
-GCCACGGC AACGOAAGCC AAAATACAAA CCAATCAACA ACGGGATAGC TTAGAAACAG 15M9£0 
GAGTGCAAAT GGGAACATTA GGCATGGGAG G TOT A ATGGCAAGTA AGATTACAGG 158 S„ 20 
TAAAGGTAGC TTTCGTGGTG TGCCT^C. TATTGAAGAA GAGCAAGGCT TAGACGGAGG 1585 o e „ 
TCGCCGTATT GTCTCACACG AATATCCGTT GCGTGATGAG GGTTTAACCG AAGATATGGG 1S85180 
CAAACGCGTG CGCCGTTATC A«™ CTTAGTTATG GGTGAGGA. AC^GGAGA 1S85 ,00 
GGCAGAAAAA CTGATTGACG GGCTTGAAGC CAGTGGTGCA GGCACGCTCA AGCACCCTTA 15852S0 
C^GGAC, AT.GAGG.GC GGGTGGACGA CTACCGTGCG AAAAACTCAA CCAACCATCA 158H2 „ 
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AAGGGTTACG CGTTTTGACA TCAATTTTCT GCCGGCAATC GAAAAAAATG CCCCAGAAAT 158 5380 
TGCCGAAGAC ACCGCTTATT CGGTGTTGTC GGAATATCAA GCAACCCTCA ATAGCCTGTC 1585440 
GGACGAATTT GCCGAAATGG TGCAAGATGT GTCGGGTTTT ATCGAATCTA TGGTAGATAA 1585500 
TCCACTGTTT CGCCTTGCTG ATACTACCGC CGCATTTATC GAAAACATCT TTGAGGGCGT 1585560 
GGCAAATACG GTGAGCGGAT TAACAGAAGT GAAAGACAAA GCCTTGTCGA TTAAAAACCG 1585620 
CTTGAGCAAT CTGCTTTTAA CGCCAAAAGT GTTGGCATAC GAACTGCAAC AACTGACAAG 15856 80 
ACTGAACGTG CGAAGTGCGG TCAATTCGCA ACGACAATTT GTACAACACA TTGTGATCAC 1585740 
TGATTCCATC AGCTCAGCAT TAGGCGATTT AACTGCGACT AAAAACGAAA TCAGCAAAAG 1585800 
CACACTGGAC GAAATGGTGA CAGCCAAAAC CAACAATGTG GCTGAAACAG AAATTTTAGC 1585860 
CCGTCAGTTT AAAAACTTAC ACGAGCAAGA AATTTTTGAT GCCTTGATGA ACAAAACCAC 1585920 
GTTTTTATTA AAACGTTTAG TACTTTCTAC CCTTGCGGTG GAATATGGCA AAGCGATTTC 158598 0 
TGATGCGGTG ACTGAGTCTG TGGCACAGAA AACGGTCACG GAAGAGACAA TCGCCACTCT 1586040 
GATTGAATCC AAAACCGATG TGCAGCGTTA CATTGCTGAG GTGQACGAAC AGCTGGAAGC 1586100 
GGTCATTTTA GACAACGCCG ATGCAGAACA GTGGACAAGC TACGCAGCCC TTGAGCAGTA 1586160 
TCGCTTAACC TTAATGCGAG ATTTACAAAT CCGTGGCGAG CGATTGGCAA ATGCCATTGA 1586220 
AGTGAAGTTA AACGACACTT ACCCTGCCAT TTTGCTCGAA TACCGCCACA CCGGAAACAG 1586280 
TAAAACGTGG AAACGCTTGG CGCTGCGTAA CGGTATTTCG CACCCGCTCT TTTGTTTAGG 1586340 
TGGCACTACC TTGGAGGTTT TACAGTAATG CCAGATACAA ATAACACAGA AACCAATAAT 1586400 
AAGATCGAAC TCTATCTAAA TGGCAAAATT TTATCCGGTT GGAAAAGCCT TAACCTGCAA 1586460 
CGCTCGCTGG AATCAATGAG TGGTCGTTTT GATTTAGGCA TTGCTGTGCG ACCTGAAGAT 1586 52 0 
GATATATCAG TGCTTGCCGC AGGTTCGCCA CTGGTGCTGA AAATGGGCGG GCAAACCGTG 1586580 
ATTACCGGTT ACTTGGATGA AATCAAACAA CGCGTAAGCG GTAACGACAA AACTATCTCT 158664 0 
GTGAGTGGAC GAGATAAAAC TTGCGACTTG GTGGATTGTG CCATTATCCA CAACAGCTAC 1586700 
CAATTCAAAA ACCAAACTGC CAAACAAATT GCCGAAGCCA TCTGTAAACC TTTTGGCATT 158676 0 
AGCGTAGTAT GGCAAGTGCA AGCCCCTGAA GCCAATGAAC GAATCCCTGT CTGGCAAGTA 1586820 
GAACCAGGCG AAACCGCCTT TGATAATTTA AGCAAAATCG CCCGACACAA AGGCGTGTTA 1586880 
GTCACCAGCG ACGTGGACGG CAATTTGCTT TTCACCGAGC CGAGCAACAA GCAAGTCGGT 1586940 
AATCTTACCC TTGGCGAAAA CTTGCTCGAA CTGGAACAAA CCGACAGCTG GTTGCAACGC 1587000 
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TTTTCGCTCT ATCGCGTGAT TGGTGACGCA GAACAAGGCG GCGCCAAAGG TGATACCAAA 15B7060 
ACCAAAAACA AAGCGGCAAA AGGCAAGAAA AAGATGATGG CGTGGTAGAA GATCCCGATA 1587120 
TTTACCCAGG ACCAGCAGAA GGAGGCAAGT AATGAGTGCA AGCGGTTTAA AAGTAGAAGT 1587180 
CAATGACGAA GCCATCAATC GTTATCGCCC GATGATTATT ATTGCCGATG ACAATATGAC 1587240 
CGGCTCTAGC GGTTATCAAC GTGCCGACTG GGAACGCAAA CGTCGCCAAG CCGAAGGCAA 1587300 
AAAGC CACAG CACGAGTGCA AGGTTGGTTT AAGCCTGACG GCACACTGTG GCTACCGAAT 1587360 
GAACTGGTAG TACTCGATGC CCCACAATTT GGCATACACA AGGCTGAACG CCTGATTGTA 158742 0 
GATTGCACTT ACACCTTAGA TGAGAAAGGT ACCATTACTG AAATGACCTT AATGCACCGT 1587480 
GATGCCTTTG ATGAACCAGC TGATGACACC TTAGACGATA CCAAAGACAG CAAAGGCAAG 1587540 
AAAGACAAAG GTAAAAAAGG TAAATCGAAA AAGGCGAAGA AGTCTGATAA AGACAACGTG 1587600 
TCTGAATTTA CTGGTTTTTT AGACTAATTT AAACGAGATT TAAACAGGAT TTAAAAGAGG 1587660 
TTTATGCAAG CAATAAATCG CATAATTGCC CCACTTAAAC GAGGGCTACA ACTACTGGTC 1587720 
AGCCGTGCGG TGGTGTCAGT GGTGAATGAT GCCTACGCAC GCCAAAATCT CCAGCTACGG 1587780 
CTGCAATCAG AAGAAGTGGC CGATGATGTG GAACGCTTCC AAAACTACGG GCATTATTCT 1587840 
GTGCCCAAAG CCGGTGAAGC CATTGTGGTG TCTGTCGGCG GCAAACGTTC CCACTTGGTT 1587900 
GCCGTGGTGG TTGATGATAA AAGCGTGCGT CCTGCCGGCT TGATTGCTGG CGACAGCGTG 1587960 
TTGTATCATT TAGAAGGTCA TCAACTGCGC TTAACCGAAA ATGGTGAAGC GATCCTCTCG 158802 0 
TGTAAAAAAT TCACTATCGA AACCGACACC CTCGACTGTT CCGCACAACA AATCACGTTT 1588080 
GATAGTCCGC AAACGACCTT TACCGGTARC GTTGATATTA TGGGAATATC AACAGCAACC 158814 0 
GACCACCAGT CAAGCGGAAT CAGCGGAAAA AACCACGACC ACGAAGAACG TGTGGGCAAA 1588200 
CCTGTTCCGT AAGGAGCAGT ATGTCAGATT TAGCCCTAAC ATGGCATAAC GGCGAAGGCG 1588260 
ACTTGGTGCT AGGCACTGAG TCGCTTTTGC TTGATGATAG CCTTACCAAT GCCATTATCA 1588320 
TTAGCCTGTT CAGTGATTTG CGCGTGGAGG GTGAACGTGG CTGGTGGGGT GATAGCTATA 15883 80 
ACGATGGCTT TCAAACCGGC TCAAAACTTT GGACTTTAAG CCGTGCCAAA CAACTCCCCG 1588440 
AAATCCTTGA TGACGCGCAA CTTTACGCCA GCCAAGCCTT GCAATGGCTA GTTGATGATG 1588500 
GCGTAGCCAA AAGCGTGCAA GTGATTGCCT CCAATCCGCA AATGTCGGTC TTGCTGTTAG 1588560 
AAATCCTTGT GGTGTTGCCC GATGGCAGCA CAGAACAACG CACCTTTCGT GCAAATTGGA 1588620 
GTCTCTAATG GCATTTAATA CCCCGACACT CTCTACCCTG ATTAAACAAG GCGAGCAACA 1588680 
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GTTTCAATAT CGCTTCCCAA CACTTAAACG ACACAATGTG ATTGGCGTGA TTAACCGCAT 15 8 8 740 
TTGTGCAGCA TTAAGTGCCG GCGAACATAT GCACTTGGAC TGGCTCGCAC GCCAAATTAT 1588 800 
CCCCACCACC GCGGAAGAAG ACTATTTAAT CGAATACTGC CTCTATAAAG GCATTGTACG 15 88 660 
CAAACAAGCC TCAACCGCCA CGGGATTAGT GACTGTGACC GCAGCCAACG ACACTACAAT 1588920 
CCCCGCAGGC ACAGTGTTTG AAGATACCAA CACAGGGCTG ACCTTTATCA CCACCCAAGA 1588980 
AACCGTGGTA AAAGCCGGCA CCGCTGATAT TGCGGTGAAA TGTGAAACCA CAGGCGTAGA 1589040 
AGGTAATTTA AAAGCCGGTA CAAGCCTTTC ACTGACCTCG GCAATTTTGG GCTTATTGCC 1589100 
CACCGCAACC GTCAAAGTAA TGAGCGGTGG CGCGGACATT GAATCCCTTT CGCGTTTATT 1589160 
AGCACGCCTA ATTTATCGGG TTCAGTACCC GCCAGCTGGT GGAGCATCAC ATGATTATAT 158922 0 
ACGTTGGGCA ACGGAGGTGC CTGGTGTTAC TAGAGCTTGG TGTTTCGAAC GCTATTATGG 158 9280 
TGGTGGCACA GTTGGCGTAG CATTTGCTTG TGATGAACGT GAAGATATTT TACCAACGCC 158 9340 
AGAAGATATT GCCCGTGTGC GTGCCTATAT CGAAGGACAT AAGAATGAAG TAACAGGACA 15894 00 
ATTTGAAGGC ATGCCAGCAA ATGTAGAACT GTATGTCTTC GCACCACAGT TTCAAGCGGT 1 5 8 94 6 0 
CAATTTTAAG ATCCGTCTTG CACCTAATAC GCCAACCTTA CGCCAAGCAG TACGTAAAAG 1589520 
CCTTGCTGCT TATCTTGCCA ACGCTGGCGT GGGGGCGTTG CTCTATCTTT CGCAAATTCG 1589580 
TGCGACCGTT TCCAACACCG CAGGCGAAGT CGATAACAGC GTGATTTTTC CAACCGCAGA 158 9640 
TGTGCAATTG TTAAGCGATA ACATCGCTAT CCTAGGAGAC ATCGAATGGC TATGACCCAC 1589700 
GCCAGTATTT AGACGCGGCG ATAAAATTGC TCCCAGTAGG GTTAGCGTGG AAACGAGCGT 1589760 
TAGACAGCAA TCTTGCCAAG GTGCTTGCCG TGCGTTGTGA CCAACTTGTA GAAGTCAATA 1589820 
GCAAAGCTCA CACCCTCATC AAAGAGCGAA TGCCGGGGCA AGCTACATTG TTACTTGAAG 158 988 0 
AATGGGAAGG ATTTTACGGC TTGCCCGAGT GTGGGCGGCA AATTGTAGGG AAAACGCTAG 158 994 0 
TACAACGACA AAAGCAAGTA CAGGAAAAAG AGAATGAAGT GGGGTCAAAT AGCAAACGGT 1590000 
TCTTAGAAGA GATAGCAACC CAAGCTGGAT TTAAAGTCAG AGTTGTTAAC CATTATCCAC 1590060 
ACCATTGCTT GCGAGATTGT ACCTACCCAC TTTATGAACA AGCAAACCAT TGGCGCATTT 159012 0 
TTATGTACAC CCCAGCAGTA TCATCTATTA GGTACGCAAC TTGTTTAGAT GATGTGGTGA 1590180 
AAAATTTAAC CATATTTGAG CGTAATAAAG AGCTAGAGTG CTTGTTAAAA CGTTATCAAT 1590240 
ACGCTCATTT AGAATTTGTA TTTATCTATG AAGAGGAAAC TCAATAATGT ATCACTTAGA 15903 00 
CAATGATTCA GGGGTGTCAA CGTTTGCCTT GGCCCCCGTT AAAAGCACAC AGCGTCTTTG 1590360 
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GTTTACCGAA GGTGGTCATG GCAATGCTAT CAGTTATCCT GGTGCTGACT GGTTTAATAT 1590420 
GGTACAGGCC GAATTGTTCT CTATTTTAGA TGATGCCGGA ATCCAGCCTG ATAAGGGGCG 1590480 
GTTGAATCAG ATTTCACTTG CTATCCGTAA ATTATCAGAA GGTAAAGTTG AAGATTTTAG 1590540 
CCAACAACTC AAACAAGCCG ATGGTTATAA ATATATCGGT CGGTGTAAGT CTGTTGCTGA 1590600 
GTTGCGCACT ATCCGCCCAA CTGAAAATGG GCAACGCATT TTGGTAGATG CTTATTATGA 1590660 
AGGCAGTACT GCAGGTGGTG GAGAGTTTGT TGCGGATTTA CAAGACCTAA TTACACCTGA 1590720 
TGACGGTGGG ACATGTTTTG TAGTACCGAA TAATGGTGGG CGCTGGAAGC GATTGTTCTC 1590780 
TTCATCATTG CAAGATACCG ATTTCGGCGT AATTGGCGGC GTTGCTGACG ATACAACGAA 1590840 
TTTAAATGCG TTTTTAGATG CGTTGCGGAC ATATAAAGTT AAAGGCTACT TTACTTCACG 1590900 
CCACTATAAA ACCTCAGCTG CATTAAATAT TGCGGGGGTC GATATTGAAG GGGTTCTAGC 1590960 
TGGTTATAAA AACAAACACG GCACGCGAAT TACAGGTAAC GGTAACCACA ATATCTTTGA 1591020 
GCAAATGGGG GGGGAATTAC AACACATTAC TTACTCGCTT AAAAATTTTG CGTTAAGCGG 1591080 
TGGCATTGTT GGGTTGAAAA TGACCTATGC CGTCAATGCA GTGGTTGAAA ATGTATTTAT 1591140 
TGACAATGTA GAACGTGCTT TCTTGCTGGG TGACTCACAA TTCGTCGGCC CGATTTGGTG 1591200 
CAGCCTGAAA AATTGCCGTG GTGAAGGTCG CATCTCTGGC TTGGAGATTG ATGGCAACAA 1591260 
ATGGGCAAAC GCTAATATGT TTGAAACTTG CTTTTTCAAA GGCGACGAAT TTGCCGGCAG 1591320 
TATTACGGCA AAAGGCGGGA TTGGAGCAGT CTCGAACCAT TTTGTTAACA CCGAATTTGC 1591380 
TGGTAAAGGT GTTGGTGTCA AGCTCGGGAA AAACAAGTCG ACCGCTTTTG ACAACTGCTA 1591440 
TTTTGAGAGC GAGGGGCCAT CCCTACTCAT CGAAGATTCA ACCGCAGATT TAGCATTGAA 1591500 
CAATGCAACA TTTGGAAGTT TAACTGAAAA TAATAAGACG GGGAAAACAT CGTTTATCCA 1591560 
TCACTCTTTA GGCACTTGTA ATATGTCTAT TTCGAGTGGG TATATTTATC TCGCTGGCAA 1591620 
CAATCAAAAC AACTTAGCAT TTATTGAGAG TGATAAGCCG GAATCTCTTG TGGTAAATAT 1591680 
GGCGACACCA GTAAAACGAG AAATATATAC GGCAACTGGC TTTAAATTAT TCAAAAATCC 1591740 
TGATTTACCA AACAAAAATT CCCGGGTGCA CTATACTAGT GGGTATGTTT GTGAGTTTTC 1591800 
TAGCCAGAAC AAAAATGCAG AGCTTGGTAA TGGTGATTTA ACAGCTTATT ACAATTTAAA 1591860 
TAACAGTCGT TGTGCTGTTG GATTAAATTT AAAAATTGGT TCAAGCACAA CAAAAGGTAC 1591920 
AGGGCAATGG CAATTTCGTT TACCATTCCA AGCTAGTGGA ATTGGCAAAT ACTACTTGGG 1591980 
TCAAGCAATA GCCATAAAAG CTGATGGTAG TAAGTTAATG ACAGGTGTAG CACGTATTGT 1592040 
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AGGAGGGTCA AACCAAGTTG TAGCTTATTT TAATAATGTT AATCCAGCTG ATGCTACACG 1592100 
GCCGTTCGAA TGGACTGAAG GTGACCGATT AGATATTTCG ATTGAGTATG AGATTTAAAA 1592160 
ATGCCAAAGA AACACTACTG TACAGGTTGG CGAAAAGCCC CTACCAATAT CAATAGTTGT 1592220 
TGCCACCAAC ACGACCGAGA CTACGGCATA CACGGCACAA TCAGTCGCGC TGATGCGGAT 1592280 
AAACGTCTAA GAGAATGCTT AATTGCACAA AGGTATCCAT TCAAGGCATG GATATTTTGG 1592340 
GTGATAGTAC GATTATTAGG TTGGATATTT TATAAGGAAA ATAAACTAAG CCATTAAAAC 1592400 
AACGAAAAAA TATCAGGGTT TTATATTCTC AGTTTTTGAA ACGTAATATT GAACGAATTA 1592460 
GCAAATTTGA TAAAAGGAGG GTTTACCTCG CACAAAGTTT AAAAAGAAAA GACGGCGATA 1592520 
ATAACGGCAC GGCAATGCGC GTTATTACCA GCTACGCAGA ACATGCCTGC ATATAG CCAT 1592580 
ACGCCGCCTA CCTTGCGCAA GGCGGGCGGA TTGTAACAAA TCTTTTAATT ATGGAGAATA 159264 0 
TATGCAGTCA ATTAAAACAA TCCGTTGCAC ATTTTGTAAC AAATTATTGG CGAAAGTAGG 1592700 
TACAGTTGGT TATTTAGAAA TCAAATGCCC ACGCTGCAAA GTAATTAACT TTACTAAATA 15 92760 
ACTTTATTTG AGTGTCGGAA TACCTTGAGT ATCAGAACGC CATAGAAGGA AAAACTATGG 1592820 
CAAACAAAAA AACTTTTAAA CAAGCCCCGC TACCGTTTAT CGGGCAAAAA AGAATGTTTT 1592880 
TGAAACACGT GGAAATTGTG TTAAACAAAC ACATTGATGG AGAAGGTGAA GGTTGGACGA 1592940 
TTGTGGACGT ATTTGGTGGG AGTGGTTTAT TAAGCCATAC TGCCAAACAA CTAAAGCCAA 1593000 
AAGCAACCGT AATTTATAAC GATTTTGATG GCTACGCCGA GCGATTAAAT CACATTGACG 1593060 
ACATCAACCG ATTACGCCAA ATTATCTTCA ATTGCTTACA TGGTATTATA CCAAAAAATG 1593120 
GACGATTAAG CAAAGAAATT AAAGAGGAAA TCATCAATAA AATCAATGAT TTCAAGGGTT 1593180 
ATAAAGACCT GAACTGTTTA GCTTCTTGGT TATTATTTTC TGGTCAGCAA GTTGGAAGTG 1593240 
TTGAGGCGTT ATTTGCTAAA GATTTTTGGA ATTGTGTGCG CCAAAGCGAT TACCCAACGG 1593300 
CTGAGGGCTA TTTAGATGGC ATTGAGGTTA TAAGTGAGTC GTTCCATAAG CTAATCCCCC 1593360 
GCTATCAAAA TCAAGATAAG GTGCTACTAT TACTTGATCC ACCTTATTTA TGCACTCGCC 1593420 
AAGAGAGTTA CAAACAAGCC ACTTACTTTG ATTTGATTGA TTTTCTACGC TTAATCAATC 1593480 
TAACCAAACC TCCTTATATC TTCTTCAGCA GCACGAAAAG CGAATTCATC CGCTATTTGA 1593540 
ACTATATGCA GGAGAGCAAA ACAGATAACT GGCGAGCGTT TGAGAACTAT AAACGAATTG 1593600 
TGGTGAAAGC GTCAGCTTCC AAAGATGGAA TTTATGAGGA TAATATGATT TATAAATTCT 1593660 
AAATTTAAAC GCTCTCTAAA TACCGTTTAA ACATATAAAT GAGCCATTAA AACAACGAAA 1593720 
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AAATCTCAAG GTTTTATTTT CGTAGTTTTA ATGGTTTTTT TTCGCAGTTT TAATGGCTCG 1593780 
CTACAACGCA ATAAAATCGA ACTCGCAATA TAAGTCTGAG CAATAATGAT CCCTACAGGG 1593840 
GAAAAAATCC ATTTACTTAT AAAAGGAAGT AGTTCAGCCA ATATCCCTTG TGAACTAAAA 1593900 
AGTAGAAGCA AACTTAGTCC TGTGACTAAT GGTGGCAAAA CCATTGGTAA ATCAAACAAA 1593960 
GTGTCAAAAA ATGATTGAAA AGGCAACCGC ACTTGACTCA TTCGCCATGC AGATGGAATA 1594 02 0 
GCAATACATA ATGCTAATAT CAAAGAAAAA AGAGACGTTC CCAATGACAT TAGCAATGCA 1594080 
AAATGCAATT CGGAATTAAA TAATATTTGT TGAAAAAAAT AAAAATCTAA TTTTGCGATT 159414 0 
AAAGAAAGCA CCGATCCCAT AACAACAAAT AATAGTATTA ATAATGGGAT CAGCGCTAAC 1594200 
TTTAAACTTA GACAATTATT TAGCCGGTAA GAAACCTTCA TCAGTAAAAT ACTTCACGCC 1594260 
TTGAGGAGAT TTAAAGAAAT CAAATAACTG TTGAGCTTCT TTTGGATATT TAGAAGAAAA 1594320 
AAGTAGACCA ATAGTAACTT TTTCTTCTGG TGTGCCTTTT GGACTTGGTA ATAATTCAAC 1594380 
CTTGTCTCGA ACTTTCCAAG CACCTGAACG ACCTACTACA GCTGCATCTA CATCACCATT 159444 0 
TAATAAATAT AGCATTAATT GTTTTACCGT CGCAGCTTTC ACAACAATTT TATCATTAAG 1594500 
TTGCTTTTGA TATCCTGACA ACTCAAACAT TTTTTCAGCG CCTTTAGCAA GAGCCATTGC 1594560 
TTTACTATCA CCAATACCTA AACGTAATGA GCTTTCAGCT AATGCTTTAA AAGAATCAAT 1594620 
CCCTGAAATT TTATCTTTAC GAATAGCCAT AACTGGAACA TGCAATACTA TGGTCCCTAT 1594680 
ATTGTTTACA TCATTAGTTT TCTGTAATTT TGTGACATAA TCCTCTGAAG CCGCTAAAAA 1594740 
AAGATCACCA CTTTTTACCG TGTTATAACG AGCTAGAATC TGTCCAGAAC CACCATATTC 1594 800 
AACAGTTACT TTATTTCCTG TTTCTTGTTC ATATTGGTGA ATAATTTTTT CCACAGGCTC 1594860 
CTTCAGTCCC GCCCCAGCAT ATAAATACAA GTCTGCAGCT TGTACAGAAA ATGTAGTTAA 1594 920 
AATCATTGAA GTTACAGCAA CTAATTTTTT CATTTTCTCT CCTTATAAAA TCAGTTTCAG 1594980 
CGAAAATCGA TATATATAAA ATTGTATAAT GAATTATTCG AAAGATTTAT TCAATCTTTA 159504 0 
GTTTATAAAT TAATCGATTT TTTTTCTAAT TTCATGACAT GGCACTAATT GACTTAATTT 1595100 
TGAAACAACA AAAAAGGTTG GGACTCCCCA ACCTTTCACT TAATCTTTCA ATAATTTAAT 1595160 
TTTTTCAATC ACATTTGTTG TTGAACAACC ATTTTCAAAG TTTAGCACTT TAACATCGCC 1595220 
ACCGTTTGCC CAAACTTCTT TACTGCCTGC AATCTCTTCG GGTTTGTAAT CGCCGCCTTT 1595280 
GACTAAAAGA TCTGGTAGAA TTTCGCCGAT TAAACGTTGT GGTGTATCTT CAGTGAAAGG 159534 0 
CACCAACCAG TCTACGGATG CCAAACCAGC CAATACCGCC ATACGGTTTT CAAGATTATT 15954 00 
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AATTGGGCGA CTTTCACCTT TTAAGCGTTT AACAGAATCG TCGCTGTTTA CCGCAACAAT 1595460 
TAGACGATCG CCCAATTTGC GTGCATTTTC TAAATAAGAA ATATGCCCTG GATGCAAAAT 1595520 
ATCAAAACAG CCATTAGTCA TCACAATTTT TTCACCGCGC GCTTTAGCTT GTGCGACAGC 1595580 
ATCTTTTAAT TCTGCTTCAC TCATAATGCC AAATCCAGTT TCAGGACGAG CATGAATCGC 1595640 
ATTTTCAAGT TCCACGGTCG AAACCGTTGA AGTCCCCAAT TTCCCCACCA CAATTCCTGC 1595 700 
GGCAACATTG GCTAGGTAAC AAGATTCTTC GAAAGAACGT CCATCTGCTA ATGCGGTTGC 1595760 
TAATACGCTA ATGACAGTGT CACCGGCTCC CGTCACATCA AACACTTCTT TTGCAACAGT 1595820 
TGGCAAATGA TAAGGCTCTT GATTTGGGCG TAATAATGTC ATGCCTTTTT CAGAACGCGT 1595880 
CACCAAAAGT G CGGTTAATT CAATATCAGA AATTAATTTT AAACCTTTCT CAATAATCTC 1595940 
TTCTTCCGTA TTGCATTTAC CCACAACAGC TTCAAATTCA GACATATTGG GTGTCAATAA 1596 0 00 
TGTAGCCCCA CGATAACGTT CAAAATCAGT TCCCTTTGGA TCGATCAACA CAGGCACATT 1596060 
CGCTTTGCGT GCAATTTGAA TCATTTTCTG AACATCTTTA AGCGTGCCTT TGCCGTAATC 1596120 
AGAAAGAATC AAAGCACCGT AATTTTTCAC CGCACTTTCT AACTTCGCTA ATAAATCCTT 1596180 
GCAATCTACA TTATTGAAAT CTTCTTCAAA ATCAAGGCGG AGCAGCTGTT GATGACGAGA 1596240 
TAAAATACGT AATTTAGTAA TGGTTGGATG GGTTTCTAAT GCAACAAAAT TACAATCAAT 1596300 
TTTTTGTTTT TCTAATAAGA GGGAAAGTGC AGAACCAGTT TCATCTTGTC CAATCAATCC 1596360 
CATTAACTGA ACGGGTACAT TGAGTGAAGC AATATTCATC GCCACATTTG CTGCACCACC 15 96420 
CGCGCGTTCT TCATTTTCTT GTACACGAAC CACTGGTACT GGTGCTTCTG GTGAAATACG 15964 8 0 
GTTGGTTGCG CCGAACCAAT AACGATCAAG CATCACGTCG CCTAATACGA GTACTTTTGC 159654 0 
TTGCTTAAAT TCTGCTGAAT ATTGAGCCAT TTTAAAATCT CTCTATTTGA ATAACCAAAA 1596600 
TTGTGGCGAT TTTACCACAA CTCAAATTTA CGATAAACTA CGCCCCTAAC TTACGTGGAA 159666 0 
AGAACAATGA AAAACGAAAA ACTCCCTCAA TTTCAACCGC ACTTTTTAGC CCCAAAATAC 1596720 
TGGCTTTTTT GGCTAGGCGT GGCAATTTGG CGAAGTATTT TATGTCTTCC CTATCCTATT 15 967 8 0 
TTGCGCCATA TTGGTCATGG TTTCGGTTGG CTGTTTTCAC ATTTAAAAGT GGGTGAACGT 159684 0 
CGAGCTGCCA TTGCACGCCG TAATCTTGAA CTTTGTTTCC CAGACATGCC AGAGAATGAA 15 96 900 
CGTGAGGTAA TTTTGCAAGA AAATCTCCGT TCAGTAGGCA TGGCAATTAT CGAAACTGGC 1596960 
ATGGCTTGGT TTTGGTCGGA TTCACGTATC AAAAAATGGT CGAAAGTTGA AGGCTTACAT 1597020 
TATCTAAAAG AAAATCAAAA AGATGGAATT GTTCTCGTCG GTGTTCATTT CTTAACGCTA 1597 080 
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GAACTTGGCG CTCGAATCAT TGGTTTGCAT CATCCTGGCA TTGGTGTTTA TCGTCCAAAT 159714 0 
GATAATCCTT TGCTTGATTG GCTACAAACG CAAGGTCGTT TACGCTCTAA TAAAGATATG 1597200 
CTTGATCGTA AAGATTTACG CGGAATGATC AAAGCTTTAC GCCACGAAGA AACCATTTGG 1597260 
TATGCGCCTG ATCACGATTA CGGCAGAAAA AATGCCGTTT TTGTTCCTTT TTTTGCAGTA 1597320 
CCTGACACTT GCACTACTAC TGGTAGTTAT TATTTATTGA AATCCTCGCA AAACAGCAAA 1597380 
GTGATTCCAT TTGCGCCATT ACGCAATAAA GATGGTTCAG GCTATACCGT GAGTATTTCA 1597440 
GCGCCTGTTG ATTTTACGGA TTTACAAGAT GAAACGGCGA TTGCTGCGCG AATGAATCAA 1597500 
ATCGTTGAAA AGGAAATCAT GAAGGACATA ACGATATATA TGTGGCTACA TCGCCGTTTT 1597560 
AAAACACGTC CAGATGAAAA GACGCCTAGT TTATACGATT AAAAGTGCGG TCGAATATCA 1597620 
CCGCACTTTT TGATAGAATT TTCTCAAATT TAAAAAATTA ACGAATAACC TCACCATGAC 1597680 
AACCAATTAT TCAGCTCAAG AAATTACCGT TCTTAAAGAT CTCGAACCAG TGCAAATTCG 1597740 
CCCGGGAATG TACACTGACA CTACTCGCCC TAATCATTTA GCACAAGAAG TTATTGATAA 1597800 
CAGTGTGGAT GAAGCCCTTG CCGGTTTTGC CACAAAAATT GAAGTAATTT TACACCCTGA 1597860 
TCAATCCATT GAAGTCACAG ACAATGGTCG CGGTATGCCT GTGGATATTC ATCCTACGGA 1597920 
AGGCGTTTCT GGCGTAGAAG TGATCCTGAC TAAACTGCAT GCTGGTGGTA AATTCTCCAA 1597980 
TAAAAATTAT GAATTTGCGG GAGGTTTACA CGGTGTGGGG ATTTCTGTGG TAAATGCGCT 1S98040 
TTCTGAACGC GTGGATATTC AAGTCAAACG CAATGGCGAA ATCTATAAAA TTGCCTTTGA 1598100 
AAACGGCAGT AAAGTAGAAG AATTGGAAAT TATCGGGACT TGTGGTAGAC GCACAACTGG 1598160 
AACAATCGTT CACTTCAAAC CAAATCCAAA ATATTTTGAC AGCGCAAAAT TTTCCGTTAG 1598220 
CCGCCTACGC CATTTATTAA GAGCGAAAGC AGTCCTCTGT TCAGGGCTTG AAATCAAATT 1598280 
CATTGATAAA GTAAACAATA CTCAAGACAT TTGGTTATAT GAAGATGGGC TTTCCGATTA 1598340 
CCTTATCGAA GCAGTAAATG GCTTTGAAAC CCTTCCGAAA AAACCATTTG TTGGCGAATT 1598400 
TAAAGGAGCA AATGAAGCGG TTAGCTGGGC ATTACTTTGG TTGCCAGAAG GTGGCGAACT 1598460 
AATCGGCGAA AGCTACGTAA ACTTAATTCC GACTATTCAA GGCGGAACGC ATGTTAATGG 1598520 
CCTACGCCAA GGTTTATTAG ATGCTATTCG TGAATTTTGC GAATTTAGAA ATCTATTACC 1598S80 
ACGTGGGGTA AAACTTACCG CCGATGATAT TTGGGATCGC TGTTCTTACA TTCTTTCCCT 1598640 
TAAAATGCAG GATGCGCAAT TCGCAGGGCA AACAAAGGAA CGCTTATCAT CACGCCAAAG 1598700 
TGCGGTGTTT GTCAGCGGTG TTTTAAAAGA TGCGTTCAGC CTATGGCTAA ATCAAAATGT 1598760 
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ACAAGATGCT GAAAAATTGG CAGAAATTGC TATTAGTTCT GCACAACGCC GATTACGTGC 1598820 
AGCAAAAAAA GTCGTGCGAA AAAAACTCGT TAGTGGCCCT GCATTACCAG GAAAATTAGC 1598880 
TGATTGTGGC TCACAGGATT TAGAAAAAAC GGAATTATTT TTAGTGGAGG GCGACTCTGC 1598940 
GGGCGGTTCA GCAAAACAAG CGCGTGATCG CGAATATCAA GCGATTTTGC CGTTACGTGG 1599000 
GAAAATCTTA AACACATGGG AAGTTTCCCC TGATCAAGTA TTAGGTTCAA CCGAAATTCA 1599060 
CGATATCGCC GTGGCTCTAG GGATCGATCC TGACAGCAAT GATTTATCAC AACTTCGCTA 1599120 
TGGTAAAGTC TGTATTCTCG CGGATGCTGA CTCCGATGGT CTGCATATTG CCACCCTACT 159918 0 
CTGTGCCCTG TTCTTACGTC ATTTTCCGAA ATTGGTACAA GACGGTCACG TTTACGTAGC 159924 0 
AATGCCACCA CTTTATCGCA TTGACTTAAA TAAAGAAGTC TTCTACGCAT TAGATGAAAA 1599300 
TGAAAAAGAG GCGATTTTAG ATCGGTTGAA AAACAAAAAA GGCAAACCGA ATGTTCAACG 159936 0 
CTTTAAAGGT TTAGGTGAAA TGAACCCATC GCAATTGCGT GAAACAACAA TGGATCCTAA 1599420 
TACGCGCCGT CTCGTTCAAT TAACTTATGA TTTAGGGGAA GATCAAGGCT CAGATACATT 1599480 
AGAACTGATG GATATGTTAT TAGCGAAAAA ACGTTCCGAA GACCGTAAAA ATTGGTTACA 1599540 
AGCGAAAGGC GATCAGGTTG ATTTATCTGT TTAGACTAAA TTAATCTCAG CAAATCCGAA 1599600 
TTTTAATAAA TTAAGAATAT ATCAATTAAC AGAAACAAAA ATGACAAATA TCAACTATGA 1599660 
AGGCATTGAG CAAATGCCTC TACGCACCTT CACTGAAAAG GCTTATCTCA ACTATTCTAT 1599720 
GTATGTCATC ATGGATCGTG CGTTGCCTTT TATCGGTGAT GGTTTAAAAC CCGTTCAACG 1599780 
TCGTATTGTA TATGCGATGT CTGAACTTGG CTTAAATGCC ACGGCAAAAT ACAAAAAATC 159984 0 
TGCTCGTACC GTCGGTGATG TACTCGGTAA ATTCCATCCA CATGGTGACA GTGCTTGTTA 1599900 
TGAAGCTATG GTGTTAATGG CACAACCCTT CTCTTATCGT TATCCACTTG TAGATGGTCA 1599960 
AGGTAACTGG GGGGCACCAG ATGATCCAAA ATCCTTCGCA GCCATGCGTT ATACGGAATC 1600020 
TCGCCTATCT AAAATCTCTG AAATCTTGTT GAATGAACTC GGACAAGGAA CAGTAGATTA 1600080 
TCAACCAAAC TTTGATGGAA CCTTGGCTGA ACCACAATAT TTACCTGCTC GTTTACCGCA 1600140 
TATTTTATTG AACGGCACAA CAGGTATTGC GGTGGGGATG GCCACAGATA TTCCACCACA 1600200 
CAATATTAAC GAAATTGCTG ATGCGGCAGT AATGTTGCTA GATAATCCTA AAGCGGGATT 1600260 
AGATGATGTA CTTGAAATTG TTCAAGGCCC AGATTTTCCA ACAGAAGCGG AAATTATTTC 1600320 
GCCAAAATCA GAAATTCGTA AAATTTATGA GCAAGGTCGT GGCTCAATAA AAATGCGTGC 16 003 80 
AACTTGGAAA AAAGAAGACG GTGAAATTAT TATTTCAGCG CTTCCACATC AATCTTCGCC 1600440 
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ATCCAAAGTC ATTGCACAAA TAGCCGAACA AATGACGGCA AAAAAACTGC CAATGCTAGA 1600500 
AGATATTCGA GATGAAGCCG ATCACGAAAA TCCAATTCGC ATTGTGCTAG TTCCTCGCTC 1600560 
AAATCGCGTC GATACTGATG CCTTAATGGC ACATTTATTT GCGACCACAG ATCTTGAAAA 1600620 
AAGCTACCGT GTAAATATGA ATATGATCGG GCTTGATCAT AAACCAGCGG TAAAAGGCTT 1600680 
ATTAGAAATC TTAAATGAAT GGCTTGACTT CCGTCGCACA ACGGTCACTC GTCGCCTTCA 1600740 
ATATCGCCTA GATAAAGTGC TCTCTCGCTT GCATATTTTA GAAGGCTTGA TGATAGCCTT 1600800 
TTTAAATATT GATGAAGTTA TCGAAATTAT ACGCCACGAA GATGATCCAA AAGCAGAGCT 1600860 
TATGGCACGC TTTAATTTAA GCGATGAACA AGCCGATGCC ATTTTAAATT TACGCTTACG 1600920 
TCATTTAGCG AAATTAGAAG AAAACCAACT CAAAGCAGAA CAAGATGAAC TTGAAAAAGA 1600980 
GCGGTTAAAT TTAGAAGCAA TTTTAGGATC AGAACGCCGT TTGAATACGC TTATCAAAAA 1601040 
AGAAATTCAA GAAGATGCGA AAAAATATGC CAATCCACGT ATGTCTCAAC TGGTCGAACG 1601100 
TGAAGAAGCC AAAATGATCT CTGAAAGTGA TATGACACCA GCAGAACCAG TTACTGTCAT 1601160 
CTTATCAGAA ATGGGCTGGG TACGTTGTGC AAAAGGACAC GATATTGATC CTAAATCATT 1601220 
AAGCTACAAA GCTGGTGATA GCTATCTAGC TCACGCTTGT GGCAAAAGTA ATCAAGCCGT 1601280 
TGTATTCATT GATAGCACGG GGCGGAGTTA TGCACTCGAT CCGCTTTCCT TGCCTTCCGC 1601340 
TCGCTCCCAA GGCGAACCAC TTACAGGTAA ACTCAATTTA CCCACTGGTG CGACCATTGA 1601400 
ATATGTTGTA ATGGCCAGCG AACAGCAAGA ATTATTGATG GCTTCTGATG CAGGATATGG 1601460 
TTTTATTTGT AAATTTGAAG ATTTAATTGC ACGTAACAAG GCTGGAAAAG CCTTGATTTC 1601520 
TTTACCAGAA AATGCCAAAG TGTTGAAGCC TAAAACATTG ATAAATTCTA CCGCACTTGT 1601580 
TGTCGCAATC ACATCAGCAG GCAGAATGTT GATTTTTCCA GCACAGGATT TACCGGTATT 1601640 
ATCAAAAGGT AAAGGCAATA AAATGATCAC TATTCCCGCA GCGAATGCAA AAGATCGTAG 1601700 
CGAACTATTG ACAAAATTAT TGCTTATTTC AG ATCAAG CA AGTCTTGAAT TTTATTCTGG 1601760 
AAAACGAAAA ATTGTATTAA AACCAGAAGA TCTGCAAAAG TTCCGCGCAG AACGAGGCAG 1601820 
AAAAGGTTCG ACATTACCAC GTGGATTACA TACCAATCTT GAAATTATGG TAATCGAGCC 1601880 
GTAACACAAC ACATCACTTA AACATAACAT AGGGAGATCC AATTTATGAG CTATACTTTT 1601940 
AGCACGTATG AAACCCTTGC ATTAGCAAGC TTAGTTTTGC TATTGGGCTA TTTTTTGGTT 1602000 
AAACGCATTA ATGTATTAAA AACATTTAAC ATTCCAGAGC CAGTTGTTGG TGGCTTTATT 1602060 
GTTGCCATTG GTCTTTTAAT TTGGCACAAA ATTGATGGAA CATCCTTTAA CTTCGATAAA 1602120 
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AATCTACAAA CCACAATGAT GTTAGTGTTT TTTACTTCTA TCGGTTTAAG TGCCAACTTT 1602180 
TCCCGTCTAA TTAAAGGTGG AAAGCCACTC GTTGTATTTC TATTCATTGC TGCATTATTA 1602240 
ATCTTCGGAC AAAACGTTAT TGGCATTGCA AGTTCAATGG CATTAGGAAT CCATCCCGCT is 02300 
TATGGCTTAC TTGCAGGTTC AGTAACCTTA ACAGGTGGTC ACGGCACTGG AGCTGCTTGG 1602360 
GCGGATACAT TTGCACATCA ATTTAATCTA CAAGGTGCAA CTGAAATTGC CATTGCCTGT 1602420 
GCAACTTTCG GTTTAGTATT CGGTGGTATC ATCGGTGGTC CTGTCGCTCG TTTCTTATTA 1602480 
AATCGCCAAA AACAAGGCGA AAATCCTGAA AATGATGAAG TTGATGACAT TCAAGAAGCA 160254 0 
TTTGAACACC CAACTTATAA ACGTAAAATT ACTGCACGTT CATTAATTGA AACAATTGCA 1602600 
ATGATTTCAG TATGTTTATT AATTGGTCAA TATTTAGATG TACAAACAAA AGGTACTGCA 1602660 
CTCCAATTAC CAACTTTCGT ATGGTGTTTA TTCACTGGTG TTATTGTCCG CAATATTTTA 1602720 
ACCAACATTT TCCGTTTCCA AGTAGCAGAA TCCGCTATTG ACGTATTAGG TAGCGTAGGC 1602780 
TTATCCATCT TTTTAGCAAT TGCTTTAATG TCATTAAGAC TTTGGGAACT TGCAGGTTTA 1602840 
GCAATTGACG TATTAATTGT TCTTGCTATT CAAGTAGCAT TTATGGCTGC CTTTGCAATT 16 02900 
TTCATTACTT ATCGAGCAAT GGGTAAAGAT TACGATGCCG TCGTATTAAG TGCTGGACAC 16 02960 
TGTGGTTTTG GTTTAGGCGC AACCCCAACA GCAATCGCAA ATATGCAAGC TGTCACCAGC 1603020 
CGTTTTGGGC CATCGCACAA AGCATTTTTA ATCGTTCCAA TGGTCGGTGC ATTCTTTATC 1603 08 0 
GACTTAATCA ACGCTGCGCT ATTAAAAGTT TCATTTGCAG TTGTAAATAT ACTCGCGTAA 160314 0 
AGTGCGGTTG AAATTGACAA TGTTTTAGAG AAATGCCTTT ATCTTGAATT GATAAAGGCA 1603200 
TTTATTTCAA TATAATCAAT TATTTCAGCT GCAATATCAA TCCCACTTGT TTTTTCAATC 16 03260 
ATTTCTAAGC CTGGGCTTGC ATTCACTTCT AAAACCAATA ATCCTTTTTT TGAACGAATT 16 03320 
AAATCCACGC CAGCTACATC TAAACCGATA GCTTTTGTTG CTTGAATGGC TATCTGCTTT 1603380 
TCTTCATCGC TTAGGGTAAT TTTTTCGGTT TTTCCGCCAC GATGGCAATT CGCCCGAAAC 1603440 
TCACCATTTT GCCCAATTCT CTGCATCGTT GCTACCACTT GATCACCTAT CACAAAACAA 1603500 
CGAATATCCG CATTGCCCGC TTCTTCGATA AAATCTTGCT GTAGCATAGA TATATTGGTT 1603560 
TGCTTAAAAG CTTCCATAAT ACTCACCGCA CTTTGTGGCT TTTCAGCTAA AATTACCCCA 160362 0 
ATTCCTTGTG AACCATTTAG CGTTTTTAAA ATTGTCGGCG AACTGATATG AGGTATCGTC 160 3680 
GCCTGAGCTT GTACTTCACC ACCACTTAAA AGTGAATTGG GAACAGGAAT ACCAGCCTTC 160374 0 
AGCAAAAGTT GCAAACTTTT CCATTTATCA CGCGCATTTA AAAATGCCTG AGATGAATTT 1603800 
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TTCAAAATGC TGTAAGACTG AACATCCCAT TTGCGTACTC 160386 0 
AACTGCATCA TAATCAGACA ATAAATAAGG TTTCGACTCT 1603920 
CTGAAAGTGC GGTGGATTTT GCGAGAGTTT TAAGAAACAG 1603980 
CATCTCATGC CCTTGATGTT TAGCCGCTTC TTTTAAGCGT 1604040 
TTCTCGGCAA AGCATTAATA ATTTCATAAC ATTTAATTTA 1604100 
ATTACACGAA TAAAAACGCT TTATGTAGAT GATAAAAATC 1604160 
TTAACTCAAA AAAGGGAAAT CTTATGTTCG TTGTTATTTT 1604220 
ACTGTGTACG AGCAAAAAAC CTTGCTGAAA AATTAAAAGG 1604280 
ATCGTTATGT GGATATTCAC GCAGAAGGCA TTACTAAAGA 1604340 
GTAAACCAGT AGAAACCGTA CCACAAATCT TTATTGATGA 1604400 
CTGATTTTGA AGCATTAATG AAAGAACAAT TTGGTATCGT 1604460 
TTTATACAAA AAAGCCACTT TCAATCGAAA GTGGCTTTTT 1604520 
TTATAACGTT TAAAAATTAA TGTCGCATTT GTACCACCAA 1604580 
ACAGTTTGTA ATCCTGCATT TTCTTTCGTC TCAGTAACGA 1604640 
TCATCTAAGG TTTCGATATT AATACTTGGT GCAATAAAAT 1604700 
GTGTAAATTG CTTCGTGTGC ACCCGCCGCA CCTAAAGAGT 1604760 
GAAGAAATCG CTGGGATTTT GTCACCAAAT ACATTTTTGA 1604820 
TCACCTACTG GTGTAGATGT GCCATGTACA TTAATGTAAT 1604B80 
GCCATTGCTT GTTTCATACA ACGCTCTGCA CCTTCACCAC 1604940 
CCATCAGAAG TTGCGCCATA ACCTACAATT TCAGCGTAAA 1605000 
GCATGTTCTA ATTCTTCCAC AACCACAACA GCACCACCAC 1605060 
CGATTTGCGT CATAAGCACG AGATGCTTTT TCTGGCGTTT 1605120 
GCACCCATCG CATCAAATTC AGTTGCACAT TCCCAAGATA 1605180 
AAAACCACAT CTTGTTTGCC TAATTGAATT AACTCAACCG .160524 0 
GAGGTTGCAC AAGCAGAACT CATTGAATAG TTCACACCAC 1605300 
AAACAGGCAG AAACACTTGA TGCCATTGTT TTCGTTACTG 1605360 
ACACCTCTAG GACCACGCAC CGCATCACAA GCCACTAACT 1605420 
CCCGCACCAA TCACTAAACC AGTACGATCA TTAGAAACTT 16 05480 
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GATCTTCTGT TAAGCCAGCA TCCTCAATCG CTTCACGCAT AGAAAGATAA GCATAAGCCG 160554 0 
CTGCATCACC CATAAAACGG AACACTTTAC GATCAATGTG CTCGCTTGGG TTTAATTTGA 1605600 
TTGTTCCGGC AACATGGCTA CGCATATTCA TTTCTACAAA CTCAGGCACA ACTTCAATAC 1605660 
CTGATTTCCC TGCTTTTAAT GAAGCCAATA CTTCTTCTTT GTTGTTACCG ATACTTGAAA 1605720 
TAATCCCAAA GCCTGTAATT ACAGTTCTTC TCATTGCTTC TTCCTTATTG TTTTATATGT 16057B0 
AAAAATAACG ACTCAAAATT ACTACGAAAT AAAAATATTT CAAGCAATAA TTCATTTGTT 1605840 
CGACCAGTTC AGAAAATCGC GTTATTATAC GCAAATTTCA TTAGGCAAGA AAGGAATAAA 1605900 
AAATGACCTT TAGCGTCCAA CATGCTGAGA TTCACTTCAA CCAAAACCAT ATTCCCGTCT 1605960 
CAGATCAATT CGATGATGTC TATTTTTCTA ACGAAAATGG ATTGGCAGAA ACCGATTATG 16 0602 0 
TTTTTCTACA AGGTAATCAA CTTTGGGAAC GTTGGATAAC ACACAAAGAC GCTAATTTTG 1606080 
TCATCGCTGA AACAGGATTT GGTACAGGAT TAAATTTCTT TGCGGTAACC AAATTGTTCC 1606140 
GTGAATTTCG CCAGCAACAC GAGAATCATC CTTTAAAACG CCTAAATTTT ATTTCCTTTG 1606200 
AAAAATATCC GCTAAAAATC ACCGCACTTT TGCAAGCGCA TCTTGCCTGT CCGCAGTTTG 16 06260 
AAGATTTAAG CGCTCATTTG CAACGTTATT GGCCTTCATT GATTCTAGGT TGTCATCGTA 1606320 
TTCATTTTGG AGAGACAACC TTAGATTTAT GGTTTGGTGA TGTATCAGAA AACTTGCCAC 1606380 
AACTTGGCGA TTATATGAAT GAACGTATTA ATGCTTGGTT TTTAGATGGC TTTGCGCCGA 160644 0 
GTTAAAAATC CTGAAATGTG GAATGATGAT CTCTATAACT TAATGTTTCG TTTCACGAAA 1606500 
CCCAATGGAA CTTTTGCCAC TTTCACCGCA GCAAGTGCAG TCAGAAAAGG ACTTGAATCC 1606560 
GCAGGCTTTA ACGTGACAAA ACGTAAAGGC TTCGGCAAAA AGCGAGAATG TTTAAGTGGG 1606620 
CTAAAAATAC AATCAAAATC TACCGCACTT TCAACACCTT GGTATCTTGC TCAGCCTGCG 1606680 
AAAATGGAAA AACAAGATGT CGCTATTATC GGCGGTGGTA TTGCCTCTCT TTGTGCTGCT 1606740 
ATTTCCTTAA TAAAACGTGG GGCAAAAGTC ACCATTTATT GTGAAGATGA CGCGCTCGCA 1606800 
CTTAATGCTT CGGGCAATAA ACAAGGCGCA TTTTATCCGC AACTTAGCGA TGATAATGCG 1606 860 
CTTACCGTTG ATTTTTACCT GCACGCTTTC AGTTACGGTC GCCAATTACT TGATTGGGCA 1606920 
ATCGAACAAA ACATAGTGTT TGAACACGAA TTTTGTGGCG TGG CACTATG TGCTTACAAC 1606 980 
GAAAAAAGTG CGGTTAAATT AACAAAGATT TCTCAGCTTG GTTTACCGAA CGAAATCTTC 1607040 
CAAATGCTGA GTGCTGAACA ACTCAGTGAA AAAGTGGGAT TACCGCTTAA TTGCGAAGGC 1607100 
GGTTGGATTG AACAAGGGGC TTGGCTTGCA CCAAGACAAT TTGTTCAAAA TGCCTTTTCA 1607160 
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TTTCTTGAAA AGCAGGGTGT CGTCATTAAA ACCGCACAAA AAATTACCGC ACTTTCTCAG 1607220 
CTAGAAAAAG GTTGGGAACT AAAAAATATG CAAGGTCAAA AATACTGCCA TGAAGTCGTC 1607280 
ATTCTTGCGA ACGGACATAA AATTACTGAT TTTGTTCAAA CAGAAAAGCT ACCGCTCTAC 160734 0 
CCTATCCGCG GGCAAGTCAG CCAAATTCCA ACATCAGAAA ACTTACTCAA ACTGAAATCT 1607400 
GTGCTTTGTT ATGATGGCTA TCTTACTCCA GCCAATCAAT TAAAAACCTC ACATTGCATC 1607460 
GGCGCAAGCA TGTTCGTGAT AATGTTGATC GCGATTTTAG CGAACAAGAA CAACAAGAAA 1607520 
ATCAACAAAA ACTCCAGCAA AATATCGCCC AACCTTGGAC GCAAGATGTG GATACATCAG 1607580 
ATAATCTCGC TCGTGTAGGC ATTCGTTGCT CTGTAAGAGA TCTTGCCCCA ATGGTGGGAA 1607640 
ACGTGCCTCA TTTTGAACAG CAACAAGCGG ATTATTACAA TCTATTTAAC CTCCGCCGCC 1607700 
GTAAACAACC TATTCAAAGT GCAGCCAATT TTCAGAATCT TTTCTTAATC GCAGCCTTAG 1607760 
GTTCTCGTGG GCTTACCTCT GCTCCACTCT TAGGCGAAAC CTTAGCTTCA ATCATTTATG 160782 0 
GCGAGCCATT ACCAATAAGC GAAGGCATAT TACATAATCT TTCAGCTAAC CGAGCTTGGG 1607880 
TAAAAAAGTG GTTGAAAGGT TCAAAAGTTG AATAAACTCA TAAGATTCAG AGCCTTACAA 1607940 
AAATAACTTT AACGTGTTAA AATCAAACAA AATTTAAATA TAAAAATGAA TACAAAAATG 1608000 
CTATGCAATC AATCAATCAA TCAATCAATC AATCAATCAA TCAATCAATC AATCAATCAA 1608060 
TCAATCAATC AATCAAATTG TAGGATTTGT TAAAACTTGC TACAAGCCTG AGGAAGTATT 1608120 
TCATTTTCTT CATCAGCATT CCATTCCTTT TTCCTCCATT GGAGGAATGA CCAATCAAAA 160818 0 
TGTTCTACTT AATATTTCTG GAGTTAAGTT TGTATTACGG ATCCCTAATG CCGTAAATTT 1608240 
ATCACTTATA AATCGAGAAT ATGAGGCATT CAATAATGCA CAGGCATATC GTGCTGGCTT 1608300 . 
GAATGTAGAA ACTCCCGTAT TAGATGCCAA AAGTGGCGTA AAACTGACTC GTTATTTAGA 1608360 
AAATAGTAAT ACGTTAAGCC AGATACAATT AAACGAACAA AGTTGTTTGT CTCAAGTTGT 1608420 
GAATAATTTA TATCGTTTAC ACAATAGTGA ATTTGTTTTT CGTAATGTAT TTAGCGTATT 1608480 
CGATGAGTTT CGCCAATATT TTTCATTGCT AGAAAACAAA TCCGCTTTTT ATCAAGCTGA 1608540 
TTCGAGAATG GATAAACTTT CAGCTGTATT TTGGCAATTT GAAGAAATCA ATAAAGAGGT 1608600 
AATTTTACGT CCGTGCCACA ATGATTTAGT CCCTGAAAAT ATGTTATTAC AAGATGATCG 1608660 
GCTATTTTTT ATCGATTGGG A^TATTCGGG CTTAAATGAT CCGCTATTTG ATATAGCTAC 1608720 
TATCATTGAG GAAGCTCATT TATCGAAAGA AGCTGCTGAT TTTCTATTAG AAACCTATTG 1608780 
CAATCAGACA AATAAATATC ACAAGACAGA ATTTCAAATC GCTCACAAAC GGTTAAAAAT 1608840 
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CCATCGTTTT TGCCAAAATG TATTGTGGTT TTTATGGACA AAAGTAAAAG AAGAACACGG 1608900 
CGAGAATTTT GGCGATTATG CGTTAAAACG CTTAGACGCA GCATTTAAAC TGTTAGAGGA 1608960 
ATTG CCATAA TGCGTGGCTA TCTCTTTGGC ATACTGTCCG CTGTATTTTG GGCATTATCT 1609020 
GGACTGTTGT ATAATGAATT GCCATTAAGT GAATATACTG CGTTAGGGAA AGTGATTTCA 1609080 
TTGCTTTTTT TAATTGATTT TTGCTCGTTA TTAGTTATCG GCATCACATT ATGGCGAAAA 1609140 
AGTGCGGTAG ATTTTCAAGG TGTTTTTTGG CAACCTGCGT TATCTGGCAT ATTAGGCGGA 1609200 
CCAATAGGAA TGTCTGCCTA TTTATTAAGC ATTCATTATT TAACAATCTA TTATGCTGCA 16 09260 
CCGCTTTCAT CTCTCTTTCC TGTTTTCGCT GCGTTAATGT CTTATTGGAT TCTAAAAGAA 1609320 
AAAATTACCA AAACAGCCCA ATTCGGATTC GCCTTGGCTA TTATTTCTTC TTCGTTGCTT 1609380 
GCTATTGAAG TAGGACAAGA AATAACCTTT AATACTATCG GTTTTATTTT TTTAATAATT 1609440 
TGTATATTAG GGTGGTCATC TGAAATAGTG ATATCCTCCT ATACAATGCG TTCTCTCTCT 1609500 
GGACTTCAGG TGTATTTTTT AAGACTATGT GGTTCAACTA TTGGTTATTT ATTGATTCTA 1609560 
TTTATTCTTT CCTTGAAAAA TTTCTCACTA GATATACTTA GTTTTAATTA TGTACAAATT 1609620 
GCTGGTGTAA TAATCTTTGG TGCATTATCT TACTGCTGCT ATTACCAAGC GATTTATCTG 1609680 
TTAAAACCAA TCAAAGCAAT GGCATTAAAT ATCACATATT CTGTATGGGG AATTGGACTT 1609740 
GGTTATCTGC TCTATAAACA GCCAATTAAG CCCATTACCT TACTGCTCAC CTTATTATTA 1609B00 
AGTGCAGGAG TGATCGTTAC ACTTTATTAC AAAGGGGAAC AAAAATGAAT GCAATCATTT 1609860 
TAGCAGCAGG ATTAGGCAGC CGATTTAAAG ACATCACACA AAGCACACAT AAATCATTGT 1609920 
TAGATATTCA CGGCACACCT AACTTAGAAC GGACACTCAC TTTTCTACGT CAAGCAAATA 1609980 
TCGACAATAT TGTCATTGTT ACAGGGTATT TACACGAACA ATTCGAGTAT CTAAAGAAAA 1610040 
AATATGACTG CACCTTGATT TACAACGAAA AATATCGCGA ATATAACAGC ATTTATTCCT 1610100 
TTTCTCTGGC GCAAGACTTC TTTAATGATT GTTATGTTAT TGATGCGGAT GTAGTGCTTA 161016 0 
j ATCGTAATAT TTTTCTAACG AAACCATCAC ACAGCAAATA TTTCACAGTT ATTCGTTCTA 1610220 
AAACGCACAA TGAATGGCTA CCGATTTTAA ATAGTAATGG ACAAGTAATA CGTATTGATA 1610280 
TTGGTTCACT GAATCAACCC AGTTTGTCAG GAATATCATT CTGGACTACA CAGGATTGCA 1610340 
ATATCATTCT AACTTTGCTC AAAGAATACA CAAGTGAAGT GCGGTTAAAA AATCCAAAAC 16104 00 
TTTATTGGGA TACCATTCCG ATGGAATATA TAGAGAAATT GAATATCTAT ACGGAACAAC 161046 0 
TTAACAGTGA TGATATATTT GAAATGGATA ACCTTGATGA CTATCACCAC ATTTTACAAA 1610520 
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AATTGACACC AAACAAGGAA AAATAATGAA AAAATTGACT CTCAGAGAAC AACAACTCGT 1610580 
TTGTCTAAAC ATCTTAGATT ATTTCCACGC ACTGTGTGAA CGATATAAAA TTAGCTATTC 1610640 
TCTCGGTGGT GGAACATTAA TCGGTGCTAT ACGCCACAAA GGCTTTATCC CTTGGGATGA 1610700 
TGATATTGAT GTTTATATGC ACCGTGATGA ATATCAAAGG TTCGTTGATG TTTGGTTTCA 1610760 
AGAAACTCAC GAACACTACA ATATGGAAAC GGCGGAAGAT ATCCTTGCTC AATATACTGG 1610820 
TGAAATGGCA AAAATTTTCG ATTGCCGCAC TCAAATAACA GATGCTAAGG GAAGAAAAAG 1610880 
CCCAATGTTT ATGGATATAT TTATCTATGA TGGCGTACCG AATGAACCAA AGATCATCTA 1610940 
TCCACTGATG AAAAAGCATC GAAGAATTAA ACTTCGCTTT TCCTCTTGCA AAAAAAGATG 1611000 
GTTAAGGGCA AAAGAAAACA CCGTGCAAAA AGCTATACTT AATAAATTAA GCCACTTTCT 1611060 
ATTTTCCAAA ATGCAAAAAA ATTTAGCACA ATTCCAAATA AAATATCCGA TAAAACAATG 1611120 
CGATTATATT GGTCTTGTAT TATCTGACTA CGGTGGTTGG CAAAAATCTT ATATGCCGAA 1611180 
GGAATATTTT AACCATGTTA TTTATAAAGA ATTTGAAGGA CGACAATTTC AAGTAATGAA 161124 0 
TGGATATCAC GAACACTTAA CACAATATTA TGGAGATTAT ATGAAGCTTC CACCAGAAGA 1611300 
AGACCAAAAG CCACATCATA TTCAAGAAGC GTATATTTTG TAAGCGAAAG GGCAGATTTA 1611360 
ATTCTGCCCT TTTTCAATTA TTACTTCACT TTTCCACAAT TCAAACAATA CAAATACTGA 1611420 
CCTTTAGGAT CATTAAATTT AGTTAATATA TTCAATTCTT TTTGTAATTT TTGAATTGGC 1611480 
GCAGGCAAAC CAAGCCATTT AACTAACTGC TCTTGCGCCC CTTTTTTAGT ATCGCTCAAT 1611540 
AAGGTGCTAA TTAAACTAAC GTTATCATCT GTAAACCATT CCACGCTAAA ATCTTGCACG 1611600 
GCAGTATCTT GGCGTTGATT CACTAATTGC TCTGCTTTAT TGACCGCTTC ATTAAAAGAA 1611660 
CCTATCTCAT CCACTAAACC ATTTTGGAAT GCATCACTGC CCAACCAAAC CTGCCCTTGA 1611720 
GCCAGTTTAT CTACTTGTGT TTTAGAAAGC TGGCGACCTT TGCTGACAAT TTCTAAAAAT 1611780 
CTGTCATAAC CGTGCTCAAT TTCTGTTTGA TAAATATCTT GCACGGGTTT TGCTAATGGA 1611840 
GAAAACGCAG ATGTATTAGC TAATTCAGTG GTTGAAACAC CATCTGCATG CACGCCTATT 1611900 
TTCTTAATAC TATTTTCGAA AGTCGGGAAC ATCGTGAAAA TACCGATAGA ACCCGTAATT 1611960 
GTATTTGAAT CGGCAATAAT ATAATCTGCA GTGGATGAAA TCCAATAACC ACCTGATGCT 1612020 
GCCATTGCAC CCATAGATAC GATGACAGGC TTTCCAATTT TCTGTAAGTT TTCAGTTTCT 1612080 
TGTCGGATAA TTTCAGAAGC AAAAGCACTT CCGCCAGGTG AATTAACGCG TAGAATCACG 1612140 
GCTTTCACAG AATTGTCATC GTGGGCTTTA CGAAGAATTC GTGCAATGGT GTCGCCACCA 1612200 
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GCATTTTCTT CATCACTTTC TCCATCAATA ATCGTTCCTT CAACATTCAC AACCGCAATT 1612260 
TTATTCGGTA CGTTGTAATG TTCTAAACGA TCAGGCAGTT GAGTCAAATA ATCATCAAAT 1612320 
TCGATAAGGT TCGCTTTTCC ATCACTTCCT TTGCCAAAAA GTGCGGATAG TTTTTTATCT 1612380 
AAATCCAAAC GAGTTACAAC ATCAGTTACT AATCCACGTT GTTGTGCGTA TGCCGTACTA 1612440 
TTGCCTTTTA ACGCTTTAAG TTCTGCAAGA TACTGTTTCG CATTCGGCAA AATGCGATCT 1612500 
TTCTTAATAT TACGATTTTC ACTGACGGAT AAAACATAAT TATTCCACAT TTCGCCTAAC 1612560 
CAACGTTGCA TATTTGCTTT TGCCTCAGCC GACATATCGT TGCGTAAAAA TGGTTCAACT 1612620 
GCTGATTTAT AAGTCCCTAC GCGGAAAATA TGTGGTGTAA CGGCTAATTT GTCAAGCATC 1612680 
TCTTTAAAAT ACAAATTCTC TTGCGATAAA CCGTGAATAT CCACGCTTCC AATTGAATTT 161274 0 
AAATAAATTT CATCAGCAAA GCTCGCTAAA TAATATTGTC CTTGTGAATA ATTATCTGCA 16128 0 0 
TAGGCGATCA CTGGTTTCCC TGCATCTTTA AAGTGACTGA TAGCACCACC AATAAAATCT 1612860 
AATGCGGGCA AATCTGCCCC TTCAAAATAA TTAAGATCTA ACACTAATCC TTTAATTTTA 1612 92 0 
GGATCATCTT CCGCTTGTTG AATGGCAAAT ACCACATCAA AAGTCGAAAT TTTTCTAGGG 161298 0 
ACGTGCTCGC CATTCAATTC GCTTAACGCA TCTTGCCAAC GAAGTGTTTC ATCTCGGTTG 161304 0 
TCCGCTAAAT AACCATCTAA ATTGAGCAAT AATGCGCCTT CGCTCGTTAA TGCAGTAGAT 1613100 
TTTTTCCCGC CACTTGAAAA GCTAATAATC GCCACTAGCA ATAGTACAAA GCCTAAAAAC 1613160 
ACGACATTCA TCACAAGATC ACGAATGAAA CACAGCACTT TCCAACAAAA TTTTAATACT 1613 220 
TGAAACATAC AAATTACCTT TAAAAAATTT GTGCTAGCGT ATCACAAAGC CTTGTCAAAA 1613280 
ACTATGCTAT AATCCACCGC ACTTTTACTT ATAAGGGATA ATAAAATGGA TGCACTTACA 1613340 
CTTTTAACCA CAAGAAAATC AAACAAAAAA TTGACCGCAC CTGCACCTAA TGCAGAACAG 1613400 
CTTGAGCGTA TTTTCGAAGC AGCAATGCGT GCACCAGATC ACGGAAAATT ACATCCTTAT 161346 0 
CATTTTATTG TAATGGAAAA TGAGAGCTTA AATAAATTAG AAACGCTACT TAAAGCTGCC 1613 520 
GTTGTAGAAT TTGATCTTGG GGAAGAAAAA TTGATGAAAG CCGAAAACCT AGCACATCGC 1613 580 
GCACCTATGG TTATTGGCGT GGTAGCAAAA ATCGATCCAA CTATCGCTAA AGTGCCTGGT 161364 0 
TGGGAACAAA TGTTGAGTGC AGGTTGTGCA ACTTATGGAT TACAACTGGC TGCACAAGCA 16137 00 
CAAGGATTTG ATAATGTGTG GATTTCAGGG AAATGGGTTA ATGGCACTGC ATTACGAGAA 1613760 
GCGTTCGGAT GTCGTGAACA AGATCGTGTG ATTGCGTTAG TCATGATTGG CACGGGCATG 1613 8 20 
GAGAAAGCAG AACGTGAATG CCGAGTTATC GATACAAAAG ATTTTGTAAC CTATCTATAA 1613880 
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AATATTGCTT GCTTTCCTCA ATACTTAGAG AAAAGCAAAA TATTGCTCTA CTCTTCTTCC 1613940 
AATTCATCCG CCATTGTCGC CAATATTTCT CGTGTAAGAA GGGCCAATGC ACGATAAAAA 1614000 
GGCAAAGTTG CTTGATTTTC TACTTGAGTT AAAAACTTCG CTGCACAAGG CAGTAAAAAA 1614060 
GTTTCAAAGA ATTCTTGTTG AGC CACTAAA GAATCCGAAT TATCTTCAAG CCAAGAGGCT 1614120 
GTGAGCAATA ATAAAGCAAA ATGATCCGCA CTTTCCACCT CTGGCATATT GCGTACAAGG 16 141 BO 
CGAAAATTCA CAAATTCTTC AACATCAATG CCATAAGCTG AAATAGCCGT CATCACTTTA 1614240 
CCATTGGTAG CAAATAATTT TTGATACTCT TCGTTCAATA AATTGAGATC GATTTTAACT 1614300 
TGCAAGCTAT TCAGCGCTAA TTCACTTTCT TTATCAGTAT CTAACGCCCA AACTTGGCTC 1614360 
AAACCTTCTT GTTGTAACCA AACAAATGCG TCAGCGAGTA CTTTATCTGT TGGAAAACGA 1614420 
TAAAAAAGAT TACCGAATAA TCGACTAATT AATGAAAAAT TATTAATTTG TTTTTCAGAC 1614480 
ATTACTCTTT TTCCTTTAAA AGTGCGGTCA ATTTTGCTTG AGTTTTTTGA GCAGCAAGTT 161454 0 
CAATCATCGC TTTACGCGCC TTATCATCAA TTAAATGAAT ATCTCCAAAT AATTCAAACT 1614600 
CGACATTTTC AATTCCACAA TAATTGAATA ATCCATTAAT CAAACAATGA TTAAG CGATT 1614660 
TATCTACACC AAATTCTTTA TATTTATCAA CATTACTGCC AATCGTAATA AATTGCTGCA 1614720 
TTTGCTTATT TTTGAGCAAC CCCACTGATT CGCCGTTTTC CGTTTTATAA GCAAAGCCAT 161478 0 
GGCTTAATAC GCGATCTAAA TAGCCTTTCA AAATTGCTGG GAACCCCATC CACCAAAGGG 1614840 
GATAAACCAA CGTAATTAAA TCTGCTTGAA GAATAAAATC ATGCTCTTGC TGAATATCTT 1614900 
CTGGAATAAT ACCATTGTTA GCATTCTGCA ATTCTTCATG AGATAAAATT GGATTAAAAT 1614 960 
TCATTTCATA AAGATCTCGA AAAAATACAT TTACACCATT TTCTTGACTA ATTTGCTCAA 1615020 
TACGATTGGC AATCGCTCGC CCAAAACTAC GCACTGAATT AGGATGAGCA AAAATAATTA 1615080 
AGTGATTCAT TTTTCTTACC TATTTGTAGG GAAATAAAAC GTGACAGAAG TCTATCAAAA 1615140 
TAGAGCGCAC TTTGCATATA AAATCACATA AAAAAAGCGG GCATATCCCG CTCTCTTATT 1615200 
TGCATCATCA TTATGCTGCG TTTTTACGTT CTTCTTCCAT ACATACTGCC GCAGTAAATA 1615260 
ATACGTCAGT TGATGAGTTT AATGCTGTTT CGGTTGAATC TTGTAAGATA CCAATAATGA 1615320 
AACCAACACC GATCATTTGT GCTGCTACAT CATCAGAAAT ACCAAATAAG CTACATGCTA 1615380 
ATGGGATTAA TAATAATGAA CCGCCCGCTA CGCCAGATGC ACCACAAGCA CAAAGTGCTG 1615440 
CAACAATACT TAATAAAAGC GCACTAACGA AAGAAACTTC TAAGCCTAGT GTATGAACTG 1615500 
CGGCTAAAGT TAAGATAGTA ATAGTAATCG CCGCACCCGC CATATTAATG TTCGCACCCA 1615560 
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ATGGAATAGA AACAGAATAA GTTTCTTCAT CAAGATTTAA GCGTTTTGCT AATTCAATGT 1615620 
TCACTGGAAT ATTTGCTGCA GAACTACGTG TGAAGAATGC AGTTACCCCA CTTTCGCGTA 1615680 
CACAAGTCCA CACTAATGGG TAAGGATTAC GACGGATTTT CCAGTAAACC AAAATAGGAT 1615740 
TTACAACAAA AGCAGTAAAT AACATCGTAC CAATTAATAC AGCAAGTAAT TGCACATAAC 1615800 
CGCCTAATGC GACTAAACCT TTATCAGACA AGGTTTCAGC CACTAAACCG AATACACCAA 1615860 
ATGGCGCAAA AGAAATAATC ACGTGAACAA TTTTTGATAC ACCTTCTGCA AAATCAGATA 1615920 
ATACGTTCTT AGTTGCATCA GATGCATGAC GTAAAGCCAA ACCTAAACCA ATAGACCATG 1615980 
CTAATACACC AATAAAGTTT GCTTTGAAAA TTGCATTTAA TGGATCATCT ACCACATTTA 1616040 
AAATTAATGT TAGCAACACT TGACCAACGG CTTGTGGTGC TGAACTTGAA TCTTCTTTCG 1616100 
CAGCCAATAC CACTTCCGTT GGGAATGCGA AACCAGCAAT AACAGCAACA AATGCAGCTA 1616160 
AGAATGTGCC TAAAAGGTAA AGCACAATTA TTTCTTTCAT ATTGCTTTTC GTACCAATTT 1616220 
TACGGTTTGC AAGGGCAGCC ATAACAAGAA AGAAAATTAA AATTGGTGCA ACGGCACGCA 1616280 
GAGCTTTTAC AAAAATCGTA CCTAATACGC CAACTTTTTC AGCAAGATTA AAACCAATGG 161634 0 
TTTCTTGTAA TGGTGCTGAA ATCAATGCAA CAACAATACC AAGAACCAAG CCAGCGGCAA 1616400 
TTCGTTTTAC CAAACCACCC TGAAATAACA GACTAAATAG ACGTGATGTG TTCATATTTT 1616460 
TATCTTTCTT TTAGTAAATT TAACTTCAGA TTGTTACCAA TCCACCTAGG GGGAATTAAA 1616520 
GATAGCGTAA AATTTTAATG AAAGAAAATA TTTTTATTAT TTTTCACTCT AAAAGTGAAC 1616580 
TTTTTTCTAA AGTTATTAGA TATTCTCTAA AAACATACTT ATAAAAAAAT TTTTTATTTA 1616640 
ACCTATTGAC ACCCTGTATG AAATATCAGT AAAATTTAAC TGTACAAAAA AACAAGGTAA 1616700 
AAGGTTATTT ATCCATATTA TTTAACAGGA GATAAGAGAA TGAACAACCA AACTTTGGCT 1616760 
ACACAATATG AAATGGATTT TTCTTATAAT CCACTGCCTT TTTTCAGTGA TATAGAAGAT 1616820 
AACCTTAAAT TCAACAAAAA ATTAGATTTA AATCTTTACT GTATCAAACG TCCAAAACAA 1616 880 
ACTTGTTTTA TTCATATAAC TAACCCAAAT ATGTTGGCTT GGGGAATTGA AAGCGGCGAT 1616 940 
ATGTTAGTCG TCGAAAAAAA TGACGATCTT TATTCTGGTG ATCTTGTTGT GCTAGAAGAA 1617000 
AATAATGAAT TTCATGTCTA TGAATTTATG GCGCATAGCG GCAATTATCT TTTCATGGCA 1617060 
TTGGATTCCA CAACACAAAA TATAAATACA AAAAGATTGG TCAAATTTAC CTATTATCGG 1617120 
CACCGTGACC AATACGATTC ATCAAATGAA ACGTCGCGAT AAAATGAAAT GGG CAGCGTA 1617180 
GTTAAAAGCA AATAAAAAAG TGCGGTGAAA ATCAACCGCA CTTCTATCTA GTATCTAGAT 1617240 
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TATATTTCAA TTAATTACTC GTCGCTTTAC GTCTAGCAAT AACTGCATCA GAAAGTTGTT 16173 00 
GCAATAATCT TTCAGAATCT TCCCATCCAA TGCACGCATC CGTAATACTT TGTCCATAAG 1617360 
TCTGTGCTTT GCCATCAACT AAATCTTGAC GACCTTCCAC TAAATGGCTT TCCACCATTA 1617420 
CGCCAAAGAT TTGTTTAGAA CCAAATGCAA TCTGATTACA TACGTCTTGG CAAACATCCA 1617480 
TTTGC TTTTT ATATTGTTTA CTGCTGTTTG CATGGCTAAA ATCAACCATA ACGTGTGGAA 161754 0 
TACGCCCTGT TTTTTCAATA TCAGCACAAA CTTTTTCTAC ATCTTCAGCA CTATAGTTAG 16176 00 
GGCCTTTATC TCCACCTCGT AAAATAATAT GGCAATCTTC ATTCCCTTTT GTAGAAACAA 1617660 
TTGCAGAATG ACCAAATTTA GTGACAGATA AGAAATAGTG AGGAGCTTCC GCTGCACCAA 1617720 
TTGCATCTAA AGCGACTTTC ACACCACCAT TAGTGGCATT TTTAAACCCA ACAGCACAAG 1617780 
ATAAAC CTGA AGCCAACTCA CGATGAACTT GTGATTCTGT TGTTCTAGCC CCAATCGCCC 161784 0 
CCCAGCTCAT AAAATCTGCC AAATACTGAG GTGTAATCAT ATCTAAAAAC TCGCCCGCTG 1617900 
CAGGCACACC AAGATCATTA ATATCTGAAA GTAATTTCCG TGCAATACGT AACCCATCAT 1617960 
TTAAACGATA AGTATCATTC AAATATGGTT CATTAATTAA ACCTTTCCAA CCCACCGTTG 1618020 
TACGCGGTTT CTCAAAATAC ACACGCATAA TAATTTCAAG GCTATCTTTG TATTTTTCAC 1618080 
GTAATGGTTT TAAACGAGTC GCATATTCAA TGGCTGCTTT CGGATCATGA ATAGAGCAAG 161814 0 
GCCCAATCAC GACTAATAAA CGATCATCTT TACCATGAAT AATATTATGT GCCTCATGAC 1618200 
GAGTTTGCTT CACTAACGCC GCAGCCTGTT CACTTGCTGG GTATTTTTCT AATAAGGCAA 1618260 
TGGGTGGTAA CACCTGATCG ACTTTTTCAA TTCGCGTATC GTCGTTTGCC ACGACAATTT 16183 20 
CAATTTTCTC TTTAGCCATA CATTACTCTC TTGCTTTCAA ATGTTGTGTT TAAATTATGT 16183 80 
AGCTAATCTA CACTTATTTT TGTACTAGTA AACTAGTTCG ATATGTTTTT TTAGAATAAA 1618440 
ACCTACAAAT TCCCTATTAA ACTATCTTTA CAACTCTCTT GCAAGCTGAA TAAAACGAAA 1618500 
TAATTAAGTA AATAAAAGAT AAAAAAATAC CGCACTTTTG TGCTGTACTC TCGAAATTAA 1618560 
TGGCTACTTA ATACTTGTGC AGGTTGTAAT TTAGCAGCTC GGCTTGCTGG ATAAAGGCTT 16186 20 
GCCATTAAAC TCAATGCAAG TGCTGCAACT AAAACCATCA AAACATCCAA CCAATGCAAC 16186 80 
TCGCTTGGCA AGAAATCCAC AAAATACACA TCGCCCGATA ATAATTTCTT ACCGATAACC 1618740 
CACTCAATAC CTTGAATAAA GGTTGTAAGA TTTAATGCAA GTATAATGCC TAACACAATT 1618800 
CCAATTAAGC AACCTTTCAT TCCTGCCTGT AAGCCATACC AAATAAAAAT ACGTTTGATA 1618860 
AACGCATTAT TCGCCCCAAG CGTGCGCATA ATGGCAATAT CGCCTTGCTT ATCTTTTACT 1618920 
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GCCATAATCA GCGTAGAAAC AATATTAAAA 
ATATACATTA CGGTTCTAAT AAGCTGAATA 
CAATTTTGCA TATATAGCAT CTGCGGATAA 
GCAGAAAAAG GATCATCTAA TTTCAATTCA 
AAAAAGGTTT GTGCTTGAGC AAGCGGCAAT 
AAGCGTAAAA TAGAGGTAAC TTGCACTGGC 
CCGTTTTGCT GAGAAATAAG CAAGGTAATC 
GCGATACCCG ATCCCAAGAC CAATCCGCCT 
TGTACAAAAT TGCCAATTGA ACTTACCTTA 
TGAACAACTT TCAATTTTGA GCCATTTTCT 
ATTCCTTTAA TTTGTGGATT TTGTTGTAGG 
GTTGGTTCCG TCGCATTGGG TG CAGAT AAA 
CGTTGATTAA GCTCACGCTC AAAACCATTC 
ACACCCAATG CAATACCAAT TGCAGAAAAT 
TGTTTGCCAC GTTGATAACG CCAGCTAATA 
TCAAAAGACC ATCTTGCATC ACTAAACGGC 
GAGTGACTAA TAAAAAAGCA ATATTTTGCT 
TACTTTCAGT GGTCTTGTGA TCGAGATTTC 
GATTATTCAC TAAAGCACGC GCAATCGCCA 
AAGGACGATG GGTAATTCTA TGACTTAATC 
CTTTCGCTTC AGTTTTATTT TGATGACCAA 
CGGTAAAATC CGCCATTAAA TGATGAAATT 
AAGCAG CTAA TTCATTAGCC GATGCTTTTT 
CACTACTTGG CTGATCTAAG CCACCCAAAG 
AGCTTCCCAC AATCGCAACC AATTCTGCAG 
CTTGCGTTTG ATTTTCGCCT TCTTGATAAA 
AGTTATTCAT TTTTTACTCG TTTTAACCGC 
TTGCACGAGT CTATCACACT TTTCCTTGAG 



PCT/US96/05320 

CACGCAACAC CGATCACAAG CACCATTGCG 1618980 
TCGCGATACA TATAACCAAA TTTACTAATC 1619040 
TCATTAAGCA TTGATAAATC CAGATTTCTC 1619100 
ACACCTGTAA TTTGATCAGG TTGATAAGTC 1619160 
AAGGCATAAC TATAATCAAG CTGACCATCT 1619220 
TCACGAGTTG GTTGAGCAAA TTGTTCATCG 1619280 
CAATCCCCTA CTTTTACATC AAGTTCTTTA 1619340 
TCTTTCTCAA ATTTGTTCCA ACCTTGCTCT 1619400 
TCTTCTGCTT GTTTTTCAAC ACCTTTGACC 1619460 
ACCAATGCCG TAAAGCTAAC AAAAGGAGAG 161952 0 
CGTTTTTCTA AATTTTGCCA ATGGTGAATG 1619580 
ATCTCTGCAT GGGGAACCAC TGCAAGAATT 1619640 
ATCGCACTTA AACCAACAAT TAAAACTGCA 1619700 
TTTGCAATTA ACGCGACTAA AGGATTTTTT 1619760 
AAAAAAGGCG TATTCATTAT GCACCTTCCT 1619820 
GTGATAATTT TTCCGCAAGC CCCATATCGT 1619880 
CTTGATTAAG TTGTTGAATC AGCTCAAAAA 1619940 
CTGTGGGTTC ATCCGCTAAA ACTAACGATG 1620000 
CACGCTGACG TTCCCCACCA GAAAGCGCAG 1620060 
CCACCGCACT TAGCATTTTT TCGGCGCGAT 1620120 
TCAACATCGG CATCATCACA TTTTCAAGTG 1620180 
GGTACACAAA TCCTAAATAA CGATTACGCA 1620240 
GCAAGGATTG TCCATTAATA AACACTTCCC 162 0300 
TATGTAATAA AGTACTTTTC CCTGAACCAG 162036 0 
GTTCCATAGA AAAAGAAACG CCTTTTAACA 162042 0 
ATTTATTGAT ATTTTCGCAT TTTAATAAAT 1620480 
ACTTTAGCGG CAGATAACAC CATCAAAAAC 1620540 
CTTAAATTTC AATACACCTA AAGTATTCAA 1620600 
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ATCCTGTTTC AGGAAAATGT TTTTCAAGAT AACGTTTTAA ATAGCGTTGG GTTTCTTGAC 1620660 
TAATAATAGG TCATATTCTG GGTAACCGTT ATACATTACA CTTAATACTG AAATACCTCG 1620720 
AGTACGACAA GCCTCTAAAC TTAATAATGT GTGGTTTATA CTGCCTAGTT TTCCCGATGT 1620780 
CACTAAAATT AAAGGGTAAT TATTTAACTG GATATAATCC AACGTCGTCG CCTCTTCACA 1620840 
ATAAGGTACC ATTAAGCCAC CAGCACCCTC CAATAGTACA TAATCATATT TTTCTGCCAA 1620900 
AAGTGCGGTA GATTTTTCAA TGATTTTTGC TTCAATTTTT CTACTTTCTC GCTTTGCAGC 1620960 
TAAATGTGGC GAACAAGGAT ATTCAAAAAC ATAAGGGCAG GTTTTGCCTT GTAAATCTTC 1621020 
TTCCGTTAAA TCAATCCCTT GAATCTTTCG ATGTACAAGC AAATCATCAG CAATATTTTT 1621080 
ACAGCCTGTT TGAATCATTT TTTGTGTAAT CACGGAACAG CCTTGTTCCA TCAACTTTTT 1621140 
AGCATAAATG CCTGTTGCAA TCGTTTTTCC CACATCAGTA TCAATGCCAG ATATAAAAAT 1621200 
AACCTTTCCC ATAAATATTC CTTACTGATT TTCTATGTGA GAATAGCGTG CGATAAAAAA 1621260 
TAACGGATGA TAAGTCAGGC GCACTTTGCC CGACGGCATA CCAAACGCCG ACAAGTAATC 1621320 
GCCAATAAAT CCATTGAGAT TTTTTCTTGT CCAATTTTTT TGGTTCGTGG CTGTTACGCC 1621380 
TGTATATTTA AGGTGTTTGA GTACATCTAA CGGCGTATCA AAGTCTAGTA TTACCTTAAA 1621440 
ATCCTCACAC CATAAAAGCT CAAAATCTTT GGCTAACCAA GTCTGCCATT GGGATAAAGT 1621500 
CGGGTAATTT AAGCCTATAT TTGTGATCTG GCGGACTTCT TTTAAATTGT CTTCGCCAAA 1621560 
GGTTGCAACC GCCAATAATC CGTTTGTTTT CAAGCCTGTT TTGCAATGGG CGATAAAAGC 1621620 
GTCGGGTTGG TGAAACCATT GCACGGCGGA TGCGCTTGCG ATTAAGTCAA ATTGTTGCAA 1621680 
AAAAAGGAAA TGTTCGGCAT CGCCGCAATA AAAATCAAAG GATTGCGGCA ATTTTTCAGC 1621740 
CAGTTGGGTC TGCACATCGC ACAAATCATT AAATAACCAA TAATCCGCTG AAATCTGTTT 1621800 

TTGCAACAAT GAACTCAACA TACCAGACCC GCAACCAAGC TCCAAAACAC TATCTAGTGA 1621860 

t 

CCCATTTGGT AAATAGTCTT GCAAATGCGC CATTAAATTA ATCGTCATTT TCTGTTGGAT 1621920 
TAAGGCGTGC CTGTCATAAT CGTTTAATGC TTTTTGGAAA GCCTGCCGAA TGCGCGATTT 162198 0 
ATCTACGGAA GTTAATGATC CCATAATGCC GACCAGTGGG TAAATCTTGA AAACACATAA 1622040 
TGCTCACCCT CTATTTCCTG AACTGCACAA CGCAATGCCC AATATTGGTG CTGATTAGCT 1622100 
GGCGTAAAAA TTTTATCGCG AGAACTAACC CATGCATTTG CCCAGTGAAT AAGATCTATG 1622160 
CGTTTATCCT GCTGAATCAT CGCAAAAAGT GCGGTAAGTT CTTGATGAAT TTCGTCAAAC 1622220 
GGACGGGCTG GAAATAATTG GTAACGTTCA AAAGATGCTT TATCGCCACA GATTCTGCGT 1622280 
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TCAAATTTTA AACGGGTATT TTCTGTGAGA TTCTCTAGCG TACCTTTAAA AATAGCGTAG 162234 0 
GGAATACCGA AGCTATCATC ACAAGGTAAA CCTGTGCCAT TCACTGCCGT TGCGGATTTT 1622400 
AATCTTATTC CTTGTAATAC TCGCTCTGCC ACCCAAACGC CCATAGACCA CGCCACCAAA 1622460 
CGGATGTGCC GATAGGCGGA AAGATCAAAA TCCAAATTTA AATCTTGATA ATCATAGCAA 1622520 
ATCAATAAAT CGTGATTTTC CGGCAAAATC AAATGATTTA CAGCATCGGG CGGCGTTCCC 1622580 
CAACCTGCAA AATACAGGAT TAAATGTTCG CCTTGGTAAT CGTAAAATTT CGTTTTCATA 1622640 
TCATATATTT ATAAATGCAC CGCAAACTGC CGCACTTCAT CTGCCGTCAT ATCGGCAGTT 1622700 
AGAGACAGGC GGATTCTGGA TGTGTTTTTG GGTACTGTCG GCGGTCTGAT TGGCAAACAA 1622760 
TAATAACCTT GCTCTTGCAG ATCTTTCGCC TTAGCAAGGG TTGCTTCGTT CTCGCCTAAA 1622820 
ATATAGGGAA CGATGCAAGT TTGGCTTGGC ATTATTTGCG TTCTGTGTTC CACTTCTTGG 1622880 
CGTAAAAATG CACTTAACTG CTCAAGATGC GTTCTTTCTT TTGAAAGTTG TGGTAATCGT 1622940 
TCAAAAATAA AATGAGTCCA CGCCACATTA AAGGGCGGAA GTGCGGTTGA AAAAATCAAT 1623000 
GGACGCATTT GATTAATCAA ACATTCTTTT AATATTTGAT CACAGACGAC ATAAGCCCCC 1623060 
ATTGAAGCTA AGGCCTTGCC AAAAGTGCCA ACCAACAAAT CTATATCAGC TATCACATTA 1623120 
GCTCGTTCGG CAATACCCAA TCCGTTTTGC CCATAAACAC CGACGGCGTG GGCTTCATCC 1623180 
ACATAAAGAT AAGTATTGGG AAATTGTTTT TTTAATTGAA CAAGCTGTTT CAAATCCGCC 1623240 
ACGTCGCCGT CCATACTGAA AACAGATTCG GTAACGATAA AAGTGCGGTC AAATTTTCCG 1623300 
ACGTTTTTTT CAAGCAGATT TTTCAAATGT TCATAATCAT TATGACGATA ACGAAAGAAC 1623360 
TCACATTGGC TTAAACGAAT GCCATCAATC ATGCTGGCAT GCACTAATTT ATCTGCCAAA 1623420 
ATCAAACTTT TCGTCGTCGT CAAAGCAGGC AAAATGCCGA TATTGGCGTG ATAGCCGCTG 1623480 
TTAAATAATA ACGCACTTTC CCGTTGGAAA CGTTGTGCGA CAAGCTCTTC CAAATCGGTA 162 354 0 
TAAATAGGAA AGTTGCCCGT TAATAAACGC GATGAAGAAC TGGTAAAAGA GGGAAAATTA 16236 00 
CCGCCATATT GCTGTAAAAA AGACTGGCGC AAGTTTTCAT TTGATGCCAA ACCTAAATAA 1623660 
TCATTAGATG ACATATTCAG CATTTTGCGA TTTTCTCGCG TAATATATCG TCCTTGATGA 1623720 
ACTAAATCTG GAATTGAACG ATATTGATTT TTTGCGCTAA GCTGTTCCAG TTGCTGTTTG 162 37 80 
AAAGCATCCA TTTTTTATCC TAATGTTCAT ATTCCTGAGT TAAAGCCAGA ATCATGCCTT 1623840 
CCGTTAATTT CTGAAGTTCA TCATCTTTAA TCACAAATGG TGGCATAACA TAAACCAATT 162 3 900 
TTCCGAAAGG CCGAATCCAA ACACCTTGTT CCACAAAACG TGGGACTAAA GTTTTCATAT 1623960 
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TTACCGCACT TTTCATTTCA ACCAGCCCAA TCGCCCCTAA TGCACGAACT TCTTTGACGT 1624020 
AATCTTTTTC AGATAAAGGC GAAAGCTGTT GTTTTAAGGA AGACTCAATT CGCTGAATAT 1624080 
TTTGCTGCCA AGGGCTTTCC AACAATAAAC GGATAGATTC TGCTGCAATC GCACAAGCCA 1624140 
ACGGATTTGC CATAAAAGTG GGCCCGTGCA TAAAGCATTT AGCCTCACCG CTACAAATAG 1624200 
TTTGCGCAAT TTCAGTGGTC GTAATGCTTG CAGATAAAGT CAAATACCCA CCTGTTAAGG 1624260 
CTTTACCGAT ACACATAATA TCTGGCGAAA TGCCTGCGTG TTCAGCTGCA AATAATTTTC 1624320 
CTGTTCGACC AAATCCCGTG GCAATTTCAT CAAAAATTAG CAATATACCA TATTGTTTAC 1624380 
AAAGCGCTTG CGCTTTCACT AAATAAGTTG GCGAATAAAA ATACATACCG CCCGCACCTT 1624440 
GCACAACCGG TTCTAAAATC AGTGCGGCGA TTTCATTACC TTTTTTCTTA AGTAAATCAG 1624 500 
CTAAAGGTTC AATGGCACAA TCATTCCAAG ATTCATTAAA TGGAATGTTG GGTTGAGGAA 1624560 
GAAAATACTG CACGGGTAAG CTATGATGAA ATAAATGATG CATCCCTGTG GTTGGATCAC 1624620 
ACACTGACAT TGCATTCCAA GTATCGCCGT GATAACCAGA ACGAATAGTG GCAAATTTTT 1624680 
GTCGTTGCAC TTCTCCTTTA GCGTGCTGAT ATTGAATAGC CATTTTCATC GCTACTTCCA 162474 0 
CTGCAACAGA ACCACTATCA GCAAAAAAGA TCTTATCTAA TCCATTGGGC AAAATTTGTA 1624800 
CCAATAATTG AGCTAATTCC ACCGCTGGGT CATGGGTAAA TCCGCCAAAC ATAATATGGC 1624860 
TCATTTTTGC TAATTGATTC TGTGCCGCCG CATTTAAACG AGGATGATTA TAACCGTGCA 1624 920 
ACGCCGCCCA CCAAGAGGAC ATACCATCAA TCAAACGACG ACCATCTTTT AAAGTTATCA 1624 980 
TCACGCCATC AGCACGTTCC ACCGCATAAA GCGGCATATC AGAAGAAACT GAAGAATAAG 162SG4 0 
GATGCCAAAT ATGTTGTGTA TCAAAAGCTA AAAGTGATTG TTCATCCACC ATTTATTTAC 1625100 
CATTAAAAAC TTATTCGTAT CTCAAAGCTG CTGCAGGTTC TACTTTCGCA GCTCGATAAG 1625160 
CAGGATAAAG GGTTGAAAGC AAGGAAAGTA ACAGCGAAAA TCCAATGACA AAAATCATTT 162 5220 
GAACAAAGGA TAATTCTGTC GGTAAAAAAA CACCTTGTGG ATTTACCGCA CTTACAATGT 1625280 
CCGTTAAATT CAACGTAGCT AAAACACCTA AAATAGCACC GAGTAATGTG CCAACAAATC 1625340 
CCACCAGTAA TCCTTGATAA ATGAACACTG AACGCACTTG GGATTTTGTT AAGCCTTGAG 162 54 00 
TTTGCAAAAT CGCAATTTCC CCTTGTTTAT CCACCACCAT CAAACTTAAA GAGGTGACAA 1625460 
TATTGGAAAT CGCCACGACA ATAATCAAAC TAATCAGCAA ACCCATCATA TTTTTTTCCA 1625520 
TTCTCACTGC TTGGAAAAAT TCGCCTTTTT GCACACGCCA ATCTGTGATT TTTTGTGTCG 1625580 
GGAAATGTTG TGGGAGTTCT GTAATTTGGA ACGGATCATT CAGAAATAAA CGATAGCCCT 1625640 
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GTGCTTGCTG AGGTTGAATA CGCATTAAGC GACCAATATC TGTAATATTA GCAAAGGCTT 1625700 
CGTAACCAGA TGCTTCGCCA TAACCATAAT AAATATCGCT AACAGTAAAT AAACGCTGCA 1625760 
TTGGCACCCG ACCGAATGGT GTATATTGGC TATTTTCCGT AATCATCAAA CGGATTTTAT 1625820 
CCCCAATATT CACGCCCAGT TTTTGCGCCA GTTGATCGCC AATGACCAGT TTAAACTCCC 16258B0 
CTCTAGGCAA AATTTCATTA AATTTAGTCT GATCAAAAGA TTCAACCAAA GGATCATCAG 1625940 
AAAATGATTG AATACCTATA ATTTGTCCTG CACTTACGCC TTTTGCCGTT TGATAAATCA 1626000 
CATTTGTTGT ATTGATCGGC ACGGCTTTTT GGACAAAGTG CGGTAAATTT TCTAGCGTTT 1626060 
TTTCTGTAGA AATAGGCTGC TCTTCGCTCA CAATCGCATG AGGAATAGAA GATAGCACCT 1626120 
GTTGTTTTTG GTAACCTTCT AATCCATTCA TCACCGAAAG CACGATGATC AATGCCATCA 1626180 
CACCTAGCAC AATCCCCAGG - CTTGCAAGAT TAGTCACTAA TCGCCCAAAA CGATCCGCAC 162624 0 
TTTTCGCACG CCAATAACGT AGTGCAATAT AAAGAGAAAT AGGAAAATTC ATTATTTTTG 1626300 
ATGTAATTGT TGTACAAATT CTTCGATGTT TTGCATTACT TTGCCAACTA ATGTTGTCAC 1626360 
TGCACTATCA CTCGCCCAAG CAATATGTGG TGTGATAATT AAATTAGGCA TCGTTTTTGC 1626420 
AGCTAAAATT AACGGATTAT CTTTTTCTGG TGGCTCTTTT ACCATTACAT CCAAAGCCGC 1626480 
TCCGCCTAAA TGCCCCGTTT TTAACGCATC AACTAAGGCA AGTTCATCAA TCAAAGGCCC 1626540 
ACGCCCTGTA TTAATCAAAA ATGCACCTTT TTTCATTTTG GATAAGGTTT CTGCATTAAT 1626600 
TAAATCCTTT GTTGTTTCCG TTAATGGGCA ATGCAACGTC ACAATATCCG CTTGTTTTAA 1626660 
TACTTCATCA AAAGGCGTAT AACCTTCACG GCAAACAGTG GCATCTTTAT GTTCTGCATA 1626720 
AAGCACTTTC ATTCCCACGG CATTAGCCAA ACGCCCCACT TCTGTTCCTA GGCAACCTTT 1626780 
ACCAAATACG CCCAACGTTG AACCGCGCAC ATCTGTAATT GGATAATCAA AATAACAAAA 1626840 
TTGTTTACTT TCCGCCCATT TTGCTTCCGT TTGATCGCGT AACCAACCTG CCAAACTGTG 162 6900 
TTTTAAAGAA AAAATCAGAC CGATTACGTG TTCTGGCACG GTTGTACTGG AATAACCTGT 1626960 
CACATTACGC ACGGCGATGC CCATTTCTTC TGCAGCCACA AGATCAACAT TATTTGTACC 1627020 
TGTCGCAGTA ATGGCAATCA GCTTTAATTT TGGCAGTTGT TGCAAAGTTT CACGATCAAA 162708 0 
AATCACTTTG CTCGTAATCA CAATATCTGC ATCCTTTACG CGTTCAATCG TTTGCTCAGC 1627140 
AGATGTATGT TCATATTCTG TCCAAGTATG TTCAAAACTT GGGCGAGGAA TTGAAATATG 1627200 
TTTAGGAATA GCCGTGCTAT CTAAAAATAC GATTTTCATT AATTGCTCCT TTTTTATATA 162 726 0 
CAAAGTGCGG TCAAAATTAA CCGCACTTTT GATGAAATTT AAATTGAGG.T ATCCAATTCT 1627320 
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GGAAAAGATT TTACTAAATC ATCGATGGCT TTCATTTGGG AAACAAAGCC TTCAAGCGCA 1627380 
GAAAGTGGCA ATGCAGAAGG GCCATCACAT TTTGCTTGAT TTGGATTTGG ATGTGCTTCT 1627440 
AAGAATAAAC CTGCAATGCC TACTGCTAAA CCTGAACGCG CTAATTCGGT TACTTGTGCA 1G27500 
CGACGACCAC TCGATGCTGC CCCAAATGGA TCACGGCATT GAAGTGAATG GGTTACATCA 1627560 
AAAATAACAG GGCTACCCTT AGAGGCTTTT TTCATTACAC TAAAGCCAAG CATATCCACA 1627620 
ATTAAATTAT CGTAACCAAA ATTTGTTCCA CGATCACAAA GAATGATTTT ATCGTTACCA 1627680 
CATTCTTCGA TTTTTTCCAC AATATTACCC ATTTGACTTG GGCTTAAAAA TTGTGGTTTT 1627740 
TTCACATTAA TCACTGCGCC TGTTTTTGCC ATCGCTTCAA CGAGATCTGT TTGACGCGCC 1G27800 
AAAAAGGCGG GAAGTTGAAT AATATCGACA ACATCAGCAA CGGGCTGACA TTGATAGATT 1627860 
TCGTGTACAT CGGTAATAAT TTTTACCCCG AATGTATCTT TTAATTCTTG GAAAATTTTT 1627920 
AATCCTTCTT CCATGCCAGG TCCACGGTAA GAATGAATAG ATGAACGATT CGCTTTGTCA 1627980 
AAAGACGCTT TAAATACATA AGGCACGCCA AGTTTCTCTG TCACTTTCAC ATAAGCTTCG 1628040 
CACACTTGCA TTGCCATATC ACGGCTTTCC AGCACGTTCA TTCCGCCAAA AAGCACAAAA 1628100 
GGTTTGTCGT TTGCAACATC AATATTGCCA ATTTTTACAA TTTTATTTTG CATAAATTTT 1628160 
CCTTAAATCA ATGGAGGGGA AAAGTATCTT TATTAATCTC GCCTTTAAGT TCTAAAAGTT 1628220 
GCGTGCGGAT AAACGCCGCC GTTGGATCTT TTGGACAATG TTCCACAAAA AATTCTAAAT 1628280 
CTTTCAATGC TGAAGGATAA GCCCCCATTT GAGCTAAAAC TAAGCCACGG TCACGGATAT 1628340 
GATAAGGATT TTCAGCATCA GTAATCATTA AATTCTTAAT ATAGTGATAT GCCATATCGT 1628400 
TATGCTCTTC ACGAATAAGC GCATTTTTCG CCAGTTGCTC AAAGCGAGAA TAAAGTAAAG 1628460 
AAAGATCGGC TCTATCAAGT TCTTCGGGTT GAATTTTCGC CCCAAACCCA AATGCACCTT 1628520 
CATAAAGTTG CTGCAATTTT TCTTGTGAAA TATAAGTGCC ATCCCAAGGA TCAATAAAAG 1628580 
CCACTTCATC TCTGACTTCA GCACGTAAAA TTAACTGTGT TGGGAAATTT ACTGGGTAAA 162864 0 
TTGGCAAATC CAATGCCTCA GCTAAATAAA ACACCATTGC CCCAAGAGTC ACTGGCATTC 1628700 
CTTGACGATG TTCAAACACA TAAGGCAAAT ATAAATTGCG AGCATAAAAA TAATCTTCTG 1623760 
GATCGCAATG AAAGCCCCAA TCACCATAAA ATAGCTGTAG TAACTGATGA ATCTGCTCTT 1628820 
CTTTCGGCCA ATCTGGCGAA ATTTTTTTAC GCGCTTTACG CACAAGCCCA CCCATTTTTC 1628880 
CCCGAAGTTG TGCTTCTGAG CTGCCATCAT CAGAGATAAC AAGATAAAAA TGCACAAATT 1628940 
TATCGTATAA CGCACGTCGA TAATATTTCA TTACTTCTTC CAAAAACCTA AAGTGACACG 1629000 
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CTCATTGTCG CTATAATCAC GCACAGTTTC AACCATTTCC CAATGATTTT CTTGGAAAAT 1629060 
TGACCGCACT TTTTCTCCTT GTTGCCATCC GTGTTCAAGC AATAATACGC CATTAGAATT X629120 
CAAATAACTC GATGCTAATT CAATAATATG ACGTAAATCA GCATACCCCT CATCATTGGC 1629180 
AACTAATGCA GAAAGGGGTT CAAAACGCAC ATCGCCTTGA TGCAAATGTT CATCTTGCGC 1629240 
ATCAATATAA GGCGGATTGC TGACGATAAG ATCAAACTTC CCTGTTATAT TATCAAACCA 1629300 
ACGGCTTTGC AAAAATTCTA CATTTAGCTG ATTTCTTTCT GCATTAGATT GAGCTAATGC 1629360 
CACAACATCG GACATAAGAT CCACACCAAT TATTTCCAGC GGAATATGCC GCTTTTGGCA 1629420 
AATGGGCGCA AGCTCGGAAG CCAAAGCGAG GGCGATTGCG CCTGTGCCAG TGCCGAGATC 1629480 
AAGAATACGA AAGTGCGGTG GATTTTCTTC CAGTTTTTCT AACGCAATTT GTAATGCCTT 1629540 
TTCCACTAAA ATTTCAGTAT CTGGTCTTGG AATCAATGTG CCTTTTGAGA CATTTAATGG 1629600 
CAACGACCAA AATTCTTTTT CACCAAGAAT ATAAGCGATA GGTTCACCTT TTAGACGACG 1629660 
ATCTAAAAGT GCGGTCAATT TTAACCGCAC TTTTTCATCA ATCTCAGTAT CATCAAAAGC 162972 0 
AAGGATTTGC GTACGCGATT TGCCAGTAGC GTGTTGAAGA AGCACAAGTG CATCAATTTT 1629780 
ACTATTTTCA GTGGGATTTT TTTTTGCTAA ATCCGCAATC GCTTGTGCCA GCCATTCTTT 162984 0 
ATAATTCATT ATTTTTCGTC TTTTAACACT ATCGTGCCAG CCACTAAATC AGTTAAAGAA 162990 0 
CGGCGATCAT CGCGTACAAG TGCAACAATA CCGCTAATAA TCAATAAGAA ACTTGTCCAC 1629960 
GCCAATAAAA TATCAATAAT CTCACGGCCG ATGTATTTAC CAAATTCAAC AGGCTGATTG 163002 0 
GTATGATAAT TAAATACGCG CAAGCCTAAC CAGCGTTTTG CCATTGTTTG ACCATAAGTT 163008 0 
TTCATGAAAT ATAACTGAAA ACCAGCATAT ACAATCATCC CCACTACACC GGCAAAATCC 163014 0 
CCCAATGCAA AACCGAGACC AGCCATCACC CAAAGCACAA GCCCATTAAT CATACTTGCA 1630200 
AGCCAACGTT TAAAACGGCT CGCTTGAGCG AGTTGAGAAG GCTTGAAAGC AGAAGAAAAT 163026 0 
TCAG CATCTT TTTGATTTTC AATGATCATT TTATTTCCTT TTAAAGTTAA AAAGGACATC 1630320 
TGAAATCAGA TGTCCCTATC ATTAATTCTG TTCAGACAAT GCAGCCAACT GATCCGCTTG 163038 0 
ATATTCGGTA ATAATCGGCT GAATCAGTTC ATCAATTTTA CCATTCATCA CTTCATCCAA 1630440 
ACGGTAAATG GTGAGATTGA TACGGTGATC TGTAACTCGA CCTTGCGGAT AATTATATGT 1630500 
ACGAATTTTA TCAGAACGAT CGCCCGAACC TAATAAGTTA CGACGCATAT CTGTTTGTTC 1630560 
TGCGGCTTGG CGTTCTTGCT CTGCTTGAAC AATACGTGAC GCTAATACTG ACATTG CTTT 16 3062 0 
CGCTTTATTT TTGTGCTGTG AACGCTCATC CTGACATTCC ACCACAATAC CTGTTGGAAT 163 0680 
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ATGTGTAATA CGCACCGCAG AATCCGTTGT ATTTACGTGC TGACCACCAG CGCCTGATGA 163 0740 
ACGATAAGTA TCAATACGCA AATCTGCTGG ATTAATTTCT GGCATTTCAG ATTCAGGCAA 163 OB 00 
TTCTGGCATT ACCGCAACGG TACAAGCAGA CGTGTGGATA CGCCCTTGGC TTTCAGTTTT 163 0860 
TGGTACACGT TGCACACGAT GACCACCAGA CTCAAACTTC AACTGACCAT ACACACCTTC 163 0920 
GCCAGTGACT TTAACAATCA CCTCTTTATA ACCGCCTTGC TCACTTTCGT TAGCACTTAG 163 0980 
CATTTCTACA CGCCAGCGTT TACTTTCAGC ATAACGACTG TACATACGGA ATAAATCACC 1631040 
CGCAAAAATA CCCGCTTCAT CACCGCCTGT TCCCGCTCGG ATTTCTAAAT AGCAGTTATA 163X100 
TTCATCATTA GGATCTTTCG GCAGTAAAAG AATTTGAAGT TGTTGTTCCA CTTCTTCAAT 1631160 
TTCCGCTTTG GATTCTTCGA TTTCCATTTG TGCCATTTCT TTCATTTCAG GATCGTCGAG 163122 0 
CAATATTTCA GCTTCTTCAA TATTTTGATT TAATTGCGTC CAACGATTAA AACATTTCAC 1631280 
CACTTCTTCA AGTTGCGAAT ATTCTTTAGA ATACGCACGG AATTTATCCT GATCACTAAT 163134 0 
TACAGAAACA TCGCCCAATA AGGCTTCTAG CTCTTCATAG CGTTCTTTTA AACTTTCTAA 1631400 
TTTTGCAATA ATGGAATCTT TCATCATTTG TAAGTCACCG AAAATAAAAT CGGCGTATTC 1631460 
TAGCCGATTT TAGGGAAAAT TGACAGCGAA AAGGAAATTA AGAATCTCAG ACGCTTTATT 1631520 
TGTGATTTAC CCACTATTTA TTGGTGTCTT GTTTTTGATT GAGCTCACGA TATTTATCAC 1631580 
ACCCTTCTTG ACTGCGTAAA TCGCAAGCAT CGCCAAAATA TTTTTTGGCT TTGGATTTAT 1631640 
CTTTTTCCAA CTCGCCTAGC TTAATTAACA CTTTCGGATC TTTACTTAAC ACCAATTCTT 1631700 
CTTTAATTGC TTCAATTTTT TCTTGAAGAT CAGGCTGTTT TGGCAAATCA AAAACACACT 1631760 
AAAACAAGGC GACAATATGC TTGCTAATCC TAGTTGCCAA TTATGCTTTG TTGTACTCTC 1631820 
TGTAAAGAGA GTACAACACC CAGTATACTG GGTGTGAAAT GATTAAAAAT TGAACTATTT 1631880 
AATTAGGAGG GAATTGGAGG GCTTAAGACT GAAAAAAGTG AGCAATTTTG ATCACTTTCT 1631940 
GCCATTAAAT ACACGTGACA TCAAACTTCG CCAAATTAAT GTCATCTTCT GTGCTATAAA 1632000 
ATGCCACTAA CGCCTTGCGT AATGTTTCAG CTCGTTTTGG TAAACCTTTT TCCGCGTAGA 1632060 
TTTTCACTTG TTCATACACG GCTTGTTTAA AAGGCTGTGT ATCGCCTGGA TTGCCATTCA 1632120 
AATTATCCGC ACTGGCAAAA TAACGAAAAC CTGCCGCCGT CGCCAAAATC CACTCTAATG 1632180 
CTTGCGGTTT AACTTCAACT TTTTCAAAGT CACGCTGGCG TTCTTCTGAA CGTCCATCTG 1632240 
GCTCATACCA ATAACCAAAA TCTTCTAGTT TACGGCGTTC TTTGCCTGCC ACTAACCAAT 1632300 
GGGCAATTTC ATGCAATGCA CTGCTGTAAA AGCCTCGTGC AAAATAAATC GCGTTATAAG 1632360 
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GCACTTCATC ATTTGCGGGT AAATAAATAG GCTCATCACC GCCTTTGACT AAGCGAGTGT 1632420 
TGTATTCCTC TTCAAAACAT TGATTAAAAA TTGCAATAAT ATCTTCTAAT TTATGTTCCA 1632480 
TGGTATCGAC TCCTAAAAAA CCGCAAGATT ATATCACCAT AGGCTCATTT GTTCTTGTTT 163254 0 
ATTTTCTTCA GGTAAATTGA CATGTAACCC AATCAAACGA ATCGATCGCC CTTTTGCTCG 1632600 
CATAAAAATT TGAGGAAGTA ATTGCTGAAA ACTCTCCAAA GAAAGTGGCA AACCTGTTTT 1632660 
CTCCAAAGTA GTTACTTGAA AATCTTCAAA TTTAAGCTTT ACGTATAAGT TCGCGAATCT 1632720 
TTTTGCATAA AATCATCATA ATGATTGCTC CTAAAATAAA AAGAAGTACG CATAGAATGA 1632 780 
TGCGTACTTA ACGTAGGGTG GGCTTTAGCC CACCAAAATA TCTCACGATT GTTTGTTGGT 1632 840 
GGGCTGAAGC CCACCCTACA ACTACTAAAG CCCACCAAAA TATCTCTCGA TTGTTTTTTG 1632 900 
GTGGGCTAAA GCCCACCCTA CAACTACTAA TCAACAATCA ACGGCTCGCA TTATAGGAAA 1632 S60 
CAAGCAGGTT TAAATACAGA AAATAATAAG AATAGTTTTT ATTTCTTGAT TTTTATCAAA 1633 020 
AATCAATCTT TATTGTTGTG AGAAAATACC TTTCTTCATA TAATATGTTT GAGAATTATT 1633080 
ATTATTTTTT TTATAGGACT AAATATGACC AATTTTAGAT TAAACGTGCT TGCCTATTCC 163314 0 
GTTATGCTTG GGCTAACGGC AAGTGTTGCT TATGCTGAGC CAACCAACCA ACCAACCAAC 1633200 
CAACCAACCA ACCAACCAAC CAACCAACCA ACCAACCAAC CAACCAACCA ACCAAAATAG 1633260 
TAATGCTTCT GAACAACTAG AACAAATAAA TGTTTTGGGT TCAGATAACA ACAATGACAA 163 332 0 
CACCCCACCT AAAATTGCCG AGACTGTAAA AACGGCGAGT CAATTGAAAC GCCAGCAAGT 1633380 
ACAGGATAGT CGTGATCTTG TGCGCTATGA AACCGGTGTG ACTGTGGTAG AAGCTGGACG 1633440 
TTTTGGTTCG AGCGGTTATG CCATTCGTGG TGTGGATGAG AACCGAGTGG CAATTACAGT 1633 500 
AGATGGCTTA CATCAAGCAG AAACCCTTTC TTCTCAAGGC TTTAAAGAAT TATTCGAAGG 1633560 
TTACGGCAAT TTTAACAATA CCAGAAATAG TGTGGAAATT GAAACGTTGA AAGTCGCTAA 1633620 
AATTGCGAAA GGCGCTGATT CTGTAAAAGT GGGTAGTGGT TCTTTGGGAG GCGCTGTACT 163368 0 
TTTTGAAACA AAAGATGCCC GAGATTTCCT GACTGAAAAA GATTGGCATA TCGGCTATAA 1633740 
AGCGGGCTAC TCAACGGCAG ATAATCAGGG ATTAAATGCT GTAACTCTTG CAGGTCGCTA 1633 800 
CCAAATGTTT GATGCATTGA TTATGCATTC TAAGCGACAT GGACATGAAT TAGAAAATTA 1633 86 0 
TGACTATAAA AATGGCAGAG ATATTCAAGG GAAAGAAAGA GAGAAAGCGG ATCCTTATAC 1633 920 
GATTACGAAA GAAAGTACAT , TAGTGAAATT CTCTTTTTCG CCAACAGAAA ATCCATCGTT 1633980 
TTACAGTCGC CTCTGATACT TATCTTCAGC ATTCCCGCGG ACATGATTTT TCATATAATC 1634040 
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TTGTTAAAAC AACATATATT AATAAAGATG AGGAAGAACT TCGTCATACA AATGATTTGA 1634100 
CAAAACGTAA AAATGTTTCC TTTACTTATG AAAATTATAC .TGTTACGCCA TTTTGGGATA 1634160 
CGCTCAAGTT AAGCTATTCA CAACAAAGAA TTACAACAAG AGCAAGAACA GAAGATTACT 1634220 
GTGATGGTAA TGAAAAATGT GACTCTTATA AGAATCCTTT AGGGCTTCAA TTAAAAGAGG 1634280 
GAAAAGTCGT TGATCGGAAT GGTGATCCTG TTGAGTTGAA GCTTGTTGAG GATGAACAAG 1634340 
GTCAGAAACG ACATCAAGTT GTTGATAAAT ATAATAATCC TTTTAGTGTA GCCTCTGGAA 16344 00 
CTAATAATGA TGCTTTCGTA GGTAAACAAT TATCTCCTTC TGAGTTTTGG TTAGATTGCT 1634460 
CTATTTTTAA TTGTGATAAG CCTGTCAGGG TTTATAAATA TCAGTATAGC AACCAAGAAC 1634520 
CAGAGTCGAA GGAAGTTGAG TTAAATAGAA CCATGGAAAT TAATGGAAAG AAATTTGCTA 1634580 
CTTATGAGTC TAATAATTAT AGAGATAGAT ACCATATGAT TTTACCAAAT TCTAAAGGTT 1634640 
ACTTGCCTTT GGATTATAAA GAGCGTGATT TAAATACAAA GACGAAACAA ATTAATTTAG 1634700 
ATTTAACAAA AGCCTTTACT CTCTTTGAGA TTGAAAATGA ACTTTCCTAT GGTGGTGTTT 1634760 
ACGCGAAAAC GACCAAGGAA ATGGTGAATA AAGCAGGATA TTATGGGCGT AATCCTACTT 1634820 
GGTGGGCGGA GAGAACGTTA GGGAAATCAT TGCTTAATGG ATTGAGAACG TGTAAGGAAG 1634880 
ATTCTTCATA TAATGGGCTA CTATGTCCTC GTCATGAACC TAAAACGTCT TTCTTAATTC 1634940 
CTGTAGAAAC AACAACTAAG TCTTTATATT TTGCAGACAA TATCAAGTTG CACAATATGT 1635000 
TGAGCGTAGA TTTAGGTTAT CGTTATGATG ATATTAAATA TCAGCCAGAG TATATTCCTG 1635060 
GTGTAACACC TAAGATTGCA GATGATATGG TCAGAGAATT ATTTGTTCCA CTCCCTCCAG 1635120 
CGAATGGAAA AGATTGGCAA GGAAACCCTG TTTATACACC TGAGCAAATT CGTAAAAATG 1635180 
CGGAGGAAAA TATTGCTTAT ATTGCACAAG AAAAACGCTT TAAGAAACAT TCTTATTCTC 1635240 
TTGGGGCAAC GTTCGATCCT CTGAATTTTT TACGAGTACA AGTAAAATAT TCAAAAGGGT 1635300 
TTAGAACCCC GACTTCGGAT GAACTTTATT TTACCTTTAA GCATCCAGAT TTTACGATTT 1635360 
TACCCAACCC AAATATGAAG CCAGAAGAGG CAAAAAACCA AGAAATTGCC TTGACTTTTC 163 5420 
ATCATGATTG GGGCTTTTTC AGTACAAATG TATTTCAAAC TAAATATCGC CAATTTATTG 1635480 
ATTTAGCTTA TCTAGGATCA CGAAATTTAT CTAACTCTGT GGGTGGTCAG GCGCAAGCAA 163 5540 
GGGATTTTCA AGTCTATCAG AATGTAAACG TAGATCGTGC AAAAGTGAAA GGGGTTGAGA 1635600 
TTAACTCTCG CTTGAATATT GGTTATTTCT TTGAGAAGTT AGACGGTTTT AATGTAAGTT 163 5660 
ATAAGTTTAC TTATCAAAGA GGACGTTTAG ATGGTAATCG ACCAATGAAT GCAATTCAAC 1635720 

-77.975- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/05320 

CAAAAACCTC TGTTATTGGA TTAGGATATG ATCATAAAGA GCAGAGATTT GGAGCGGACT 1635780 
TATATGTAAC CCATGTTAGC GCGAAGAAAG CTAAAGATAC TTATAATATG TTCTATAAAG 1635840 
AACAGGGATA TAAAGATAGT GCTGTTCGTT GGAGAAGTGA TGACTATACG CTAGTTGATT 1635900 
TTGTTACTTA TATAAAACCA GTTAAAAATG TGACTTTGCA GTTTGGTGTA TATAACTTGA 1635960 
CAGACCGTAA GTATTTAACT TGGGAGTCTG CTCGTTCAAT TAAGCCATTT GGAACAAGTA 1636020 
ACTTGATTAA TCAGGGAACA GGTGCGGGTA TTAATCGTTT CTATTCACCT GGTAGAAACT 1636080 
ATAAATTGAG TGCAGAAATT ACGTTTTAAT TAAACTAGAG AAAGCCTGTG AAACAGGCTT 1636140 
TCTTTTTGCG TGAAAGTGCG GTGGATTTGA CAAAGATTTA TTTAATTAAG AGTTGGAAGT 1636200 
AGTCTTGTAT ATCTTCCAAA ATATCTGCCT CATCTTGAGG TGTTAAAATC AAGAAAGGGC 1636260 
GTGCAGGAAT CGCTACTTTA CGACCTCGTC CAGCTTTACC GCCGAATTGA TGAATAGCCG 1636320 
CGTAAGGCTC ATTCGTCCCC ACAATGGCTT CATTGTTGTT ATATTCAGAA GTAATGCTCG 1636380 
CCATCAAGTT TTCAGTATCC ACCAAAGGCG TACCTTGGCG AATCTTTAAT TTCTTCCACG 1636440 
CAGGACGACC ACCCACTTCA AAGTTCTGCG CGACAGCCGA TTCCATTGTG CCCGCAATGC 1636500 
TACGCATTAA AGGAGCTCGA TGAGCGGTGG CTTGTGCAAG GCGTTCTAGT GCCGATGTAA 1636560 
TTTCTTGTGC GTTATTGATT TCAATTTCTA TCATAATCGT TGATTTTTAA AATTTAAGGG 1636620 
GGTATATTTT AGTACGCACT TAGAAAAGCG ATGAATCTCC CAGATCGCAA GCGAAGAGGT 1636680 
GAAATAGACT CGGGACTGTG TGTAGGTGTG GGGAGCCCTA CCTAAGTGCG TAATCCTTTT 1636740 
CTAATAGCTT TTTAAGCTCC TTGTCTTTTA TTCGTCTAAA CGACAGCACA AAGATTTCTT 1636800 
TTGGTAATAT TTTCACTACA AGCATTTTCC CTTGTCGAAT AAAGGTGTAA CGATCTGCAA 1636860 
AATCTTTCAC TTGTAGTAAA TGCTCGGGAG CATTGATGAT ATCTGGCAAC GCTCATACTC 1636 92 0 
ATCAATCCCA AAATCTTGCC CATCACGGCT ATTAAACTGT TTAATTAAAG TATCATCAGA 1636980 
AAGCCACACT GTGCCAGTTT TGCTTTTCAA TAAATCCTTA CTTTCCGCAC TCAAGACACC 1637 040 
TGC CGCAAAT TTAAAATTTT tGGTAAGGCT ATCTCGCACC TGTAACATCT GCTCAGCAGT 1637100 
GAGTTTTTTT CCTTCAGGGC TGAGCGTTTG TTTCATCTCC GCCATATGCT TTGCCAACAA 163716 0 
TTCAAAATCG TGCTTAAACT CCCCACCTTT CATCTCAACC TTCGCAAACG CATGCGCCAG 1637220 
TTTTTCAGGA TAAAGATCCA AATTAGGCTT GTAGTTTAAT CGCGCTACAT TGTAATCAAA 1637280 
GCCTTTATCC GTCACACGTA TCGTGCCATC AGGCAATTTA AACCCTACCG TCTTTTCACG 163 7 34 0 
ATTACCTTGC TTATCTGCTG GGCGTTCTAC TTCCACCAAA AATTCAGAAC TGTCGTCAGG 1637400 

-77.976- 



SUBSTITUTE SHEET (RULE 26) 



WO 96/33276 PCT/DS96/05320 

CTTATCAATC CCACGGCGTT TCAAATCTCT TTCGCCTAAC CTTCCTGCGG TTCAGGAATC 16374 60 
CCTAATTTAT CCCACACCCA ACTTTCCGAA ATCTGCACGC CAATGCCCGT AAGTTTAGGG 163 7520 
ATGGCATCTG CAAATACCGA TAAGTCTTCA TATTCTTTTG TGTCAAACTC AAAATAAGGG 1637580 
ATACGATGTG GCGCAATATT CGGATCAACA TTAATTTGCA AATACGGCAA AATGATTTGT 163 7640 
TGAGTGATAA TTTGCGCAAG GTGGCGCAAT GACAAAACGT TGTGATCAGC CTATTTGTAT 1637700 
TGAGTATGAA GAATGCGAAC CGAATAAATA CGGTGAGATT CGTAAGAAAA TTGTGGGGGT 163 7760 
AAAAAACAGA TTCACAGAAA AGAAAATCAT CACCAAATTA AAAAACTGGG TGATTAAATC 163 7820 
AGCGAAAAGT GCGTTGGGTT CCACCGCACT TAATTCGGAG ACCACCGAAC AAACAAGGCG 1637880 
CATCGAGCCG CTTGGACTTG TGTCAATAAC TGTAACCGTT CAAAAATTGA ACATCAAGCT 163 794 0 
AATCTATTGA TGTTGCCTAT CGGTTCGCCA TTAAAACCGT CACAAATTGA CCTTTTAATG 163 8000 
CTCCATGGAC GGTTACAGCT TAATGACTAT CGGTGGATTT GTTGTGAAAA CGATGAAGTT 163806 0 
TTCATTAAAG AAGAAAAAAT TCCGTTGGCT CAAGCCTTTG GTTGGGGTCA GATCATAACC 1638120 
CGCCTTTGTT TTATAGCCTT CTGCCATATC AGGTGCGTAA TAAGTATTTT GCAGAATACT 163818 0 
GAGATCTCTA TGGCCCGATA TTTTGGCTAA TACCATTACA TCCACTTTTT CTGCCAATCG 1638240 
TTCACGGCGG GTGTCGTGAA AATGTAAATT GGCATTTTCA AGCCCTTCCA TCTTTTTGAG 163 B3 00 
CTTGCGGAAG TTGTGATCCA GTTGGCGTGC TTCCATTTGG AATACTCGCG GATCACTTTC 163 8360 
TGTTTTTACC GAAGTAAGAT GTTGTAAAAT CTCTATTGCT TTTACCGAAA GAGGCACCGT 163 8420 
GCGTGAATGT CCATTTTTAG TAATTGGCAA AAAGGTGGTG CGCTTTTCAA AATTAATATT 1638480 
ATTCCAAGTT AAACTTGCTA TTTCCCCTGC TCTCATTGCT GTCTCTATAG CAAAAAGAAA 16 3854 0 
TGCCGCCCCC GTG CAATTTT GTAAGGTTTT TGGCGGTTCA ATATGTTCGA CATCATAACC 163 8600 
TGACACAAAA ATCAGACGCT CAATTTCATG TTCATTATAT CGACGAGTTC TTGGTGCTGG 1638660 
CGCTTTTGGT TTCTCAAGAT ATTTTAGGGG GTTTTCTGTT ATAAAATCCC ATTCAATCGT 1638720 
TTTGGCCATT AGAGCAGAAA GCGAACTACG TTCACGCAAA ACTGTTGTTG GAGAGACTTC 16387 80 
TTTTAATCGT TGATTTTACC ACTCACGAAA GTGTGCTTTT CCTATTTCTT GTAAAGATAT 163 884 0 
TGCGGCAAGC GGAGTTCGAG AAAGACGCAG TAGTCTTATG CGCTCTTCAC GTTTCCCGCG 1638900 
CTTGGTTACA GTGACTTCTT TTAGATACTT ATCAATGAGT TCATCCAATG TAATATCAGG 163 8960 
GATTTCATTA TACTTTCCTG ATTCAAGCTG TTTTTCGAGC ATTTCTGCCC ATTTTTTTGC 163 9020 
GTCTGCTTGA GTCAAAAAAA TGGCTGATTT GCTCACGCCA AACTTGCGCA CTTGTGCGTG 163 9080 
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CCAACGCTTG CCATTCTTGA TAATTGTCGC CATGGTTTAT TCCATAAAAA TGTGTGCAAT 1639140 
GGAGTATAGA ACAGATCGAA ATCGATCCCA ATCGGTATAA AAATACTACC TT.TTAGGCGA 1639200 
TTTTGATATA AAAAAGAAGG TATGTTTTAG TGTGTTAAAT TATATAAGCT ATTGTTTTTA 1639260 
CTTATATTTT ATCTATTTTT ATCTGAAAAT TGGGGAATAG AGAAAAATAG AGATGGTGCG 1639320 
ACTAGCTGGA CTCGAACCAG TGACCCCCAC CATGTCAAGG TGGTGCTCTA ACCAACTGAG 1639380 
CTATAGTCGC ACTGTGTGAA GTAGTCGTGA TTATAGATAT TTTTAACTTG AACACAAGTA 163944 0 
TTTTTCTTAA AACCCGATAT AACTGGCAAA AAAGTAAACA AAACCAGCTT AAATAACTGA 163 9500 
GCCGTTTTTG ATTTCCAAAA GTTTTAAGCG TATAATGTGC ACCGATTTTT TATCTGGCTA 1639560 
ATATGTAGCG AAGTAAAATA ACACCTTTAA AATTTTGTAA TTATTGACGG AGTAAATAAT 1639620 
* GTCTAGAAGA CTAAGAAGAA CGAAGATTGT ATGTACTATG GGCCCATCAA CTGACCGTGA 163 9680 
TAACAATCTT GAAAAAATTA TCGCAGCGGG CGCAAACGTA GTTCGTATGA ACTTCTCTCA 1639740 
CGGTACACCT GATGACCATA TCGGACGTGC TGAACGTGTA CGTTCTATTG CGAAAAAATT 1639800 
AGGTAAAACC GTGGCAATCT TAGGTGATTT ACAAGGTCCT AAAATTCGTG TTTCTACTTT 163 9860 
TAAAGACGGT AAAATTTTCT TAAACGTTGG CGATAAATTC ATTCTTGATG CAGAGTTACC 1639920 
AAAAGGCGAA GGCACTCAAG AATCCGTTGG TTTAGACTAT AAAACGCTTC CTCAAGATGT 1639980 
TGTGCCGGGC GATATTCTTT TATTAGATGA TGGCCGTGTT CAATTAAAAG TATTATCAAC 1640040 
TGATGGTGCA AAAGTTTTCA CTGAAGTTAC TGTTGGTGGT CCATTATCAA ATAATAAAGG 1640100 
TATCAATAAA TTAGGTGGCG GTTTATCTGC GGATGCCCTA ACAGAAAAAG ATAAAGCCGA 1640160 
CATTATTACC GCTGCACGCA TTGGTGTTGA TTTCTTAGCC GTTTCTTTCC CTCGTTCAAG 1640220 
TGCAGATTTA AATTATGCAC GTGAACTTGC TCAACAAGCA GGTTTAAATG CAAAAATCGT 1640280 
TGCTAAAGTT GAACGTGCAG AAACCGTTGC TAATGATGAA GCCATGGACG ATATTATTTT 1640340 
AGCCTCTGAT GTAATTATGG TTGCACGTGG TGACTTAGGT GTAGAAATCG GCGATCCTGA 16404 00 
ATTAGTCGGT GTACAGAAAA AATTAATCCG TCGTTCACGT CAATTAAATC GTGCTGTAAT 1640460 
TACAGCGACT CAAATGATGG AATCAATGAT TAGTAACCCA ATGC CAACTC GTGCTGAAGT 1640520 
AATGGACGTT GCAAACGCAG TATTAGATGG AACTGATGCA GTTATGCTTT CTGCAGAAAC 1640580 
AGCAGCTGGT CAATATCCTT CTGAAACAGT GGCAGCAATG GCTAGCGTAT GTTTAGGTGC 1640640 
AGAAAAAATG CCAAGCATTA ACGTTTCTCG TCACCGTATG GATAAAGAAT TTGAAACTAT 1640700 
TGAAGAATCT GTTGCGATGT CTGCAATGTA TGCAGCAAAC CACATGAAAG GTGTAGCGGC 164 0760 
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AATCGTCACT TTAAGTAGCA CAGGCCGTAC TCCATTATTA ATGTCACGCA TTAGCTCTGG 1640820 
CTTACCAATC TTTGCTTTAT CTCGTAATCA AGAAACCCTA AACCTTTGTG CACTATACCG 1G40880 
CGGTGTAACA CCAATTTATC ACGGCGAAGA AAGTCGTACA GAAGCTGGTG CAAAAGCAGC 1640940 
ACCTCAATCA TTAAAAGAAA AAGGTTATTT ATCTACTGGC GATTTAGTGC TGGTAACCCA 1641000 
AGGTGGTCAA GGTGCGACAC AAACTAACGT ATGTCGTACA TTAATTGTTG AATAATCAAC 1641060 
AATCTAAATA TGTTAAAATA AAAGAGCGGT GGATTTTTCC ACCGTTTTTT ATTTCCTTTT 1641120 
TTCACCGCAC TTTTCACTTA AAnCCAATAG ATATTTGCGG TATCATAGAC GACATTCTAG 1641180 
TAtCGAAATA AGTCCTATGG CATCACAACC TCAAATCAAA TCTTCAGACA AAAAAACAGC 1641240 
ACAAGTTAGC ATTCCTCCGC ACTCAACTGA GGCTGAACAA GCCGTGTTGG GTGGCATCAT 1641300 
GCTGAGCAAT CAACATTGGG ATGGCATTGC TGAACGTGTG ATTGCTGACG ATTTTTATAC 1641360 
TTTTCAGCAT CGTCTAATTT TTACAGAAAT GGAACATCTA ATGCGTAATC AATCGCCTAT 1641420 
TGATTTAATT ACGCTAGATC AAGCCTTAAG AAGCCGTGGT GTAAGCGATG AAGTAGGTGG 1641480 
ATTTGCCTAT CTAGCAGAGC TTTCCAATAA TACTCCGAAC GCCATTAATA TTTTGGCTTA 164 154 0 
TGCAGATATC GTGCGCGAGA AAGCCATATT ACGAGAACTT ATTTCGGTAG GGAATCGCAT 1641600 
TGCTGAAAAT AGCTATTCTC CTAAAGGGCA AGACATTAAG TTAATTCTTG ATGAGGCTGA 1641660 
GCGTGAAGTA TTTGCGATTG CAGAAAAACG TACGACTTCT AGCGAAGGCC CACAAAATGT 1641720 
GATCAATGTG CTAGAAAGTA CGATTGAAAA AATCGATATT TTAAGCAAAC TTGAAAATCA 1641780 
TTCAGGTGTA ACAGGTGTTA CGACGGGCTT TACCGATCTT GATAAAAAAA CGGCTGGTTT 164184 0 
ACAACCTTCT GACTTAATTA TCGTTGCGGC ACGTCCGTCA ATGGGTAAAA CCACTTTCGC 1641900 
CATGAACCTT TGCGAAAATG CCGCAATGGC AAGTGAAAAA CCCGTTTTAG TATTTAGTTT 1641960 
AGAAATGCCA GCAGAACAAA TTATGATGCG TATGATCGCT TCCCTTGCTC GCGTTGATCA 1642020 
AACTAAAATC CGAACAGGTC AAAATTTAGA TGAAATCGAG TGGAACAAAA TTGCCAGCGT 1642080 
AGTAGGAATG TTCAAGCAAA AAAATAATCT TTTTATCGAT GATTCTTCAG GTCTAACACC 164214 0 
TACCGATGTT CGTTCGCGCG CACGCCGAGT TTATCGTGAA AATGGTGGAT TAAGTATGAT 1642200 
TATGGTGGAT TATTTGCAAT TAATGCGCGC ACCAGCATTT TCAGATAACC GAACACTAGA 1642260 
AATCGCAGAA ATTTCTCGCT CCCTCAAAGC ACTCGCCAAA GAATTACAAG TGCCAGTAGT 164232 0 
CGCCCTTTCT CAGTTAAATc" GTACTTTAGA ACAACGTGGA GACAAACGCC CTGTAAACTC 1642380 
AGATTTACGT GAATCTGGCT CTATTGAACA AGATGCAGAC TTGATTATGT TTATTTATCG 164244 0 
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TGATGAAGTC TATAACGATA ACTCGGAAGA TAAAGGTGTT GCAGAAATTA TTATCGGTAA 1642500 
ACAGCGTAAC GGCCCAATTG GTCGAGTGCG GTTAAAATTT. AATGGACAAT TTTCACGCTT 1642560 
CGACAATCTC GCCGAACAAC GTGAATATCG AGATGATTAT TAAGGAAAAA TAATGAACGT 16426?0 
AAAACCGGCG ACAGCGAAAA TTAGTTCGCA CGCCTTAAAA CAGAATTTAG AAATAATTAA 1642680 
ACAAAAAGCA CCAAATAGCA AAATTATTGC TGTGGTTAAA GCAAACGCCT ATGGTCACGG 1642740 
CGTTGTATTC GTTGCTTCAA CCTTAGAACA AAATGTTGAT TGCTTTGGCG TGGCGCGTTT 1642800 
AGAAGAGGCT TTAGCATTAC GCTCCAACGG CATTACTAAA CCGATTTTAT TGCTTGAAGG 164286 0 
TTTTTTCAAT GAACAAGATT TGCCTATTCT AGCCGTTAAT AATATTGAAA CCGTGGTACA 1642 920 
CAATCACGAA CAGCTTGATG CTTTAAAACG TGCGAATTTA CCAAGTCCAA TTAAGGTTTG 164298 0 
GTTAAAAATA GATACGGGAA TGCATCGCTT GGGCGTTGCT CTTGATGAAG TGGATTATTT 1643040 
TTATCAAGAA CTGAAAAAAC TCCCTCAAAT TCAACCGCAC TTAGGCTTTG TCAGCCATTT 1643100 
CAGCCGAGCC GATGAACTAG AATCAGATTA CACCCAACTT CAAATCAATC GTTTTTTATC 164316 0 
CGTCACAAAA GATAAACAAG GTGAACGTAC TATTGCAGCG TCAGGCGGCA TTCTTTTCTG 164322 0 
GCCAAAATCC CACTTAGAAT GTATCCGCCC AGGCATTATT ATGTACGGCA TTTCTCCAAC 1643280 
TGATACTATC GGTAAAGAGT TTGGCTTAAC GCCAGTGATG AATTTAACCT CGTCATTAAT 164334 0 
TGCCGTTCGC CATCATAAAC AAGGCGATCC TGTAGGTTAC GGCGGTATTT GGACAAGTCC 164340 0 
ACGAGATACC AAAATTGGAG TGGTCGCAAT GGGTTATGGC GATGGTTATC CGCGCGATGT 164346 0 
GCCAGAAGGT ACACCTGTTT ATTTAAATGG CCGTCTTGTA CCAATTGTTG GACGTGTGTC 164352 0 
AATGGATATG CTTACTGTTG ATTTAGGCGC AGATAGCCAA GATTTGGTAG GCGATGAAGT 1643580 
AATTTTATGG GGCAAGGAAT TACCTATTGA AACCGTAGCT AAATTCACAG GCATTTTAAG 164364 0 
CTACGAGCTA ATTACAAAAT TAACACCTCG TGTTATAACT GAATACGTTG ATTAATCACT 1643700 
GCATTTTTTG AACAGAGGGA GTCATTCTCC CTAATAAAAA TTCCAGAAAG TGCGGTTAAA 164 376 0 
ATTTCAATTA TTTTTAATGA AAGGAAATAC CATGAAAAAT ATTAACCCAA CTCACACCCA 164382 0 
TGCGTGGAAA TCTCTCGAAG CACATAAAGC TGAATTGTCA AACATCACCA TCCAAGATTT 1643 880 
ATTTAAACAA GAAAAAAATC GTTTTGACGA TTATTCTTTA ACATTCAATA ACCAAATTCT 164 3 94 0 
TATCGATTTT TCCAAAAACA ACATCAATCA AACAACCCTT TCACATCTTC GCCAACTTGC 1644 00 0 
TCAAGAATGC GCGCTTGATA GCGCAAAAGA AGCAATGTTT ACCGGTGAAA AAATCAATCG 1644060 
TACAGAAAAT CGTGCCGTAC TACATACCGC ACTACGCAAT CGCACTAATA CGCCAGTGCT 1644120 
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TGCCTGAAGT CAATGCTGTG CTAGCTAAAA TGAAAGATTT 1644180 
GCGAATGGAA AGGCTATACA GGTAAAGCCA TTACGGATGT 164424 0 
GCTCTGACTT AGGCCCTTAT ATGGTAACCG AAGCACTTCG 1644300 
ATATGCACTT TGTTTCAAAT GTCGATGGTA CACATATTGC 1644 360 
ATCCAGAAAC GACTCTTTTC TTAGTAGCAT CGAAAACTTT 1644420 
CAAATGCTCA AAGTGCGCGT GATTGGTTAC TAAAAGCAGC 16444 8 0 
CAAAACATTT TGCAGCATTA TCAACCAATG CTAAAGATGT 1644540 
CCAATAATAT GTTTGAATTT TGGGATTGGG TTGGCGGTCG 1644600 
TTGGTCTTTC AATTGCACTA TCAATTGGCT TTGAAAACTT 1644660 
CGCATGAAAT GGATAAACAT TTCCTCTCTA GTCCAATCGA 1644720 
TAGCATTAGT TGGTTTATGG AATACCAATT TCCTTGGTGC 1644 7B0 
CTTATGATCA ATATTTACAT CGCTTCGCGG CTTATTTTCA 1644840 
ATGGTAAATA TGTGGATCGT GATGGCAATG TCATTAAAAA 1644 500 
TTTGGGGAGA ACCTGGTACA AACGGACAAC ACGCGTTCTA 1644960 
CTACTTTAAT TCCTTGTGAT TTTATTGCGC CAGCCCAAAG 1645020 
ATCACAATAA ATTGCTTTCT AACTTCTTCG CACAAACAGA 1645080 
CAAAAGAGGA AGTCGAGGCT GAATTTGTAA AAGCGGGGAA 164514 0 
ATATTGTTCC ATTTAAAGTA TTCACTGGTA ATAAGCCAAC 1645200 
AAATCACGCC ATTTACTTTA GGGGCATTAA TTGCGATGTA 1645260 
AAGGTGTGAT TTTTAATATC TTTAGCTTCG ATCAATGGGG 1645320 
TTGCAAACAG AATTCTTCCT GAATTAACAG ATTCTGAAAA 164538 0 
CAACTAATGG ATTAATTAAT CAATTTAAAG CATGGCGTTA 164544 0 
TCTAGAGCTG TCACAAATAA CGACTAAAAA CTCTATTTAG 16455 00 
GAAAGTCGCT TAAGTCAATA TAAACAAAAT AAACTTATTG 164 556 0 
ACAGCTCTAG CCACAGCTAA GTTGGTAAAT ATAAATAAAC 1645620 
GTCTACCATT GTTTATCACT CAAAGCAGCC TACATATGGA 1645680 
AAGCGAATGA AAGCTATTTT GGTGGTGCTC TGAAAGGTAA 1645740 
GAAAAACTTC CGTAATTTGT TTTTTGAAAC GAAATGGCAA 164 58 00 
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AGTAACACCG TGGTGGTTAT GAATATGCAA TCTGCAACAC TGTTACCGAT TATTCGAGAA 1645860 
AATAAACAAG GTAGTATTAT TATATGAATT TCTACAGAGG TTATGATATT CTTAAGCTAT 1645920 
ATTTAAAGGA ATATGAATGG CGTTTTAATC ACAGTGATTT AAAAAAACTC AAATTTCTAT 1645980 
TTCAAAACAA TTAATTTAGG AGAGTTTTAA TTGGTTATCT ATGCATCTCC TTTTGTTATT 1646040 
TAAATAACGT ATAAAATAGT TTAAAGAAGA GTGTAAAATT AGAGCTTATA TGGAAAATTG 1646100 
TCCATTAGTA TCGGTTATTG TTTGTGCTTA TAACGCTGAG CAATATATAG ATGAAAGCAT 1646160 
TTCATCCATT ATTAATCAGA CTTATGAAAA TCTAGAAATT ATAGTTATCA ATGATGGTTC 1646220 
AACAGATTTG ACTTTGTCTC ATTTAGAAGA AATATCTAAA TTAGATAAAA GGATAAAAAT 1646280 
TATCAGTAAT AAATATAATT TAGGGTTCAT AAATTCTTTG AATATAGGCC TTGGTTGTTT 1646340 
TTCAGGTAAA TATTTTGCAA GAATGGATGC TGATGATATA GCTAAACCAT CGTGGATTGA 16464 00 
GAAAATAGTT ACCTATCTGG AGAAAAATGA TCATATTACA GCAATGGGAT CATACTTAGA 1646460 
GATTATTGTA GAAAAAGAAT GTGGAATTAT CGGTTCTCAA TATAAAACTG GAGATATATG 1646520 
GAAAAATCCA TTGCTACATA ATGATATTTG TGAAGCTATG CTTTTCTATA ATCCGATACA 1646580 
TAACAACACT ATGATTATGA GAG CAAATGT ATATAGAGAG CATAAATTAA TCTTTAATAA 164664 0 
AGATTATCCG TATGCAGAAG ATTATAAGTT TTGGTCAGAG GTTAGTAGGC TTGGTTGTTT 1646700 
AGCTAATTAT CCTGAAGCAT TAGTAAAATA TAGACTACAT GGAAACCAAA CATCATCAGT 1646760 
TTATAATCAT GAGCAAAATG AGACAGCTAA AAAGATAAAG AGGGAAAATA TTACATATTA 1646820 
CCTTAATAAG ATAGGTATAG ATATAAAAGT AATTAATAGT GTGTCGTTGC TAGAAATATA 1646880 
TCATGTGGAT AAAAGTAATA AAGTGTTGAA AAGTATACTT TATGAGATGT ATATGAGCTT 1646 94 0 
AGATAAATAT ACTATAACTT CACTCTTACA TTTTATTAAA TATCATCTTG AATTATTTGA 1647000 
TTTAAAgCAA AATTTAAAGA TTATAAAAAA GTTCATAAGA AAAATAAATG TTATATTTTA 1647060 
GATAGAGTGT TCAGAAAGGG GAACCAAATT CCAAGTTTTC TAAAGGACTA AATTCTAATT 164712 0 
TAGTCCTTTA AATTTATCTT AGATAGACGA TAATATATAT TTTAAATGAA TTTAATTATA 1647180 
AAAAAATCAG TGCCTTACTA AGTTAAGACA CTGATTAATC ATATTAGACT TTAATGCTAT 164724 0 
TGGTTATAGC ACAGAAACAT TTAAG CTTGA GCCGCCACCA ACAAATAc G A ACTCGGCGAC 1647300 
CAAGCTACAA AAACTGCTGT CAGCCTTTTG AACAACAACG ATCTCTTGAC CATCATCTTT 164736 0 
CTTAATTACA AGTTCAGCAC CGTTTACTTG ACTCATTTTT TCTTCGATTT TACTTCCAGC 1647420 
TATTGCACCG CCAATTGCAC CAACTACTGC TGCAATAGCT TGACCACGAC CACCGCCAAT 1647480 
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TGTACTACCA GCAATACCAC CTAAAGCTCC ACCACCAAGC GTACCAACTA CACCTTGATT 164754 0 
ATCAGCTTGA ATTTTAACAG GGCGTACAGA AACAATCGTA CCATAAGTAA TTGAACGCGC 1647600 
TTCCTTTGCT TGAGATGCGC TATAAACATC ACCGCTGAAA ATATCAGTAT TTGCACAACC 1647660 
AGTTACACTA AAAGCAACTA ACAGTGCTAA TGCCATATTT GTTTTTTTCA TATAATATTC 1647720 
TCTATATTAG AAGGAATTAA AGTGGGTTTC TTGGAGAAAA AGTTGAAATG TTTTTAGTAT 1647780 
TACCATTGTC AGATACTAAA ACACAAGCAC CAACAACTAA AGTTGAACCA TACTTATGCA 1647S40 
CAATAACAAC CTCCTATCCT TTCTGCTGGT TACCAGAACA ATCATTTTTA CGAACAGTTA 1647900 
ATTTTAGATT TTTGCCTTCC ATTTGACTAA AAATAATTTG ACCTTTATAA GTCCCCTCCT 1647960 
CCTTTTGAAA AGCAGAACAA GCACTCAAGT CTACTGTTGC TAAACAACGA ATGCAAGTGA 1648020 
TAATTTATTC ATTTTTACTA AACCTCAAGT ATTTTTTTAT AGAATAAGGA TGAACCTTAA 1648080 
TGCAAGTATG ATTTACTGTT TTATCCGTAA AACTTACTGC AATAGATGGA TTTGGTAATC 1648140 
TTTCCCCATC CACTTTAGGC TCGCTCACTT TAATGGTTAA TTGAGTTAAT TgTCCCATAA 1649200 
AAAATACATA TTAACACGGT TAATCCATTC ATTTATCGAT TCTTTCGGTA AAAATGGCAT 164826 0 
• TACAATCTCA ATATGTTCCC AGCCCTCAAT TGGATATTTT TTATTTTTAG GAAGTGGAAG 1648320 
TTCAATAATA TCCACAAATT GATTGGCAAA TTTAACTGGT TTTTCTAATT CAATAAGATA 1648380 
AATCTTACGA CCATTAACAA TATTATCAGA TAAAATTCTA CCGCACTTTA ATAAAAGTAT 1648440 
CAGCCAATTT TTAGCACTTT GCTCACTATT TACCCGTAAT GCAAGATGAT CAATTTCATA 1648500 
GTGAGACAGA TCTATTGTCA TTTCTTTGGC TAAATGCTGA ATTTTTCTTT CAAATATTGC 1648560 
TAAATCTGCT GAAAGTGCGG TTAAATTTTC CTGTAAATTT GTCATTTTGT CCCTTTGAGA 1648620 
AATATACAAA GAACGGTATC ATAACCGATT ATTTTTATTA TTCAATTTGA ACATAGGAAA 1648680 
AAACGTGAAT ATTCAATCTA TTCTATCCGA TAAAATTAAA CAAGCGATGA TTCTTGCAGG 1648740 
TGCTGATCAA TCTTGCGATG CGCTTATTCG TCAATCAGGA AAACCACAAT TTGGCGATTA 164880 0 
TCAAGCCAAT GGCATTATGG CTGCGGCAAA AAAATTAGGT TTAAATCCAC GAGAATTTGC 164886 0 
TCAAAAAGTT TTAGACAATC TTCAACTATC TGATATTGCA GAAAAATTAG AAATCGCAGG 1648920 
TCCAGGTTTT ATCAATATTT TCTTAAATCC AACTTGGCTA ACAACTGAAA TTTCAGCTGC 1648980 
ACTTTCCCAC AAAAATTTAG GTATTCAAGC TACCAATAAA CAAACAGTTG TGATTGATTA 1649040 
TTCATCTCCA AACGTAGCAA AAGAAATGCA CGTAGGTCAT TTACGCTCTA CGATAATCGG 1649100 
CGATGCTGTA GCCAGAACCC TTGAGTTTTT AGGTCACAAT GTCATCCGAG CTAACCACGT 1649160 
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AGGCGACTGG GGAACGCAAT TCGGAATGCT TATTGCTTAT CTTGAAAAAA TGCAAAACGA 164922 0 
GCATGCGAGT GAAATGGAAT TACAAGATCT TGAAGCCTTT TATCGCGAAG CCAAAAAACA 164928 0 
CTACGATGAA GATGAAGTAT TCGCAGAAAA AGCGCGTAAT TATGTTGTGA AATTACAAAG 164934 0 
TGGAGATGAA TATTGTCGAA CGATGTGGAA ACGTTTAGTC GATATCACTA * TGCAACAAAA 1649400 
TCAGCACAAC TATGCTCGCT TAAACGTGAC TTTAACCGAA AAAGATGTAA TGGGCGAAAG 1649460 
TCTTTATAAT CCTATGTTAC CAAGCATTGT AAAAGATCTT AAAAAACAAG GTTTGGCTGT 1649520 
GGAAAATGAT GGTGCATTGG TTGTTTATTT AGATGAATTT AAAAATAAAG ATGGCGACCC 1649580 
AATGGGTGTA ATCGTTCAAA AAAAAGACGG CGGTTTCCTT TATACTACAA CCGATATTGC 1649640 
TGCAGCAAAA TATCGTTATG AAACATTAAA AGCTAATCGC GCCCTTGTTT TTTCAGATAC 1649700 
TCGCCAAAGC CAACATATGC AACAAGCTTG GTTAATTACT CGTAAAGCAG GTTATGTACC 1649760 
AGATAGTTTC TCGTTAGAGC ATAAAAACTT TGGGATGATG CTTGGTAAAG ATGGCAAACC 164 982 0 
ATTTAAAACC CGTACTGGCG GCACAGTGAA ATTGGCCGAT CTATTAGATG AAGCCATTGA 164 9880 
ACGCGCCACT GTATTAATTA ATGAAAAAAA TACCAATTTA TCTAATGATG AAAAAGAAGC 164994 0 
TGTGATTGAG GCTGTCGGTA TTGGTGCGGT GAAATATGCC GATCTCTCCA AAAACCGTAC 1650000 
TACTGATTAC GTTTTTGATT GGGATAATAT GTTAAGTTTC GAAGGTAACA CGGCACCTTA 1650060 
TATGCAATAT GCCTACACCC GTATTCGTTC GATCTTTAAT AAAACAGATA TAAATTCAAC 1650120 
CGCACTTTTG GCTGGACCTT TAACTATTAA AGATGATAAA GAAAGAACGC TTGCTATTAA 165018 0 
ACTTCTACAA TTTGAAGAAG CCGTGCAAAC TGTCGGAAAA GAAGGCACGC CGCACGTGCT 1650240 
TTGTGCTTAT TTATATGAAC TTGCTGGCAT CTTCTCGTCA TTCTACGAAC ATTGTCCAAT 1650300 
TTTAAATGCT GAAGATGAAT CTATAAAATT AAGTCGTTTG AAATTAGCAT TATTAACGGr 165036 0 
AAAAACCTTA AAACAGGGTT TAACGTTACT CGGTATTAAA AC CGTAGAAA AAATGTAATT 165042 0 
TAGATAATTA AAATCCCTTT CTCAGGAAAG GGATTTTTTA TACTTGTTTA CTGAATAAAA 165048 0 
AaAAGcCCCA TTGGGGCACT ACTCGGAAAG CAAAATAGAT GTCGG CTATT TAAGATAGCA 165054 0 
CTTGTTTTTA GTGGTTTCAG AwTAAAGAAA TCCGATCAGT TATGCAAATA CATATTTTTA 165 0600 
GATTTGTGAA CTTGGTCACG ATTTTTTTAT AAAAAAACTA AAAACAAATA TATTTCTAAT 1650660 
AAAGTGCGGT AAAATTCTAT TAAAATATTT CCGCACTTTA CGCCCCTACT TTAAAGAATA 165072 0 
TTCTTTTCTC CACGAGACAC ACTAATCAAT CCAGAACGAA QAATTTCTAA CAATGTAGTT 1650780 
TCTTCTTTCA ATGCAGAAAT AAACGCATCA ACTTTATCAT TTGTACCGCT TAATTGAATT 165084 0 
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GTGTAAGACT TTGGTGTTAC ATCTACAATT TGACCGCGGA AAATATCTGC TAATCGTTTA 1650900 
ATTTCATCGC GAGATGAACC TACTGCTCTT ACTTTCGCTA AAACAATTTC TCGTTCTATA 1G5O960 
TGTTCCTGCT CACTTAAATT AACCACTTTA AACACATCCA CTAATTTATG AAGTTGTTTT 1651020 
TCGATTTGCT CCAATGCCTG AGCATCGCCC ACAGCTTCAA TGGTCATTCG AGAAAGCGTT 1651080 
GGATCATCCG TTGGTGCAAC CGTCAAACTT TCAATATTAA AGGCACGTTG AGAGAATAAA 1651140 
CCAACAACAC GCGACAATGC TCCCGATTCA TTTTCGAGTA AAACAGATAA AATTCTACGC 1651200 
ATTAGTTTGT CTCCTCTTGA GGTTTACTTA AAATCATTTC ATTCATTGCA CCACCACGAA 1651260 
TTTGCATTGG ATAAACGTGT TCAGATTCAT CTACATTAAT ATCTACAAAG ACTAATTTAT 1651320 
TTTTAATACT GAATGCTTCT TGCAATTTGC TTTCAAGTTC ATCGGGGGTA GCAATTTTTA 1651380 
TTCCTACGTG ACCGTAAGAT TCTGCCAATT TCGCAAAATC AGGCAAGGAA TTCATATAGG 165144 0 
TTTGCGAATG GCGACCAGAA TAAATCAAAT CTTGCCATTG TTTTACCATT CCCAAGAAAT 1651500 
GATTATTCAA ACAAATAATG ACAACAGGAA TGCCATATTG TGTTGCGGTA GAAAGCTCTT 1651560 
GAATATTCAT TTGAATACTA CCATCGCCAG TAACGCAAAC AACAGTTCCT TCAGGATGAG 1651620 
CTAATTTAAC ACCAAGTGCC GCAGGAAAAC CAAAACCCAT TGTGCCTGCA CCACCAGAAT 1651680 
TAATCCAATG ACGCGGTTCA TCGAATGGAT AATGTAACGC AGCAAACATT TGGTGCTGAC 1651740 
CTACATCAGA AGCCACATAA GCTTGTCCTT TCGTGAGGCG ATATACCGCT TCCACGACTT 1651800 
GTTGCGGTTT AATCACGCCA GAAGTGCGGT CAAATTCCAA ACATTTTTTT GCTTTCCATT 1651860 
GGTTGATTTC TTGCCACCAA CTTTCAAGAT CTGTTTGAGA TTTTAATCCC TCTTCATTCA 1651920 
ATAAACCCAA AAATTCTTCC AATACATTTT TCGCATTTCC GACAATTGGA ATCGCTACTG 165198 0 
GCACATTTTT AGAAATTGAG GTTGGATCAA TATCAATATG AATCACTTTT GCATTTGGGC 1652040 
AATATTTTTC TAAATTATTT GTCGTACGAT CATCAAAACG AACGCCAATC CCCAAAATAA 1652100 
GATCACTTTC GTGCATTGCC GTATTCGCTT CTAAAGTACC ATGCATACCC AACATACCTA 1652160 
AGAATTGTTT ATCCGTACTT GGATAAGCAC CCAATCCCAT TAATGAGGAA GTCACGGGTA 1652220 
AATTTAAACG TTGTGCAAAC TGAATTAACT GCTCACTACA TTCAGCAGTG ATTGCACCAC 1652280 
CACCGACAAA AAGTATTGGT TTCTTCGCCA CTAAAAGTGC TTTTAACGCT TTTTTAATTT 165234 0 
GACCTTTGTG TCCATTTACT GTTGGATTAT AAGAACGTAA CTCGACATAT TCAGGGTATT 1652400 
CATAAGGATA TTTAAAATTA GGATTTACAG TGTCTTTTGG AATATCCACA ACAACAGGAC 16524 60 
CTGGACGACC CGTAGATGCA ATATAAAAGG CTTTTTTCAA AGTAGATGGA ATATCTTCCG 1652520 
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CCTTTTTGAC AATAAAGCTA TGCTTCACAA CGGGACGAGA AATACCCAGC ATATCACATT 165258 0 
. CTTGGAAAGC ATCACTGCCA ATTAAATTGC TCATAACCTG ACCCGAAATG ATAACCATAG 1652640 
GCACAGAATC GGTATAAGCC GTTAAAATGC CAGTGATAGC ATTTGTTGCA CCAGGCCCCG 1652700 
AAGTCACTAG CACACATCCA ACTTTACCCG TTGAACGTGC GTAACCATCC GCCATATGCA 1652760 
CCGCGGCTTG TTCGTGGCGA ACTAAAATAT GTTCAATACC ACCCAGCGTA TGAnTTGCAT 1652820 
CATAAATATC TAATACCGCG CCTCCGGGAT AACCAAATAC ATACTCTACG CCTTCATCAC 1652880 
GTAAAGATTG AACCACCATC TCTGCGCCAG ATAACTTCTT CATTTTTCAC TCCTTAAATT 165294 0 
CACCGCACTT TTAAAAAAAC GAACAGATTA TGTCAATGTT TCACATAATA CAAAGTAAAA 1653000 
AAAATTTGTC TAGCCACTAA AACAACAAAA AAATCAATTA AAAAAATATA AAAAACCAAA 1653060 
■ TATAAATGAA AATTTAGTTT TTTATAAATT TTTCCATCAA TAAAAATAAA AAAATGCGAC 1653120 
AAAATGCGGC ATTTTATAAA ATAGTAAAAA TATTATTTTT TATTCAAATT TTTGAATGAG 1653180 
ATCACAGTTT TAGCGTTTTT TAACTGCAAA TATAATGACA ATCAATGAAA CTGCCGTTGC 1653240 
TGCAAAACCA GCTAAACCTG AATAAGTAAA CCCTACCACA ATGTAACCAA TAG AAGTCGC 16533 00 
TGTTGCAACT GTGGCAGCAT AAGGAAGCTG AGTAGTAACG TGATCAATAT GATTACATTT 1653360 
TGCGCCCGTT GAAGACAAAA TTGTTGTATC CGACACTGGC GAACAATGAT CGCCACATAC 1653420 
AGCCCCTGCC ATTACTGCAG ATAAACAAGG AAGCAATAAT TCTGGTGCGG CATTCGCTGC 1653480 
CATTGCTGCG GCAATTGGTA ACATAATACC GAATGTTCCC CAGCTCGTAC CTGTTGAAAA 1653540 
TGCCATCGCT GCACCAAGAA CAAAAAGTAT AACAGGCAAA AATTGCATTG GAATATTACC 1653600 
AGACACAAGA GAAGATAGAT ATTTACCTGT TTGCATATCA CCTACTATTT TATTAATTGT 1653660 
CCAAGCAAAG AATAAAATTG CGATTGCACC TGACATTGAT TTAATTCCCA CAATCCAAGA 1653720 
ACGTACATAT TCAGGAACAC TCACTTGACG ATCAAGAATA ATTAATAAAG TAGAAATAAT 1653780 
AATTGAACAG AATCCACCTA CAACCAAAGA TGTTCCTACT ACGGTGTTTT CAAATGTACC 1653840 
TAAAACACTA AACACTTTGC CATCCGCAGC CAATGCCTCT GCGCCTGTGT AAATCATCAT 1653900 
TGAAACTGTA GCGATAATTA AAACTAAAAT AGGTAATATA AGATTACGCA CCTGACCTTT 1653960 
TGTACCCGTT TCTTCTTCCA ACTGATCTTC AGTATTTTTC AAAGCTAATT TTTCGTGACG 165402 0 
CACCATTGAA GCAATATCAA AAGAAAAATA TGCCACAAAA AACACCATAA TAATGGAGAA 165408 0 
AATTGCATAG AAGTTCATTG AACTCATTGC TACGAATGCA CCAATTGGTG TGTACTCCGT 1654140 
GATCGAATAA GTCGCTAATA AACCGCCTAT TAAAGTAATA ATATATGCGC CCCAACTGGA 1654200 
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AACTGGCATC ATTACACACA TCGGTGCTGC CGTTGAATCT AAAATATAAG CAAGTTTCGC 1654260 
ACGAGAAACT TTAAAACGAT CTGTCACAGG ACGAGCAATT GCGCCTACAG CGAGACTATG 1654320 
GAAATAATCG TCAATAAAAG TAACAAAAAC CAATGATGCC GCTAATAATT TAGCACCACG 1654380 
ACGACCTTTA ATACGGCTTT GTGCCCATTC AGCAAAGGCA CGATTACTAC CTGATACGGT 1654440 
TAAAAGTGCG GTTAAAACAC CAAGCAATAA TAAGAACAAA ACAATGTTCA TATTTGAATT 1654500 
GATTTCACCA TCGGCATAAA CCAAAGAAAC CACATTTTTT ACCAAATAAT TAAATGCGCT 1654560 
GCCGATTTGC CAATCGCTTA ACATTAATGA TCCAATAATA ATCCCCGCAC TAAGGGAAAC 1654620 
CAAAACACGG CGAGTTGCTA TCGCCAAAAT TATCGCCAAC AAAGCAGGGA CGATTGACCA 1654680 
AACAGATGAT GAAAAATCAA TAAGTTCCAT TAAATAATAC CTATAATTAA TGGAGAGAAC 1654740 
GGAAAGCATA GGACAGAATA AGACCAGAAC AACCGTAGCA CTCCATAGTT AATCAGAAAA 1654 800 
ACTATGACAG TGTCGCCCCT TTCGAGCACG CCACCAACCA AACAAAACGA CTTTTATTTG 1654860 
ATTTCGGCAA CTATTCCTTT CTTTTTTCTT CTTCGTTATC CACTCTGAAA AAATACTTAT 1654920 
AATAATTGCG CCTCTACTTT TGTAGTGATT GGGGAGATTA CCGTAAAACA AACAAAATGC 1654980 
CAACAGATTT TATAAAAATT TTATAAACTT TAATAAAAAT ATAAAGAAAA TAAACACAAA 1655040 
AAAATATATC TGTTTCGnCC ATTTATTTAA TAATAGATAT TTACAATAAA TTTTATTTTC 1655100 
TCTATTATTA AATAAATTTT CCCACATTTA ATGTTATTTA TTGAGGTTTA TTATGAACGA 1655160 
ATTAGTAAGA GGTTTAACAA ATCTTCGTAG TTTACGTGCA GCTGTACGTG AATTAACGTT 1655220 
AGAACAAGCA GAAAATGCCC TAGAAAAATT ACAAACAGCT ATCGAAGAAA AACGTGCTAA 1655280 
TGAAGCAGAA TTAATTAAAG CAGAGACAGA GCGAAAAGAG CGTTTAGCTA AATATAAAGA 1655340 
ATTAATGGAA AAAGAAGGTA TTACACCTGA AGAATTACAC GAAATTTTTG GCACAAAAAC 1655400 
TGTATCAATT CGAGCAAAAC GTGCTCCACG CCCTGCAAAA TATG CGTTTA TTGATGAAAA 1655460 
TGGCGAGCAT AAAACTTGGA CGGGTCAAGG TCGCACACCA CGCCCAATTC AAAATGCGTT 1655520 
GAACAAAGGT AAATCATTAT CTGATTTCGA AATTTAATTT TTCTATTTGA AACTAGAACC 1655580 
TATTTTATGG GTTCTATTTT TTTATCTAAA CATAGCACAC AACATTATGA TCGAAAAAAA 1655640 
AATATTACTC ACTGATTGCC CTGATGATAA AGGCTTAATC GCAAAAATAA CTAATATTTG 1655700 
TTACAAACAT- CAACTAAATA TTCTTCATAA TAATGAATTT GTAGATTTTG AAACCAAACA 1655760 
TTTCTTTATG CGCACAGAAT TGGAAGGTAT TTTTAACGAA GCTACTTTAT TAGAAGATCT 1655820 
AAAATATAGC TTACCAGAAG AAACAAATTG TCGATTAATT GGCACCCAAC GTAAGCGAAT 16 55880 
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TGTAATTTTA GTCACCAAAG AAGCTCACTG CCTCGGCGAT ATTTtAATGA AAAATTATTA 1655 94 0 
TGGTGCGCTT GATGTAGAAA TTGCAGCCGT AATCGGCAAT CACGATAATT TACGTGAACT 1656000 
TGTTGAACGT TTTAATATTC CATTTCATTT AGTTAGCCAC GAAAACTTAA CCCGTGTAGA 1655060 
ACACGACAAA TTACTGGCAG AAAAAATTGA TGAATATACG CCAGATTATA TTGTTCTCGC 1656120 
TAAATATATG CGTGTGCTAA ACCCTGAATT TGTCGCACGT TATCCAAATC GAGTGATTAA 1656180 
TATCCATCAT TCATTCTTGC CTGCTTTTAT TGGTGCCAAG CCTTATCAAC AAGCCTATAA 1656240 
ACGCGGTGTA AAAATTATTG GCGCAACGGC ACATTTTATT AATAACGAAT TAGATCAAGG 1656300 
CCCAATCATT ATGCAAAATG TGATTAATGT GGATCATACT TATAATGCAG AAGCGATGAT 1656360 
GCGTGCTGGC CGTGATGTGG AAAAAACCGT GTTAAGTCGC GCCCTTGATC TCGCTTTACA 1656420 
CGATAGAATT TTTGTTTATA AAAATAAAAC GGTGGTGTTG TAATGGAAAA AATTACTCTT 165648 0 
GCACCAATAA GTGCGGTTGA AGGAACAATT AATTTACCAG GTTCTAAAAG TTTATCGAAT 1656540 
CGCGCATTAC TTTTAGCCGC CTTAGCTAAA GGCACAACAA AAGTAACCAA TTTATTAGAT 1656600 
AGCGATGATA TTCGACATAT GCTTAACGCA CTGAAAGCAT TAGGCGTACG CTATCAACTG 1656660 
TCTGATGATA AAACTATTTG TGAAGTAGAA GGATTAGGTG GAACATTCAA TATACAGGAC 1656720 
AATCTTTCAC TCTTTCTTGG CAATGCTGGG ACTGCAATGC GTCCATTAAC CGCAGCACTT 1656780 
TGCTTAAAAG GAAAAACCGA AAGCGAAATC ATCTTAACGG GTGAACCTCG TATGAAAGAA 1656840 
CGACCTATTC TTCATTTGGT CGATGCGCTA CGCCAAGCGG GTGCAGATAT TCGCTACTTA 1656 900 
GAGAATGAGG GTTATCCTCC GCTCGCAATT CGCAACAAAG GGATAAAAGG TGGAAAAGTC 1656960 
AAAATTGATG GTTCAATTTC ATCTCAATTT TTGAC CG CAC TTTTAATGTC TGCACCACTT 165 7020 
GCAGAAAATG ACACAGAAAT AGAAATTATC GGTGAACTAG TCTCTAAACC CTATATTGAC 1657 080 
ATTACCCTTG CAATGATGCG AGATTTTGGT GTTCAGGTTG AAAATCATCA CTACCAAAAA 1657140 
TTTCAAGTTA AGGGAAATCA ATCCTATATT TCGCCTAATA AATACTTGGT AGAAGGCGAT 16572 00 
GCCTCATCGG CATCTTACTT TCTCGCAGCT GGCGCCATTA AAGGAAAAGT GAAAGTAACA 1657260 
GGCATTGGCA AAAACTCAAT TCAGGGCGAT CGTTTATTTG CTGATGTATT AGAGAAAATG 1657320 
GGGGCAAAAA TCACTTGGGG AGAGGATTTT ATCCAAGCCG AACACGCTGA ATTAAATGGT 1657380 
ATTGATATGG ATATGAACCA CATTCCAGAT GCCGCAATGA CGATTGCAAC CACTGCTCTT 1657440 
TTTGCCAACA GCGAAACCGT CATTCGCAAT ATTTATAACT GGCGTGTGAA AGAAACAGAT 1657500 
CGTTTAACGG CTATGGCAAC CGAACTCCGT AAAGTCGGTG CAGAAGTCGA AGGAGGTGAA 1657560 
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GATTTTATTC GTATTCAACC GCTTCCACTC AATCAATTTA AACACGCCAA TATTGAGACC 1657620 
TATAACGATC ACCGTATGGC AATGTGTTTT TCTCTAATCG CACTATCAAA CACACCAGTG 1657680 
ACGATTTTAG ATCCCAAATG TACTGCCAAA ACCTTTCCTA CATTCTTCAA TGAATTTGAA 165774 0 
AAGATTTGCT TAAAAAATTA AGTAAAAAAG TGCGGTCAAT TTCAAAACAG TTTTCAAATT 1657800 
AACCGCACTT TCATTCCATT CTAAAAAAAT CCTAAATAAA GATTATTTAT ACCGTTTTTT 1657860 
CACCGCACTT TTATCTTGCT CACGTAACCG TTCTAGTTTT TCCTTAATCT GAATTTCCAT 1657920 
ACCTCTATTT GTCGGAAAAT AATATTGAGT ATCTTTTAAT TCAGGTGGGA AATAATTTTC 1657980 
GCCTGCCGCA TAAGCGTTAG GTTCATCGTG AGCATAACGA TATTCAGTGC CATATCCGAG 165 8040 
CTCTTTCATT AAATTAGTCG GCGCATTGCG TAAATGTGGT GGAACATCGT AATCTGGCAA 1658100 
ATCTTTCGCT TGCTGTTTCG CAGTGTTAAA TGCAGTATAA ACCGCATTAC TTTTTGGTGC 1658160 
TACCGAAAGA TATATAATGG CTTGGGCGAT GGCTCGCTCC CCTTCATAAG CCCCCACGCG 1658220 
ACTAAAGCAA TCCGAAGCAG CCAATGCAAC TTGCATAGCA CGAGGATCTG CATTTCCCAC 165 8280 
ATCTTCTGAA GCAATGGCAA GTAATCGGCG CGCGACATAT AAAGGGTCTC CACCTGCCGT 1658340 
TAAAATTCTT GCATACCAAT ACAGCGCAGC ATCTGGAGCA GAACCTCGAA CAGATTTATG 1658400 
TAGCGCAGAA ATTAAATCAT AGAAACGATC ACCTTGTTTA TCAAATCTCG CTTGGCGTTC 1658460 
GCCTAAGACT TCTTTTAATA AAGTGCGGTC AATTTTCTTT CCATTTTCCG TTTCATCCGC 1658520 
CATATCCACC ATTAATTCGA GGCAATTCAA AGCTAATCGT GCATCCCCAT TAACATATTC 1658580 
GGCAAGTACT TGCAGTAAAT TCTCTTCTAA AATTAACCGC TCTTTACCCA ATCCACGTTT 1658640 
AGGATCTTCT ACAGCTTGCT GCAAAACTTG TTCAATTTCA GCCGTTGTGA GTGATTTCAG 1658700 
CACATACACT CGGGCACGAG AAAGCAACGC ATTATTTAGC TCAAAAGAGG GATTTT CTGT 1658760 
TGTCGCCCCA ATAAAAATAA CGGTTCCGTC TTCAATGTGC GGTAAAAATG CATCTTGCTG 1658820 
GCTTTTATTA AAACGATGGA CTTCATCCAC AAATAAGATA GTTTTACGAT CCGCAAGACG 1658880 
ATTTTGTTTT GCACGATCAA TGGCTTCACG AATTTCTTTG ATACCACTCG TCACCGCAGA 1658940 
AATTCGCTCT ACTTCTGCAT TAATACGTTG TGCTATGATT TCTGCAAGGG TTGTTTTCCC 1659000 
CGTACCTGGT GGGCCCCAaA AAATCATAGa ATAAATATGA CCAGCTTGGA TAGCTTTTCG 16 59060 
CAGTGGCTTG CCCTCGCCAA TTAAATGGCT TTGCCCAAAA TATTGTTCTA GACTCGTTGG 1659120 
ACGCATCTTG GCTGCCAGTG GGCcAAAATC ATTTTCGGsA AAATCAAAAT TGAAGTTAGA 1659180 
CATTTTTATT TCTCAaAAAA TTGAAGGGCG TATTTCTACG CCCTTATTTA AAATAAT CAC 1657240 
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TTGTTATTTT TTACGTTGGT CATCCACTTC AACGCCTTTT TCTGGCTTGA ATTGGAACAA 165930 0 
GCTATCAGAC AAGGTTTGAT TCGTAATATT ACGTAAAACA TAAAGATTGG TTTGCCCATC 1659360 
TTTCTCTGTC QTACTGAAAT TTCGCAATAT TCCATTAGCA TCAACACGAA TATCAAATTG 165942 0 
CTTAATGTTG CTTGTGGATA AGGTTGGTTT TAACACAAAG GTATCCGATT GTTGTGTTAC 1659480 
CGTATATTGA TGCCAATGGC TCTTATCATT GCTGGTAAGC AAAACAAAAG GAGTATTATT 165954 0 
TACCGCATTT TTTACCCATT GTGCGGTCAC TTGTTGCACA AATGGATCGT AGAACCATAA 1659600 
GGTTTTACCA TCAGAAATAA TCTGGGTTTC TTGAGGGGTT TTAGTCTCCA TACGGAATAA 1659660 
ATTTGGGCGT TTAATTTGAA GTTTGCCACT TCCTTGTTGA ACATTTTTTC CACTTCCAGA 1659720 
AGTCACTGTT TGCACAAATT CTGCACTTAA TACATCGACT TTAGCTAAAC GCATTTGTAA 165978 0- 
TTCACTTGCC GCATCAGCCA ATGCCAAATT ACTCAAACCA AGTAAGGTAA GTGCGGCAAA 1659840 
TTTTAAGGTT GTTTTTTTCA TTTTACTTTC CTTTTAAATT AGTATTCTGG ACGATGCGAT 1659900 
AAAATTTCAC GCTTACCATT TTGCATTGGG CTGACAATCC CTTGTTCTTC CATTTGATCC 1659960 
ATAATACGCG CTGCTCGGTT AAAACCTACG CTGAATTTAC GTTGAATAGA AGATACTGAA 1660020 
GTTGTACCAG TATTAATAAC AAAGTCCATT ACTTCATCAA AGAGTGGATC TAATTCCCCA 166 00 BO 
CCGCTTGATA TCCCTTTTTC TGAACTTTCC TCATCGTCTG CGCTTTCTAA AATTCCATCA 1660140 
ATATAATCAG GTTTACCGCG TGCTCGCCAA TCATCGGCAA TATTGATGAC TTCATCATCA 1660200 
CTCATATAGG CTCCATGTAC GCGGATTAAA TCAGATGAAC CTTGTCCAGA ATAAAGCATA 166026 0 
TCTCCACGCC CTAAAAGGGC TTCTGCACCC CCTTGATCAA GAATAGTACG TGAGTCAATT 1660320 
TTACTTGCCA CCGTAAAGGC AATGCGACTT GGAATATTTG CTTTAATTAA ACCAGTAATC 166 038 0 
ACATCCACAG AGGGGCGTTG TGTGGCTAAA ATTAAATGGA TACCGATAGC TCGTGCTTTT 166 044 0 
TGTGCCAACC GTGCAATCAG TTCTTCGATT TGCTTACCCG CTACCATCAT TAAATCAGCA 166 0500 
AACTCATCGA CAATAACCAC AATATAACTC AATTTTTTCA ACGCTGGTGG CATTGCATCC 166 056 0 
ATCGTATCGC CCAGTCGCCA AATTGGATTT GGCACAGGCA TTCCCATTGC TTCGTATTCA 1660620 
TCAATTTTTT CATTAAAGCC TTCAATGTTT CGTACGCGTA AAGCTGAAAG CAACTGATAA 166 0680 
CGACGTTCCA TTTCATCTAC GCACCAACGC AACGCATTAG CGGCTTTTTT CATATCCGTT 1660740 
ACAACTGGTG TCAGTAAATG TGGAATATCA TTATAAACAG AAAGTTCGAC GACTTTAGGA 1660800 
TCAATCATAA TAAATTTCAC ATCTTCTGGT TGAACACGAT AAAGTAAACT TAGAATCATC 1660860 
GTATTCACAC CAACAGACTT ACCTGATCCC GTAGAACCTG CTACCAATAA ATGTGGCATT 1660920 
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TTCGCTAAAT CAACAATGAC TGGTTTGCCA CTAATATCTT TACCTAAAGC AATAGGTAAA 1660980 
GTTGCCTTGC TATCACGGAA TTCATTGCTA TCTAATACAT CACGTAATGG CACCATTTGA 1661040 
CGATGAAGAT TTGGGGTTTC AATACCAATA TAAGGTTTAC CTGGAATCAC CTCTGCCACA 1661100 
CGAATAGAAC GAAAGATCAA TGCTCTTGCT AAATCGGTAT CGATGCTCGT GACTTTTGAT 166116 0 
GCTTTCACAC CCGGCTGTAA TTCTAATTCA TAACGCGTAA CAACAGGGCC AACAAGCACA 1661220 
TCTTTTACGC TGGCTTTTAC ATTAAAATTG CGTAATTGTT GTTCAATACG CTGTGAGGTT 16612 80 
TCCATTATTT CATCTGGTGT AATGCGTTGT TCATTTGGCG GATATTTTAA AAGCAAATCC 1661340 
AAACTAGGTA ATGGTGTACT CGGTTTTTCA CGTTTTGTTG TTTGCTGTTG AAATGCAGGA 1661400 
TGAATCAAGC TACCGCTATA ACCTTTATAA TTAGGCTCTT GATTTTtGTC TAATTGAACG 166146 0 
GCTTCCATAT CATCCTGTAA GATAGGTTAA ATTTCACTCC ATCTTTTTCT AAATCTACCT 1661520 
TTTCATTAAC TTGAGTAGCA AAATGATTAT CTACCATTTC AGTATTCAAA GATTCATGAC 1661580 
TGGGTCTTAA TAAAACTGTT GGCATTTCAT CTTTTGTTAG CAAAGAAACT TGAGTAAAAT 1661640 
CATCCGCACT TTGATTTAAT TGCTAAATCT TCTTGAACAA CTGTTTTTAC AGGCTTATTC 1661700 
CAAACTGCGA CAAAATCATT TTTGCTTACC CTTTGTTCAT CTGAATCACT CGATAAATTC 1661760 
ACACTAGGCA AGCTTTCAGA ATCAAACCCA AAAGAAAATT GCGGTTTTTC ATTCTCTTCG 1661820 
TTCGCGAGTT CATATTCTGA TTTTATAGAA ACCTCTGGAT TTAACCCGCT AATATTAATT 1661880 
AAATGTGATG AAGATTTGCC AATTGAAATA TTTTCTGCTT CTAAGGATGG CTTTACTGTT 1661940 
TCTATTTCAC TATTTTGTTC TACATTGAGA TAATTTTGAT CTAGATTTTC TGTTTCTGAA 1662 000 
CGATCTGATT TTACAATCAC AATTTG CTCT AATTCTTCCG TTGATTTTTC TTGCTCAGCA 1662060 
TTTTCTGATT GCTCATTTTT CATTGTTAGC CAATGATAAA ATGTAACAAT TAATCGAATT 1662120 
AATGATGTGC CAGAACAAAA AATAAAACCA ATTAAAGCAA GCACAAAACC AATTAAAATT 1662180 
GAACCAAATT TACCTAATAC AGGATAAAAC CAATTTACAA CAAGCGATCC GCCCAATACG 1662240 
CCGCCACTCA AATAAAAAGT ATTACTTGAT AAAAGCAACA TACTCACTAC ACAAAGCCCA 1662300 
ATAATCAGCA TGGTAAAGCC AAAACTACCG TAAAATAATT CGAGTACAGG AAAGCTGTTT 1662360 
AACTGCTTTT GTTTTCAATA AATAAATAGG CACGAGAAAA GCGGTGAAAG GAATAATATG 1662420 
GGCAACATAA CCTAAAAAAA CAAAAAAAAG ATCGATTATC CACGCCCCAA ATGAACCGAC 1662480 
TTTATTAATT GTGTTGCCAT ACGCACTGAC TGTTGCCCAA GAATTATCAA GGGGCGTATA 1662540 
ACTTGACCAA GCAACAATCA AATAAAGTCC AAAAAGTGCG GTTAATCCCA GCAAAAATTC 1662600 
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CGCTAAATAC TGTCTTGGCG TAAATCGTTC TGTAATTTGT TTAATCATAT TATTTCAATA 1662660 
CAAGGAAATT GGTTTGTTTT ACTTCTTCCA TCACAACATA AGTGCGAGTG TCATTTACAC 1662720 
CTGGTAAACG TAACAATGTC GTGCCTAGCA ATTTTCGGTA TTCCGCCATA TCTGCCACAC 1662780 
GAGTTTTTAA TAAATAATCA AAATCGCCCG ATACCAAATG GCATTCTTGA ATTTCTTCCA 1662840 
ACGCTTGAAT CGCTGCATTA AATTCTTCAA ACACATCGGG CTTACCCCGT ACTAATGTAA 1662^00 
TTTCAACAAT CACTAACAAT GGCGCATCCA ATAATTCTGG ATTTAACAGT GCGCGATACC 1662960 
CCATAATCAC ACCTTGTTTT TCCAAACGTT TAACTCGCTC TAAACAAGGT GTTGGCGAAA 1663020 
GCCCCACTTT TTTCGACAAA TCAATATTGG AAATCTTACC GTTGCGTTGT AATTCATTCA 1663080 
GAATTTTTAT ATCTATCGCA TCCAATGCTT TATTTCGTTT TTTTTCCATT TTCTTTATTT 1663140 
CTTTGCTCAT AAAAAGGAAC AACTATTCTA CAGAATTTTC CTTTCATTTT CAGTAGGCGA 16632 00 
TGATTTTTTT ACAAATTATC TAACACAGCG AGCGCATCCG TGAGTTTTTT CACAGTAAAA 1663260 
ACCTGCATAT TTTCGACCGC ACTTTTCGGC TTGTTACCAA AAGGAACAAT AGCACGTTTA 1663320 
AAACCGTGTT TTGCAGCCTC GCTAATACGT TCCTGTCCAC TTGGCACAGG ACGAATTTCT 1663380 
CCCGCTAATC CAACTTCGCC AAAAATCACT AAATCTTGCG GCAAAGGGCG ATTACGGAAA 1663440 
CTTGAAATTA ACGCAAGCAA CAAAGCTAAA TCCGCACTGG TCTCACTGAC TTTTACACCA 1663500 
CCAACCACAT TTACAAAAAC ATCTTGATCC GCCATTTGTA AGCCACCATG TCGGTGTAAC 1663560 
ACCGCCAGTA ATAGCGCTAA GCGATTTTGC TCTAATCCCA CCGCAACACG GCGAGGATTT 1663620 
GCCAGCATTG AATGATCTAC TAAAGCTTGA ATTTCAACTA AAAGAGGACG AGTACCCTCC 16 63680 
CAAAGTACCA TAACAGAACT GCCTGACGTA ATTTCATCTC CGCGACTTAA AAAAATCGCC 1663740 
GATGGATTTT TCACTTCGCG CAAACCCTGC TCTGTCATTC CAAACACGCC CAATTCATTT 1663800 
ACTGCACCAA AACGGTTTTT ATGACTACGC AAAGTACGAT AACGAGAATC GGCTTCGCCT 1663860 
TCTAATAACA ATGAACAGTC AATGGCATGC TCTAACACTT TAGGCCCTGC AAGGGTTCCG 1663920 
TCTTTCGTAA CGTGTCCAAC CATAATAATC GCCACTTGGC GAGTTTTTGC ATAACGAGTG 1663 980 
AGAAAAGAAG CGCATTCACG CACTTGAGCT ACACTGCCTG GCGATGATTG AATATCTGCC 1664040 
AAATGCATTA CTTGGATAGA ATCCACCACG ATAATTTGCG GTTTTAATTG ATCCG CTAAA 16 643 00 
TTACAAATCT GTTCCACAGA GGTTTCTGAC AACATTTTTA ATTGATCACT TGGCAATCCC 166416 0 
AATCGGCTTG CGCGCATCGC AACCTGTTGT AATGATTCCT CTCCCGTTAC ATAAAGTGCG 1664220 
GTCATATTTT TTGCCAAACC ACACATAACC TGTAGTAACA ATGTACTTTT CCCTGCTCCA 166428 0 
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GGATGCCCAC CAATTAAAAT CGCACTACCC GGTACGATCC CGCCGCCCAG TACCCTATCT 1664340 
AATTCACTAA AACCACTGGA AAAACGTGGT GTTTCTTGCA AACTAATTTC AGAGAGCGTT 1664400 
TGAATTTTTG CCTGAGTTTC ACCCGCATAG CCACTAAAAC GATCATTTTT TGATTTTGCC 1664460 
GTGGAAATTA ACCGCACTTC CGTAATTGTA TTCCACGCTT TACAAGCGGA ACATTGCCCT 1664520 
TGCCAACGAG AAAACTCCGC ACCACAATCG TTACATACAT AAGCTGTTTT TGGGGCTTTA 1664580 
GCCATTTTAT TCTCCGTATT TGCCGTGGAT AACTTCCCGT GGGTAAGTAT ACCCACGGTT 1664640 
AATTATAGTT ATAGTGGTTC CCCTTTGGGG AACATCAAAC TACCCCAACG GAGTAGCACT 1664 700 
GAGATCAGCC TAGGGTATAC CTACCCTAGG TCATAAGATA ATTCCATTAA TTTGATCATT 1664760 
CGCTCAAAAT AAACTCGACT TTTCAAAAGT GCGGTCAATT TTTCAATAGT TTTTTCATTG 1664820 
TCTTTCGTTT CACTATGAAA ACGAATCAAA TCACGAATTT CAACAAAGAT TTTCTGATTG 1664 880 
CTTTCTAACA AAGCTGGTAA GCGCGTTTCT TTTTGTTTTT CTGTTGCCAT CGCTTCTAAG 1664940 
ATTTTCCCAT TTTCATCATA ATAATGATAA AGATTAAAAA ATGCCCCGAC TCGCTCCACT 1665000 
GTTTTCATAA AATCTTGGCT AAAAAGTGTG GGAGAAAATG ATAAGGTTTC TTCCAAAAGT 1665060 
TTCTGTTCCA TTTTAAGCAC CG CATTAAAT TTTGCACAAA AATCTACCGC ACTTTCTTCT 1665120 
CGTTCTTCTT TTAAGAAATC ACGCCATTTA TTGAGCCAAT CTGTTAAAAA TTGTTTTGAG 1665180 
CCCAGCAAAT AAnCnCgCtT CGCTTTACTT GCACTACTAA AATAAATATC TCTTTCGAAA 1665240 
GGCAAAGTTT CCACAAAATC AAAAAGATCC TGCACATTGC CAGATTTCAA TTCAAACTCA 1665300 
ATTTCACTGA TAGGTTGCTC ATATTCGCCT GCAATAATTT TGCCTTGATC GAAAGCCACT 1665360 
TCAATTTTAG ATTGTTGAAA TTCAACTAAC CAAAAAGTGC GGTTAAAATC TGTGGAGAAA 1665420 
ATAGGTTGTA GTGTAGAGCT AGGTAATTGT TCAAAAGGAT AAAGCCCTCT TAATTGGGCA 1665480 
TTAGTTGGCG TTTCTTTTTC GATTAATGGT AAATTATATT CTGGGCGACT ATGCAATCCA 1665540 
CTAACAACTT TACCGTTAGT TTTAAGTGTT AATGTAAGTT CTTGATCTTC TTGACGAATA 1665600 
CGCAACCCCA TTTTTTGTTT AGCAAGAAAA TGATCGGGAT AATCATAATA GGTGTTACCC 1665660 
AAAAATAAAT TTTGATGTTC TAAAATCGTA AATTTTGCAA GATATTGTGG CAATTCAATA 1665720 
CCTATTTGTG GCGAAATCGC CAATTTTAAT TCAATTTCTT GTAACATAAT ATTCTCCATT 166578 0 
TAAATTAACT GGTTAAATAT' ACAATACAAT AGAAATAAAT CAAGATTTTT GTGGTGTTTT 166584 0 
ACTTTACATA TTAAATAGCT ATAAATGAAT TTTTATTTAT TGTGATTAAA ATATTGCGAC 1665 900. 
TTTTAAATAA AAAAATAATC CGAAAAACAT AAACAGATTT CATCGGATAA TATTGATAAT 1665560 
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TTTAAATAAC AAAGCCAGAT TAAAATGTGA ATATTTACTA ATCTAAATTA GCAATAATTG 1666020 
TGAAATGTCA ATTAAAATAA GTAAGATGAA AATATGAATA TTTtCATCtT ACTCAGCATT 1666080 
TTCAAAAATT TTATCTTTGT tCGGGGTAAA TTACTTCAGA TGTAACCCAT TTCATCCATA 1666140 
CTTGCTCTAA TAATGGGATT ATTGAGGTAC TGTCTTCAAC CATTGTATTA AGAGCAGACA 1666200 
AAACATTTTC TAATGAATTT GGTTGTtCTT GTAGATAACT TAACAACCAG TAATCTAACT 1666260 
CTGAAAGGAT TTGTTGCTGA ATCCTAAAAT CACTATCACG CCATATAATA GCTTGAATTG 1666320 
GCGTATCATC AAATTGTTTA AAGTCACTTG ATAAAAAATC AACGTCATAA CTTTTTAAAT 1666380 
AAGCTGCACC AGATAATTGC ATTACGCTAT GTCTATTCCA CTCAAATTTT TCAGGCACTT 1666440 
TGGCTAAAGA AACTTCTGCG AGTAATTGTG TATTTtCAAA ATCCATCAAT GCCAATATAT 1666500 
TTGTATCAAA TATCTCTTTT TCTTGACAAA ACAAGAGAAA TTCTCCTGCA ATATCTTGGA 1666560 
AATAAGGAGA ATGGGCATTA CCATTTTGCA CAAAATTTTC TTTAGCATTT TTCCAATACT 1666620 
CTGGCTCAAT ATGCAATGGT GCTTCAACAA AACAACGATC AATAAAACCA AAAGCATTAT 1666680 
TACGAACTAA ACGTGTATAT ACCGCTAAAC GGCTTGCAGC ATAACCATTT AAAGGATCTG 1666740 
CATTACCTAA CCGAATAGCA TTTGCCAATG CTTGCTGAGT TTCTTTCAAT GATGACTTAG 1666800 
GCAGCATAAG ACATTACCTC TGTGTGAGCG TATTTTTGCT GTAATTGTGC AATATGCTCA 1666860 
ACTTCGGCGT AAAGTTCTGC AAATGGTGGG AAGTTGAAAT CACGCTCCAA TAATGTTGGA 1666920 
GGAATCGTAG GTAGTCGTTG ATAGGCATAT TCGAGTAAAT CCCATACAGT GCCTTTTACA 1666980 
GCTTCTCCGT GTGTATCAAT TAATAATTCA GGTAAATGGC GATATGCTCC TTTTACTTTA 1667040 
TTAAATGATT CATTTGCTGA ATTCTCTACA ACTTGTGCAG CAGAATGTTC TTCATCGTGC 166 7100 
CCTGCAATAT GAATGTAATT AACACGTTTA ACATCAACTT GATCTAAAAA GATATAAGGA 166716 0 
TCAAGTAATC CGTGATTAAC ACCATTAACA TAAATATTAT TCACATCTAA ATGAATGCCA 1667220 
CAATCAGCCT CTTGTGCGAT AGCATTTAAA AATTCCACTT CATTCATTGT GCTAGTAGGA 1667280 
GAATGCAAAT AATAAGAAGT ATTTTCTAAT GAAATTTGTA ATC CTAAGAA ATCTTGCACA 1667340 
TCACGTATTC GTTGCGCAAC GTGTTTTACT GCTTCTTCTG TAAATGGCAT AGGTAATAAA 1667400 
TCATATAAAT GCCCTTCACA TTCACAATAA CTTAAATGTT CAGAAAAGAA AGACGAATTA 1667460 
TATTGATTAA TTAATGCTTT CGTATTACGG AGTAATTCGC GATCAAGTGG TGCTTGCCCA 1667520 
CCTAAAGAAA GTGAAAGACC GTGTACTGCT AACGGAAATC TTTCTGCTGC TTGATCAAAT 1667580 
TGATAACGTG CCATTCCACC CATTTTACTC CAATTTTCTG GTGCGACTTC AATAAATTGA 166 764 0 
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ATAGCGTTAT TTGAGGGAAG TTGTAAAAAA TCCTCAGCTA AATTCCGACG ATAACCTAGT 1667 700 
CCAGCGCCTT GTAATTTCAT AATTAACTCC TTTTTAATAA AAGCTGGCAT AAATTGTTAC 1667 760 
GCCAGCATAA TTATTATTCT TATTTAGAAC CGCATTTACC TTCGCCACAT TTGCCTTCAG 1667 820 
CAGATTTAGC TTTGTCTGCA CCGCATTTGC CTTCACCACA TTTACCTTCT GCAGATTTAG 1667880 
CTTTGTCTGC ACCGCATTTG CCTTCACCAC ATTTACCTTC TGCAGCTTTT GTTTTGACAC 1667 940 
ATTTATCGCC CACACAAGGT GTTGCTGTAT TATCAGTACT GCTTGACTTT GATTCAGCCT 1668 000 
GTGCTGCTGT CGCTACTGCC ATCGTTAATG CACCTGCTAA TGCTGTTAAT GTTGCTAATT 1668 060 
TTTTCATTTG AATAATCTCC TAGAGTTTGA ATTTTGAATA AATAATTAGA GAAATTTCAA 1668120 
CCAGCTTTTA GTTGGATAAA CCTTCTTAAT AAGCGTGTCT AAAGAGAGTT TCCCCGCTCC 1668180 
CTGCGTAATT AAGATTAATA AAGTCACCAC ATAAATTAAT GGTAATTTAT AACCATTATC 1668 240 
ACATACGTTA TAACCTGAAT CGGCGTGAAT GCTATACCAC GCGACAGAGA TTAAAATCGT 1668 300 
TAAACTTAAT GCACTAAAAC GTGTTAGCAC CCCAAATATC AGCAAGAATG GGAAAATTAA 1668 360 
TTCTGATCCC ATTGCAACGT GCCAATTAAT ATCGGCAGGA ATAAGATTAA ATGGAAAAGG 1668420 
AAAACGATCT TGTATTTCAG CGAACCAATT TTGTCCATTC CATTTTTCTA ATCCTGATTC 1668480- 
AAAAAACTCC CATGCGAGAA AAAAGCGTAA AATCAATAAA CTTACGCCAC TGCCGATACC 1668 540 
TTGCATCTTA CAATCCTTCA TTTTTTTACC TTTCAAATTT TCTCGCTTTT AAAGCGAAAA 1668600 
GTGTATTGAG TTACTTATCT TACCACACTA GGAAATATTA CCCAGTTGCT TACTTAGTCG 1668660 
AAGATAAACC TTTTTTCTTA CAAATTTTTT TGAAAAATTT TAACTATCAA CAAAAATCGG 1668720 
GTAATATGCG CACGAATTTT TAACCCCTTA ATTTGGAGTA AATCACTTAT GGCAATGAAT 1668780 
AATATTCTCG GATTATTTGC CCATTCGCCT CTCAAACCGT TACAAAAACA CTCTGAAAAA 1668 840 
GTGACCGAAT GTAGCGATCT TTTGATTCCT TTTTTTCAAA CTACTTTCTC AAAGAATTGG 1668 900 
GAACAAGCGG AAGAAAAACG CTTAGAAATT TCTCAATGTG AACGCGAAGC AGATAGTTTA 1663 560 
AAACGTGAAA TTCGATTGAA ATTGCCACGT GGTTTATTCT TACCTATCGA TCGTACTGAT 1669020 
CTTTTAGAAT TAGTCACGCA ACAAGATAAA CTTGCCAATT ATGCCAAAGA TATTGCAGGC 1669080 
CGTATGATTG GTCGTCAATT TGGTATTCCT GAAGAAATGC AAGAAGAATT CTTACATTAC 1669140 
GTAAAACGAA GTTTAGATGC TATTCATCAA GCTCACCGAG TAATAGAAGA AATGGATAAG 1669200 
CTATTAGAAA CGGGTTTTAA AGGTCGTGAA CTCAAATTAG TCAATGATAT GATTCAAGAA 166 9260 
CTTGATTCAA TTGAAGATGA TACAGACCAA ATGCAGATCA AATTGCGTAA AATGCTTTAC 1669320 
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ACCATCGAAA GTCGTTATAA TCCAATTGAT GTAATGTTCT TATATAAAAT TATTGAATGG 166938 0 
GTTGGCGTTT TGGCTGACCA AGCACAACGT GTCGGTTCGC GCATTGAATT AATGCTCGCG 1669440 
CGTTCATAAT CAACAAAACA TAGGAAATAA ACTATGGAAA TTATTAGTCA ATATGGTTCT 1669500 
TGGTTGGTGT GGATCACAGC AGTCTTTGGC TTTTTTATGG CGTTCGGAAT TGGAGCGAAT 1669560 
GATGTCTCAA ATTCAATGGG AACATCAGTA GGATCTGGTA CCATAACCGC CAAACAAGCG 1669620 
ATTATTATCG CATTAATTTT TGAATCTGCT GGTGCCTATC TAGCAGGTGG TGAAGTAACA 1669680 
CAAACCATTA AAAGTGGTGT AATCGAaCCA ATACAATTTG TCGATACGCC AGATATTTTA 1669740 
GCTCTAGGTA TGCTTTCAAC CTTATTTGCA TCGGGTGCTT GGTTATTTAT TGCAACCAAA 1669800 
ATGGGTTGGC CAGTTTCTGG TACACACACT ATTATTGGTG CAATTATTGG ATTTGCCTGT 1669860 
ATTACGATTG GCCCTAGTTC TGTAGATTGG TCAAAGATTG GCAGCATCGT TGGTAGCTGG 1669920 
TTTGTCACGC CTGTCATTGC GGGTATTTTG GCTTATGCAA TCTTTGCAAG TACGCAAAAA 1669980 
CTTATTTTTG ATACCGAACA ACCACTAAAA AATGCACAAA AATATGGCCC TTATTATATG 1670040 
GGGATAACCG TGTTTGTACT TTGTATCGTG ACGATGAAAA AAGGCTTAAA ACACGTAGGC 1670100 
TTAAATCTTT CAAACAGTGA AACTTTAATC ATTTCACTTG CCATCAGTCT TATCGGAATG 1670160 
TTTTTCTTCC ATTTCTATTT TAAAAGCAAA ATCTTCACTC AATCAGCAAA CAAAGGCACT 1670220 
TTTGGTGCAG TAGAAAAAGT CTTCAGTATT TTAATGTTAT TAACCGCTTG TGCGATGGCA 1670280 
TTTGCGCACG GTTCTAATGA CGTAGCCAAT GCAATTGGCC CTCTTTCTGC AGTGGTCTCT 1670340 
ATTGTAAATG AAGGCGGTAA AATTGTTTCA GGTGGAGCCT TAACTTGGTG GATTTTACCC 1670400 
TTAGGTGCAT TAGGTATTGC TGTGGGCTTA ATTACTATGG GACAAAAAGT GATGGCGACT 1670460 
GTTGGATCTG GGATCACCGA TTTAACGCCA AGCCGTGGCT TTGCCGCTCA ATTTGCTACT 1670520 
GCGATGACCG TTGTCGTGGC ATCAGGCACA GGCTTACCCA TCTCAACAAC ACAAACACTT 1670580 
GTTGGAGCTA TTTTAGGTAT CGGCTTTGCA CGTGGTATCG CAGCACTGAA TTTAACGGTT 16 70640 
ATCCGAAACA TCATTAGTTC TTGGATTGTC ACATTACCAG CAGGTGCATT TTTCGCCATT 1670700 
ATTATTTTCT ATGTGCTAAG AACAATCTTT AATTAATTGA TCTCAATAAA AAGTGCGGTT 1670760 
AATTTTAACC GCACTTTTGT TGTGATGTTT AAGGGGAAAA AATGAAAAAG ATCTATAAAG 16 7062 0 
CCTTAATCTC ATCTTTACTT TTAAGCACAT CAATAAATGT TGCTTATGCG GAAACCCAAT 167088 0 
ATGTTACTGA AAATTTAAGT ACTTTCTTAC GTCGTGGTGC AGGCGAACAA TTTAAAATTG 167 094 0 
CAGGTTCAAT TCAAGCAGGC GAAGCGGTGA ATGTATTAGA TCGCCAAGGC AAATACACAC 1671000 
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TCATTCGCGA CAATAAAAAT CGTGAAGCTT GGATTTTAAA TTCAGACTTA AGCAGTACGC 1671060 
CAAGTAGTAA AGAAGAAAAT CCAAAATTAA AAGCGCAAGT ACAAGAaTTA ACCTTAAAAC 1671120 
TTAGTCGTTT AGATGGCGAT TGGCAGCAAC GTACCGTAGA AATGCAACGT CGAACCAAAC 1671180 
AAGCTGAGCA ACAAAGTGCG GTTCTTTTAG AGCAAAATTC ACAATTGAAA CGTGAACTTG 1671240 
AAATGACCAA AAATAAAAAT CGTGATTTAG AAGCGATACT TGATGCAGGT AAACGAGAAA 1671300 
TTGCGATCCA ATGGTTTATT TATGGCGGTT CAGTATTGGG CGTAGGCTTA CTCTTCGGCT 1671360 
TGCTCATTCC TTATGTGTTA CCAAAACGTC GCCGTCGTGA TGGCTGGGCA TAATCACGAA 1671420 
TGAAAGTTTA TTTGGTTGGA GGGGCTGTTC GTGATCAATT ATTGGGGTTA CCCGTAAAAG 1671480 
ATCGTGATTG GATTGTGGTA GGCGCAGACC CCGCTACGCT ACTCTCTCTC GGTTATCAGC 1671540 
AAGTAGGCAA AGATTTTCCA GTTTTTCTCA ATCCTAAAAC AAAAGAAGAA TATGcGCTTG 1671600 
CCCGAACAGA ACGTAAATCT AGCGCAGGTT ACACGGGCTT TATTTGTGAT TTCTCCCCAA 1671660 
CAATCACATT AGAACAAGAT TTAATTCGAC GAGATCTCAC TATTAACGCC ATGGCTCAAA 1671720 
GCGAAGACGG TGAAATTATC GAwCCTTATG GTGGAAAACA AGATTTAGAA AATCGAATTT 1671780 
TGCGCCATAT TTCTCCCGCT TTTTCAGAAG ATCCTTTACG AGTATTGCGC GTGGCACGCT 167184 0 
TTGCTGCCCG TTATCATTCC CTCGGTTTTA AAATCGCCTC GGAAACATTA GCTCTAATGG 1671900 
CAGnACTTGC CCAATCAGGA GAATTACAAC ATCTCACGGC GGAACGCATT TGGCTAGAAA 1671960 
CAGAAAAAGC CTTAAACGAA AAAAATCCTG AAATTTATTT TGAAACCTTA CATAAAACAG 1672020 
GCGCATTAAG CGTTTTATTT TCTGAAATCG ATGCCCTTTA TGGCGTACCA AATCCAGTAA 1672080 
AACATCATCC CGAAGTGGAT AGTTTTATTC ATACCATGTT GGTATTAAAA CAAGCGGTTA 1672140 
ATTTGACTGA AAATAACCCT ATCCTAAATA AAAGTGCGGT TCGTTTTGCC GCAATTTGTC 1672200 
ACGATCTTGG CAAGGCTCTT ACACCTCAAA ATATTCTTCC TCATCATTAT GGGCATGAAC 1672260 
AAGCTGGCAT AAAACCGACT AGATCATTGT GCAAACGCTT GAAGGTTCCA AGTTATTTTC 1672320 
AAGAACTTGC AGAACTGACT TGTGAATTTC ACACGCATAT TCACAAAGCC TTTGAGCTTC 1672380 
GAGCTGAAAC CGTCATAACG CTGTTTAATC GTTTTGATGT GTGGAGAAAA CCACAACGCT 1672440 
TTCAAGAATT TCTACAAGTA TGTCTCGCTG ATACTCGAGG TAGAACAGGT TTTGAAACTA 1672500 
AAGACTATCC ACAAATAGAT TACATCAATC AATTATTACA TGCGGCAAAT GAAGTAGATG 167256 0 
TACAGCAAGT TATTGCCGAT GGATTTGAGA AACAAGCAAT CAAAAATGAA TTGACGAAAC 167262 0 
GAAGAATCTT AGCGGTTAAA CAAACAAAAA CGAATTACCC AACAAATTAA CAAATAAAAG 1672680 
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TAACTTTACT CAATTAAACT AAATCCTTAA AATATGCGAG CTTATTAACT TGATGAATAA 1672 74 0 
TATGAAAACC TTTAAATTTT TCACCGCACT TTTkGCCACT GCGATTCTAA CCGCTTGCAC 1672800 
ATTAGATATG GAACGTCCTA CTAATGTACA ATACATTGAT AAAACGGATG CGATATGGCA' 1672860 
ACAACATTTA CAAAAGATTC AAAAAATTCA ATCCTATCAA GCCAAAGGAC AAATTGGTTA 1672920 
TATCAGTCCA ACAGAACGTT TTTCTAGCCG CTTTGAATGG CAATATCAAA ATCCTAAATC 16729B0 
TTATACGCTT AAACTCTATT CTTTAATCAG TAAATCGACT CTTTGGATTC AAATGCATCA 1673040 
AAGTGGGATG ACAATTTCCG ATAACAACGG CAATCAACAA TCTGCAGCCA ACTCCAAACT 1673100 
ATTATTACAA GAGATTATTG GCATGGnTGT GCCATTAGAA CATTTAGCTT ATTGGTTGAA 1673160 
AGGCCAACCA GCAATGAACG CGGATTATCA AGTTGGCACC AACCATTTAC TTGGCGCATT 1673220 
TACTTATCAT GTGGATGGTT CtCAATGGAC GGCAGATTAT CTAACCTATC ACTCAAATAA 1673280 
TTCGATGCCT GAAAATATTT TGCTGAAAAA TGACAGCACA AAACAAACCT TAAAAATTCG 167334 0 
CGTAGACGAG TGGATTTACT AATGAATACA TTAATGAAAT CACATCaATT TTCtACCGCA 1673400 
CTTTGCCAAA ATACAACAGA ATCaAATGGG CAGCCATTAC GCTTCCCTAG CCCAGCCAAA 1673460 
CTGAATTTAT TTCTTTATAT CAATGGAAAA TTTCCGAACG GCTATCATGA ATTACAAACG 1673520 
CTTTTCCAAT TTTTAGATTT TGGCGATTGG TTAGACATTA GTATTCGGGA ACAAGATAAT 1673 580 
CAAATTGTTT TAACGCCAGA AATTCCAAAT CTAAAAACGG AAAATAATCT AATTTATCGA 167364 0 
GCCGCAAAAC TTTTACAAGa AAAAGCCAAT ATTCAATTGG GTGCAAATAT ' TCATTTAGAT 1673700 
AAAATTCTTC CAATGGGAGG CGGTGTTGGT GGTGGTTCAT CCAATGCAGC AACCGCATTA 1673760 
GTCTCTTTAA ATTATTTATG GCAAGCCAAT TTATCCATTG ATGAACTAGC ^AAAATTGGGA 1673820 
TTAACATTAG GCGCAGATGT GCCAATATTT GTACATGGAC ACGCAGCTTT TGCTGAAGGC 16738 80 
GTCGGGGAAA AAATCACTTA TTGTGAACCT GCCGAAAAAT GGTTTGTTAT ATTAAAACCC 1673 940 
GATGATTCAA TATCGACGGC TGTGATATTT CAAGAtCCAA ATTTACCACG TAATACACCG 16740 00 
AAAAAATCCC TCGCACAACT TTTGAGTGAA CCTTATAAAA ACGATTGCGA AAAAGTTGTG 1674060 
ATAAATCATT ATTCAAACGT TGAAAAAGCG TTAAACTGGT TGCTACAATA TGCGCCGGCA 1674120 
AGATTAACAG GAACGGGAGC CTGTGTTTTT GCTGAATTTG ATCATGAAGC AGAAGCGCAA 1674180 
GsGGTaTTTA GACAAAAACC AGAAGCATTT TTTGGTTTCG TCGCTAAAGG ACTCAATGTG 1674240 
TCTCCCTTGC ACGCAATGTT GAAGCAGCTA TCATCAACTC ATACTCATAG ACAATCTAAA 16743 00 
CCTGAGGTTT TAtAAAATGC CTGACATTAA ACTCTTCGCG GGTAATGCTA CACCTgAACT 16743 6 0 
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TGCAAAACGT ATTTCTGAAC GTTTATATAT TTCACTAGGC GATGCAACAG TCGCTCGTTT 1674420 
CaGCGATGGA GAAATTCAAG TTCAAATTAA TGAAAATGTG CGTGGTGCGG ATGTATTTAT 1674480 
CATCCAATCA ACTTGTGCGC sAACCAATGA TAACTTGATG GAATTGGTTG TGATGGTAGA 1674540 
TGCGTTACGT CGCGCATCTs CTGGTCGTAT TACTGCCGTG ATTCCTTATT TCGGCTATGC 1674600 
TCGCCAAGAT CGTCGTGTTC GTTCTGCTCG TGTGCCTATT ACCGCTAAAG TTGTGGCAGA 16 74660 
TTTACTTTCA ATTGTTGGTA TTGACCGTGT CTTAACCTGT GACCTACACG CAGAACAAAT 1674720 
CCAAGGTTTC TTTGATGTTC CCGTAGACAA CGTATTTGGT TCGCCAGTTT TAATTCACGa 1674780 
TATTTTGAAA AAATCTGATC TTAAAAATCC AATTGTTGTT TCCCCAGATA TTGGCGGCGT 1674840 
TGTACGTGCT CGCgCTGTCG CTAAATTATT AAATGATACG GATATGGCTA TTATTGACAA 1674900 
ACGTCGTCCA CGTGCAAACG TAGCACAAGT GATGCATATT ATCGGTGATG TTGCAGATCG 1674960 
TGATTGTATT TTGGTTGATG ATATGATTGA TACTGGCGGT ACGyTTTGTA AAGCGGCAGA 1675020 
AGCATTAAAA GAACGTGGTG CAAAACGTGT TTTTGCTTAT GCAACTCACG CCGTTTTCTC 1675080 
TGGTGCAGCA GCCAAAAATT TAGCCAGCGA TGCCATTGAT GAAGTTGTAG TTACTGACAC 1675140 
GATTCCTCTA TCAGAAGAAA TGAAAGCGAT CGGTAAAGTT CGCGTGcTTA CGCTTTCTTC 1675200 
CATGCTGGCA GAAGCTATTC GCCGCATTAG CAACGAAGAA TCTATTTCTG CGATGTTTAA 1675260 
CTAAATTAAA ATTTCAATAA AAAATACCGC ACTTTTATTG CCAAAGTGCG GTATTTTTTT 1675320 
ATTTACTTTA TTTAACTGTA TCTACTTTAT TCAACCgTAC ACGCGCAAAT TTTCGTTTAC 1675380 
CCACTTGGTA AACATTTGTA CCTTTCGGTG CATTGTCTTT TACGTTATCG ACTTTTTCAC 1675440 
CATTGATTTT TACACCGCCT TGTTGAGCAG AGCGAATCGC TTCAGAAGTG GAAGGAACAA 167 5500 
GACCTGCTTC TTTTAATAAG GTGGCTAAAC CCATTTCGCC AGAGAACGTA AATTCAGGCA 167 5560 
TTTCATCAGG CATTGCGCCT TTTTGGAAAC GGTTAATAAA TTCTTGTTCT GCAGCGTTTG 1675620 
CTGCCTCTTC ATTGTGGAAA CGTGCAATTA ATTCTTTTGC TAGTAAGATT TTGACATCAC 1675680 
GAGGATTTTT GCCGTTTTCT ACTTCCGATT TTAATTGTGC AATTTCGTTT AATGGACGGA 1675740 
ATGAAAGAaG GTTATACCAA TCCCaCATGA GTTCATCAGA AATTGACATC ACTTTACCGA 1675800 
ACATATCGCT TGGTGCTTCC GTTACGCCAA TATAGTTACC AAGTGATTTA GACATTTTTT 1675860 
TCTCGCCATC TAAGCCAACG AGTAATGGGA GTGTAATCGC AACCTGTGGT TTTTTGCCTG 1675920 
CTGATTTTTG TAATTCACGA CCAACAAGTA AGTTGAATTT TTGGTCTGTA CCGCCTAGTT 167598 0 
CCACATCTGC GTCTAATGCA ACGGAATCGT AGCCTTGTAG TAATGGATAA ATAAATTCAT 1676040 
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GGATGGCAAT GGGTTGGTTG TTTCCAAAGC GTkTTTTGaA GTCGTCGCGT TCAAGCATAC 1676100 
GCGCAACCGy ATAGTTGCTT GCAAGGCGAA TcATACCtyC TGTACCAAGT TTGCTTAACC 167616 0 
ATTCAGAGTT GAAGACGATT TTGGTTTTTT GTGGATCGAG AATTTTATAA ATTTGCTCTT 1676220 
TATAGGTTTC CGCATTGCGC AATACATCTT CACGGCTAAG TGGAGGACGA GTCGCATTTT 1676280 
TgCCCGATGG ATCGCCCACC ATTCCAGTAA AATCGCCAAT TAAGAAATAG ACTTCATGAC 1676340 
CGAGTTGTTG AAATTGACGT AATTTGTTTA ATACAACAGT ATGTCCTAAA TGAATATCTG 1676400 
GTGCGGTTGG nTCTGCGCCT AATTTTACTT TTAATGGGCG aTTTTCTTTC AGTTTTTCGA 1676460 
TTAAATCCGC TTCTGAAAGG ATTTCATCAG TACCACGCTT TAGTTCCGCG AGAACGGTAT 1676520 
TAATGTCAGT CATTATTATT nCCTAAATTA TGTTTTAAAA GGTTTTATTA TAGGGATTCT 16 76580 
TAGCAATTTG TGAATAAAAA AAAACGCCTA TCTGTGGGGA AATAGGCGGG AATGTTGGAG 167664 0 
TGATTATCTA ATATTGttGT TGGAATGATT AGATGATAAT tGTTATCAAT AGCCTTGTCA 1676700 
ATAGTTAAAT GAAAATAAtT CCTCAAAAAA ATAATTnATT TTATATAAGA CACCGATTCT 1676760 
GTCAAAGAAA GTGCGGTAGG AATTTCATTA GAAATTTCAA ATTGTCCCGC ATAAGCATAG 1676e20 
GCTTCAACAC CTTGTTCCAT TGCTTCTTTT AATAAGCGAT CATATTCAGG AnCGATATAT 1676880 
TCCGCAATTT TGAAACGATC AAACCCATTA TGTAACCCAG CAAATAGTAC CACTGCTCGA 1676940 
TGACCTTGTT TTTTCATTGC CAATAACTCT CGAACATGTT TTTGCCCCCT TGTAGTAACC 1677000 
GCATCGGGGg ACATACCTAA ATTGCCTTTT ACAAGCGTGA TTGATTTCAC TTCTACATAA 1677060 
CAATCAAGCA AGCCTTCGCC TTTTAGTAAG AAATCAATTC GGCTATTTTC CTCGCCGTAT 1677120 
TTCACTTCAG GGTAAATTTC ATCATACATT GCCAATTCTT TGATTTGCTT ATTTTGCAAT 1677180 
GCTTCAAAGA CAAGCTGATT AGAACGATGC GTATTGATAC AGCAAAGCTG TCCATTTGCG 1677240 
AGTTGAGTGA GTTCCCAAGA ATGGGGATAT TTACGAGTTT GACTATCAGA ATGTGAATAC 16773 00 
CAAATTTTAT CGCCTTTTTC ACCGCATCCA GTCATCGCAC CTGTATTGGC ACAATGAATT 1677360 
GTCATAACAT CACCAGTTGG CAATTCAATA TCCGCAAGAA ATGGTTTGTA ACGACGAATT 1677420 
AATGTCGCCG ATTGTAAAGC TGGAAGTTGC ATAAAGTTCC TTATTTAAGT TTTTCTAAAC 1677480 
GTTGTAAAAT AGCGTTGTCG TTCATAGCTT GCATTTTTTT CATTCTCAAA GAAAGTAAGA 1677540 
ATGCCGCAAA AGTGAGCGAG ACCACAAAGG CAATCCAGAA ACCTTTCGCA TCAATGTGTG 1677600 
GCACAAGCCA ATCTGTACGA CCTAGCGTAT AACCAAGTGG CACACCAATT ACCCAATAAG 1677660 
AGAAAAGGGT AATGTATAAA ATGACTTTAG TATCTTTATA ACCACGTAAA ATACCACCAA 1677720 
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CCACCATTTG AATGGTATCT GAAAATTGAT AAAGTGCGGC AAATAATAAT AGATTTGCTG 1677780 
CCATGGCGAT GACAATTTCA TCTGTCACGA AGATCGATGC AATTTCATAA CGGAAAAAAa 1677840 
TCGTAATTAA TGCAGTAACA ATTGTCACAG TTAGCCCTAA TAATAATGCG GCATAGCcAA a677900 
TTTTCTTCGC ATTTTGTGGA GAACCTGCAC CCAATGCTTG TCCAACTAAA ATCGTCGTTG 1677960 
CCATACCAAT CGACATAGGG AACATAAAAA TAAAAGAACT AGTATTCAGC GTAATTTGAT 1678020 
GGCTTGCCAC AATAGTTGCA CCCAGCGGAG AAAGCATTAA GGACGTAAGT GCATATAACG 1678080 
CCACTTCGCA ACAAATTGCA ATGGCAATGG GTAATCCTAA ACGCAGTAAT TTTTTAAGTG 1678140 
TTTTCGGATT TGGCATTTCA ATTAATTGAC TAAATACTTT TAGTGAACGT TCTTGAGTAT 1678200 
TCGTGTAGGA ATAGAAAATC ATCATTAAGC ACATTGCCCA GTTCACAATA GcTGTCGCAA 1678260 
TACCACAGCC CACCGCACCA AAAGCAGGCA TACCAAATTT TCCATAAATA AAAATGTAAT 1678320 
TAAGCGGAAT ATTAATCAAT AAACCTAAAA AGGTAATGAC CATCGCAGGC TTGGTTTTCT 1678380 
CAATCCCATC ATTTAAACAA CGAAAATTAA TCAGCATCAA ATAAGCTGGC AATCCCCACA 1678440 
ACATCGCGTG TAAATAATCG CGTGCTAAAT CTGACATTTT GCTTTCCATT TGCATATATT 1678500 
GCAGCGGAAT TTCACAGAAA TAAATCAGTA AACCTAAAGG AATACTCACG CCTAACACAA 1678560 
GCCAAATGCC TTGGCGAACT TGATGTGCAA TGCGATGGTG TTGGCCTGAA CCATTCAAAT 1678620 
AAGAAATTGT AGGCGGCAAT GCCAACAATA AACCTTGCCC AAAAAACATC AATGGCATCC 1673680 
AAATTGAAGC ACCAATAGAA ATGGCTGCCA TATCAGTGGA ACTCACTCGC CCCGCCATAA 1678740 
TGGTATCCGC TAATCCCATT GAGTTTTGTG CGATTTGTGC TAATAAAATA GGCAAGGaAA 1678800 
TTTTaATCAA CTTTTTAATA TCAGCGTGGT ATTGAGATAA AAGACGAAAA TTCATAAATT 1678860 
TGATATACTG CTAAAAATTT TTAGAAAAGG AAAAAATTAT GTTTACTGGA ATTGTACAAG 1678920 
GCACCGCCCC CATCCACTCC ATTAAAGAAA AGGCTAATTT TAGAACACAA GTGGTAAAAT 1678980 
TACTACCTGA AATGCGTAAA GATCTGGAAA TTGGCGCATC AATAGCAAAT AACGGCGTAT 1679040 
GTTTAACTGT AACTGAAATC AATGGTGATC TGGTTAGCTT TGATCTGATG CAAGAAACTT 1679100 
TAAAAATTAC AAATCTCGGC ACAGTAAAAG TGGGCGATTA TGTGAATATA GAACGTGCTA 1679160 
TGCAAATGGG AACGGAAATT GGCGGACATT TATTATCTGG TCATATTTAT TGCACCGCAA 1679220 
AAATTTCAGA TATTATCGCT AGTGAAAATA ACCGACAAAT TTGGTTTGAA CTGCCAAGTG 1679260 
CGGATGTGAT GAAATATATT TTAACGAAAG GATTTGTTGC GGTAGATGGC ATTAG CCTCA 1679340 
CTATTGGCGA AGTAAGAGAC ACTCAATTCX GTGTAAATTT AATCCCTGAA ACTTTACAAC 1679400 

-77.1001- 

SUBSTUUTE SHEET (RULE 26) 



WO 9*33276 PCT/US96/05320 

GAACCTTAAT GGGGCGGCGT AAAGTGGGCG ATATTGTGAA TATCGAAATT GATCCACAAA 167 9460 
CGCAAGCTAT TGTAGATACG GTAGAAAATT ATTTGCAGTC AAAAAATTTC TAGTTCATTT 1679520 
AAAAATATTA AGCAATTGAA TAAAGTGAGA ATGGGCATAA AGCCTATTCT CACATCATCA 1679580 
AGTGTTACTG CAACGCTTTC TCAATTTTTT CAAATAAATC TTTTGAAAGA TTTTCTACAA 16 79640 
CGGTTAGGCG TTCTAAAGCA CGTTTCATCA GCGTTTGGCG TTGGGCATCA AAGCGAGAAA 1679700 
AACGAATTAA TGGCTCGATT AAACGCGCAG cCACTTGCGG ATTACTTTCA TTTAAACGGA 1679760 
TTAACACATC CGTTAAGAAA CGATAGCCTG ATCCACTTAC ATTATGGAAT GCTTTTAAGT 1679820 
TGTGATTTGC AAAGCTACCT ACTAATGAAC GTAAACGGTT TGGATTATTA AAATTAAAAC 1679880 
TTGGGTGATC CATTAATAAC TGAATAATTT CCAACACATT ATCATCTGGG CGAGTGGCTT 1679940 
GTAATGCAAA CCATTTATCC ATGACTAATC CATCGTGTTG CCATTTTTGT TCAAAATCAG 1680000 
CTAATAACAC ATCTCTGCAA AGTAATG CAG CTTTAGTTGC AACACTTAAT GCCGCCAATG 1680060 
TATCTGTCAT ATTATTCGCA TTATTGTAGT GTTTTTGCAC TAGGTTATTG CCCAAATTGG 1680120 
TGTAAGCCAA ATAAGTTAAA CAAAGATTAC GCATTACACG TAAGGCGATG TCTTGTTGCG 1680180 
TAACTTGATA ATCATTAAGA CGAATATGGG TATAAACACG CAAGAAATCA TCTTTTAAAG 168024 0 
ATTCTGCAAT TTGAGCTTGC ATAAATGCTC TTGCGGCTGA AATACCaTCA GGATCGATGG 1680300 
TTTTAAAACT TTCTGCAAAC TCCATTTCTT TCGGCAGTGT GAGAATTAAG GTTGCCAATT 1680360 
CAATATCTTT CTCATAATGG TTCAGrACAT AAGAAAGTGC GGTCAAAATT TCAGGCGAAA 1680420 
TTTCTAAAGC CTCGCCTTGT TGGAAACGCA CAACATTACG ACGCAATTCT TGCGCAAATA 1680480 
ACATTTGAGC CGCATCCCAA CGGATAAATT GATTATCTGC AAATTTAAGC AAGCCTAATA 1680540 
ACTGCTCCGT TTTATAATCA TAATCCAGTT TTACTGGCGC AGAAAAATCA CATAGCAATG 1680600 
CGGGAATTGG GCGACCATAA ATGCCATGAA ACTCAAAGAC TTGGTCTTTT TCAGTGACAT 1680660 
TTAATACATC ACTCAACAAT TCGCCATTAT GTTGTAGCAT TTGTTTCGTG CCGTTCGCAT 168072 0 
CATAAAGCGC CACTTTTAAT GGAATATGTA AATTCACTTT TTCCATTTGA TCTGCGGTTG 1680780 
GCGGTGTGGA TTGTGAAACC GTTAAACGAT AAGTATGCGT TTTTTCGTCA TAAGCATCAC 1680840 
TAATCAATAA TTCTGGGGTA CCCGATTGGC TATACCAACG GCGGAATTGA TTTAAATCGA 1680900 
GGTTATTTGC ACGTTCCATC GCAGAAACAA AGTCTTCACA GGTTGCCGCT TTGCCATCGT 1680960 
TTTCAGCAAT ATAAAGTTGC ATGCCTTTTT GGAAACCTTG TTCACCTAAT AAGGTGTGCA 1681020 
ACATACGAAT GACTTCTGCC CCTTTTTCAT ATACTGTCAC CGTGTAAAAG TTATTCATTT 1681080 
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CAATCACTTT TTCAGGGCGA ATTGGGTGCG ACATTGGGCT TGCATCTTCG GCAAATTGCA 1681140 
CGGTGCGTAA AAATTTCACA TTATTAATGC GATTCACGGC ACGCGAACCT GTATCTGAAG 1681200 
AAAATTCTTG ATCACGGaAA ACCGTTAAAC CCTCTTTCAA ACTTAATTGG AACCAATCTC 1681260 
GGCAGGTTAC ACGGTTTCCT GTCCAGTTAT GAAAATATTC GTGAGCAATC ACACTTTCAA 1681320 
TGGCAAGATA ATCATCATCG GTTGCCGTTT GTGGATTTGC CAACACAAAT TTGGAATTAA 1681380 
AGATATTTAA CCCTTTATTT TCCATTGCGC CCATATTGAA GAAATCGACG GCAACGATCA 1681440 
TATAAATATC TAGGTCATAT TCTAAATTAA AGCGATCTTC ATCCCATTTC ATCGCTTTTT 1681500 
TCAGACTTTC CATTGCCCAA GTTGCACGGT TAAGATTACC GCGATCCACA TAAAGCTCTA 1681560 
AAGCCACTTC ACGACCACTT TTAGTAATAA ATTTATCTTG TAATAAATCA AAATCTCCCG 1681620 
CCACTAAAGC AAATAAATAG CTTGGTTTTG GGAAAGGATC ATTCCATTCC ACCCAATGGC 1681680 
GACCATCTTC TAATTCGCCA CTTGCAATGC GATTACCATT CGACAGTAAG AATGGATATT 1681740 
TGGTTTTATC TGCCGTAATT TTGGTTATAT AACGCGCCAG CACATCAGGA CGATCAAGCA 1681800 
TATAAGTGAT TTGACGGAAA CCTTCCGCCT CACATTGCGT ACAAATACCC TCGCCAGACT 1681860 
GATATAGCCC TTGTAATGAC GTATTTTCGG CTGGCACAAG GAACGTCACA ATTTCAATCT 1681920 
CAAATTCATC CGCACTTTTG TCTTTTAAAT CGAGCGTTAA ACTCTCGCCA TCTTGTTGAT 1681980 
AATCAGAAAA TGGCTCGCCA TTAAATTTAA TAGAAGAAAA CTGGAAGCTA TGCCCGTCTA 1682040 
AACATAAAGA AGTCGCTTCA TTATTTAAGC GTTGGAATTT TGTGATTGCG GTTACCACAG 1682100 
TATGTTTAGG ATCAAGTTGA AAATCTAAAT AAATATCTGT GACCGTAAAA TCTGGTTGTT 1682160 
TGTAATCTTT TCTATATTTT GCTTTGGCTA ACATAATTTG ACCTATTCTT ATAAAAATTG 1682220 
TGCTTAGGAT AAAATTTTAT CCTTAAAGTT GCAATGGTAT TTTCCTATAA AAGCCATTTA 16B2280 
GCAAACGTTT GCCTGATATA TGTAAGATGT GCTATTCTAC GCCACGTTTT TAATTAGAAA 1682340 
ATTGAGAAAA TAGCATGTCA AAAACTGCAC AAATTGCCGT TGTAATGGGT TCCAAAAGCG 1682400 
ATTGGGCTAC TATGCAAGAG GCAACTCAGA TTTTAGATGA ATTAAACGTG CCTTATCATG 1682460 
TGGAAGTCGT CTCGGCTCAT CGTACGCCTG ATAAACTTTT TGAATTTGCC TGAAAATGCA 1682520 
CAAAAAAATG GCTATAAAGT AATTATTGCT GGTGCAGGGG GGGCGGCACA TTTACCCGGT 1682580 
ATGATCGCAG CGAAAACACT TGTGCCAGTG CTGGGGGTGC CAGTAAAAAG TTCTATGTTA 1682640 
AGTGGTGTGG ATAGCCTTTA TTCAATTGTG CAAATGCCAA AAGGGATTCC TGTCGGAACA 1682700 
TTAGCGATTG GCCCTGCGGG TGCGGCAAAT GCTGGGTTGT TAGCAGCCCA AATTCTAGCA 1682760 
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GGTTGGGATG ATGCGTTATT CACTCGCCTA CAAGCATTCC GCGAAAATCA AACCAATATG 1682820 
GTATTGGACA ATCCTGATCC ACGCACATAA AAACATCTTT AGATCTGACC GCACTTTTAA 1682880 
AGTGCGGTTG TTTTTTTCGT AAATTTAACG AGAAATATTA TGCAAAACTC CACCTTATAC 1682940 
CCAACGGTTT ATGTACTCGG CAACGGACAA CTCGGCAGAA TGTTACGTTA CGCTGGTGCA 1683000 
CCTTTAGATA TTTATGTTGA ACCCTTAGCC TTCAATGCAC CAGTTTTTGA CTTACCTGAA 168 3060 
AATGCGATCA TCACGGCGGA AATTGAACGC TGGGAAAAAA CGCCTTTGAC TGAATTACTC 1683120 
GGCAATCATA AAAACTTCGT CAATCAACAT ATATTTGGAT TATTGGCAGA TCGTTTTACT 168318 0 
CAAAAATCCT TACTTGATGA ACTGAATCTT TCTACCTCGC CTTGGTGTTT ATTAAAAGAT 1683240 
AAAAATCAAT GGAATGATCT TTTCCAAACT GTTGGCGAGA AAGTCGTCGT TAAACGTAGA 1683300 
ACAGGTGGAT ATGATGGACG AGGTCAATGG ATTATCAGAG ATGAAAATAG AGCGGACATC 1683360 
ACCGATGATT TATTTGGTGA AGTGATCGCA GAAAAATTTA TTCCTTTCGA TTATGAAGTA 16 83420 
TCTATTGTAG GCGCAAGGTT TAAAAATGGC GAAAAGCGTT TTTATCCCGT . TACACATAAC 1683480 
CTGCAACAAA ACGGTATTTT GCGTTACAGT GTGGTTGATT GTGCTTTTCC TCAACAATCC 1683540 
GTACAACAAA AGCAAGCAGA AACAATGCTC GGCAAAATTA TGGATAAATT AGGCTATGTG 1683600 
GGTGTGATGG CAATGGAATG TTTTGTTGTA GGCGACAAAT TACTGATTAA CGAACTTGCG 1683660 
CCTCGTGTAC ATAACAGTGG ACATTGGACA CAACTAGGAT GCTCGATTAG CCAATTTGAA 1683720 
TTACATTTAC GTGCGCTACT CAATTTGCCA ACGCCTGAAT TACAAACATT CGCCCCAAGT 1683780 
GTAATGATTA ATTTAATCGG CACCAATCAT AACCCTAAGT GGCTTAACAT ACCTTTTGCA 1683840 
CAACTTCATT GGTACGGTAA AGAAGTGAGA ATTGGACGTA AAGTTGGGCA TATCAATCTT 1683900 
TCCCATCCTA ATAAAGCGGT CATTATTCAA CAATTAGAAA AGCTTTGCAC TGAATTACCA 1683960 
GAAGATTATC AATCAGGATT AAATTGGGCG ATTGAAAAAC TAAAATAATG TAAAAAATGA 1684020 
CCGCACTTTT TGATGAATAT TTAAAAATAT CAAAGCGTGG TTAATTTTTA* TAAAATCTTT 1684 08 0 
CTTGATAAAA TAAAATGACT GAAGTATAAA ACTATTCATC ACACAACACA TACATAAGGA 168414 0 
AAAGCTATGT TTGAACATAT CAAAGCGGCA CCAGCCGATC CAATCTTAGG CTTAGGCGAA 1684200 
GCATTTAAAT CCGAAACTCG CGAAAATAAA ATCAATTTGG GTATTGGCGT TTATAAAGAT 1684260 
•GCGCAAGGCA CAACCCCAAT TATGCACGCG GTAAAAGAAG CCGAAAAACG ATTATTTGAT 168432 0 
AAGGAAAAAA CCAAGAATTA TCTGACTATC GATGGTATTG CGGATTATAA CGAACAAACA 1684 38 0 
AAAGCACTCC TTTTCGGTAA AGATTCTGAA GTCATCCAAT CTAATCGAGC AAGAACAGTA 16 84440 
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CAAAGTTTAG GCGGAACAGG TGCATTACGC ATTGCGGCAG AATTTATTAA ACGCCAAACT 1684 500 
AAAGCACAAA ATGTTTGGwT CAGCACACCA ACTTGGCCAA ACCACAATGC GATTTTCAAT 1684560 
GCTGTCGGTA TGACCATTCG TGAATATCGT TATTATGATG CTGAACGCAA AGCCCTTGAT 1684620 
TGGGAACACT TATTAGAAGA TTTAAGCCAA GCAAGCGAAG GCGATGTGGT GCTTTTACAC 1684680 
GGTTGTTGCC ATAATCCGAC TGGTATTGAC CCTACTCCAG AACAATGGCA AGAATTAGCC 1684740 
GCACTTTCAG CTAAAAATGG TTGGTTGCCA CTCTTTGACT TTGCTTATCA AGGTTTAGCC 1684800 
AACGGATTAG ATGAAGATGC TTATGGTTTA CGTGCTTTTG CAGCAAACCA CAAAGAATTA 1684860 
TTAGTGGCGA GTTCATTCTC GAAAAACTTT GGTTTATATA ATGAACGTGT TGGTGCATTT 16B4920 
ACCCTTGTGG CAGAAAATGC AGAAATTGCA TCAACCTCAT TAACCCAAGT AAAATCAATT 1684980 
ATTCGCACCC TATACTCTAA CCCAGCTTCT CACGGCGGGG CGACCGTAGC AACAGTATTA 1685040 
AATGATGCTC AACTTCGCCA AGAATGGGAA AATGAATTAA CTGAAATGCG TGAACGCATC 1685100 
AAAAAAATGC GTCACTTATT CGTTCAGTTA TTAAAAGAAT ATGGTGCAGA ACAAGATTTC 1685160 
AGCTTTATCA TTGAACAAAA CGGTATGTTT TCTTTCAGTG GATTAACAGG GGAACAAGTG 1685220 
GATCGTTTAA AAAATGAATT TGCCATTTAC GCTGTTCGTT CTGGTCGTAT CAACGTAGCT 1685280 
GGAATCACAG AAGATAATAT TCGCTATCTA TGTGAAAGTA TCGTGAAAGT ACTTTAATTA 1685340 
GAGTTAGAAA TCATCTCTAA CCTAAAATAG AGCAAATATA AATAGTTAAA GCCTTGATTA 1685400 
TCAAGGCTTT AATTTTATCT AATCATTAAC AAATTCTCGG CAATGGTTCA TTTGTTGGTA 1685460 
AATCTAACAA TCGACTTTGT CCAAAAATGC CTACTAAACG CACTTTTTTA TCGGTTATTA 1685520 
CTTCACCAAT CACAGCCGCA TTTTTACCTA ATGGATATAG AAATCATAAA CTGATAATTT 1685580 
CTGTGGCTAA TTCGTTAATA AATCCATGAT GATGGGATGA AATCAAAATG GGTAAGGAAA 1685640 
GTTCTCGCAA AAGTGCGGTC AATTTTTCAG TATTTTTTCG ATCTAATCCA TTGGTGGGTT 1685700 
CATCTAATAA TAAGATTTTT GGCTGCATCG CTAAGACACC TGCAAGTGCG GTAAAATTTT 1685760 
TCTCACCACC AGATAAGGTA TGTACCATAC GATCTTTTAA ACGTGTGATA CCAAGACGTT 1685820 
CTAATTGCTG CTCTGCGATA TGATACGCCT GCTCTCTAGG CACATTTTGG TTTAATGGCC 1685880 
CGAAGGCAAT ATCATCCAAT ACTGTTGGGC CAAAAAGTTG ATCATCCGCA TTTTGAAAAC 1685940 
AAATGCCAAT CGTGCCACGA AATGGCGCAA AATCTTTTTC TTTACGACAA ACTTTGCCAA 1686000 
ATAGTTTAAT TTCCCCTTTG GTTACAGGAA CAAATCCCAA CAAAGCAAGC AGTAAAGTGG 1686060 
TTTTTCCTGA ACCAATTTCC C CTTGT ACG A AAAGGCGTTT TTGACCTTCC AAGGTAAAAC 1686120 
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TCAAATCTTG AATAATCGCT CTACCATTGC 
TGTTATTTTT CTCTCTTTTT GCCGAACTGA 
GTTTCAGCTT TCAGCAGGGC ATGAATCAAT 
AGAGTTCGGC GATTAAGCCG AGGACGAAAT 
TGACGCAATT CTCCAAGCAG TGCAATGTAA 
TTTTCTGGCA AAGGCAATTT GCCAATGGCT 
TAAAAAAAGC CAAAGAGAAA TCAGCAATAA 
TTCTATACCT TGAAAATTGA GTTCAATGCC 
CCACATTAAA ACAATGAAAA TGACTAAAGC 
TTTTTGACTG nACTGCAGTG AAATAAAAAA 
AAGCCAAGTG AGATCACTTA ATCCACTAAT 
CCTAAAGTGC GGTTGAAATA AGTGATGAAT 
ATCACTTCAG GATACATTTT ACCAAGCAAG 
AAAATAAATA CCGGAATATG AGAGACTAGC 
CCACCATCTA ACATCAGCAC AAAAGAAGCA 
CCAGCTCCAA TACCAACTAA TAAGCGATCT 
CGGAAAAGAT AATGAGCGAT CACCGCTGGC 
ACGGCAAATC CACCAAAAGA AAAGAAAATG 
GGAAAAACAG CCCACCCAAG AAATAAACCA 
CCAATTCCTA CAGGCACATG AATGGTTCCT 
GTGAGCGGTA AACGTTCTGA TTCTAAACGA 
AGCACTGCAC CAGCTAATAA AATAGG CGTA 
TACGTCCTTG TTTAATTTTA CGCGCATTAC 
TATAACCGAT TCCGCCTAAA ATATCATGCA 
CTTCACGAAG CAGCATTAAA TCTGCACCGC 
CAACGGACGC ACGGTGTCCT TCATCGCCTT 
CATCAGCAAT AGAAAGCTTA AATACACCTT 
CAGAAACACC TGAGCGGAAA ACTTCTAAAT 
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GTTCTATACA AAGATTATTT ACAGCTAACA 16 86180 
AAACCACGAC ATTTTAACGC CATTTGCGCC 1686240 
AATAAAGCGA CACTTTGAGC AGTCACATAA 1686300 
CCACGAGCGC GCATGGCAAT ATCCATTTTT 1686360 
CGTACGGTCA GCACAAAAAG TTGAATTAAT 1686420 
TGGAACAAGC ACCGCATCAT TAATATTCCA 16 86480 
ATGAGTCCGT AAACTCAATT TTTCTGCTAA 1686540 
ATTTTCTCCA ATTTTCCAAC TTAATGTCGC 16 86600 
AAACCAACGT TTAAGATAAG GCAAAAAAGA 1686660 
GAGAGAAACA GnAAGCACAT T AAGGGGG AT 168672 0 
GATTAGCCCC CAGATAAACA GATAAATCAA 1686780 
TTTCATTAAG AGAAATTCTC GGTACGATTC 1686840 
GTAATCACCC CTACGCTGAT AATACTATCC 1686900 
AAGAGC CAAA CAAGATTCAG ATAACTTTTT 1686960 
AGCGCGCCTG CCCCGCCAAC GCCAATTACG 1687020 
TTTAATGCCA TTTGTGGCTG TAAACGAGAA 1687080 
GTTGCCATCA CACAAAGATT GACGCCTAAC 1687140 
ACTTGCAATA AAAGTGCGAT GAGGAATGCT 1687200 
GCCATGCCAT TTAAAATTAA ATGCACGCTA 1687260 
GCCACAAAAA ATGCAGCGGC AAAAAGTGCG 1687320 
CGTAACCCCA CAGCAATGCC CGCAACAGCA 1687380 
TGTAACACGC CTTCAGATAA ATGCATTAAA 1687440 
GTAAAGCAAT AAGTCCAGCA ATACCAACGA 1687500 
AATAAATTTT ATCTTTTAAA TGTGCAATAT 168756 0 
TTTGATTTTC TGCAGATGTA TGAGCGGCAA 1687620 
CCACCACCAC TTTTAAGGTT GTGTGTGGCA 1687680 
GGCGGTCTGT TTTTCCAGTT AAAACGGGAT 1687740 
AAGTTTCAGC TGCTGGGGTC ATATCAGAAT 1687800 
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AATAGGATTT GCCAGAGAGT GTTTGCCCAT CATATTGGGC AAACACATAA AGTGCGTGGG 1687860 
CATAAGCATT CGGGAGATAG CAAGCCGCAA AAAGTGCGGT TAAAAAAGCA AATTTTTTCA 1687920 
TCCCAAATGC ATATTATTGT GCGTCAAAAG TTAGCATATA TTCCACAGTT CGACGATCGT 1687980 
AATCCGCATT ATTTGTTACT TTTTCCTCAA ACTCTGCCCA TACTTTGTTG AAGCCTTTAG 1688040 
TTGGCGTAAA TTGAGCGATA CCTTTTTCAT TAGTTAAATT GAACGGTGCA TCTTCACTCA 1688100 
CACCCACTTT AATGCCTTGA ACGGGTTTAC CATTATGTAA CACAAGGATA GAAAGTGGTT 1688160 
TATTCGCTTG TGCTTTTTCT TGAGGAATCA ATTCGTAAGC TTGTTGATGA GATTTGAAAG 168 8220 
ATT CAG CATC CCATTTCAAA ATCGCTTTAC CAAATTTAAC AGGATTGGTA CTAAATTCTG 1688280 
CTGTTGGTTC TTCACGTTTT GTTTTTTCAA CGTATTTACC GCTTGGTAAT TTTGACCATA 168834 0 
CACCATTATC GAAATGAACG AATACTAAAT CTGATTTAGG CATAAGATAG GCTTCGCCAT 1688400 
TTCTGAATTG GTAATCAACG GCAGTTAATT TGCCTTGCGA ATTTAAGGCT TGGATAGATT 1688460 
TAAGTTTAGA TTCTGGATAG GTTTCAGTTT GTTCATGTCC AAATTTCACC ACGTATTCAT 1688520 
CTTGCGATGA AGCAGGCTCA AGCCAAACAT TGTGTGCGTT AGCAACAGAC ATACCTAAAA 1688580 
GTGCGGTTAA TCCCACAGCG ATTTTTTTCA ATTCCATTTT GGATACTCCT TGTTTGTTTA 1688640 
AGAAAATCTA GGCGTATGAT AAAATATGAA GTAACTTTAG AATCAAGTCA TTTTTTAAGG 1688700 
AAATTGATGA AAATTGGAGC ACTTGCTAAA GCCCTAGGCT GTACCGTAGA AACCATCCGT 1688760 
TATTATGAAC AACAAGGTTT AATCCCGCCC CCAAAACGCA CTTCAGGCAA TTTTCGGCAA 1688820 
TATAATGAAG AACATTTGCA ACGTTTATCA TTTATTTGTA ACTGCCGAAA TTTAGATATT 1688880 
TCATTAAGTG AAATAAAAAG CCTACTGAAT TTGGAAAATG CCTCCAAACA ACAAGCAGAA 1688940 
GAAATTAATC GTGTGTTAGA TAAACACATT AAAGAGGTGG CAACAAGGAT TCACGnACTC 168 9000 
GCCCATTTAC GGATGAAATT AATTGAATTA CGTGAAAAAA CAGTCTCGAA TGATGAAGAT 168 9C60 
CCAATGAAAT TGCTATTGCA ACATAGTGGC GTAAAATTTG TGCGATTAAA ATAACCGCAC 168 9120 
TTTTAGATTA TGGCTGACTA GATAAACGCT GTTTTGCTTC CTTATTGCCT AATTCAGCGG 168 918 0 
CTTTCTTCAG CCATTCCAAT GATTTTTTCA GGTTGGTTTT GTAAGCGATA AATATTACTT 168 9240 
AACATCATCA TCGCATCTGT ATCTTTAGCT TGCGCTGTAC GTTCAAAAAG CTTAATGGCT 1689300 
TGCTCTGTAT TTTGTTTGAC GTAATCGCCA CGTAGATACA TAACGCCAAG GTTATTTAGC 16 8 9360 
CCTTTCACAC TGCCCTTCTC TGCCGCTTCG CTAAACCACC AATAAG CCTT TTCATAGTCT 1689420 
CTCACCGTGC CACGCCCAAG GTTATATAAC ATACCTAGAT TGCTTTGAGC CGTTATATTT 168 9480 
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CCTTCTAACG CCATTGGATA CATAATATTG AAAACGTCGA TCCATTGTTG TTTATTGG CA 1689540 
AACTCTTGTG CCAAATTCAT TCTTGCTTGA TCATCCATTT TCGGACTCGC TGTAACATCA 1689600 
ACGGTTTTCA TTGCCCAAAT AGGCAAACTA AAACAAAGTA ATACTATATG AAAAAATAAC 1689660 
TTCAGTTTCA TTTACAAGGT TGCTACTAAA AGTAAAATAA AAAACACGGC AGTAATCGCA 1689720 
AATTCGATTA GTCCAACTTG CATAACAGAA AGCTTTTTAG TGGGCAAATA AACGGCTCGC 1689780 
ACTAATCCAG GCACAAAAGC TAATGCTAAA ATAAATTGTT GCGAAACCAC AAAAATCAGC 168984 0 
'GCACATAATA AGTGAAAAAT CACTGATGCC CAAAAATAAC GTGGATTTTT TCGTTCACGC 1689900 
ATCATTGATT TTACATAAAG TGTTGTTCCA ATAAAAAATA ATGTTGGATA AATCGCCACC 168 9960 
CAAAGTATTT TTTCATCAAA AGTTCGGTCA GAAAAGTAAT AGGATCCCAT TCCAGCTAGA 1690020 
GCAAAAATTA AGATCCCTGC CAAGTCATTC CATAAATTGC GCTCATCTTT TTTCTTGGTG 1690080 
AAATAAATAT TCACCGCAAC AAACGGTAAC ATGGCAAACA TAAAATACAA CACTTGCCAA 169014 0 
TTATAAATTA ACGCGGGAAT CGCAAAAATC ACTGCGGCAG CAAAATAAAT CACAGACCAT 1690200 
TTTTTATATA ACTCAAGATT TTTACCTTTA AACAAATTCA AAAAAGGATA AGTCATCAAA 1690260 
TAAAGCGAAA ACCATCCTAA TAATAAAAAG ATGTGCGCCC ATACAGGATT CGCAAGTAAC 1690320 
ATGCCGTAAA TAAAAGGCAC CAATGCCATA ACAATAGCAC CGTACTGATT AGAAATAAGC 16903 80 
AGTTTCATAA TAATTAAATA ATTGAGAATA ATTGTCGGGT ATTTTAGCCT AGTAAAGAGG 1690440 
ATTTTACAAA GCAGTAAAGG CTATTTAGAA TAGAAGAAAA CACCCCAAAG GAGAACCCTA 16905 00 
TGACAATTCA ACGCATTTTA CCCAGTGCAC GTTTAAGTGA AGTTTCAATT CATAACAACC 16 90560 
TCGCCTATTT TGCAGGGCAA GTTCCAGAAT TAACCATCGA GCAAAATGCC TACGAACAAA 1690620 
CCAAAGAAGT ATTAGGTTTA ATTGATAAAT TGTTAGCAAA AATTGGCTCC AATAAAAGCA 16906 80 
ACATTTTAAC TGCGCAAATT TTCTTAGCTG ATATGAAAGA TTATGCACAA TTAAATCAAG 1690740 
CTTGGGATGA ATGGGTCGAT CATGTTAGCC CACCAAGTCG AGCGACAGTG GAAGCTAAAT 1690800 
TAGCGGATCC TCATTGGAAA GTTGAAATTG TTATTATTGC AACTTGTTAG TTTTTTAAGC 16 90860 
CGAATAAACA GGAGAATATT ATGGAAAATT GGACCAATGA AATTTGGGTA GCAATTGGCA 1690920 
TCGCTTTTAT TGTTGGATTA TTTATTGGTT ACATTATTGT GCGTTTAACC AAAGGATCCG 1690980 
TAAAACATCA AGCTAAAACA GAAGCTGAAT TAAAAACAGT CAAAACCCAA CTTGATACAC 1691040 
AAAAGGCGCA AATCGAAAAA CATTTCGCAG AAAGTGCTGA GTTATTCAAA ACCTTAATTA 1691100 
ACGATTATCA AAAACTTTAT CGCCACTACG CAACCTCTTC CAATAACTTA CTGGGCGAAA 1691160 
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AAGATCAAAA AGGTTTATTT ACCCAACAGT TAATTACTGC AACAGATAAA TCTCAAAATG 1691220 
AACAGCCTAG AGATTATTCG GAGGGTGCAT CAGGCTTATT TAAAGAAAAT AAAGAAGAAA 16 912 BO 
ATTAAAAAGT aygGCTAAAA ATAGAAATAT TTTTAGCCGT TTATTATTCT ATTATTGCGT 1691340 
TGATTTTTTA GATTTTTTCC ATTTCCAAAA AAgAATAGTA CAAGTAcCCA AtAAATATAT 1691400 
AAATCACAAT TTGACCTTTT TGAATTTGTG TATGTAGCCA ATCTAAATTT TTAGCCCCCA 1691460 
ATTCCCCAAG ATAAATCCAA ATAGGTaCAG AAATAATCGC AGCACAGAAA TCTATTAAAA 1691520 
CAAAACGAAC ATAACTTACA CGGCGTGTAA TACCTGATAC CATATAAATT GGAGCACGTA 1691580 
AACCGGGTAA AAATCGTGCA ACAAACAGTA CTCGATTGCC ATATTGACTG AATTTTTCAC 1691640 
GCACCATTCT TAAACGCTGT AATGTTACGA TTCTACGTAT TGGTCGGAAA CGTAAAATTT 1691700 
TCGTGCCATA AATTCGACCA AGCCAATACA TACAGGAATC GCCAGCAAGC ACACCAATCA 1691760 
TACTAACCAG TAACATCAAA TGAGAATTGA CATTTTCTGG ATAAAGCCCC GCAATGACAC 169182 0 
CACCTGAAAC TAATGTTATA TCTTCTGGaA TAGGTACACC AAATCCACAA ATAATTAAAA 1691880 
CAAAAAGrAC AGCCCAATAA CCATATTCAG TAAAAAATCC AATTAAAAAT TCCATTTGTT 169194 0 
CCTG CTTTTI TATTATATTA ATAGATGTGA TAAAAAATTG GTTCACATTT TAATCTTTTC 1692000 
AAATCAAAAA GCCTAGAAAA AAGTTTGATT TGAAAATAAG GATATTCTAT AATCCACGGC 1692060 
TCTCAAGGCT TGTCyTTGAr CGGTTTTTAG GAAAATTGCk GGGyCGCCTG CGATTTyCTT 1692120 
TCTTTTAACA TTAATTTAAA GAGAACATTA AAATGGCATT TAAATTTAAC GCTGAAGTTC 1692180 
GTACAGCGCA AGGTAAGGGT GCGAGCCGCC GCCTGCGTCA CAATGGTCAA ATTCCTGCAA 1692240 
TCGTTTATGG TGGTAGCGAA GAGCCAGTTT CAATCATCTT AAACCACGAT GAATTAAACA 1692300 
ACGnACAAGC ACACGAATCT TTCTATTCTG AAGTGATCAC TTTAGTAGTA GAGGGTAAAG 1692360 
AAGTTGCAGT TAAAGTACAA GCTATGCAAC GCCATCCATT CAAACCAAAA TTGGTTCACA 1692420 
TTGACTTCAA ACGCGCATAA TTCTAATTCA CGCATTTAAA TAAAATAACA AAAAAGCTAA 1692480 
GACATTCATC TTAGCTTTTT TCTTACAGAT TCATTGTTTC TCAATAAATA TCTAAACTTC 1692540 
AATTTTTTAT CAAATAACGT TTTAAGTTTT CACCAACAAA TTCTAATTCT GCTTTTCCAT 1692600 
AGTTTGGCTG AAATTCTAAA AAAATCACCC CAGCCTTTCG ACAAGCCTCC CGTTTCACTG 1692660 
CATCACGCTT CGCCGCATTA TCCTGATAAT GTCCCTGCCC TTGATATTCA ATTACTATTA 1692720 
CGGCATAGCc GTTCTTATCT ACAATCAAAA AATCTACTCG TTTACTATTT ATCGCAAAAT 1692780 
GGGCCTCTTT ATCTATTGAT TCTAAAAACT CCCCCATTGA AACCTGAGTA AATAAACGGA 1692840 
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ACTCTTGATA ACCTTTAGAC AACAACTTTT CTAAACGAAG AAAAAGTTGA TATTCACTCT 16 929 00 
TATTCATTAA GGCTTTTCTT TTATACTTAC TCAATATGAC GACATCAAGA TGATCATTTT 1692 960 
TATTCACAAT ATTAATTTtG TTTTCTGTCG AAAGATAAAG ACGACTCTTC TTTTCATTAC 1693020 
GACGAGTTGA TCTCGATTTA GATGAAAATA AGCCAATTAG AAATAAAATA AnAAAAATGA 1693080 
AAATAGTGAT GTATTGTAAA GAAAATTCCA TATTGCTCTC CTAAATGAAC AGGAAAACAA 1693140 
GnTAGCATTA ATAGAATATT ACTTCACATT ACAAATAAGC GTGTTTGGGA TCTGAATCGC 1693200 
AAAAACAACC TTAAATAAGG TGAAAAACTA GCTTTTATTA GGACTATGAG AATTTAAAAA 1693260 
TATGGCTGGG GTACTAGGAT TCGAACCTAG GAATGCTGAG ATCAAAACCC AGGGCCTTAC 1693320 
CGCTTGGCGA TACCCCAATT AGATAAATCT TTGATTGGAT ATAAAGAAGA CTTTTTTGAT 1693380 
AGTATGGCTG GGGTACTAGG ATTCGAACCT AGGAATGCTG AGATCAAAAC CCAGTGCCTT 1693440 
ACCGCTTGGC GATACCCCAm CGACTATTTG AATTACAAAG CGATAAATGG TGCGGGACGA 1693S00 
GGGACTTGAA CCCACACACC TCTCGGCGCC AGAACCTAAA TCTGGTGCGT CTACCAATTT 1693560 
CGCCAGTCCC GCAAATTTGG TGGCTACAGC GAGATTCGAA CTTGCGACCC CAACATTATG 169362 0 
AGTGTTGTGC TCTAACCAAC TGAGCTATGT AGCCATCACT TAATTTGCTT AACCATATCG 1693680 
GCTTTGCGGG GCGTATTATG CTAATTTTGA TGATCCTCGT CAAATACTTT TTTACaArAA 1693740 
AAGTAATTTT ATGTTTGTTT GGTTATTAAT GAAGCATATC ACTTATTTTT TATTCATTTA 16 9380 0 
. AACAACTTAT ATGTTATATG GcTTTCTCAA CAGCCAAAtT TTTCCTAATC CTAtyTTTTC 1693860 
TTTTATGCGT TCATTTATTG yTAAtTAraA TTTATTTGAC AmAAAATGCC TAAATCGTTA 1693P20 
TTTCTATACC CACTATTCTA AAAAAACACA ACATCTAGGA GTATCTTATG CCCTATckCT 1693980 
CAGTCGCCAA ATTTGGCGGA ACATCTGTTG CTAACCACGA TGCGATGACA GCTTGTGCAA 169404 0 
AAATTGTCAT TGCCGATCCC AATACACGCG TAGTTGTGCT TTCTGCATCA GCTGGTGTAA 1694100 
CAAATTTATT AGTGGCTTTA GCAAATGGTG TAAAAGCGAC AGAACGTGAA AAATTAATTG 16 94160 
GCAATGATCT GCATATCACT TCAGGTGTGG CAAAACGTAT TTTTGATACT GTTCAATCTT 1694220 
ATAATGTGCG AATGATTAGT TATGGGGCAA GTACCAACAA TGTTTGTATG TTAGTACAAA 1694280 
GTGAACATTC TGATGAAATT GTACGCTCGT TACACAAATC CTTATTTGAn TAAAATTTAA 1694340 
ACCTAAAGTG CGGTGAAAAA TCACCACACT TTTTCTTTTA TATCATTGAG ATTAAAGCCG 16 94400 
AAAAAGAGTA AAGTAAACGG CTGTTCATTT AACTAATTTA ACCGAATAAA AGGCGGaAAT 1694460 
TATGGGaAAA AGCGTTGTTA TCTTAGGCGC ACAATGGGGC GATGAAGGTA AaGGAAAAAT 16 94 520 
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CGTTGATCTT TTGACGGATC GCGTAAAATA CGTaGTTCGT TATCAAGGCG GCCATAACGC 1694580 
AGGTCACACA CTTATTATCA ATGGCGAAAA AACCGTATTA CGTTTAATTC CATCTGGTAT 1694640 
GTTACATCCA AACGTAACTT GCTTAATTGG TAATGGCGTT GTGGTTTCGC CTGAAGCATT 1694700 
AATGAAAGAA ATGGGCGAAC TTGAAAGCCG AGGTATTAAA GTTCGTGAAC GTTTATTAAT 1694760 
TTCAGAAGCT TGTCCTTTGA TTCTGCCTTA TCATGTGGCT ATGGATCACG' CGCGCGAAGc 16 94 820 
AGCCCTTGGC AAAAAAGCTA TAGGTACAAC TGGTCGTGGT ATTGGCCCAG CTTATGAAGA 1694880 
TAAAGTAGCT CGTCGTGGTT TACGCGTAGG CGATTTATTT AATAAAGAAG CCTTTGCCGA 1694940 
AAAACTCAAA AACATCCTTG AATACTATAA TTTCCAATTG GTGAACTACT ACAAAGTTGA 1695000 
ACCTGTCGAT TATCAAAAAA CCTTAGATGA TGTAATGGCA ATTGCCGATG TAATCACAGG 1695060 
TATGGTGGCA GACATCACTA CAATTCTTGA TACTGCGCGC AAAAATGGCG AACATATTTt 1695120 
ATTTGAAGGC GCACAAGGGA CAATGTTAGA TATCGACCAC GGTACTTATC CGTATGTAAC 16 95180 
CAGCTCAAAC ACAACGGCTG GTGGTGTTGC AACAGGTTCT GGTTTTGGCC CGCGTAATCT 1695240 
TGATTATGTA CTTGGTATCA TTAAGGCTTA CTGTACTCGT GTAGGTGGTG GCCCATTCAC 1695300 
GACGGAATTA TTTGATGATG TGGGTGCTGA AATTGCGCGT AAAGGTAACG AATTTGGTGC 1695360 
GGTAACAGGT CGTCCACGTC GCTGTGGTTG GTTTGATGCC GTCGCCATTC GTCGTGCAAT 16 95420 
CCAACTTAAC TCTATTTCTG GTTTCTGTAT GACTAAATTA GACGTATTAG ATGGTTTTGA 1695480 
TGAAGTAAAA ATCTGTGTTG CTTACAAAAT GCCAAATGGC GAAATCGTTG AATATGCACC 1695540 
GTTAGCGGCG AAAGATTGGG AAGGTGTAGA ACCGATTTAT GAAACATTAC CTGGTTGGAA 1695600 
AGAAAATACT TTCCGTATCA CCGATGTAAA TAAATTACCA CAAAACTGCA TTAACTATAT 16 9566 0 
TAAACGTATT GAAGAAGTGA CTGGCGTACC AATTGATATT CTTTCAACTG GCCCTGATCG 1695720 
TGTGGAAACA ATGATTTTAC GTGAACCGTT CGCTGCTTAA TTTCTTTTGA TTTTCaGACC 16 95780 
GCACTTTAAA AGTGCGGTCn TTTTTTATAT TTTTTACTAT TCTTCAATAG AACGTAATAA 169584 0 
TTCATTGATG CCCACTTTTC CTAAAGTTTT TGCATCCACT TTTTTCACGA TCACGGCGCA 1695900 
ATATAGGCTA TATTTTCCAC ATTTTGATGG AAGGCTACCT GATACCACCA CAGAACCAGc 16 95960 
AGGTACACGG CCGTAATGAA TTTCGCCTGT TTCACGATCA TAAATTTTGG TTGATTGACC 1696020 
AATGAATACG CCCATTGAAA TAACACAACC ATCTTCAACG ATAACACCCT CAACCACTTC 1696080 
TGAACGCGCG CCAATAAAAC AGTTATCGCC AATAATAGTT GGGTTAGCTT GTAATGGTTC 16 9614 0 
TAACACGCCG CCGATTCCTA cACCACCCGA TAAATGCaCA TTTTTACCaA TTTGTGCGCA 1696200 
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TGAACCAACC GTCGCCCAAG TATCTACCAT GGTGCCTTCG CCAACGTAAG CACCAATGTT 1695260 
TACATAAGAT GGCATTAATA CGCAGTTTTT AGAAATATAT GCGCCTTTAC GCACCGTTGC 1696320 
AGAAGGCACA ACACGGAAAC CTTCTTCAGT AAAACGTTCT TCAGTGTAAT CCGCAAATTT 1696380 
TAATGCCACT TTGTCGTAAT ATTTTGTTTC TGCGCCGTCA ATGATTTGGT TATCGTTAAT 1696440 
GCGGAAAGAT AGCAATACCG CTTTTTTTAA CCATTGATGT GTTACCCATT CGCCAGCAAT 1696500 
TTTTTCGGCT ACACGATATT TTCCAGAATC TAATCCTTCG ATCACTTCTT CAATTGCCGC 169656 0 
ACGCGTTTCT GCATCAACGG TTTTTGGTGT AATTTCTGCA CGTTTTTCAA ATGCAGCTTC 1696620 
AATAATTGCT TGTAAATTTG ACATAGAACT TCCTATATAC GTTGTGAATA AAACGGCGTT 1696680 
AGTTTTACCA TATTTTAAAC GGGCAAGCAA AACACCGAAA AAAATCACCG CACTTTGTAg 169674 0 
AAACAAAACT gCGGTGATAA TAAAAAGTTG GTTTGATTAA AAGATTGAAA GTGCAAGCCC 1696800 
CACGaCAACA GACATACTAA AAACAACCAT AATCATTGCA TAACCAAAAT CGCTCATTTT 1696860 
GtTCTCCTCA TAAAAAATAA CGCAGACATT CTAGCAAGAA TAATACGaAA AAATCACTTC 1696920 
TTTTTATAAA AAATTTGCAA TAAAGATGAC TaAATTCTCA ACAAACCtTT ATAATAGGAA 16 96980 
AAATTTTTAG GGATTTAAAT ATATGGCAAC AATTAAAGAT GTGGCAAAAA TGGCTGGTGT 1697040 
GTCCACCACA ACCGTATCTC ACGTAATTAA TAAAACCCGT TTCGTTGCAA AAGATACGGA 169710 0 
AGAAGCGGTG TTATCCGCAA TTAAACAACT TAATTATTCC CCTAGTGCTG TGGCACGCAG 1697160 
TTTaAAAGTC AATACCACCA AATCCATTGG TATGATTGTG ACAACCAGTG AAGCACCGTA 1697220 
TTTTGCCGAA ATAATCCATT CTGTTGAAGA ACATTGCTAT CGACAAGGTT ATTCTTTATT 16972 BO 
TTgTGTAACA CACAAAATGg ATCCnGAAAA AGTCAAAAAT CATTTAGAAA TGTTGGCAAA 169734 0 
AAAAAGGGTC GATGGTTTGC TTGTAATGTG TtCTGAATAT ACTCAGGATT CATTGGATTT 1697400 
aCTTTCATCA TTTTCCACTA TTCCAATGGT TGTAATGGAT TGGGGCCCAA ATGCGAATAC 16 97460 
CGATGTGATT GATGATCATA GTTTTGATGG CGGTTATTTA GCAACCAAAC ATCTTATAGA 1697520 
GTGCGGyCAT AAAAAAATCG GGATTATCTG CGGCGAACTC AATAAAACTA CCGCAAGAAC 16 97580 
GCGTTATGAA GGCTTTGAAA AAGCAATGGA AGAAGCTAAA TTAACAATCA ATCCGTCTTG 16 97640 
GGTACTAGAG GGTGCATTTG AGCCTGAAGA TGGCTATGAA TGTATGAATC GTTTACTGAC 1697700 
TCAAGAGAAA TTACCAACCG CCCTATTCTG CTGTAACGAT GTGATGGCGC TCGGTGCAAT 16 97760 
ATCAGCACTA AC AG r AAAAG GCTTGCGTGT GCCAGAGGAT ATGTCAATTA TCGGCTATGA 16 97820 
TGATATTCAC GCCTCACGTT TCTACGCGCC ACCATTAACC ACCATTCaTC AATCAAAACT 16 97880 
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ACGTTTAGGC AGACAGGCaA TAAATATTCT GTTAGaACGA ATTACTcACA AAGATGAAGG 1697940 
TGtTCaACAA TATAGTCGTA TCGATATAAC CCCTGAGcTT ATCATTCgAA AtCCGtTAAA 1698000 
TCGaTTTTAT.AAACTTAGGn AAAATAGACC GCACTTTTTA AAAAATCCCT nAAAAGTGCG 1698060 
GGT CTTT TTT AGCTATTTTT TAGCTTTTCT TGATTATTTT CAAAATTTCT CTGAATAGcA 1698120 
TTTGCCCTCC ACCCTATTTT TTnGTnATAn CTATCGCCAA CTGACAAATT TTATTTTTTA 1698180 
CTTTTAGGAG TTCCTATGAC ACAAGAGTAC AgTACTCTGC GCAATAACAT TAGTATGTTA 1698240 
GGGCGTTTTC TCGGaGAAAC CATCAATGAT GCACAGGGCG AGGATATTCt CGAGTTAATC 1698300 
GAAAACATTC GTAAACTTTC TCGTAATTCT CGTGCTGGCG ATGATAAAGC AAGACAAGCA 1698360 
TTGCTCGATA CGCTCGGTAG TATTTCTAAT GAAAATATTA TTCCCGTCGC ACGTGCTTTC 1698420 
AGTCAATTTT TAAACCTCAC TAACATAGCA GAACAATATC AAACAATTTC CCGTGAACAT 1698480 
TCTCTTGCAC AAAGTTCTTC TCAATCCTTA AGCGAACTTT TCAAACGCTT AAAAGAACAA 1698540 
AATGCTTCAG TGGAAGAGGT GCATAAAACC GTCGAAAAAT TATTAATTGA GCTTGTTTTG 1698600 
ACCGCACATC CAACAGAAAC AACACGTCGT TCATTAATTC ATAAACACAT TGAAATCAAT 1698660 
AAATGTTTAA GCAAGCTAGA ACATCATGAT TTAACGGAAA AAGAACGCAA TATTATTGAA 1698720 
CGTCTATTAC TTCGTTTAAT CGCTGAAGCA TGGCATACCA ACGAAATTCG TACTGTyCGT 1698780 
CCAACACCAT TTGATGAAGC CAAATGGGGC TTTGCGATGT TAGAAAACAG TTTGTGGCAA 1698840 
GCAGTGCCAG AGTTTTTACG CCAACTCAAC GAAACCGCCC GTGAATTTTT AGGTTACGAT 1698900 
TTGTCGGTGG GATTAAAACC TGTGCGTATT TCCTCTTGGA TGGGCGGCGA CCGTGATGGA 1698960 
AATCCATTTG TTACCGCACA AATCACCAAA AAAGTGCTTT ATTTTGCCCG TTGGAAAGCG 1699020 
GCAGATTTAT TCTTACAAGA CATCAGCAAA TTAGCCGATG AACTTTCAAT GATGAAATGT 1699080 
AGCGATGAAT TTCGTGATAA ATACGGCGAA CATTTAGAAC CCTATCGTTT CGTAGTAAAA 1699140 
AATTTACGCA ATCAACTTAC AGCAACATTA GCTTATTTTG ATGATCACTT ATCTAATCGC 1699200 
ACACCAAGAG TCTCCGAAAG CGAGATTATT TTGGAAGATA ATCAACTGTG GGAACCACTT 1699260 
TACGATTGTT ATCAATCTTT AATTCAATGC GGTATGCGCA TTATTGCAAA TGGTTCATTG 169932 0 
CTGAATATTT TGCACCGTAT TAGTTGTTTT GGCGTGACAC TTTCTCAAAT GGATATTCGC 1699380 
CAAGAAAGCA CCCGTCATAC CGATGCCATT GCTGAAATCA CGCGCTATAT TGGTTTAGGC 1699440 
GATTACTCTC AATGGATGGA AGACGATAAA CAAGCTTTCT TAATTCGTGA ATTAAGCTCT 1699500 
CGTCGTCCAT TAATTCCGCA AAACTGGACG CCATCGCCTG AAACCAAAGA AATTTTAGAT 169956 0 
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ACTTGTAAAG TCATTGCTCA ACAAAAACAA GGTGTAATAG CTTGTTATGT TATTTCGATG 16996 20 
GCGCGCAGTG CAnTCTGATG TTTTAGCCGT TCATTTACtC TTaAAAGAAT CAGGCGTGCC 1699680 
ATATCACATT CCTGTTGTGC CATTATTCGA AACCTTAGAG GATTTAGATG CAGCCGAAAA 1699740 
AGTGATGACT CAACTTTTCA ATGTGGGTTG GTATCGTGGc GTCATCAATA ATCGTCAAAT 1699BO0 
GGTAATGATT GGCTATTCAG ATTCGGCAAA AGATGCGGGA ATGATGGCTG CCTCTTGGGC 1699860 
GCAATACCGT GCGCAAGAAG CCTTAGTAAA TTTAACAGAA AAACTTGGCA TTGAACTCAC 1699920 
TTTATTCCAC GGACGTGGTG GCACAATTGG TCGTGGCGGT GCGCCAGsAC ATGCGGCATT 1699980 
ACTTTCTCAG CCACCTCGTT CCTTAAAAAA TGGTTTACGT GTAACAGAAC AAGGCGAAAT 1700040 
GATTCGCTTC AAACTGGGTT TACCCGCAGT AGCAGTAGAA ACCTTTGaTC TTTaCGCCAG 170010 0 
CGCCATTTTA GAAGCAAATC TTTTACCACC ACCAGAACCG AAACCAGAAT GGCGCACTAT 1700160 
AATGGaCGAG CTTTCCACGA TTTcTTGCGA TATTTATCGT GGTGTGGTGC GTGGCGATAA 1700220 
AGATTTTGTG CCTTATTTCC GCAGTGCTAC GCCAGAACAG GAGCTATCCA AATTGCCGCT 1700280 
TGGCTCTCGC CCTGCAAAAC GCAATCCAAA TGGCGGTGTG GAAAGTTTAC GTGCGATCCC 1700340 
GTGGATTTTT GCCTGGATGC AAAATCGCTT AATGCTGCCA GCTTGGTTAG GGGCTGGTGC 17004 00 
AGCTATTCGT CAAGTTATTG AACAAGGCAA AGGCGATATT ATTCATAAAA TGTGCGAAAA 1700460 
CTGGCCGTTC TTTTCAACGC GAATCGGAAT GTTGGAAATG GTCTTTAGTA AATCGGATAC 1700520 
TTGGCTTTCC CAACAATATG ATCAACGATT AGTGAAAAAA GAGCTTTGGT ATTTAGGCGA 170058 0 
AAATTTACGT AAGCAACTTG AAGATGATAT TCAAACTGTG CTTTCACTTT CTCACCAAAG 170064 0 
TGAATTGATG TCTGATTTAC CTTGGATTGC AGATTCAATT GCATTACGTA ATATCTACAC 1700700 
GGATCCACTC AATCTACTGC AAGTGGAATT GCTTCACCGT TTCCGTGAAA ATCCAGAGCA 170076 0 
AGTCAATCCC GATGTGGAAC AAGCATTGAT GATTACCATC ACAGGTATCG CGGCTGGGAT 1700820 
GCGCAATACA GGCTAGAAAG ATGAAAAAAG TGCGGAAAAT TTTCCGCACT TTTTATTCAA 17 00880 
ATCGATCACT TAATAAAAAT TGTAAAACCG CATCCATTCT CAAATGAGGA ATACTCTCCC 17 0094 0 
CTTGTTCTAA AGGCTGAGGT TCAAAACTAT CAAAATCAAA GTGCGGTTGT TTTTGCCAAA 17 0100 0 
ATTCTGTTTT TGGTAATTTA CTCGGCACCG TTCCTGGATA AAGTGTAATC AGCTGTTTAT 17 0106 0 
CAATAGAACG AACCCCTTGA ATTG CTTTAA TTTCTTTTCC TTGCTGATTC ACGATCACTT 170112 0 
GTTTTGTGGT ACGAACAGCC GCAATGGCGG TATATTCTGT ATCAATTCCT TCAAATTCTA 170118 0 
CATGGCGACC GCCCTCTTGC ACAATTTGGC GCATTAAACT CACTAAATTA GGAATTTGAT 1701240 
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CACGAGTAAT ATGATCCGCC TTGGTCGCAA CAAACATTAA TCGATCAATT TGCGGAGAAA 1701300 
ACAAACGATG AAGAAAATTT CTGCTGCCAT AATGGAAATT ATTAAATAAC TGATTTAAG C 1701360 
CCATTTGCAT ATCTAAAAAG GCTTGCTGAC TGTGATTTAA AGGCGTTAAA CAATCCGCCA 1701420 
AAATAACTTG ACGATCAAAG GTAGAAAAAT AATTTTCGTA AAAACCTTTC ACAATTTTAT 1701480 
TGCGATAATA ATTATAACGT TTTGTCAGCA CGGCAAAATA GCTATTCGAT TTGGCTGTTT 1701540 
TTTTCAAGGT TTGCCAATGT TCTCCCGAAA GATGAATTAA TGGAAAAAAT TGTAATGCAG 1701600 
OAGCCCCCTC TAAATCACTC GGCAATACAA ATCGCCCAGG CTGAATAAAT TGCATGCCTT 1701660 
GCGCTTTGCA TTGATGTAAA TAATCCGTAT AACTTTTCGC TATCTTGGCT AAAACATCTT 1701720 
CATTTGCGAC CGCACTTAAA TCCAAATTCT GCAACATGGA AAGCCAATTT TGCGCCAATT 1701780 
CTGCACGAAC GCCAGTTGTG ACCTTGATTT GCTCTTGTGA CCATTGTTGA AAATCTAAAT 1701840 
TTAACAACGG CAAATCGAGC AGCCATTCAC CGGGATAATC AAAAATATCC AGATAAAGCG 1701900 
TGCCTCGTTC TTTCAAATGG CGTAGCAAGC CAGATTGACG TTGAAAACGA ATTGCTAAAC 1701960 
GAGTTTCACT CACGCCACGA GTAGATTGAA ACCATTGAGG CGGATTTTGT GACAAAT CAT 1702020 
TTAAATTACT TTCATAATCA AAACGTGGCA CGCTGAGATC TTGTTGGGAT ACTCGTTTGA 1702080 
CTGCCAAAAT TGAACCATTT CTAGCTGCTT CAAACAAGGG CAAATTCTGT GATGAATGTT 1702140 
GATTAATGGA GAGAAGTTGA TTGATTAAAC TTGTAATAAA CGCTGTTTTT CCACTCCGAC 1702200 
TTAACCCTGT TACCGCCAAG CGCAAAGTGC GGTCAAAACC ACGATTAATA ATTTGATTGA 1702260 
TTTCCTTTTG AACCCGATTA AACATTCAAT ATCCTAGCCA TTTTTACTAA TATGCCTTAC 1702320 
AATTTGACAG ATAATTTATC ACAATGCATT TGTTATGTTA CGTCTAAATC TGAGATTTTT 1702380 
ATCTTTTCTG CTCTGTATAA TCCAAAGTGT AGAATTACAG GCTGCGCCAA GTGTTCCAAC 1702440 
ATTTTTAACT GAAAATGGCT TAACTTATTG CACCCACGCT TCAGGTTTTT. CATTTAATCC 1702500 
GCAAACGGCA GATGCAGGAA CCAGTATGAA TGTGGTCACG GAACAAATTT ATAACAAATT 1702560 
ATTTGATATA AAAAATCACA GTGCAACATT AACACCAATG CTGGCGCAAT CTTATTCCAT 1702620 
TTCAGCTGAT GGTAAAGAAA TTTTATTAAA TTTACGTCAC GGCGTAAAAT TTCACCAAAC 1702680 
CCCTTGGTTT ACCCCAACAC GTGATTTTAA CGCTGAAGAC GTAGTATTTT CGATTAATCG 1702740 
TGTATTAGGG GGGCATAATA CTTATTTACC AACCTTAGCA GAGACGAATG TTACCTATAG 1702800 
TAATCCACAA TATAGAGTGT TTCACGAACA AGCAAGAAAA GTGCGTTTTC CTTATTTTGA 1702860 
TAGCATTAAA CTTAACGAAA AAATCAAATC TGTGACCGCA CTTTCGCCTT ATCAAGTAAA 1702920 
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AATTGAATTA TTTGCACCAG ATTCCTCCAT CTTGTCTCAT CTTGCCAGCC AGTATGCCAT 17 02 S 80 
TATTTTTTGA CAAGAATATG CCTATCAATT AAGTGCAGAT GACAACCTTG CTCAATTAGA 1703040 
TACCCACCCA GTAGGAACAG GGCCTTATCA AGTAAAAGAT TATGTATATA ACCAATATGT 1703100 
TCGCTTAGTG CGCAATGAAA ATTATTGGAA AAAAGAAGCC AAGATAGAAC ATATTATTGT 1703160 
GGATCTTTCT ACTGATCGCA GCGGACGTTT AGTCAAATTT TTCAATAATG AATGTCAAAT 1703220 
CGCCTCTTAT CCTGAAGTAA GCCAAATTGG CTTATTAAAA AATGATGACA AACATTATTA 1703280 
TATGCAATCT ACTGATGGTA TGAATTTAGC CTATTTAGCG TTTAATTTTG ATAAGCCATT 1703340 
AATGCGAGAT CACGAAATCC GTGCCGCTAT TTCACAAAGT TTAAACCGAG CTCGAATCAT 1703400 
TCATAGCATT TACCATAACA CAGCAACTGT TGCTAATAAC ATTATTCCTG AAGTATCTTG 1703460 
GGCTTCAAGT GTCAATACGC CAGAATTTGA GTTTGATTAC AATCCCAAAA TCGCCAAAAA 1703520 
TAAATTAGCA GATAAAAACC TTTTGTTAAA TTTATGGGTA ATTAATGAAG AACAAGTCTA 1703580 
TAATCCTGCA CCTTTTAAAA TAGCTGAAAT GATAAAATGG GATTTAGCTC AAGCGGGTGT 1703640 
GAAAGTTAAA GTGCGTGCCG TAACTCGTCC ATTTTTAACT GCGCAATTAC GCAATCAATC 1703700 
GGAAAATTAT GATTTGATTC TATCTGGTTG GTTAGCTGGT AATCTTGATC CTGATGGTTT 1703760 
TATGCGTCCA ATTTTAAGCT GTGGAACAAA AAATGAACTC ACTAATTTAT CTAATTGGTG 1703820 
TAATGAAGAA TTTGATCAAT TTATGGATCG TGCCATTACC ACCTCACATT TAAGTTCACG 1703880 
CGCAAAAGCC TATAATGAAG CCCAAGAACT CGTTTTACGT GAATTACCCA TTATTC CTAT 1703940 
TGCCAATGTA AAACGAATTT TAGTCGCAAA TAGTCGTGTG AAAGGAGTAA AAATGACGCC 1704000 
TTTTGGTAGC TTAGATTTTT CCACCTTATA TTTTATTCAG GAGAAATACT AATGTTATGG 1704 060 
TCGGTTCTTC GCCATATTCT GTGGGTGGCA TTATTATTAC TCGTATTATC GCTATTAGGC 1704120 
TTTGTCATTT TATTGCGCGA TCCTCTTAAT GCGAATCTTG TTACACAAAA CATTTATATC 1704180 
GGCTATTTCC ATTATTTAGG CACCTTGTTA CAAGGTGATT TTGGCATTAC CTATAACGGT 1704240 
GGAAAATCAT TAATGAACCT TAnTCTTACG GTTCTTCCTC CCACATTGGA ACTTTGTTTC 1704300 
ATTACATTGT TTTT GGCATT TATTTTTGGT TTGCCACTTG GCATTATAAG TGCGGTCAAT 1704360 
TCTGAACAAG TTTTTGCAAA AAGTTTACAA ATCCTATCTT ATGTAGGGCT ATCTATTCCA 1704420 
ATATTTTGGT TAGCCCCCAT TTTACTGTAT GTTGCCGCGC TCTCACATTG GGAAATTGCC 1704480 
GCTATTGGAC AATATAATTT GCTTTACGAA ATTAAATCCA TTACGGGATT TCCTGTTATT 1704540 
GATATGTGGT TTATGGAAGT ACCTTATCGT ACAAAAATCG TACAAAACAT ATTGCAACAT 17 04 600 
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TTAGCCTTAC CAACATTGGT ATTGTGTATT TTGCCAACAA TGGAAATTAT CCGCATTATT 1704660 
CATCAACGAG CAGAATATAT TTTGAATCAA AATTTTTCTA AAGTAGCGAC AACACGGGGT 1704720 
TGGTCAAAAT GGAAAATTCT CCATCAATAT GTATTCCGTA ATACTTTTCC CCTGCTTGTT 1704780 
CCACAAGTAC CACGTGTATT CACATTAGTA TTAACGCAAT GTATGTTGGT AGAAACGGCT 1704840 
TTAGGTTGGC CTGGCATTGG TCGTTGGTTA ATTAATGCCG TAAATGAACA AGATTACAAC 1704900 
AGCATTGCCG CAGGTGTAAT TGTTATTGGT GTATGTATTA TTTTGATTGA TACATTCACT 1704960 
AAAATATTCA CTTTTATACT CGATCCATTT AAAAAGAAAG GTTGGTATGC AAAATAAAGA 1705020 
ACCTGATGAA TTCCGCGAAA GCACCTCAAT CTTTCAAATT TGGTTACGCT TTCGTCAAAA 1705080 
TACCATCGCA CTTTTTAGCT TTTATTTATT AATCGCATTA ATTTTTACCG CACTTTTTGC 1705140 
TAGTTATCTT GCACCTTATG CTGATAATCG ACAATTTATT GGGCAAGAAT TAATGCCTCC 1705200 
ATCTTGGGTA GATAGAGGAA AAATTGCTTT TTTCTTTGGT ACTGATGATT TAGGTCGCGA 1705260 
CATATTAAGT CGTTTAATTA TGGGTACTCG TTATACCTTA GGTTCTGCTT TACTGGTTGT 1705320 
CTTTTCAGTG GCAATAATAG GCGGCGCACT AGGAATTATT GCAGGACTAC TGAAAGGTAT 1705380 
TAAAGCTCGT TTTGTCGGGC ATATTTTTGA TGCTTTTTTA TCGTTACCTA TTCTATTAAT 1705440 
TGCCGTTGTT ATTTCAACAT TAATGGAACC AAGTTTATGG AATGCAATGT TTGCTACGCT 1703500 
ATTAGCGATT TTGCCTTATT TCATTCACAC TATCTATCGT GCTATTCAAA AAGAATTAGA 1705560 
AAAGGATTAT GTTGTAATGC TAAAACTTGA AGGCATTTCC AATCAAGCCT TATTAAAAAG 1705620 
CACTATTTTA CCGAATATTA CTGTTATTTA TATTCAAGAA GTGGCTCGTG CTTTTGTGAT 1705680 
AGCCGTGTTG GATATTAGCG CGTTAAGTTT TATTTCTCTT GGTGCACAAC GACCTACACC 1705740 
AGAATGGGGG G CAATGATAA AAGACTCTTT GGAACTACTT TATCTTGCAC CTTGGACAGT 1705800 
ACTTTTACCC GGTTTCGCTA TTATTTTTAC TATTTTATTA AGTATTATTT TCAGTAATGG 1705860 
CTTAACTAAA GCCATCAATC AACATCAAGA ATAGC CTATG GCACTTTTAG ACATTTGTAA 1705920 
CCTCAATATT GAAATTCAAA CCTCCAATGG ACGTATnAAA ATTGTAGATG GCGTCAATCT 1705980 
TTCCCTTAAC GAAGGGGAAA TCAGTGGATT AGTTGGCGAA TCAGGCTCAG GAAAAAGCTT 1706040 
AATCGCTAAA GTCATTTGTA ATGCAATCAA AGrAAATTGG ATTATTACTG CCGATCGCTT 1706100 
TCGrrrTCAC GATGTCGAAT TACTTAAACT CAGTCCCAAT AAACGCCGAA AGTTAGTGGG 1706160 
TAAAGAAATA TCCATGATTT TCCAAAATCC CTTATCTTGC CTTGATCCAA GTCGAAAAAT 1706220 
AGGGAAACAA CTAATCCAAA ATATTCCTAA TTGGACATTT AAAAATAAAT GGTGGAAATG 1706280 
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GTTTGGGTGG AAAAAAAGAC 
TCGTGATATT ATGGCAAGCT 
GATCGCAATG gCTGTCGCTA 
ATTAGAATCA ACCACTGCCC 
GGGAACAACA ATTTTACTTA 
AATTTCAGTG CTTTATTGTG 
AAGTCCCCAT CATCCTTATA 
TTTGGGGTTT AAAACTAAAT 
GCCAATTGGC TGTCGTCTTG 
ACCAAGACGA TTGAAAATAA 
AGAAAAAAAT TTCAAAGAAA 
TGAATAATGC CCTTATTACA 
TTATTTGGTC GAAATCAATT 
CAAACACTTG CAATCATTGG 
GCGGGCATTA TTCCGCCAAC 
CAGGATGCCC AATCTAGAGC 
TTTAATCCAC GTTTAAATAT 
TGGACAGAAA CACAACGTAA 
CCTGATTACA CAAATCTCAA 
TTGGCACGTG CGCTGATTTT 
TTAGATGCCT CGGTGCGCAT 
GGTATTTCTT ATATTTATGT 
ATTATCGTAA TGGATGAAGG 
GATCCACAAA CTGATGTTAC 
GAAACCGCTT GGGTAAAAGA 
CCTTTTATTT CGGACTTATA 
GCACCGACTT TTCCCATCAT 
TGGCAATCGG CAATACCATT 
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GTGCTATTGA ATTGTTACAT CGCGTAGGAA TTAAAGATCA 1706340 
ATCCTAACGA ACTGACAGAA GGCGAAGGAC AAAAAGTTAT 1706400 
ATCAGCCACG TTTATTAATC GCAGATGAAC CAACAAATGC 1706460 
TACAAGTTTT TCGTTTACTT TCCAGTATGA ACCAAAATCA 1706520 
CGAGTAACGA TATTAAAAGT ATTAGTGAAT GGTGCGATCA 1706580 
GGCAAAATAC CGAATCTGCC CCGACTGAAA TATTAATCGA 1706640 
CCCAAGCCTT AATTAATGCA GTACCCGATT TTACTCAACC 1706700 
TGGGTACGTT AGAAGGCACC GCGCCTATTT TAGAGCAAAT 1706760 
GCCCAAGATG CCCTTTTGCA CAAAAAAAAT GTATGGAAAA 1706 82 0 
AACAACACGA ATTTTCTTGT CATTATCCTA TTAATTTACG 170688 0 
AAACAACCGC CACCCCTTTT ATACTTAATT GCAAAGGAAA 1706940 
AGTGGAAGAT TTAACTAAAA CTTTTAAAGG TCACGCCAGT 1707000 
CAATGCAGTG GATAAAGTGA GTTTTACCCT TGAACGTAAA 1707060 
CAATAATGGC TCTGGTAAAT CAACCCTAGT GAAAATGATA 1707120 
TTCTGGTCGA ATTTTATTTA ATGATCGAGA ATTACAATAT 1707180 
TAAACATATT CGTATGGTTT TCCAAGATGC CAACTCTGCA 170724 0 
TGGACAAATA TTAGACGAAC CATTAAGCCT AGCGACAGAT 1707300 
TGAAAAAATC TTTGAGACGC TCTCTCTTGT TGGGCTTTAT 1707360 
TATTAAGCAT CTTTCTATTA GCCAAAAACA GCGTGTCGCT 170742 0 
AGAACCTGAA ATAATTATTA TAGATGATGC AATTGGTAAT 17074 8 0 
TCAATTACTA AATTTAACCC TTGATCTGCA GCAACGTTTA 1707540 
AGGGCAAGAT CTCGGTGTAA TTAAACATAT TGCAGATACG 170760 0 
AAAAATGATT GAATATGGCA GCCCTCAAAA TCTTTTTACT 170766 0 
TCGTCGCTTA GTCGAAAGCT ATTTTGGCAA AATTTTAGAT 170772 0 
CAAAAACGCT CACTAAGGAA AGAAAAAATG AACACTCGTC 1707 780 
TTTATCGCGA TTATCGCTGT ACTTGCTAAC TATTTAGGAA 170784 0 
TATCATATCA GTGCCTTAAT TATTGCCATC TTACTGGGAA 1707900 
TACCCGCAAT TTTCTTCACA AGTAGAAAAA GGCGTATTAT 1707960 
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TTGCGAAAGG CACGCTTCTT CGTGCTGGCA TTGTG CTGTA TGGTTTTCGT CTCACTTTTG 1708020 
GCGATATTGC CGATGTTGGC TTAAATGCTG TCGTCACTGA TGCCATTATG CTAATTTCAA 1708080 
CCTTTTTTCT TACCGCACTT TTGGGCATTC GTTATCTAAA AATGGATAAA CAATTGGTTT 1708140 
ATCTCACTGG GGCAGGATGT AGTATTTGTG GTGCGGCAGC GGTTATGGCG GCAGAGCCTG 1708200 
TTACCAAAGC AGAATCTCAT AAAGTTTCAG TGGCGATTGC CGTAGTGGTC ATTTTCGGGA 1708260 
CGCTTTCTAT TTTTACTTAT CCATTTTTCT ACACTTGGTC ACAACATTTA ATTAACGCTC 1708320 
ATCAATTCGG TATTTATGTT GGCTCTAGCG TGCATGAAGT GGCTCAAGTT TACGCTATCG 1708380 
GGGGAAATAT AGATCCTATC GTGGCGAATA CCGCCGTCAT TACCAAAATG CTCCGAGTGA 170844 0 
TGATGCTTGC ACCATTTTTA TTCATGCTTT CTTGGTTATT AACACGTAGT GATGGGATAT 1708500 
CAGAAAATAC ATCACACAAA ATTACAATTC CTTGGTTTGC TGTACTTTTT ATTGGCGTTG 1708560 
CCATTTTTAA TTCTTTTGAT TTATTACCAA AAGAACTCGT GAAATTATTC GTTGAAATCG 170862 0 
ATTCTTTCTT ATTAATTTCA GCGATGGCTG CACTTGGCTT AACTACGCAA GCAAGCGCAA 1708680 
TCAAGAAAGC TGGATTAAAA CCGCTTGTTT TAGGCGTATT GATTTATTTA TGGCTAGTGA 170874 0 
TTGGGGGATT TTTAGTGAAC TATGGAATAT CAAAATTAAT ATAAATTCAC TTAACATTGA 1708800 
CCGCACTTTT AAAGTGCGGT CTTTTTTTAT GAAGAATATT TTCAGATATG GTTATTTAAA 170886 0 
AGATGAAATT ACGCTTTATT TCAAAGGACG ATTTAATAAA CCATCCTCTA AAAATAAAGG 1708920 
GCCAATTGGG CGTTTAGGAA TATCAAACTT TTGTGGATAA ATCACATCCA CCAAATACAA 1708980 
TCCATCGGGT TTTGCTGTTG GTGCGGCAAG CTGACGATTT TTCTGCTCAA GCAGCCATTG 170904 0 
CATCCATTCA ATCGGCTGAT TTCCAGTACC AACCTCAATC AAACTTCCCA CAATATTGCG 1709100 
CACCATATGA TGCACAAAAG CGTTCGCCTG AATATCAACA ATAATATATT TTCCGATACG 1709160 
AGACACATTC AAATGATGCA CATTACGCCA AGGCGTATGA GACTGACATT GCGCCGCACG 1709220 
GAAAGAGGAA AAATCCTGTT CGCCAAGTAA ACATTGCCCT GCCTGATGCA TTTTTTCCGC 1709280 
ATCTAAATCT AAATGACAAT GGGTTATTCC TCCCGCTAAA ATCGCAGAGC GTAATTTATT 1709340 
ACAATAAAGA ATATAGCGGT AACGGCGTGC TGTTGCAGAA AATCTCGCAT GGAATTCATC 1709400 
ATCGACTTGT TTTGCCCAAC TCACTGCAAT GTCATCAGGT AAATGAGCAT TCGTACCAAA 1709460 
AGCCCAAGCC TTCTCTGGAC GAACCGCATT GGTTTCAAAA TGAACAACCT GACCCGTTCC 1709520 
ACTTACGCCA GAATCCGTTC TGCCAGCACA AAATATTTCA ATTTTTTCAT TTGCAATGTG 1709580 
AGAAAGTGCC TTTTCTAATT CTTCTTGTAC ACTGCGGACT TTTTCTTGTC TCTGCCAACC 1709640 
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ATAATAATTT TGCCCGTTAT ACTCAATGCC TAATGCAATT TTCATTTTTw ACCTTTTGGC 1709700 
TTAATAAAGT GCGGTTATGG TAGCCCAAGT TTATTTGGAG CGCAAATGCA TAAAAACACT 1709760 
CCAAAATTTA TTCAAAAATA AGCGATAGTT TCTAAAAATT GCAGTAATAA ATGTGAATTT 1709820 
TTTGTGATAA AGATCTCATT CTGATAATCT GCCATTAGAG TTTACACTCC AGATTCCCTA 1709880 
TAATTGATCA ACGTATTATG AAAAACTAAA AGGAAATTAT GAAAACATTG AGTGAATTTA 1709940 
TCGTTGAACG CCAAGCTGAA TATCCAAACG CAAAGGGGGA ATTGAGTGGT ATTTTGTCGT 1710000 
CAATTCGTCT TTTAGCGAAA ATAATTCATC GAGATATTAA CAAAGCAGGT TTAACAAATA 1710060 
TTCTCGGTCA ATCTGGTATT GAAAATGTAC AAGGCGAAAG TCAAATGAAA CTCGATTTAT 1710120 
TCGCCCATAA CACGATGAAA GCGGCATTAA TGGCACGTGA AGAAGTGGCT GGTTTTGCCT 1710180 
CTGAAGAAGA AGAAAGTTTT ATCGCATTTG ATACAGAACG TGGCCGTAAT GCAAAATATA 1710240 
TTATTTTAAC GGATCCCCTT GATGGTTCTT CAAATATTGA TGTAAACGTA TCTGTAGGAA 17103 00 
CAATTTTCTC TATTTACCGT CGCGTATCTC CAATTGGCTC ACCTGTTACC TTAGAAGATT 1710360 
TTATGCAACC AGGTAATAAA CAAGTCGCGG CTGGTTATAT TGTTTATGGT TCATCAACTA 1710420 
TGTTGGTATA TACCACTGGT AATGGGGTTA ATGGTTTTAC TTATGATCCA TCAATCGGTA 1710480 
CATTCTGTCT TTCCCACGAA AATATGCAAA TGCCAAAAGA GGGCAAAATT TATTCCATCA 1710540 
ATGAAGGACA ATACCTCAAA TTCCCACAAG GTGTAAAAAA ATATATTAAA TATTGCCAAG 1710600 
AAGAAGATAA AGCGACTCAT CGCCCTTACG TATCTCGCTA TATTGGTTCA CTTGTAGGAG 1710660 
ACTTCCACCG CAATTTATTA AAAGGCGGCA TTTATATTTA CCCAAGTGCA ACCAACTATC 1710720 
CAAATGGAAA ACTCCGTTTA TTATATGAAG GCAATCCTAT TGCATTTTTA GCGGAGCAAG 1710780 
CTGGTGGTGT CGCAACAGAT GGTTATCGTC GAATTTTAGA TATCGAACCA ACCGCACTTC 1710840 
ATGAACGTGT TCCACTATTT GTTGGTTCAG AAGATATGGT AAAAAAAGCA CAAGAAATGA 1710900 
TGGAAGAATT TAAAGAATAA TAAAAAGCAT CATCTGCTGG TTTTAGCGGC GCAACTTCAC 1710960 
GATTTCTATC ACGAAAATCA CGCTCTTTTA TCTCGGCTAA AATCTGTGCA AAGTTACCAT 1711C20 
TTATTCCTTT ATTTTGCAAC TGTTTATAGC GTCTTTTTGC ACGTtCTTCA GCACTTGCAT 1711080 
CTAAAAATAA TTTTACTTGT GCATTTGGGA ATACCACAGT CCCCATATCT CTGCCATCCG 1711140 
CAATTAATCC ATCATTTTTC GCAAAATCTT GCTGAAGTTG TAATAAAGCT GACCGCACTT 1711200 
TTTGAAAGAC TGCTACTTTT GACGC AG CAT CTGCCACTTC TTGCGTGCGA ATTAAACGGC 1711260 
TCACATCCAT TCCTGCAAGA AAAATGTTTA CCTCGCCATT TTGAGGAATA AATTGAATAT 1711320 
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CTAAATGACG TGCTAATTCT GCTAAATCTG TTTCATTTGT TAGATCAGTT TTACGTTGCA 1711380 
ACGCTGCCAA TGCAGTAACG CGATAAATCG CCCCACTATC CAACAATGCA TAGCCCAACT 1711440 
TTTCAGCCAA CGCATAACAA AGCGTCCCTT TCCCAGCACC ACTAGGACCA TCAACAGTAA 1711500 
TAATCATTCC CATACAAATT ATCCTTTCAT TCTCAAAATT TTGCGCATTA TAGAGACAAT 1711560 
TGCCCCTCAT TACCATCCTA GAGATTATTA CTAGCTTCCA TGTTTTGTAT GGCTTATCTA 1711620 
ATAAAGTTAA TTTCACAAGC TCTAGGAAAG CGTAAACTCC CTTTCAAGCT TTTTCTTAAA 1711680 
TTTCAGAAAA TCTAACCACA TAGAAAAAGG TTTTTAAAAA CATTTCAAGG TTTTTTTAAT 1711740 
AACTATTGTG GCACTTAAGG ACGAAATTCT TTCAGCTAAA GTAGCTCTTT TTTCTATTAT 1711800 
TAAATTGGAC AATC CTTCTG ACGTTCTACA CTTCGTTTAT ACAAAAAACT GAAATTAAGC 1711860 
ACGCTAGACA TTATGCCTTT TAATATATAC ACATTTTTTC AAACTTGTTC TAAAGACTTT 1711920 
TCTACATTAC AATAAAAAAC GTAGCTATCA ATACAAATAA TCAAATAATG AGGACAAAGA 1711980 
AATGGCTGAA AATCGTTATG AACTAAATAA AAACTTAGCA CAGATGCTCA AAGGTGGTGT 1712040 
TATCATGGAT GTTCAAAACC CTGAACAAGC TCGCATTGCA GAAGCTGCTG GTGCAGCTGC 1712100 
AGTGATGGCT TTGGAACGAA TTCCTGCAGA TATTCGTGCT GTTGGAGGTG TCTCTCGAAT 1712160 
GAGCGATCCT AAGATGATCA AGGAAATCCA AGGAGCAGTT AGCATTCCAG TTATGGCAAA 1712220 
AGTTAGAATT GGACATTTCG TTGAGGCTCA GATTTTGGAA GCTATTGAAA TTGACTATAT 1712280 
CGATGAGAGT GAAGTGCTTT CTCCAGCTGA CAACCGTTTC CATGTGGACA AGAAAGAATT 1712340 
CCAAGTACCT TTTGTATGTG GTGCCAAGGA TTTGGGCGAG GCCTTGCGTC GTATCGCTGA 1712400 
AGGGGCTTCA ATGATTCGTA CAAAAGGAGA ACCAGGAACA GGAGATATCG TCCAAGCTGT 171246 0 
TCGCCATATG CGCATGATGA GTCAAGAAAT TCGTCGCATT CAAAATTTAC GTGAGGACGA 1712520 
GCTCTATGTT GCGGCCAAAG ATTTACAAGT TCCTGTAGAA TTGGTTCAAT ACGTCCATAA 1712580 
GCATGGGAAA TTGCCAGTTG TCAACTTCGC AGCTGGAGGA ATTGCAACTC CAGCAGATGC 1712640 
GGCCTTGATG ATGCAACTTG GCGCAGAGGG TGTCTTTGTT GGTTCAGGTA TTTTTAAGTC 1712700 
AGGAGATCCT ATAAAACGTG CGAGCGCTAT TGTCAAAGCT GTAACTAACT ATCGAAATCC 1712760 
ACAAATCCTA GCACAAATCT CCGAAGATTT AGGTGAAGCC ATGGTTGGTA TCAATGAAAA 1712820 
TGAAATCCAA ATTCTCATGG CTGAGCGAGG AAAATAAATn AAAATCGGAA TATTAGCTCT 1712880 
ACAAGGTGCC TTTGCGGAAC ATGCACGAAT GCTAGAAAAA TTAGGAATTG AAAGTGTCGA 1712940 
ACTGAGAAAT TTAAAAAATT TTCAACAACA TTACAGTGAT TTATCAGGTT TGATTCTACC 1713000 
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TGGCGGTGAG TCAACCGCCA TAGGAAAACT 
AAAACAAGCT ATCTCTTCTG GCTTTCCTGT 
GGCTAAAGAG ATTACTTCTC AGAAAGAGAG 
GAGGAATGCC TATGGACGCC AATTGGGAAG 
TGGTAAAATT CCTATGACTT TTATCAGAGG 
CAATATTCTT GCAACGGTAA ATAATAAAAT 
AACATCATTT CATCCTGAAT TAACAAATAA 
ATGTAAAGTA GCATAAACCA TTATCTGCAT 
GTAGCAATGA GAGCAGATAA TTTTCATCAA 
AATGCAAGGC AGGATAAGGA TGAACAAAAC 
CGCCACTTCG TAATTGGGCT TTCCCCAAAA 
ACACACCATT GAGTATTTAC AAGGTTTCAA 
CGGTTTGGAT CTTACGATTG CCAAAATATT 
CAATCCACGA CAAATCAATC ACTTTACAAT 
AAGTGTAGAC TGGAATAAGT CAAATAATTT 
TATTTTGATG AGTTGGCTCT ATCTAAGAAG 
CATCTTGTTT GCATTTTAGA GGTTTATTCC 
ATACCTGGAT TAAAGCTATT GGTTGGwTCC 
TTAGCCTCGT ATAAATGCCC TACATTGTGT 
AGTAATTTCA ACATTTCGTA TTCTAGTTCT 
TCTTGGTGAA AGACATGGCA CATAAAATGT 
TCAATTTCTG GCGGTAACAC TTCAAACCAA 
AAAGCAACTA TTTCTTCTAC TTCTTTTTCG 
GCAACAGCGA AACGATGAAG CATTGCTGCT 
CCACCTTTTG AGCCATCTGC AATGTAGGAT 
TTTCCACCCA TTTTGATAAT TAAGTGATGC 
TGTGGAAGAT GTTCTGGGAT GAATTTAGAC 
TGTGGTAAAA AGAAGAATTT TTTGCCGATG 
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TTTAAGAGAG CTGTATATGC TGGAACCGAT 1713060 
CTTTGGAACT TGTGCTGGTT TGATTCTGTT 171312 0 
TCATTTTGGA ACAATGGACA TTGTGGTTGA 1713 IB 0 
TTTCTATACA GAAGCAGATT GCAAAGGGGT 1713240 
ACCTATCATC AGTAGTGTTG GTAAAAAAGT 1713300 
CGTTGCAGCC CAAGAAAAGA ATATGCTGGT 1713360 
CTTGAGTTTG CATAAATACT TTATCGATAT 171342 0 
ATCTGCCCTC CCTAGGAAAC AAACCATATT 1713480 
AAAACCGAAC AGTTACTAGA CTTAAAACCG 1713540 
AAAATTTCTT GTTGTATTGA CGAGAGCAAA 1713600 
CGAACCAAAA TCAACAATCC TAAAGACATT 1713660 
TGCGGACTGA ATCATCTATG AAAGcACTGA 1713720 
ATATCAAGCA GCCTTTTTCG TGCTCATTGC 1713780 
GTCACATTTA GTAACCAACA ATTACTGTAC 1713B40 
TGCGGTAAAC ATCAGATAAT TTGCTGACCT 1713900 
AGGAAATAAT AAACAAGCGG TCACATTTGA 1713960 
GCCCAGTATT TTTTCCTCGT CGTTTTACCA 1714020 
AACTCTTTAT AGAATTTTCT CAAGGTTGGT 1714 080 
TCGGCTGGGT ATTGCGCACC ACGCTTGTCA 171414 0 
T C AT AATCAT AACCTTTTTT TACAATGTAA 1714200 
CCGTAGTAAA GTTTAGAGAT AATTCTGTTA 1714260 
TCTTGATCAT TGCGACGTAA TGCAACATCT 171432 0 
TGAATTGCAC GATAACGAAT TGCAGCACTT 1714380 
TGGGTTTCGA TTGCATTACA TTCAAAATAG 17144 4 0 
TCCAAATATT CACGGGCTTC TTGAATGCCT 17145 00 
TCGTATTTGT TGCGATAATC CCATAAGCTT 1714560 
ACAGTTTGCA TAAATTTATC GCTTAAATGT 1714620 
CGATCCACGT TTGATTTTAA GGAAAAGAGT 171468 0 
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TTTGGTAGCC AATGTGTACC AAACTTTTTA ATGACCCAAA AGGTATCTTT GCCATATTTT 171474 0 
GCTGCGATGT CAAATGCATC ACGATGGATA TATTCACCTG AAATGGGTAG CACTTCGAAG 1714800 
TTTACTAACA TGTGGCGACG AATATCGCTC AACACAGAAG TTTGATTGGT GCCGATATAG 1714660 
AAAACAGCCG TCTCTTTTTC AAGCGGAAAG GTGTCTAAAC GAACCGCAAA GACAGCAAGT 1714920 
TTTCCTGCAC AGCCTGAGGC TTCATAGTGG CGAGCTGGGT CGGCATTAAA ACGAGCAGGG 17149B0 
GAGCCTTCAT CAACTTGACG AACATAGTTG CAGTAGTAAT GGTCGTGACC ATGTCCGCAA 1715040 
TCTTG TCGAA TATCTTTAAC CTGATAACGT TTTTCTTGTA GATTAGTTAA AATTTCTTCA 1715100 
GGAGTTTCTC CTAAATCAAT GCCTAAATGA TTTTTTAGTT CTAATTCACC TTTTTCATTA 1715160 
AGTTGAGCGT AAAGTGCCAT TTCTGTATAG GCTGGTCCAC GTTGAACTAA TGCTCCACCT 1715220 
GAGTTGTTAC AAATCCCACC AATAACTGAT GCGCCAATGC AAGATGAGCC AATAACAGAG 1715280 ' 
TGGGGTTCAC GACCAAACGG TTTAAGTTGA TTTTCTAATT CATTGAGTGT AGAGCCTGGT 1715340 
AAGCAAATAA CTTGGGAAGC GTTATTGATG AGTTGGATTC CGTCAATTCG CATTGTATTG 1715400 
ATGACGACAA TATCGCGATC ATAATCATTG CCATCTGGTG TAGAGCCACC AGTTAAACCT 1715460 
GTATTCGCCG CTTGGTTTAT AACAATAACA TCATGTTCAA CGCAAACTTT TACAATGTTC 1715520 
CAAAACTCAA GTAGAGTGGC AGGGCGAACT ACAGCTAGGG - CGTTTCCTGT TCCAAATCGA 1715580 
TAACCACTTC GATAAGCTTC TGTTTTAGTT GGATCAGTAA TAATATAACG AGAGCCAACA 1715640 
ATATCGGTCA GTCGTGAAAT GAGTTGTTGA ACAGACATTT TATTATCCTC TTGTAATAAG 1715700 
AATTAATAGC ACTATAACAG AATAATTCCC ATTTGGATAA GGATATTTTA GGCTTTAATC 1715760 
GGTGTTTTTT TTGGAATTGC TCTACATATA AAGAAAATTC TCTCTTTATG ATAGGTTCAG 1715820 
TGCTGTATGG GTATTTCAAT CACTCAATAT CAGCAATGCA AAATCCGTTG AAACCTTTAA 1715880 
AGATAGAGAA AAATATTATT TAACAAACGA AACTTTTACT GAAATACAAC CTATTGATAT 1715940 
GCCAAACGAA CGTAATATTC AAAATTATCA CTCGACTTAC AACAACATTC GGGATTGGCT 1716000 
TGGTTATCAA AAAGCTGGCG AGGAAAAAGC AAAGTCGACC ATCAATTAGG AATTGGGATG 1716060 
AGGTAGTTTT TGAAGTGAAT TTTAAGCACA ATAAAAAAAC ATCAGAATTT TTAGCCGCAC 1716120 
• TTTCTAAAGT ATCCGCTAAT TTACATAAAT GATTTAACCC TACCTATGCT GCTACTCTTT 1716180 
TAATTTTATG AACAGTATTT TCTGTTTCTT TCATATTATC TTTTGATAAT TGAGTAAGAT 1716240 
AATTAGACAT GGTTTGTTTG AATAAAGATA AATTTTTTAA AATTTTTGAT TTACCATGCG 1716300 
TTTCAATCAA TGCTAAATCA 'AACTGTTCTG AAAGCTTATT ATCATTCATt TCTATAATAG 1716360 
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ATTCTCTTTC ATCCACAAAA AATTTCTGCA GGCAATGGTG TAAATCCTTA ATTGAAATGA 1716420 
GTTTACGTAA TATGCCATCC ATTCCAATTT CTTAATGTTC CTGCTCGCTT TACATAACAT 1716480 
TGACGGTAAA AAATCATAAA TACCATTCTA ATAGTTTTCT CGCAAATGTT GCCACTTGTT 171654 0 
GTCCGCAGAA CAATAACCAA CTCTCTAAGC AATTTAGTTC TTTATATCCT AAGTTTTGAA 1716600 
TCATTATAAT GTATTTTGCT TTGCACGCCT TCGTCATACG TTTATTTTTT GGCATATCGT 1716660 
TAGCAACTAC TGAATGAAGC AAAGAACGTA ATGTTATTAA CATCAATATG CTTTAATCTT 1716720 
TCAGCGTAAC TATCAAAATC ATTGTAATGA AGGTAAGATC TATTTATCCC CAATTGAGGA 1716780 
TTTATTTAAC AATGAAATTA TGGCTTATAA TTTAGTGCTA AGTCCGAACT TTGAGTAAAT 171684 0 
TAACCAAATG ATGAAACAAG CCGTAGCAAG GCTTGATGAA GCAAAACCGA TTTTACATTC 1716900 
CGACCAAGGT TAGCAATATC AGATGATAGA TTATCAACAC ATACTCAGGG AGAATGGCAT 171696 0 
TCAAAGTATG TGAAGGGAAA TTGTTTAGAT AACAGTAGAA TGGAAAGCTT CTTTAGATGT 1717020 
TTTAATAACT GGAAAAAAAG CTCCATGAGC GTATTCAGAA GAGGCTAAAG ACTGAGCCCT 1717080 
GTGAATGACA GAACTCAGTC CTTGAGCTAA ATAAGTCTAA CTTTTTGAGG TCAGATCATT 1717140 
TATCAATAAA CTGATCAAAA AAACCGAACT TAATGTTCGC TTTTCTTTTT CATTACATAA 1717200 
TACGACGCGA TTGAGTGTAG GTTCTAGCCC AATATTTTTC ATCAAGGGAA CTTATTGTCA 1717260 
CGCCTTGCCC TGTACTTGCG TGCATAAATT GGTTATTACC AATATAAACA CCAACGTGAT 1717320 
TATTTTTACG GAAGAAAACT AAATCGCCTT TTTTAAGTTC TGATTTATTA ATTTTTCTAC 17173 80 
CTAAATGACG CTGTTCAGCC GTAGAACGAG GCAATTCAAT ACCAAAAACT TCAGAAAAAG 1717440 
TAGTTTGCAT AAATGCTGAA CAATCAATAC CACGTTTAGT GGTACCGCCC . ATACGATAGC 1717500 
GAGTGCCAAC CCATTCATTA TAAACACTGG CTAGAGCCTT ATCGCCCATC AAAGCAGAGG 1717560 
AACGGTTTGT TCTCACTTTG TGAAAAATGC CTGTTCGATT ATCTTTTTCT AAATTATTAA 1717620 
TTAAACCAGT TAATTGAATA TCATCATTTT CTGAAATAAC CTGATGACTT ACCGTTCGTG 1717680 
GTGCATTAGA ACAAGCGGTT GCTAATACAG CTAAACCAAT AATAACTAAA ATTCTTTTCA 1717740 
ACATAATTTC AAATAATTAA AAGAAATAAA ATTTCGCAGC GGCTATCAAA ATTTGAATAA 1717800 
AATTGCCAGT AAAAATCCAA TTCTAATGGA ATTTTTGTGA TCTTTTACAC AATGACTTAA 1717860 
TTTGTTCCAC CAACAGTAAT TTCATCAATT TTTAGTGCTG GCTGTCCTAC GCCAACAGGT 1717920 
ACACTTTGTC CCTCTTTACC ACAAACCCCG ATACCTAAAT CAAGCTCTGA TTTATCTGCA 1717980 
ACCATAGAAA TTTTTTGCAT CACTTCAATG CCACTGCCAA TTAAAGTTGC ACCCTTAACT 1718040 
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GGTTTCGTGA TTTTTCCTTT TTCAATTAAA TAAGCTTCTG AAGTAGAAAA TACAAATTTA 17X8X00 
CCAGAGGTAA TATCCACTTG CCCTCCACCA AAGTGCGGTG CATAAATGCC CTGTTTTACA X7X8X60 
CAAGCAATCA AATCATCAAA CTGACTTTGT CCAGCAAGCA TATAGGTGTT AGTCATTCTA X7X8220 
GGCATTGGTA AATGGGCGTA AGACTCACGT CGTCCATTTC CCGTAGTGCT ACGCCCATCA X7X8280 
AACGGGCATT CATTTTATCT TGCATGTAAC CTTGCAAAAT CCCGTCTTTG ATGAGTACAT X7X8340 
TGCACTGGCT TGGCACACCT TCATCATCAA- TAGTTAGTGA ACCTCGACGA TTTTCAATCG X7X8400 
TOCCGTCATC TACAATTGTA CATAATGGAG AAGTTACTTG TTCGCCAATC TTGCCTGTAA X7X8460 
AAAGTGAACT TTCTTTACGG TTAAAATCGC CTTCTAAACC GTGCCCAACA GCCTCGTGTA X7X8520 
ACAGCACGCC CGGCCAACCC GCACCTAATA CAACTGGCAT CAATCCTGCG GGTGCTGCAA X7X8S80 
• CTGCACTAAG GTTTACTAAG GCTTGACGAA CCGCTTCTTT AGCAAAAAGT ACTGCTCTAA X7X8640 
TATCGCCATC AACAACTTCA AAGAACCAAT CTAAACCGAA ACGCCCACCA GAACCACAAC X7X8700 
TTCCTCGTTC ACGTTTTCCA TTTTCCTCTA CTAACACAGA AATAGATAAG CGAACTAAAG X7X8760 
COOGAATATC TGCGGCTAAT GTGCCATCCG TCGCCATAAT TAATACTTCT TCATAAACGG X7X8820 
AACTGAGiGCT TGCTGAAACC TTGGTTACAC GATGATCTTC XGCGCGCGCT GTACGATCAA X7X8880 
CCAAATGTAA TAGCTCAATT TTTTTCTCTT TAGTCAAACT TTCCAAAGGA TTAATCGCCG X7X8940 
CATAACGAGC AATAGGATTT ACAACATTAA AAGCGGATGG CGAAATCAAA TTCCCCTGTT X7X9000 
TGACTTGCGC GATCCCCTTT ACCGCCTCCG CACATTGCTG CAAAGAAGCA AGATTAATTT X7X9060 
GATCCGCATA AGCAAACCCC GTTTTCTCGC CAGAAACTGC CCGCACACCA ACGCCACGAT X7X9X20 
CAATATGAAA ACTGCCTTCT TTTATAATGC CGTCTTCTAA TACCCAACTT TCATCTTGGC X7X9X80 
TAAGTTGAAA ATACAGATCG GCATAATCAA TATTGCGATG CGACATAATG TCAAAAATAT X7X9240 
TGAGTAATGT TTGAGTTGAA AGATTACTTG GTGTGAGTAA TGTATTTGAA ACTTGGTTTA X7X9300 
ACATATTTTT TCCAGTCTAA AGTAAATATC TTGTGAGTGC TTGTATCCGT TTAATACAAC X7X9360 
AGCACAGATT AAAATCGGAT TAATAAAGTG CGGTTGATTT TGAGGTTATT TTTCCAAATG X7X9420 
CGCTAATCCA AATTGATACA AAGCATTCTT CTTATAACCA TACAACTCAG CAACTATAGC X7X94B0 
TGCTGCTTTT TTAAGTGGCA ATTCTTCTGC AATTAACTCA AGTGCCTTTA CCGCTTGCGG X7X 9 S40 
CGAAATTTCA TCGTTATTGT CAGACTTTGG TTTGCCTTCC ACAATCAAAA CCATCTCGCC X7X9600 
TTTTGTACGA TTGGGATCTT CTAAAAGCCA TTCGCGTAAA TTTTTAATCG TATTCCCCGT X7X9660 
AATCGTTTCC CAAGTTTTAG TCATTTCACG GGCTAACACA ATGTATCGTT CTTCCCCTAG X7X9720 
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CACCGCTTGC ATATCTTCTA GTGTATCTAA AATACGGTGA GTGGATTCAT AAAAAATCAA 1719780 
AGTGCGGTCT TCTTCTGCGA TATTTTCTAA TTTATCTTTG CGTGCTTTAC TTTTCGCAGG 1719840 
TAAAAAGCCT TCAAAACAAA ATCTATCAGA AGCAATCCCC GATGCACAAA GAGCGGTAAT 1719900 
TGCCGCACAA GCTCCTGGCA AAGGCACAAC TCGAATGCCA GCTTCACGGC ATTGGCGTAC 1719960 
TAAATGAAAA CCAGGGTCAC TGATTAATGG CGTCCCCGCA TCAGAAATCA AGGCAATATT 172 0020 
ACTCCCCTGC TTGAGCTTTT CCACCAAAAT ATGCGCTTTT TCTTGTTCGT TATGATCGTG 172 0080 
CAAAGCAAAA AATGGCTTCT TAATGCCGTA ATGGCTCAAT AAAAGTCCAC TATGGCGAGT 1720140 
ATCTTCTGCT GCAATTAAAT CCACTTGAGC AAAAGTCTCT AAAGCACGTT GGGTAATATC 1720200 
TTGTAAATTG CCAATGGGCG TGGCAACAAT GTATAAAATT CCGGTTAAAT CAGTCATTTT 1720260 
TGTTTGCTTT TAAGTTATGA GATAAGTAAG ATCTGCTACG ACTATTGTCT GTTTATGATG 1720320 
GAGCAAAGAT GTCTATTCTA TTACAAGGCG AACGTTTTAA AAAACGTTTA ATGCCAATTT 1720380 
TATTGTCAAT GGCTTTAGCT GGCTGTTCAA ATCTACTTGG TAGCAATTTC ACGCAAACCT 1720440 
TACAAAAAGA TGCAAATGCA AGTTCTGAAT TTTATATAAA CAAATTAGGG CAAACACAAG 1720500 
AACTTGAAGA TCAACAAACC TATAAATTGC TCGCGGCTCG AGTGTTAATC CGTGAAAATA 172 0560 
AGGTTGAACA ATCGGCAGCG TTATTGAGGG AATTAGGCGA ATTAAATGAT GCGCAAAAAT 1720620 
TAGATCGTGC ATTAATTGAA GCGAGAATTT CTGCTGCAAA AAATGCCAAT GAAGTCGCAC 1720680 
AAAATCAATT ACGTGCATTG GATTTAAATA AACTAAGCCC GTCACAAAAA TCTCGTTATT 1720740 
ACGAAACCTT AGCTATTGTT GCCGAAAACC GTAAAGACAT GATTGAAGCG GTAAAAGCGC 1720800 
GGATAGAAAT GGATAAGAAT TTAACAGATG TACAACGTCA TCAAGATAAT ATTGATAAAA 1720860 
CTTGGGCTTT ATTGCGTTCA GCGAATACTG GCGTTATTAA TAATGCCTCT GATGAAGGTA 1720920 
ATGCAGCTTT AGGCGGTTGG CTAACATTAA TCAAAGCCTA CAACGATTAT ATTCGTCAGC 172 0980 
CTGTACAATT AAGCCAAGCC TTACAAAGTT GGAAAAATGC TTATCCAAAT CATGCAGCCG 172104 0 
CAACGTTGTT CCCAAAAGAA TTGCTTACAT TGCTTAATTT CCAACAAACG AATGTGTCAC 1721100 
AAATTGGTTT ACTCTTGCCA TTAAGTGGTG ACGGACAAAT TCTTGGCACA ACCATTCAAT 1721160 
CGGGTTTTAA CGACGCGAAA GGTAACTCAA CCATTCCAGT GCAAGTGTTT GATACCTCAA 1721220 
TGAATTCTGT CCAAGATATC ATTGCGCAAG CAAAACAAGC GGGGATTAAA ACCTTAGTTG 1721280 
GCCCATTACT AAAACAAAAT CTTGATGTGA TTTTAGCAGA TCCTGCTCAA ATTCAAGGTA 1721340 
TGGATGTGCT TGCATTAAAT GCCACACCAA ATTCTCGTGC GATTCCTCAA CTTTGTTATT 1721400 
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ACGGACTTTC GCCAGAAGAT GAAGCTGAAT CTGCCGCCAA TAAAATGTGG AACGATGGCG 1721460 
TGCGTAATCC ACTTGTCGCA ATGCCGCAAA ATGATTTAGG ACAACGCGTA GGCAATGCCT 1721520 
TTAATGTACG TTGGCAACAA TTAGCAGGTA CTGATGCGAA TATCCGTTAC TACAATTTGC 1721580 
CTGCGGATGT GACCTATTTC GTTCAAGAAA ATAACTCAAA TACAACCGCA CTTTATGCCG 172164 0 
TAGCAAGTCC AACTGAACTG GCAGAAATGA AAGGTTATTT AACAAATATC GTACCTAATT 1721700 
TAGCGATTTA TGCCAGTTCT CGAGCAAGCG CAAGTGCGAC AAACACTAAT ACCGACTTCA 1721760 
TCGCACAGAT GAACGGTGTA CAGTTTAGTG ATATTCCATT TTTTAAAGAT ACCAATTCTC 1721820 
CACAATATCA GAAGTTAGCA AAATCCACGG GGGGCGAATA TCAATTGATG CGTTTATATG 1721880 
CAATGGGTGC GGATGCGTGG TTGCTCATTA ATCAATTTAA TGAATTACGC CAAGTGCCAG 1721940 
GCTATCGCTT GAGTGGCTTA ACAGGGATTT TAAGTGCTGA TACCAACTGT AATGTTGAAC 1722000 
GCGATATGAC TTGGTATCAA TATCAAGATG GTGCAATTGT ACCAGTTGCA AACTAATGTT 1722060 
TTCTTTAAAA CGTCAGCAAG GGGCGAGCTT TGAGCATCAA GCTCGTCTTT TTTTAGAATC 1722120 
AAAAGGCTTA ATATTTATTG CGGCTAATCA AAATTTCAAA TGTGGTGAAC TTGATCTAAT 1722180 
AATGAATGAC AAAGAAACTA TCGTCTTTGT TGAAGTTCGC CAACGAAGTC ATTCCGCCTA 1722240 
TGGTTCTGCT ATAGAAAGCG TAGATTGGCG AAAACAACAA AAATGGTTAG ATGCCGCAAA 1722300 
TTTATGGCTT GCAAAACAAA ATATGAGCTT AGAAGATGCT AATTGCCGCT TTGATTTAAT 1722360 
CGCTTTTGGC AAAACACCTC AAGATATTCA ATGGATTCCT AATTTTCTCG ATTAATGGCT 1722420 
TTTTATAATG TTACAAAAAG TAAAAGATAT TTATAGCGAA AGTATTCAAA TTCAAATTGC 1722480 
AGCATCAAGT ATGCTTTCTG AAAATATTAC CAACGCCACC CAAATGGTGA TGCAATGTTT 1722540 
ATTAGGCGGT AATAAGGTTA TCGCCTGTGG CGTGTCGCGT TCTTATGCTA ATGCACAGTT 1722600 
TCTCGTCTCA AACTTACTTA ATCGATATGA TTTAGTTAGA CCGAGCTTCC CGTCTGTGTT 1722660 
ATTGAGCTTA GAAAGTGCGG TGGGTTCTTC ACTTGTTTTT GAACAACCGC CTGAAGAATT 1722720 
GTATTGTCAT CAATTTAATG CCAGTGCAAA ATCGGGCGCA CTTACTTATT GCTTTTGCAC 1722780 
CTTTGGGGAC AGAAAAAATC GTGCTAAATA TTATTTCTCA TGCTGTCAGC AAAGAAGTTA 1722840 
ATGTTATTGT GCTAACTGGC TCTAACAACG ATGCCATTCA AGGAATTTTA GCAGATAAGG 1722900 
ATCTAGAAAT ATCAATCCCA GCCACCAAAG AAAGTCGTAT CTTAGAGAAC CATCTTTTTG 1722960 
TGATTAATGC ACTTTGTGAA TTGGTTGATC AGACTTTATT CCCAAGTGCT TGACAGGAAA 1723020 
ATAAATCACT TTCAAACTAA TAGTAATTTA ATCTAAAAAG .GAGTTAATTA TGACATTATC 1723080 
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CCCGTTAAAA AAACTCGCTA TCCTGCTTGG AGCGACTATT TTTCTACAAG GCTGTGTTGC 1723140 
AGCTGTGATT GGAGGTGGTG CTGTAGCAGC TAAAGTAGCT ACCGATCCCC GAACGACAGG 1723200 
GACACAAATT GATGATGAAA CCCTCGAATT TAAAGTAGAA AATGCTGTAG AAAAAGATGC 1723260 
CCAAATTAAG GCTGAAGGTC GTGTAAATGC AGTGTCTTAC AATGGCCGAG TACTTTTAAT 1723320 
CGGTCAAGTT CCTAATAGTG ATGTAAAAGA CACTGCCACA GCTCTTGCAA AAGGTGTTGA 17233B0 
AGGTGTCAAT GAAGTTTATA ATGAACTAAC TGTTAGCCCA AAAATCTCTT TTGCACAAAT 1723440 
CAGTAAAGAT AGTTGGCTCA CAACGCAAGT CAAATCTAAG ATGTTCGTTG ATGGTCGAGT 1723500 
TAAAGCCACA GATGTCAAAG TGATTAGCGA AAATGGAGAA GTATTTTTAC TGGGTAACGT 1723560 
CACACAATCT CAAGCCAATG CGGCAGCCGA CATTGCCAGC AAAATCAGCG GCGTGAAAAA 1723620 
AGTAATTAAA GTATTCAAAT ACCTAGACTA ATCCTTCAAA GTGCGGTGAA AAATTCAACA 1723680 
AATTTTTACC GCACTTTTTC TTATTTTTCT AAATAAAAAA TTTTAATTTT TATTCTCACA 1723740 
AAAACCGTTT ATTTTTAAAT AAGTTATCTA TTGTCAAGAA TCAAATCAAA AAATTTATTA 1723800 
CTTGCGATCT TTTCTCAAAC ACATTATCTT GTGGATCGTT TTCATAAAAA CACTATATCT 1723860 
TGTGTTTTAA ATCCTGTTTT AAATAACAAC AAGAAGGCTC ATACAATGAA TAAAAGTTTA 1723920 
ATGGTTACAA AGCGTGACGG TACGCAAGAA CAAATCAATC TTGATAAAAT CCATCGTGTG 1723980 
ATTACGTGGG CTGCTGAAGG ACTAGACAAT GTTTCTGTTT CTCAAGTAGA ACTTCGTTCA 1724040 
CATATTCAAT TTTATGAAGG CATTCGCACT TCAGACATCC ACGAAACCAT TATTAAAGCA 1724100 
GCCGCAGATT TAATCAGCAA AGATTCGCCA GATTATCAAT ATTTAGCTGC TCGTTTAGCG 1724160 
ATTTTCCATT TACGTAAAAA AGCCTATGGT CATTTCGATC CCCCTCGTTT ATACGATCAC 1724220 
GTCAAAAAAC TAGTACGTAT GGAAAAATAT GATCAAGCGT TATTAGATGA TTATACTCGT 1724280 
GAAGAATGGG ACACAATGGA CGGCTTCATC GATCATTGGC GTGATATGAC GTTTTCTTAT 1724340 
GCAGCAGTGA AGCAATTGGA GGGTAAATAT TTAGTACAAA ACCGTGTGAC GGGAGAAATC 17214 00 
TACGAGTCTG CACAATTCTT ATATTTGCTG GTTTCCGCAA GTCTATTCTC TAAATATCCA 17244 60 
AAAGAAACAC GTTTGGATTA TGTAAAACGT TTCTACGATG CCACATCGAC TTTCAAAATT 1724520 
TCCTTACCTA CACCAATTAT GGCGGGCGTG CGTACACCAA CTCGTCAGTT CAGCTCTTGC 1724580 
GTATTAATTG AATGTGATGA CAGTTTAGAT TCTATCAATG CAACAGCATC AGCTATTGTA 1724640 
AAATATGTTT CACAACGTGC AGGGATTGGT ATTAATGCAG GGGCTATTCG TGCATTAGGT 1724 700 
AGCGAAATTC GTGGTGGAGA AGCATTCCAT ACAGGTTGTA TTCCATTCTA TAAATATTTC 1724 760 
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CAAACTGCAG TTAAATCTTG CTCACAAGGT GGCGTTCGTG GCGGTGCAGC AACACTTTAT 1724 B20 
TACCCAATTT GG CACTTAG A AGCAGAAAAC TTGCTCGTAT TAAAAAATAA CCGTGGTGTA 1724 880 
GAAGACAACC GTGTTCGTCA TATGGATTAT GGCGTGCAAT TAAACAAATT AATGTATCAA 1724940 
CGCTTAATTA AAGGCAG CGA GATTACTTTA TTTAGTCCAT CAGATGTACC TGGACTTTAT 1725000 
GAAGCATTCT TTGCGGATCA AGACAAATTT GAAGAACTTT ACGTAAAATA CGAACAAGAT 1725060 
CCAACTATCC GTAAGCGTAC TGTTAAAGCA GTTGAAATCT TTTCTTTATT AATGCAAGAA 1725120 
CGGGCATCAA CGGGTCGAAT TTACATTCAA AACGTGGATC ACTGTAATAC CCACTCTCCG 1725180 
TTTGATCCAC AAGTTGCACC AGTTCGTCAA TCTAACTTAT GCTTAGAAAT TGCATTACCA 1725240 
ACTAAACCGC TTCAGCACAT TAACGATGAA AATGGGGAAA TTGCACTTTG TACACTTTCC 1725300 
GCCTTTAACT TAGGTAAAAT TGAAAACTTA GATGAATTAG AAGAACTTGC GGATCTTGCT 1725360 
GTTCGTTCTC TTGATGCCTT ATTAGACTAT CAAGATTATC CTGTTGTGGC AGCAAAACGT 1725420 
AGCTCACTTG CACGCCGTTC ACTCGGTATT GGGGTCATTA ACTATGCGTA TTACCTTGCG 1725480 
AAAAATGGTG TTCGCTATTC TGATGGTTCA GCCAACGATT TAACACACCG TACTTTTGAA 1725540 
GCCATTCAAT ATTATTTATT GAAAGCCTCT ATGAACTTAG CAAAAGAGCA AGGTGCGTGT 1725600 
GAATACTTCA ATGAAACCAC TTATGCAAAA GGCATTTTAC CGATTGATAC CTATAAGAAA 1725660 
GATTTAGATT CCTTAACACA AGAGCCTCTA CATTATGATT GGGAAAGTTT ACGTAAAGAT 1725720 
ATTCAAGAAT TTGGTTTACG TAACTCAACA TTAACTGCCT TAATGCCATC AGAAACATCA 1725780 
TCGCAGATTT CCAATGCGAC TAATGGTATT GAGCCACCAC GCGGTCACGT AAGTATTAAA 1725840 
GCATCAAAAG ATGGTATCTT AAAACAAGTT GTACCTGAAT ATGAAAATTT AATGGATAAC 1725900 
TATGAATTAC TTTGGGATAT TCCAAGTAAT GACGGCTACT TACACTTAGT CGGTATTATG 1725960 
CAAAAATTCG TGGATCAAGC GATCTCTGCA AACACAAACT ATGATCCAAA ACGTTTTGAA 1726020 
GACGGCAAAG TACCAATGAA AGTGTTGTTA AAAGATTTAT TAACCGCTTA CAAATACGGT 1726080 
TTAAAAACCC TTTACTATCA AAATACCCGC GACGGTGCCG AAGATGTTCA AGAAGATCTT 1726140 
GATGACGGCT GTGCTGGTGG TGCTTGCAAA ATTTAAACGC CCCTATTGTC TTCCCCAACT 1726200 
TATGGGGAAG ATAGCACGAC ATAACGAATT AGGATACTTT CCTCAGTCTT TGATAGTTTC 1725260 
CCCTGATAAA CAGGGAAAGC • TAAATAAATG ATAAGTTCTA TTTAAAGGAT AAATAAAATG 1726320 
GCATACACCA CTTTTTCCCA AAATAAAAAC GATCAATTAA AAGAACCGAT GTTCTTTGGT 1726380 
CAAAACGTTA ATGTTGCGCG TTACGATCAA CAAAAATATG AGACGTTTGA GAAGCTGATT 1726440 
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GAAAAACAAC TrrcTTTTTT CTGGCGTCCA GAAGAAGTAG ATGTATCGCA AGACCGTATC 1726500 
GACTACGCAG CATTGCCTGA ACACGAAAAA CACATCTTCA TCAGCAACTT AAAATATCAA 1726560 
ACCTTATTGG ATTCTATTCA AGGCCGTAGC CCGAACGTGG CATTATTGCC TTTAGTGTCG 1726620 
ATTCCTGAAT TAGAAACTTG GATTGAGACG TGGACATTCT CTGAAACCAT CCACTCTCGC 1726680 
TCTTACACAC ATATTATTCG TAATATTGTG AACGATCCTT CTATCGTATT TGATGACATC 1726740 
GTAACTAACG AAGAAATCAT CAAACGCGCA CAAGATATTT CATCTTACTA CGATGATTTA 1726B00 
ATCCGTGATA GCCAACTTTA TGGCTTATAC GGCGAAGGCA CTTATACCGT AGATGGCAAA 1726860 
GAATGCGTCG TGACTTTACG TAGTTTGAAA AAACAACTTT ATCTTTGCCT AATGAGCGTG 1726920 
AATGCACTTG AAGCAATTCG TTTCTACGTT TCTTTCGCTT GTTCATTTGC TTTTGCTGAA 172698 0 
CGTCGTTTAA TGGAAGGGAA TGCAAAAATT ATTAAATTTA TCGCACGTGA TGAAGCCTTG 1727040 
CATTTAACAG GTACACAGCA TATTTTAAAT ATTATGGCTG CAGGTCAAGA CGATCCTGAA 172 7100 
ATGGCAGAAA TTGCGGAAGA ATGTAAACAA GAAGCCTATG ATTTATTTGT TGCAGCGGCA 172716 0 
GAACAAGAAA AAGCTTGGGC TGATTATCTA TTTAAAGACG GTTCTATGAT CGGCCTCAAC 1727220 
AGAGATATTT TAGTTCAATA CGTAGAATAT ATTACTAATA TCCGTATGCA AGCTGTTGGA 1727280 
TTGCCACTAC CATTCCAAAC ACGTTCAAAT CCAATTCCTT GGATTAACGC TTGGTTAGTG 1727340 
TCAGATAACG TACAGGTTGC ACCACAAGAA GTAGAAGTAA GCTCTTATCT TGTCGGTCAA 1727400 
ATTGACTCAA AAGTTGATAC GAATGATTTT GACGATTTTT CTCTCTAATT AAAAACACAT 1727460 
AAAAAACTAA CCGCACTTTG GAATATTCTT TTTAAATATT TAAAGTGCGG TTAATTTTTT 1727520 
GTTCATTTTA AAAGGCTTTC TAACACAGAA AGCCTTTTAT TTCTTAGATT TCTAATAACA 1727580 
ATCTTGTTGG ATCTTCCAAT AATTCTTTAA TCGTTACCAA GAAACCAACA GATTCACGGC 172764 0 
CGTCAATTAG GCGATGATCA TAAGATAAGG CAAGATACAT CATCGGACGA ATCACAACTT 1727700 
GACCATTAAG CGCAATCGGG CGTTCTTTAA TAGCGTGCAT TCCTAAAATC GCACTTTGTG 172 776 0 
GTGGATTGAT AATTGGAGTG GACATAAGAG AACCGAACAC GCCACCATTT GTAATAGTAA 1727820 
AATTGCCGCC AGTAAGATCT TCTACTGTTA ATTTGCCATC ACGACCTTTT TCAGCTAATG 1727880 
CTTTAATTTG TTTTTCGATC TCTGCCATAC TGAGCTTATC GCAATCACGA AGCACTGGTG 1727940 
TGACTAATCC ACGTGGTGTT GAAACTGCAA TACTAATATC AAAATAGTTA TGGTAAACAA 1728000 
CATCATCCCC ATCAATAGAA GCATTAACTT CAGGATAACG TTTTAATGCT TCCACAACCG 1728060 
CTTTAATATA AAAAGACATA AATCCTAAAC GTACTGAATG TTGTTTTTCA AATTTTTCGC 172 B 120 
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CGTAGGTTTT ACGCAGAGTC ATTATGGGCT GCATATCCAC TTCATTGAAA GTGGTAAGCA 1728180 
TCGCCGTACT ATTTTTGGCT TCAAGTAAAC GTTCAGCAAT ACGTTTACGC AAACGGGTCA 1728240 
TTGGCACACG TTTTTCAGAA CGTGCGCTAT AAGCCACCGT ACTAATTGTA TTTTGCTCAG 1728300 
TGGCAGCTTC TTGTTTCACT TGCTGTGCTT GTCGTTTTGC AATTTCACGT TCAATATCTT 1728360 
CACGTGTTAA ACGACCACCC ACACCCGAAC CTTGAATTTG ATCTGCTTGT AAATCATGTT 1728420 
CTGCTAATAA ACGACGAATT ACAGGGCTCT GATCCGCATT ATGATTATGA CTATTTTCAA 17284 80 
TCGCTGCATT TTGACGATCA GATGGTGTGG GTTCATTCGT TGCTTTTAAC GTCGCTGAAC 1728540 
TGACATCTCC TTCTTGAGCC GTAGAAATTT TGCCTAGCAA CTGTTTACTC ACCACTGTTT 1728600 
CGCCCTCAGC TTGAACAACT TCAGCCAGTA CACCATCAGA AAGTGCGGGA ACTTCTAGCA 172866 0 
CGACTTTATC CGTTTCAATT TCCACAATAA CCTCATCACG TTTCACAGTA TCGCCCAGTT 172 872 0 
TTTTATGCCA AGTGGCAACA GTTGCATCTG CAACTGATTC AGGTAGGTCT GGAACAAGAA 1728780 
TTTCGATTGC CATTTTATTT TTCCTTTTCT TCTTTTTTAC TATATCTTAA TTATCTTGGC 1728840 
TCCCCTATTT ACAGAGGAAA GCAAAGATAA AAACCTTTAT TAAATTAACC GCACTTTAAA 1728900 
AACTCAACGC ATCTTCCACT AACTGTTTTT GCTGTTTAGT GTGAAGCGAC ATATAACCCA 1728960 
CAGCAGGCGA AGCAGAAGCT GGACGCCCTG CATATTTGAG TTTAACGGAT TCTGGAATTG 1729020 
CTGATTCAAA ATTATGTTTG CTGCAATACC AAGCCCCTTG GTTAAGTGGT TCTTCTTGGC 1729080 
ACCATACATA ATCCGTGACA TGCGCATAAG GCTCAAGCGC TTTCTTCAGA TCCTCATGCG 1729140 
GGAATGGATA AAGCTGCTCA ATACGAATAA TCGCTACATC TTTCTGATTA TTTGCACGAC 1729200 
GTTGTTCAAG TAAATCGTAA TAAACTTTAC CTGAACACAT TACCACACGT TTTACATCTT 1729260 
TAGGATCAAG CTCATCAATT TCTCCGATTA CCGTTTGGAA AGTTCCATTA ATCAACTCGT 1729320 
CTAAACTGGACACTGCCAAT GGATGACGTA GTAAAGATTT TGGGGAAATG GCAATCAATG 1729380 
GACGGCGCAT TTTACGTAAA GACTGACGAC GCAACATGTG ATACACCTGT GCAGGTGTTG 1729440 
ATGGCACGCA AACTTGCATA TTTTGTTCTG CGCAAAGTTG CAAATAACGT TCAAGACGTG 1729500 
CGGAAGAATG TTCAGGGCCT TGTCCCTCAT AGCCATGAGG CAATAACATA ACTAAACCAC 1729560 
ACATTCTGCC CCATTTTTGT TCGCCAGAGC TAATAAATTG GTCGATAACA ATTTGCGCAC 1729620 
CATTAGCAAA ATCGCCAAAT TGCGCTTCCC AAATGGTTAA CGTTTTTGGA TCTGTTGTTG 1729680 
CGTAGCCATA TTCAAAAGCA AGAACAGATT CTTCAGAAAG TACCGAATCC CATACTTCAA 1729740 
AACGACCTTG ATTGGCGTGT AAATGTGTTA ATGGTACATA CCCCGTACCA TCATTTTGAT 1729800 

-77.1031- 

SUBSTTTUTE SHEET (RULE 26) 



WO 96/33276 PCT/US96/053aO 

TATGCACAAC GGCATGACGA TGGAAAAAAG TACCTCGTCC CGCATCTTCG CCTGATAAAC 172 9860 
GAACATTAAC ACCTTCATCA AGTAAGGTTG CATAAGCCAT GGTTTCAGCC ATACCCCAGT 172992 0 
CGAGCAATTT TTCGCCTTGA TACATTGCTT TACGATCATT ATAGATTTTT TCTACGCGAG 1729980 
GATGCGCACG TAAACTTTCA GGATATTCAC ATACACGTTT AGCAAGGGTT AAAAAACGTT 1730040 
CCTGTGAAAA TTTGCTTTCA TAAGGTGCTG TCCAATCATA ATTGAGATAT TGCAACCAAT 1730100 
CCATTTTTGC CGTATCCATT TCTCGCCATT CTGATACGAC TCGATCGCCA TTATCTAGCG 1730160 
CATCGCGATA ATCATTCGCC ATCTCGGTAA CTTGTTCTTC AGTCATCACA CCTTCTGAAA 173022 0 
CTAAGCGATC TGCATAAACT TTACGAGGTG TAGGATGTTT TTTGATGATG CTATACATCA 1730280 
TTGGTTGAGT GGCTAATGGT TCATCTGCCT CGTTATGACC ATGACGGCGA TAAGAAATTA 1730340 
AATCGATAAA AATATCTCGT TTGAATAAAT TACGATATTC CACCGCCATA CGCGCAGCAA 1730400 
ATGCCACCGC 7TCAGGATCA TCGCCATTAA CATGAATAAT CGGCGCTTGA ATCATTTTTG 1730460 
CAATATCGGT GCAATATTCT GTAGAGCGCG TATCATTAGG ATTAGATGTC GTAAAACCAA 1730520 
TTTGGTTATT AATCACGATG CGAATAGTAC CGCCCACACT ATAACCACGG GTATTTGACA 1730580 
TATTCAATGT TTCTTGAACA ACCCCCTGTC CTGCCACAGC TGAATCTCCG TGgACAGTAA 1730640 
TAGCAAGCAC TTTGCTATGT TCCGTATCZAT TCATACGAGT TTGTCGAGAT CGAACAGAAC 173 0700 
CAATCACAAC AGGGCTTACG ATTTCCAAAT GGGAGGGATT AAATGCCAAC GTTAAGTGAA 1730760 
CTCGCTTATC ATCTACGGCG AAATCAGAAG AAAAACCTTG ATGATATTTC ACATCCCCCG 1730820 
TACGTTCACT GGAATGTTTA CCTGCAAATT CATCGAATAA ATTTTCAGGC TTTTTACCTA 1730880 
ATACATTCAC GAGCATATTC AAACGCCCAC GGTGTGCCAT TCCCATTACC ACATCATTTA 1730940 
CCCCTTGACG ACTAGAATGG CGAATAATTT CTTTCATCAA nGGAATAAAC GCATCACTTC 1731000 
CTTCTAAAGA AAAGCGTTTC GCCCCAGGGA ATTTCGCACC AAGATAACGT TCTAAACCGT 1731060 
CTGCTGCCGT AAGTTCACGA AGAAAATTGA CACGTTCTTC AGATGTAAAA AGCGGTTTAT 1731120 
CTAACAGGCT TTCCATCTTG CTCTGGAGCC ACATTTTCTG CTCCATATCC TGCACGTGCA 1731180 
TAAACTCCAA GCCAATTGAG CCACAATATG * TTTCTTTCAA CATTTGAGCT AATTCGCCAA 1731240 
GTTTAATGGT ATCGCGTTTA TAAACGTAAT GATTTATATT GAAAGTTTCG TTGAGATCTT 17313 00 
GTTCAGTAAA ACCGTGATGG CGATAATCTA ATTCAGGGAC GAAAGATACT TTCCAACGAT 1731360 
AATAATTGAG AGGATCAAGA TTAGCCTCTA AATGGCCACG AAAACGATAG GCATTGATAA 1731420 
ATTGTAGAAC TTTCACCAAT TTTGCACCAG CTGCAGGATC TATCACTGTC ACCGCTTCAT 17314 80 
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TATGATTTTC TCGCGCTAAG CGACGAAAAT AATCTCGCAC TGGAGTATGG GGCTGTTCAA 1731540 
GTGCGGTGGT TTTTGGCAAA GAATCAAAGG TTTTTCGCCA GCTTTCCTCC ACCGACTGTG 1731600 
GATCACTCAA ATAGCTTTCA TAAAGTTCTT CTATATAAGA TTGATTTGCA CCGCCTAATG 1731660 
CTGTGCTGGC TAACCAATCA TCAAACGCCT TGTTTTGCTG CATAATTACC TCTTTATTAT 1731720 
GATATTTGAA GCAATATTTT CGCTCCATTT TTTACGCATT ATACATAGGA TTGCAACGGA 1731780 
AATAAGCCTC TTATCGGAAA TTGTTACAAA TTTGTGATCT AGTTCAAACT CTTTAGATTT 1731840 
CAAACAATAA AAAACCGCAC TTCATCTCTT AAACAAAGTG CGGTTATTTT TACTTGTATT 1731900 
AAAATTTAGG ATTTAGAATT TAAAAATGGA TTGCTCCGCT TTTCTTGCCC AATGGTTGTG 1731960 
TAAGATCCGT GTCCAGCGAT AATAATAATA TCGTCATTTA ATGGGAGTAA TTTTGTTCGA 1732020 
ATTGAAGAAA TCAATGTTTC ATAATCCCCG CGAGGGAAAT CGGTACGACC AATTCCGCCT 1732080 
TGAAATAATA CATCGCCCGT AAACGCCACT TTTTTCTCGT GTTCAATAAA ACCGATATGT 1732140 
CCTGGTGTAT GCCCTGGTAA ATGTAAAATC TCGAAATTAA AGCCATCTAA TTTTAAAATT 1732200 
TCGCCCTCTT GATTAAACCA ACGATCAGGC AAAAAAGCGT CAATATTTGG CAAGCCAAAA 1732260 
CGTTGTGCTT GCTCGGGTAA ACTCTCAAAT AAAAATTTAT CTTTTTCATT AGAACCCCAA 1732320 
ATTTCAACGC CAAAATGTTG TTTTAATTGC ATCGCTGCGC CAACATGATC TAAATGACCA 1732380 
TGGGTAAGCA AAAGCACTTT AAGATTTAAA TCTAGTTCTT CAATGCGTTG AATTAGGCGT 1732440 
TCGGCTTCGC ACCTGGGTCA ATAATTGCGG CATTTTTTTC ATCATCCCAA ATCAAAGAAC 1732500 
AATTTTGTTG GAATGCGGTA ACGGGGATAA TTTCGATATT CATTTTTGCT CCTTATAATC 1732560 
GATAAAACTG TTGAGTATTC AAAAGGATTT GCTTTTGAAC AGAATGTAAT GGCAAAGACT 1732620 
TTAATTCAGC TAGTTTCTGC AATACAGCCA ATAATTGTTC AGAAATGCCC GCACGTTCAA 1732680 
ATCCTTCGTG TTGCCAAGGG CTATCCGTTt' CAATCATCAA ACGGTTTAAC GACAAATGTT 1732740 
GAGCAACATA CTGTGTTTTA GAGTTCCATA AAATATCAGG GGTTAGGCTT GCAAAATAGG 1732800 
GGGTAGAGAA AAATTTCTGA AAAGATTTTT CATCTGTCTT AAACCAGTGA AAATGAGCCC 1732860 
GTTGAATATT ATGTTTCTGC AATAATTCAA GGGCAATTTC TACATCGTTA TGTACAATAT 1732920 
GCAAATTTAA CGGTAAATCC CATTTTTTCG CTATCAGAAT AAATCGCTCC AGTAATTCAA 1732980 
TGTAAGGCAC GTAATCTAAA TTCGGATTTT CTCGTTTAGA ATAATGTGGC AAGCCCACCT 1733040 
CGCCAATGGC AGAAATCGAT GAATGATGTT CGTCARTCCA TTGAAATAAT TTTTTTTGTT 173310O 
CTTCTAAACT AGGTAATTGC TGTTCAGGAT GAAAACCGGC TGCAATATAA AGTTTCTTTG 1733160 
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GGTAAGTCTG TTTTAAATTC AGCAGTTTTT TAGCACTGTT GAGATTAGTA CTCACCGCAA 1733220 
GCATACCTAT AATCTTTGAA TGAGCAAGTG TTTGCTGAAT ATTCTCGTCA GAGAGTTGGT 1733280 
CTAAATGAAG ATGGCTGTCA AATAACATTT CTTTTCCAAT GAAAAACCGC ACAAAAGTGC 173334 0 
GGTTAATTTT ACATTTGTTT TACACGCCTT TCCAAGTTCT CACAGGGCCT GTATCTACGT 1733400 
GAATGAAATT ACTGGTTGGA TAATAACCCA CGCCACCATT TCGCAGACTT TCCGCAGAAG 1733460 
ATTTCACTTT AATCAAAGGC ACACCCGCAA TACGAAAATC AATGGCTTTT CCTTTAATGT 173352 0 
GATAACTATT TTTCGCTACG CACGACTTTG GCGACGACGC ATTGCATTAG TAGAGGCTGA 173358 0 
ACGATAACCA CAAATTACTT CAATTTCAGC ATTGCGTAAG CCTAAATTAG TTTGGATATT 173364 0 
ATAAAATTTC TGGAATAAAT TTGGATCCAT TTTATGCACT TGATTTGTCC TTTTATCACG 1733700 
CATTAAATAA TCCAATTTTT TTAACATCGC AGGCGAAAAA CCTTTTGCTA AAGAAAACTC 1733760 
GCCACTTAAT CTTTCGCCCG TATTAATGTT GCGGAAAGTT AAAATACGAG GTTTAGGTGT 173382 0 
TGAAACCATT GCTAATACAG AATTTGGTAA AATAGATATT CCTAACGCAA TACCGCCCAG 1733880 
CGATAACCAT TTTCGTTTAT TCTGATCCAC ATAATTCATT ATAGCTCCCT TATTTTATTG 1733940 
AAGATATTTT TTTACGAGAT CCCAATTAAT CTCAGCAAGA TTAATCTGAC GATCATAACC 1734000 
ATAAATATCA GGTAAATTTA CAATATTTCC GTTTTCAATC CACGCAGTAA CATAATATAA 173406 0 
AAAAACAGGA TTATCCGAGC GTATCGGCGC AGAAGTGGTT TTTTTACTTG CTAATACTGT 1734120 
ATTTTTTCGA GTTTCTGTCC AACCTGCTTC TTTTAATAAA ATACTTGCCA ATTGATCAGA 1734180 
TTTTTCAACA CGCACACAAC CAGAACTTAA CGCTCGATTT TTACGATTAA ACAATCCGCG 173424 0 
ATTTGGCGTA TCGTGTAAAT AAATTGCATC AGAACTTGGC ATATTAAATT TATAATTACC 1734300 
TAACGCACTA TCGCCAGCCG CTTGTCGAAC TCGATAAGGA AATTTATTAT CAATAGATTC 1734360' 
CCAATCAATA GAAGCAGGAT CAACAACATT GCCTTGATTA TCTAAAATTG AATAATTATG 173442 0 
CTCCGTAATA TAATTTGGAT CGGCTTTCAT TTTTGGCAAT AAATCTTCAT TAATTAAGCG 1734480 
AATTGGCGCA TTCCAAGGTG GATTTACAAC CACATTACTT AATTTGCTAT ACATTACAGG 1734540 
TGTCCTGCGC GAATTTGTGC CAACAATTAC CCGAGATTCT AAAATTAAAT CGCCATCACG 1734600 
ATAATACTGT AATTTATAGC TTGGAATATT CACAAAAATT CCATTATGAA AATCAGGAAT 1734660 
CACACGTAAA CGCTGTGCAT TCATTGCCAA TTTTTGAGTA ATATTTGATT CTTTAGAAGT 1734720 
CGGAATAAAC ATCGGCAATG ATTGAATTGT TTGGCGATAT AAATGATTTT CTCCCGCTAA 1734780 
ACTTTGTATG AAATCAAGAA GTTGATTATT TTCCACCGCA CTTAACCAGC GTTGAATATG 173484 0 
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